WO 01/57188 



PCT/US01/03800 



gctgagcgga agggtgagag ggaggagatg caggatgccc acgtcatcct gaacgacatc 480 

accgaggagt gtaggccccc atcgtccctc attactcggg tttcatattt tgctgttttt 540 

gatggacatg gaggaattcg agcctcaaaa tttgctgcac agaatttgca tcaaaactta 600 

atcagaaaat ttcctaaagg agatgtaatc agtgtagaga aaaccgtgaa gagatgcctt 660 

ttggacactt tcaagcatac tgatgaagag ttccttaaac aagcttccag ccagaagcct 720 

gcctggaaag atgggtccac tgccaogtgt gttctggctg tagacaacat tctttatatt 780 

gccaacctcg gagatagtcg ggcaatcttg tgtcgttata atgaggagag tcaaaaacat 840 

gcagccttaa gcctcagcaa agagcataat ccaactcagt atgaagagcg gatgaggata 900 

cagaaggctg gaggaaacgt cagggatggg cgtgttttgg gcgtgctaga ggtgtcacgc 960 

tccattgggg acgggcagta caagcgctgc ggtgtcacct ctgtgcccga catcagacgc 1020 

tgccagctga cccccaatga caggttcatt ttgttggcct gtgatgggct cttcaaggtc 1080 

tttaccccag aagaagccgt gaacttcatc ttgtcctgtc tcgaggatga aaagatccag 1140 

acccgggaag ggaagtccgc agccgacgcc cgctacgaag cagcctgcaa caggctggcc 1200 

aacaaggcgg tgcagcgggg ctcggccgac aacgtcactg tgatggtggt gcggataggg 1260 

cactgagggg tggcgcgcgg ccaggagcac gcatggtatt gacttaaaag gttcattttg 132 0 

tgtgtgtgca cattgtgtgt tttgtgtact cctgtgggac tcccatggtt gtaaataaag 1380 

gtttctcttt ttaaaaaaaa aaaa 1404 



<210> 1338 

<211> 719 

<212> DNA 

<213> Homo sapiens 



<400> 1338 

cggggccttc gcagagcatg gcggcgggcg agcttgaggg tggcaaaccc ctgagcgggc 60 

tgctgaatgc gctggcccag gacactttcc acgggtaccc cggcatcaca gaggagctgc 120 

tacggagcca gctatatcca gaggtgccac ccgaggagtt ccgccccttt ctggcaaaga 180 

tgagggggat tcttaagtct attgcgtctg cagacatgga tttcaaccag ctggaggcat 240 

tcttgactgc tcaaaccaaa aagcaaggtg ggatcacatc tgaccaagct gctgtcattt 300 

ccaaattctg gaagagccac aagacaaaaa tccgtgagag cctcatgaac cagagccgct 360 

ggaatagcgg gcttcggggc ctgagctgga gagttgatgg caagtctcag tcaaggcact 420 

cagctcaaat acacacacct gttgccatta tagagctgga attaggcaaa tatggacagg 480 

aatctgaatt tctgtgtttg gaatttgatg aggtcaaagt caaccaaatt ctgaagacgc 540 

tgtcagaggt agaagaaagt abcagcacac tgatcagcca gcctaactga agatgatgta 600 

tgaaggagtt ggagttgttg aaaccaaggt gtcoatgatc cctccccact gaccttttct 560 

aagaaaattc ttgtgcccgc attggtatta aatcctcgca ttcagtcaaa aaaaaaaaa 719 



<210> 1339 

<211> 1085 

<212> DNA 

<213> Homo sapiens 



<400> 1339 

tctgacgagg tcttacggaa gttcccgaaa cttccggtgg ccggcttagt taggagctat 60 

ggctaaacat catcctgatt tgatcttttg ccgcaagcag gctggtgttg ccatcggaag 120 

actgtgtgaa aaatgtgatg gcaagtgtgt gatttgtgac tcctatgtgc gtccctgcac 180 

tctggtgcgc atatgtgatg agtgtaacta tggatcttac caggggcgct gtgtgatctg 240 

tggaggacct ggggtctctg atgcctatta ttgtaaggag tgcaccatcc aggagaagga 300 

cagagatggc tgcccaaaga ttgtcaatct ggggagctct aagacagacc tcttctatga 360 

acgcaaaaaa tacggcttca agaagaggtg attggtgggt ggccccttcc tccccccaac 420 

atcagtctgc tgcagctgcc agaaaacatg cctactacta ccagcagaaa gggagcagag 480 

cccagagcat caccaggagt gcctgctagt gtactggcag cttgccaccc cctcctctcc 540 

cttcacccag acacgtggta gggatggaaa aggattcttc acagagcact ctggcacacc 600 

atatcggaga aaacttgata gattagttaa tggtttttct tgaattcgag aagcatagat 660 

ctgttctcca tattggtatg ttctccctca accaagatct tctaaaaaga aataatattt 720 

tagtcttctg cttgaggaac tgactgtgaa gcgacgccca gtgaaaaaca tgttcttgca 780 

gcagctctgg tggcagctgt ccttgaggaa cctttggtgt gtggtg'ggaa gctatcagaa 840 

caagaaatgt aggcatttcc cgtttttttg gggggggggg gggggggggc cagggctctg 900 
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ccagtagtgt agtgcggtgt gcttttacgt gatggcgggt gggcagcggg cggcgggctc 4500 

cgcgcagccg tctgtccttg atctgcccgc ggcggcccgt gttgtgtttt gtgctgtgtc 4560 

cacgcggcta aggcgacccc ctcccccgta ctgacttctc ctataagcgc ttctcttcgc 4620 

atagtcacgt agctcccacc ccaccctctt cctgtgtctc acgcaagttt tatactctaa 4680 

tatttatatg gctttttttc ttcgacaaaa aaataataaa acgtttcttc tg 4732 



<210> 1336 

<211> 1904 

<212> DNA 

<213> Homo sapiens 



<400> 1336 

cggccgcgtc gacggcagcc atctttctct tgccgcgtgc tggtgttgga ggaccctccc 60 

tgcttcagat ttaccaacag catgaatcaa gaaaagttag ccaaacttca ggctcaggtc 120 

cggatagggg gcaagggtac agctcgcaga aagaagaagg tggtacatag aacagccaca 180 

gctgatgaca aaaagcttca gagttctcta aaaaaactgg ctgtgaataa tatagctggt 240 

attgaagagg tgaacatgat taaagatgat gggacagtta ttcatttcaa caatcccaaa 300 

gtccaagctt ccctttctgc taataccttt gcaattactg gtcatgcaga agccaaacca 360 

atcacagaaa tgcttcctgg aatattaagt cagcttggtg ctgacagttt aacaagcctt 420 

aggaagttag ctgaacagtt cccacggcaa gtcttggaca gtaaagcacc aaaaccagaa 48 0 

gacattgatg aggaagatga tgatgttcca gatcttgtag aaaattttga tgaggcatca 540 

aagaatgaag ctaactaaaa gtttggtttt tggaagctgg catggactag atttaacaaa 600 

tcagctatgt ggttccaaag ttttacagac atggagaaca tcacctgtta ctagttcagt 66 0 

aatataaata ttttgtatat taataatgct gtttgttcag catttttcgg tcatttgatt 72 0 

ttgcattttg cacttcctcc caggatattt ttttggtcaa aatatgaagt attggtgcag 780 

tttgagggtg ttttggtttt tgattcctgg tttttttgtt ttttgtttgg ggtatttttg 84 0 

gtgtatgtat gtttatgtat gtgtgtgggt atgtgtgtat acagtggaga gcaaattgga 900 

aaacagttct atttatcctc ctccctcccc agtagaaata aaaaaaatct ttacatttgt 960 

tacttttctt ttccccccgt aagacacaga attaatggaa agtgagtatc ttggatttca 1020 

aatctgaaga gatttttacc attagtggtt tgattttaat ttgcttggtt aactatcata 108 0 

tttttcatac acttctctgg atttaaaata tcttgaggta ttttgccact ggcttcatgc 1140 

tggagtaatg ggtaacatat ctttggtatg gttgccttag attaacttac ctagtcagac 1200 

ccagaagaac ttcttttact agcttgcttc ctaaatgcct tttttcctct ccttttggtc 1260 

tccaaatggc ctggtcagct tttggtaata ttcttcctca tcttccacct agcttgagaa 132 0 

ggatgttctc catatagagt ttagcgagtg cctaatccct ccttttgtaa gattttgttc 1380 

cctcagcttg aggaacaact tcatcttcaa ctttttattt ctccctgatg ttacagtttg 1440 

gtagatttca aactggaata gctagcatgt gcttgctaaa taattttatg ccagecttat 1500 

cctgtatcct agctgttctt aacagcaggt acaaaaatgc ctgtttttca gcaaggttga 1560 

aattgggaat gtccttttga atcagaagaa aataggccat agactcatct cccagcacaa 162 0 

atgggcattc tatgaaatgg tactggccct aggaggattt cctcaaccac tctcctactc 1680 

ttggccttga acctacctct gggttggatc ttactattgt agctgctcac tataccctcc 1740 

tgcatgctta gaataatgct ttgaggggag cactggtaaa acacagtatt tattttttta 1800 

cctcctttaa gaggacttgg aggtaagttg cattcattca ctcaagtttc cctcttgctg I860 

tctaatagaa gcttactttt tgctatatca gcatttgtta cage 1904 



<2X0> 1337 

<211> 1404 

<212> DNA 

<213> Homo sapiens 



<400> 1337 

attccegggt cgacgatttc gtggagcccg gccgctgctc gegggctgag tgtctgtcgc 60 

tgctgccgcc tccacccagc ctccgccatg gacctcttcg gggacctgcc ggageccgag 120 

cgctcgccgc gcccggctgc egggaaagaa gctcagaaag gacccctgct ctttgatgac 18 0 

ctccctccgg ccagcagtac tgactcagga tcagggggac etttgetttt tgatgatctc 240 

ccacccgcta gcagtggcga ttcaggttct cttgccacat caatatccca gatggtaaag 300 

actgaaggga aaggagcaaa gagaaaaacc tccgaggaag agaagaatgg cagtgaagag 360 

cttgtggaaa agaaagtttg taaagectet teggtgatet ttggtctgaa gggctatgtg 420 
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gtgggtgtga actctctccg gagttaccag ctcagctcca atctgcactt ctctctggat 660 

gtggtaagcg gaactgatgg acaaaagtat ccggagctgg tgttggaaca gcccctagac 720 

cgcgagaaag agactgttca cgacctcctc ctcacagctt tagatggcgg agacccggta 780 

ctctccggca ccacgcacat ccgtgttacg gtcctcgacg caaacgacaa tgcgcccctg 840 

ttcaccccat ccgagtacag cgtgagtgtt ccagagaaca tacctgtggg cactcggctg 900 

ctcatgctaa ccgccacgga tccagatgag ggaataaacg ggaaattgac ctactctttt 960 

cgcaatgaag aagaaaaaat ttcggagact ttccaacttg attccaacct gggggaaatc 1020 

tcaactctac aatcactgga ctatgaagaa tccagattct acctcatgga agtggtagct 1080 

caggatggag gcgctcttgt tgccagcgct aaggtggtgg tcacagtaca ggacgtgaat 1140 

gacaatgccc ccgaagtgat cctcacctct ctgaccagtt cgatctctga agactgtctt 1200 

cccggaactg taatcgcgct gtttagcgta catgatggtg attctggaga aaatggtgag 1260 

attgcatgct ctattcctag gaatttgcct tttaaattgg agaagtcagt tgataattac 132 0 

tatcacctat taacaactag ggacctggac agagaagaga cttcagatta taatatcact 1380 

ttaaccgtca tggaccatgg aaccccgccc ctctctacag aaagccacat ccccttgaaa 1440 

gtagcagacg ttaatgacaa cccacccaat ttccctcaag cctcctactc cacctctgtc 1500 

acagaaaaca atcccagagg tgtctctatc ttctctgtga cagcccatga ccccgacagc 1560 

ggcgacaacg ctcgagtcac ctactccctg gctgaagaca catttcaggg ggcgcccttg 1620 

tcctcctatg tatccattaa ctctgacacc ggtgtcctgt atgctctgag atccttcgac 1680 

tatgagcagt tgagagacct acagttgtgg gtgacagcca gcgacagtgg gaaccctcca 1740 

cttagcagca acgtgtcgct gagcctgttt gtgctggacc agaacgacaa tacgcctgag 1800 

atcctgtacc ccgccctccc cacagacggt tccacgggcg tggagctggc gcctcgctcc 1860 

gcagaacctg gctacctggt gaccaaggtg gtagcggtgg acaaagattc aggccagaac 192 0 

gcctggctgt cctaccgcct gcttaaggcc agcgagccag gactctttgc ggttgggctg 1S80 

cacacgggcg aggtgcgcac agcgcgagcc ctgctggaca gagacgcgct caagcagagc 2040 

ctcgtggtgg ccgtcgaaga ccatggccag ccccctctgt cagccacctt cacggtcacc 2100 

gttgccgtgg ccgacaggat ccctgacatc ctggctgacc taggcagtat caagaccccc 2160 

attgaccctg aggatctgga cctcacactc tatcttgtgg tggcagtggc tgcagtctcc 2220 

tgcgtcttcc tggccttcgt catcgtgctg ctggtgctca gactgaggcg ctggcacaag 2280 

tcacgcctgc ttcaggctga aggcagcagg ttggcgggtg tgcccgcctc gcactttgtg 2340 

ggcgtggatg gggttcgggc tttcctgcag acctattccc acgaggtctc cctcaccgcg 240 0 

gactcgagga agagtcacct gatcfcttccc cagcccaact acgcagacac gctccttagt 2460 

gaagagagct gtgagaaaag cgagcctctt ctgatgtctg ataaggtaga tgcaaacaaa 2520 

gaagaacggc gagttcagca agccccgccc aacacggact ggcgtttctc tcaggcccag 2580 

agacccggca ccagcggctc ccaaaatggc gatgacaccg gcacctggcc caacaaccag 2640 

tttgacacag agatgctgca agccatgatc ttggcgtccg ccagtgaagc tgctgatggg 2700 

agctccaccc tgggaggggg tgccggcacc atgggattga gcgcccgcta cggaccccag 276 0 

ttcaccctgc agcacgtgct gcagggtgaa ctggggtccg actaccgcca gaatgtctac 2820 

atcccaggca gcaatgccac actgaccaac gcagctggca agcgggatgg caaggcccca 2880 

gcaggtggca atggcaacaa gaagaagtcg ggcaagaagg agaagaagta acatggaggc 2940 

caggccaaga gccacagggc ggcctctccc caaccagccc agcttctcct tacctgcacc 3000 

caggcctcag agtttcaggg ctaaccccca gaatactggt aggggccaag gccatgctcc 3060 

ccttgggaaa cagaaacaag tgcccagtca gcacctaccc cttccccccc agggggttga 3120 

atatgcaaaa gcagttccgc tgggaacccc catccaatca actgctgtac ccatgggggt 318 0 

agtggggtta ctgtagacac caagaaccat ttgccacacc cogtttagtt acagctgaac 3240 

tcctccatct tccaaatcaa tcaggcccat ccatcccatg cctccctcct ccccacccca 3300 

ctccaacagt tcctctttcc cgagtaaggt ggttggggtg ttgaagtacc aagtaaccta 336 0 

caagcctcct agttctgaaa agttggaagg gcatcatgac ctcttggcct ctcctttgat 3420 

tctcaatctt cccccaaagc atggtttggt gccagcccct tcacctcctt ccagagccca 3480 

agatcaatgc tcaagttttg gaggacatga t caeca tccc catggtactg atgcttgctg 3540 

gatttaggga gggcattttg ctaccaagcc tcttcccaac gccctgggga ccagtcttct 3600 

gttttgtttt tcattgtttg acgtttccac tgeatgeett gacttccccc acctcctcct 3660 

caaacaagag actccactgc atgttccaag acagtatggg gtggtaagat aaggaaggga 3720 

agtgtgtgga tgtggatggt gggggcatgg acaaagcttg acacatcaag ttatcaaggc 3780 

cttggaggag gctctgtatg tcctcagggg actgacaaca tcctccagat tccagccata 3840 

aaccaataac taggctggac ccttcccact acataatagg gctcagccca ggcagccagc 3900 

tttgggctga gctaacagga ccaatggatt aaactggcat ttcagtccaa ggaagctcga 3960 

agcaggttta aggaccaagg tccccttgag aggtcagagg ggcctctgtg ggtgctgggt 4020 

actccagagg tgccactggt ggaagggtca gcggagcccc agcaggaagg gtgggccagc 4080 

caggccattc ttagtccctg ggttggggag gcagggagct agggcaggga ccaaatgaac 4140 

agaaagtctc ageccaggat ggggcttctt caacagggcc cctgccctcc tgaagectea 4200 

gtccttcacc ttgccaggtg ccgtttctct teegtgaagg ccactgccca ggtccccagt 4260 

gcgcccccta gtggccatag cctggttaaa gttccccagt gcctccttgt gcatagacct 4320 

tcttctccca cccccttctg cccctgggtc cccggccatc cagegggget gecagagaac 4380 

cccagacctg cccttacagt agtgtagcgc cccctccctc tttcggctgg tgtagaatag 4440 
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<213> Homo sapiens 



<400> 1334 

tttcgtgtca ccagcactta cggcactgaa aactcgctgc tgccccaacc tggcttgaca 60 

ggcttggtct ctgcaagtgg ctctcagccc cttcttcttt cctgcctcac cttccaattc 120 

gtttgccgcc gccgtcccgc agctgctgtt tccggagttg ccccttcccc atgttccggg 180 

gcaggagtcc gcaaagcgaa gatccgcccg ccggttcctc atcatgtccg aactgactaa 240 

agagctgatg gagctggtgt ggggcaccaa gagcagcccc ggtctctcgg acaccatttt 300 

ctgccgctgg acgcaagggt ttgtgtttag tgaatcagag ggatctgcat tagaacagtt 350 

tgaaggtggc ccctgtgctg ttattgcacc tgttcaggca tttcttttga agaagctcct 420 

gttttcttcg gagaagtctt cttggcggga ttgttcacag gaagagcaga aggaactcct 480 

ttgtcatacc ttgtgtgata ttttagaaag tgcttgttgt gaccactctg gatcatactg 540 

cttggtttca tggttaagag gaaagacaac tgaggaaact gctagtattt ctgggagtcc 600 

tgcagagtct agttgccaag tggaacattc ttctgccttg gctgtcgaag agcttggctt 660 

tgagcgattt catgcattaa ttcaaaaaag atcgttcaga agtttaccag aattaaaaga 720 

tgctgtcttg gaccagtatt caatgtgggg aaataaattt ggagtattgc tttttctgta 780 

ttctgtatta ctgacaaagg gcattgaaaa cataaaaaac gaaattgaag atgcaagtga 840 

acccttgata gatcctgtat atggacatgg cagccaaagt ttaattaatc tcctgctgac 900 

gggacatgct gtttctaatg tatgggatgg tgatagagag tgctcaggaa tgaaacttct 960 

tggtatacat gaacaagcag cagtaggatt tttaacacta atggaagctt taagatactg 1020 

taaggttggt tcttacttga aaatctccaa aattccctat ttggattgtt tggcaagtga 1080 

gactcacctc accgtatttt ttgccaagga tatggcttta gttgcccctg aagctccttc 1140 

agaacaagcc agaagagttt ttcaaaccta cgacccagaa gataatggat tcatacccga 1200 

ttcacttctg gaagatgtga tgaaagcatt ggaccttgtt tcagatcctg aatatataaa 1260 

tctoatgaag aataaattag atccagaagg attaggaatc atattattgg gcccatttct 1320 

tcaagaattt tttcctgatc agggctccag tggtccagaa tcttttactg tctaccacta 1380 

caatggattg aagcagtcaa attataatga aaaggtcatg tacgtagaag ggactgcagt 1440 

tgtgatgggt tttgaagatc ccatgctaca gacagatgac actcctatta aacgctgtct 1500 

gcaaaccaaa tggccataca ttgagttact ctggaccaca gatcgctctc cttcactaaa 1560 

ttaatttgtc taagtattta taaggaagat cttaataaca gatgttgaaa gaaggagtca 1620 

agactggcaa ttggctggat taagctaaac actggtatca ctgattaact gtaaataaca 1680 

attaaaaaca cattttcagt gtttatgata tgtttaaatt atttgtccta aagctttatg 1740 

ttaaagatta tcctatttta ccccttcgtg tgaaatttac tagcaaaatt aagctttcat 1800 

caaagttcat cacttttgca ttcagatact tggtcattta cttaccaaat tacaaacgca 1860 

atactacagc atttgtatat taagtatcac agttactatt gataaactac ttttgggttt 1920 

tatttcattg aggcactttt tttattgttt gaatgattcc ggcttgtaat atatcagcct 1980 

ctacaatgaa atgcagaaga gttcattttt ctaagatctg tttttcatta gaaatattga 2040 

caaataacac attgtcaacc tggatccttt gacaatttac ttaactctgg catgttcaca 2100 

aaaagtagaa actctaagag accattacca tttattcaca gatgtatagg ggatgtattc 2160 

taaaaactga cagaaaagag aatctgatag tcaacactgt taacttttac tgtgtaattg 2220 

ccaaatacac tttttccaaa tttgtcccaa cagccctgta agccagcttt cttctatatt 22 80 

tataaacacg ataaatgcat gagaagatct gttattacat tagtatatta cgttatttat 2340 

tatgatccta gttgatggcc taaataaaca cctttttctt taaaaaaaaa aaaac 2395 



<210> 1335 

<211> 4732 

<212> DNA 

<213> Homo sapiens 



<400> 1335 

gaaaagccaa cgctccacgc ccattttcgt cagggaatat gtacccatcg gctttagata 60 

aataaggaaa cagggggctg aaccagaact aagagaagat tgggcagaga gaaggcaatg 120 

gcgagtccac ctaggggctg gggctgcgga gagctgctgc tgcccttcat gctcctgggg 180 

acgctgtgcg agccaggatc cgggcagatc cgctactcga tgccggagga gctggacaaa 240 

ggctccttcg tcggcaacat agccaaggac cttgggctgg agccccagga gctggcggag 300 

cgcggagtcc gcatcgtctc cagaggtagg acgcagcttt ttgccctgaa cccgcgaagc 360 

ggcagcttgg tcaccgcggg caggatagac cgggaggagc tctgcgctca gagcccactg 420 

tgtgtggtga actttaacat cttggttgag aacaaaatga aaatttatgg agtagaagta 480 

gaaataatcg atattaatga taacttcccg cgtttccggg atgaagagtt aaaagtaaaa 540 

gttaatgaaa atgcggctgc agggacacgg ttagtgcttc ccttcgcgcg ggatgcggat 600 
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<210> 1333 

<211> 2710 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> mis cofeature 
<222> (1)...(2710) 
<223> n o a,t,c or g 



<400> 1333 

ogcagcgggt gcgggcgccg acgggcgaga gccagcgagc gagcgagcga gccgagccga 60 

gcctcccgcc gtcgccatgg gccagaacga cctgatgggc acggccgagg acttcgccga 120 

ccagttcctc cgtgtcacaa agcagtacct gccccacgtg gcgcgcctct gtctgatcag 180 

caccttcctg gaggacggca tccgtatgtg gttccagtgg agcgagcagc gcgactacat 240 

cgacaccacc tggaactgcg gctacctgct ggcctcgtcc ttcgtcttcc tcaacttgct 300 

gggacagctg actggctgcg tcctggtgtt gagcaggaac ttcgtgcagt acgcctgctt 360 

cgggctcttt ggaatcatag ctctgcagac gattgcctac agcattttat gggacttgaa 420 

gtttttgatg aggaacctgg ccctgggagg aggcctgttg ctgctcctag cagaatcccg 480 

ttctgaaggg aagagcatgt ttgcgggcgt ccccaccatg cgtgagagct cccccaaaca 540 

gtacatgcag ctcggaggca gggtcttgct ggttctgatg ttcatgaccc tccttcactt 600 

tgacgccagc ttcttttcta ttgtccagaa catcgtgggc acagctctga tgattttagt 660 

ggccattggt tttaaaacca agctggctgc tttgactctt gttgtgtggc tctttgccat 720 

caacgtatat ttcaacgcct tctggaccat tccagtctac aagcccatgc atgacttcct 780 

gaaatacgac ttcttccaga ccatgtcggt gattgggggc ttgctcctgg tggtggccct 840 

gggccctggg ggtgtctcca tggatgagaa gaagaaggag tggtaacagt cacagatccc 900 

tacctgcctg gctaagaccc gtggccgtca aggactggtt cggggtggat tcaacaaaac 360 

tgccagcttt tatgtatcct cttcccttcc cctcccttgg taaaggcaca gatgttttga 1020 

gaactttatt tgcagagaca cctgagaatc gatggctcag tctgctctgg agccacagtc 1080 

tggcgtctga cccttcagtg caggccagcc tggcagctgg aagcctcccc cacgccgagg 1140 

ctttggagtg aacagcccgc ttggctgtgg catctcagtc ctatttttga gtttttttgt 1200 

gggggtacag gagggggcct tcaagctgta ctgtgagcag acgcattggt attatcattc 1260 

aaagcagtct ccctcttatt tgtaagttta catttttagc ggaaactact aaattatttt 1320 

gggtcrgttca gccaaacctc aaaacagtta atctccctgg tttaaaatca caccagtggc 1380 

tttgatgttg tttctgcccc gcattgtatt ttataggaat actgaaaaca tttagggaca 1440 

cccaaagaat gatgcagtat. taaaggggtg gtagaagctg ctgtttatga taaaagtcat 1500 

cggtcagaaa atcagcttgg attggtgcca agtgttttat tgggtaacac cctgggagtt 1560 

ttagtagctt gaggcaaggt ggaggggcaa gaagtccttg gggaagctgc tggtctgggt 1620 

gctgctggcc tccaagctgg cagtgggaag ggctagtgag accaoacagg ggtagcccca 1680 

gcagcagcac cctgcaagcc agcctggcca gctgctcaga ccagcttgca gagccgcagc 1740 

ogctgtgggc agggggtgtg gcaggagctc ccagcactgg agacccacgg actcaaccca 1B00 

gttacctcac atggggcctt ttctgagcaa ggtctcgaaa gcgcaggccg ccctggctga 1860 

gcagcaccgc cctttcccag ctgcactcgc cctgtggaca gccccgacac accactttcc 1920 

tgaggctgtc gctcactcag attgtccgtt tgctatgccg aatgcagcca aaattccttt 1980 

ttacaatttg tgatgcctta ccgatttgat cttaatcctg tatttaaagt tttctaacac 2040 

tgccttatac tgtgtttctc tttttggggg agcttaactg cttgttgctc cctgtcgtct 2100 

gcaccatagt aaatgccaca agggtagtcg aacacctctc tggcccctag acctatctgg 2160 

ggacaggctg gctcagcctg tctccagggc tgctgcggcc cagccccgag cctgcctccc 2220 

tcttggcctc tcatccattg gctcfcgcagg gcaggggtga. ggcaggtttc tgctcataag 2280 

tgcttttgga agtcacctac ctttttaaca cagccgaact agtcccaacg cgtttgcaaa 2340 

tattcccctg gtagcctact tccttacccc cgaatattgg taagatcgag caatggcttc 2400 

aggacatggg ttctcttctc ctgtgatcat tcaagtgctc actgcatgaa gactggctta 2460 

tctcagtgtt tcaacctcac cagggctgtc tcttggtcca cacctcgctc cctgttagtg 2520 

ccgtatgaca gcccccatca aatgaccttg gccaagtcac ggtttctctg tggtcaaggt 2580 

tggttggctg attggtggaa agtagggtgg accaaaggag gccacgtgag cagtcagcac 2640 

cagttctgca ncagagcgcc tccgtcctag tgggtgtcct gtttctcctg gccctgggtg 2700 

gntaaggctg "* 2710 



<210> 1334 
<211> 2395 
<212> DNA 
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gaaaaagcga aaaacaagag tcttgtcaag atttggtgca aaacttttac caacaagacc 960 

cagattaacg tcactgttcc ctcgactgct aactgcacct ccccttccct ctgttggacg 1020 

gatggcatcc aaaactggac catgaagaat gtgacctaca aggagaacat cgccaaatgc 1080 

cagcatatct ttgtgaattt ccacctcccg gatcttgctg tgggcaccat cttgctcata 1140 

ctctccctgc tggtcctctg tggttgcctg atcatgattg tcaagatcct gggctctgtg 1200 

ctcaaggggc aggtcgccac tgtcatcaag aagaccatca acactgattt cccctttccc 1260 

tttgcatggt tgactggcta cctggccatc ctcgtcgggg caggcatgac cttcatcgta 1320 

cagagcagct ctgtgttcac gtcggccttg acccccctga ttggaatcgg cgtgataacc 1380 

attgagaggg cttatccact cacgctgggc tccaacatcg gcaccaccac caccgccatc 1440 

ctggccgcct tagccagccc tggcaatgca ttgaggagtt cactccagat cgccctgtgc 1500 

cactttttct tcaacatctc cggcatcttg ctgtggtacc cgatcccgtt cactcgcctg 1560 

cccatccgca tggccaaggg gctgggcaac atctctgcca agtatcgctg gttcgccgtc 1620 

ttctacctga tcatcttctt cttcctgatc ccgctgacgg tgtttggcct ctcgctggcc 1680 

ggctggcggg tgctggttgg tgtcggggtt cccgtcgtct teat cat cat cctggtactg 1740 

tgcctccgac tcctgcagtc tcgctgccca cgcgtcctgc cgaagaaact ccagaactgg 1800 

aacttcctgc cgctgtggat gcgctcgctg aagccctggg atgccgtcgt ctccaagttc 186 0 

accggctgct tecagatgeg ctgctgctgc tgctgccgcg tgtgctgccg cgcgtgctgc 1920 

ttgctgtgtg gctgccccaa gtgctgccgc tgcagcaagt getgegagga cttggaggag 1980 

gegcaggagg ggcaggatgt ccctgtcaag gctcctgaga cctttgataa cataaccatt 2040 

agcagagagg ctcagggtga ggtccctgcc teggactcaa agaccgaatg cacggccttg 2100 

taggggaege cccagattgt cagggatggg gggatggtcc ttgagttttg catgctctcc 216 0 

tccctcccac ttctgcaccc tttcaccacc tcgacccggg aattcegg 2208 



<210> 1332 

<211> 1681 

<212> DNA 

<213> Homo sapiens 



60 



<400> 1332 

tacttcccgg atgagaaggg cggccgtgaa gecagcaggg aagccagccc cacaggcaag 

ggccccccag cctcctcaca gctccccata gcctggacct gccggccctc cctccaggac 120 

cgaggggctc ccaagggaaa etcaggegtg tgctggtccc aatgtcagtg aaacccagct 180 

gggggcctgg cccctcggag ggggtcaccg cagtgcctac cagtgacctt ggagagatcc 240 

acaactggac egagctgett gacctcttca accacacttt gtctgagtgc cacgtggagc 300 

toagecagag caccaagcgc gtggtcctct ttgccctcta cctggccatg tttgtggttg 36 0 

gactggtgga gaacctcctg gtgatatgcg tcaactggcg cggctcaggc egggcaggge 42 0 

tgatgaacct ctacatcctc aacatggeca tcgcggacct gggcattgtc ctgtctctgc 480 

ccgtgtggat gctggaggtc aegctggact acacctggct ctggggcagc ttctcctgcc 540 

gcttcactca ctacttctac tttgtcaaca tgtatagcag catcttcttc ctggtgtgcc 60 0 

tcagtgtcga ccgctatgtc accctcacca gcgcctcccc ctcctggcag cgttaccagc 660 

accgagtgcg gcgggccatg tgtgcaggca tctgggtcct ctcggccatc atcccgctgc 720 

ctgaggtggt ccacatccag ctggtggagg gccctgagcc catgtgcctc ttcatggcac 780 

cttttgaaac gtacagcacc tgggccctgg cggtggccct gtccaccacc atcctgggct 840 

tcctgctgcc cttccctctc atcacagtct tcaatgtgct gacagcctgc cggctgcggc 900 

agecaggaca acccaagagc cggcgccact gcctgctgct gtgcgcctac gtggccgtct 960 

ttgtcatgtg ctggctgccc tatcatgtga ccctgctgct gctcacactg catgggaccc 1020 

acatctccct ccactgccac ctggtccacc tgetctaett cttctatgat gtcattgact 1080 

gcttctccat getgeactgt gtcatcaacc ccatccttta caactttctc agcccacact 1140 

tccggggccg gctcctgaat gctgtagtcc attaccttcc taaggaccag accaaggegg 1200 

gcacatgcgc ctcctcttcc tcctgttcca cccagcattc catcatcatc accaagggtg 1260 

atagccagcc tgetgeagea gccccccacc ctgagccaag cctgagcttt caggcacacc 1320 

atttgettec aaatacttcc cccatctctc ccactcagcc tcttacaccc agctgaggta 1360 

gaggecagae tcctccaaca gtgaaggaaa aggcacagat caccttagag gccacgctcc 1440 

caagattagt tatcaccctg gcagtatgaa tacttcccta aggcctccca tccatggagg 1500 

ggaagagtgg gaaccagctg ttacactcag catttactga gcactgatgg gagccctgcc 1560 

tgggccatgt gctgtggggc caaatggaca tcactcccta acttcttgag gtctgtctcc 162 0 

tctgtggatt cacgcatgta tcaacctcat taaactatgc caaactttta aaaaaaaaaa 1680 

a " ~ 1681 
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tggtgtacaa agaaagctac cttcccagag caagcaggct gcattttagc tatggaagtg 5220 

acctgctgtg acactgtgct ctcttctgtg ggcttaatgg ttcctttgct atgaagtggc 5280 

aaattacatg tagagtgtct ccttcctttt cagagaacag ttaatcaagg caaatcagca 5340 

agcccccaaa gtgctgtaat ttaacatcat gattaccacc ttcgaagcta tatattttgc 5400 

atactttaaa atcacctaac ttggactgct tgaattacat tggcttttag aaccgaaatt 5460 

gtaactatgt attgtatttc atgggaggta tattttatga gctttttggc tttctttttt 5520 

cccacagcaa ctgccaatga aggatgaatc ccctttttaa aaagttgttg ttgttgttgt 5580 

ttatttgatt ttgagttagg agggataata gagaagtcca tttaaaaatt atttttagaa 5640 

gctaaagaaa gtaattatgc ttcctgtgaa ttgtctttta ctggcatctt tgttttcctc 5700 

tttgatgtta gtaaatttgg tgtaatacgt ggggcttcca tatttcaaag tggaagcttt 5760 

cttctctgaa gtcgatatat ggttttgaat tactagagct ttggtcagta tttccttccc 5820 

tatatgtcac agagggcacc actgagaact gcgtgcatag gacctcaaaa tacaaaatta 5880 

gcagggcctc acagtcagct tcctcatggc tagtttttcc cccttatatt acaatttttg 5940 

ttttataagt catttttttc ctgatatttc caccactttt cagagtcatc tacaaaattt 6000 

ttctttcctc aagaaaagag ttccttttgc cttattcctt atgccttccc cactggtatt 6060 

gagggttttg ataataaatt ggtaggaaaa aaaagtacct cctagaagga agccttcccc 6120 

accatttcca ggtgccaact gctaagcaga tatattccaa aaatggtaac tgtcatgtgc 6180 

acactgttgg ttatttttaa taagcctctt cctactagaa cattttattt tccttgttca 6240 

ccatacaatc atgtactctt taacagaaat tgcttttaaa aaatatctgg aactatcttt 63 00 

aaaaaaactt tattaataat catgtatttt tactgatcac attttgaaat gcctaaaaga 63 60 

ctttattgtt ctaattatcc agatgtacct ttgtaaaata gctcttttat gaattagctg 6420 

ataaggctgt atgtttctgg aacaaaatat tggtcatcta aaaactttct gttttctggg 6480 

gtctgggaaa atagaaaata agatttcaaa tattaaataa gcttaaagga accaagcatg 6540 

tgacttttta tttgtattct ggttgatttg tcttgtccaa gttatattag aaaagttgag 6600 

gagtcgagga gcctgtaatt aattttcctg tcagtgactg tcagacatct tcctgcttat 6660 

tagagcatcc ctagcaacaa ggctaaacct tcatgacagt gctggcaggt gggcttgccc 6720 

taggcatgtg gggcaggttt gttgtttttt taatagcttt attgaggata tttcacatat 6780 

catataattc atccatttaa agtgtataat cagatgggtt ttggtatatt attgattttt 6840 

aattgtggtg aaatatatat ataacaaaat ttgctattgt aactattttt aagtataaag 6900 

ttcagtgagg taggccagct tttatgacgc acctgaagat aactttggtt ttaatcctac 6960 

cctaaatgaa gcatatgcct ctatttttcc tgtccccagt gctgggcttc ttcacatacc 7020 

aacatttctg tgcttttacc aacagcattt tagctcagaa ggctcgctta ctttgggcat 7080 

ttgctgtatt ttggttttga aatacttgta atttgactta ttcttgggat aatattttag 7140 

ttttcagtca ttcaagggca catttggctg acggagctaa taagcgtaat aaaatgctta 7200 

gtagtttata ccatctttta gttaaacatt ttaaagatta agactattca aatgtacttt 7260 

gcggaaatta acctgtttgt atgcctggct ttgtttacaa acatatatct atatctatat 732 0 

atatagatac agatacagat acatatctgg tggaacaaag aaatacctgt accattccca 7380 

cttgctcttt gatagccacc tcctaggaat ggagacaata aaactctgta fcttgcatgtg 7440 

aaaaa 7445 



<210> 1331 

<211> 2208 

<212> DMA 

<213> Homo sapiens 



<400> 1331 

gcggtggaat tcgcggaggg agcgctgacc atggctccct ggcctgaatt gggagatgcc 60 

cagcccaacc ccgataagta cctcgaaggg gccgcaggtc agcagcccac tgcccctgat 120 

aaaagcaaag agaccaacaa aacagataac actgaggcac ctgtaaccaa gattgaactt 180 

ctgccgtcct actccacggc tacactgata gatgagccca ctgaggtgga tgacccctgg 240 

aacctaccca ctcttcagga ctcggggatc aagtggtcag agagagacac caaagggaag 300 

attctctgtt tcttccaagg gattgggaga ttgattttac ttctcggatt tctctacttt 360 

ttcgtgtgct ccctggatat tcttagtagc gccttccagc tggttggagg aaaaatggca 42 0 

ggacagttct tcagcaacag ctctattatg tccaaccctt tgttggggct ggtgatcggg 48 0 

gtgctggtga ccgtcttggt gcagagctcc agcacctcaa cgtccatcgt tgtcagcatg 540 

gtgtcctctt cattgctcac tgttcgggct gccatcccca ttatcatggg ggccaacatt 600 

ggaacgteaa tcaccaacac tattgttgcg ctcatgcagg tgggagatcg gagtgagttc 660 

agaagagctt ttgcaggagc cactgtccat gacttcttca actggctgtc cgtgttggtg 720 

ctcttgcccg tggaggtggc cacccattac ctcgagatca taaeccagct tatagtggag 78 0 

agcttccact tcaagaatgg agaagatgcc ccagatcttc. tgaaagtcat cactaagccc 84 0 

ttcacaaagc tcattgtcca gctggataaa aaagttatca gccaaattgc aatgaacgat 90 o 



655 



WO 01/57188 



PCT/US01/03800 



tgtcggatgg ctgcatcagt gaaggagcaa tccacaaagc caattccatt accacagtca 1380 

acacctggcg aaggagataa tgatgaagaa gatccttcaa aattaaaaga ggagcagcat 1440 

ggcatttcag tcactggttt gcagagtcca gacagagatt tgggattaga atctacctta 1500 

atatcgtcaa aacctcagtc tcattcactg agtacctctg ggaaatcaga ggtacgtgat 1560 

ctgtttgtgg ctgagagaca gtttgcaaag gaacaacata cagatgggac actaaaggaa 1620 

gttggagaag attatcaaat cgcaatccca gattcacacc tgcctgtctc agaagaacgg 1680 

tgggcattgg atgcactaag aaatttgggt ttgttgaagc agttgctggt gcaacagcta 1740 

ggtttgactg agaagagcgt tcaggaagac tggcaacatt tcccaagata cagaacagcc 1800 

tctcaggggc cgcagacaga cagtgtcatc cagaactctg aaaatattaa ggcctatcat 1860 

tctggtgaag gacatatgcc ctttagaact ggaactggtg acattgcaac ttgttacagt 1920 

ccacggactt caactgaatc ttttgctcca cgggattcag tgggactggc accccaggat 1980 

agccaggcaa gtaacatttt agtaatggac cacatgatta tgaccccaga gatgcctacc 2040 

atggagccag aagggggtct tgatgacagt ggagagcact tttttgatgc ccgtgaagca 2100 

catagtgatg agaatccatc agaaggtgat ggagcagtta acaaggaaga gaaggatgtt 2160 

aatttacgca tctcaggaaa ctatttgatc cttgatggct atgacccagt gcaggagagt 2220 

tccacagatg aggaggttgc ttcctcactt accctgcagc ccatgacagg catccctgct 2280 

gtggaatcca cccaccagca gcaacattct cctcagaata ctcactccga tggggcaatt 2340 

tcaccattca cccccgaatt tctggtccag cagcgctggg gagctatgga gtattcctgt 2400 

tttgagatcc agagtccctc ctcttgtgca gattcacaga gccagatcat ggagtacatt 2460 

cataagatag aggctgacct tgaacactta aagaaggtgg aggaaagtta caccattctt 2520 

tgccaaaggc tggctggatc agccctcaca gacaagcact cagataaaag ttagagccgc 2 5 BO 

atgtcctgga ggtgactgca ggttgttgga tttggagtat cggccgtgtc tcaccacatc 2640 

ctggctccag tgtggatgca gagagagtgt gacagaggat ctgcctgtga accacctggg 2 700 

attagtcaag tcccaaggtg cccagagtgg gactagttct tcacagtgtg gcagctgcac 2760 

taatctgttt gtgagggaat atccattccc tcactctact ctcctcacta tcggaaattc 2820 

attttgattc agaataaaaa ccaaatgtat agagctttgg gtgtaggata tgaaattgta 2880 

cttagattta agaaaaagag aaaatcagat ggatttattt gacttcattc cgtatttgaa 2940 

agcacatttt aatttttatt tgccttgttt tgttttaatt gagtagtgag agttttagac 3000 

ctttgtcttt agtacaccca aggatcaact gctcctgaag caaagaggtc aggatggagt 3060 

atgcagaagt tgggtagaga ggttaagaag aggaggaagt gagacgggga agggaggagc 3120. 

accttgcttc actatacagt attccaagct ctctgctgtc cagtaggctg cttctctgag 3180 

ggtcacctca aaggtatgct atgccgtgtg gctcttatgt gcccaggtgg tgtggtcaga 3240 

gagtggatgg gcttcctccc gccctgaggc aagcacctct tctctgtagc tgggatcaac 3300 

cacaattaat aggaatcctc aacatactaa atagcaggca cttgaaaatg ggtgtgtttt 3350 

cttccattgt cgtcttttct attgagggtt gggatttggg tgggagagga aagcaaattt 3420 

tattttcttg actataaatt tgttattctt ggtatcattt catttttata attatacatt 3480 

agacattggc acttgtgtaa aactgtccct gcagattgag caggaagtaa aaacaaatgg 3540 

aaatgcttcg gatagtggca ggggtggggg ttgctaagga aagggtggga tgggagtggg 3 600 

taaagagttt gggaaggtta tctaactgaa tcactactga gttgaatcat ggctatcatt 3650 

agccacaggt actgctgatt ataaggccag taaaatttta gtacctggag gtttgactct 3720 

aatttttgca ctgatggtgc caaagggccc tgagtcaaaa ggatagccaa gggtggagtg 3780 

gaaaaagata tggtgaaggc agaactgctc acaccagctc cagaagcacg tcctctgact 3 840 

tcactgccgc agctctttcc acacggggcc gtgattgacc ctaaaaattg cagaccagca 3900 

catacactgg acactgcagg caaggtgttg gtaactgcct gctctaggat gaatagtagc 3960 

gttagcagca ccctacagag ggtaagtttc agaattgtaa tttgagaact ccttcaatta 4020 

tattgacttt ctttggtttt ccttgtgcat taaggtatat attttttgaa gtaattttgg 4080 

ccaactaaaa atgaagtctg taaattctgt taataaacaa ggagttcatc cgttgctcac 4140 

atctttcatt ggtgccctct gaactctgtg ggttgctagg atgtaatttt aatgcttccc 4200 

tgcagtccaa agatgatttt ttcaccacaa atggtaaggg atgcccacct acttttataa 4260 

acaccactgc aacttaacaa gtttatttat ctatgtccag atttctgttt ctgtcctaaa 4320 

ttgatctgtg tttttaggtg gatcaacttg gatctttaga cctcatctat aaattgaaat 4380 

tatattttta agtcataagc caagtacaat ctaactcaga atgggattaa aaattttaga 4440 

agcagaagct aatatataaa tgaagtttgg gatttggaac tttctgtatc tcttaggagg 4500 

aacaagtaaa aaccaaatgg ttacattgtg ctgctagaaa taatgtcatt ctcaattaaa 4560 

agggttacac ctgtagccac ttgacactaa caccatcgag ggcaattaat caggagaaaa 4620 

gtaaatataa aaactttgct cttaacgtca cacactacag ggtaattatg taattctcta 4680 

gcactcaatt aagaagcttg taggttagca aaatttcagt ttctctagtt cagccagtgt 4740 

cttgtcctta gtaattattt gctttccctg cagatcaatt tctccttgga actctaacag 4800 

gactaactgg aaaaatactt tgaccatagc tctagtactt ccaaataaat tcatatctag 4860 

attttcaaac aaagccccaa gatgaagtct aattctgaaa atatctcaca atttttgaat 4920 

gttcttttta tcttaccgac ctaacttctc ttttccctcc caacttggcc tcccacacgt 4980 

tccatttcat tttggccatt atagtcacat ccgtttgact ttggttgtga catcttcctt 5040 

tcaggatgat ggaattagat gcagtctgtc tttgagtgag actggtcacc atcagaggag 5100 

ttttttctaa gtgacgtgac tagaagttga aatctacttc cctgctaaag ggcacagggg 5160 
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ttcctcatgc tggcgccgat ggctgctggg gacagcgccc ctgagctgca acaaggtgga 540 

aacaagggct ggagctgcgt ttgttttgcc atcactatgt ttgacacttt ttatccaata 600 

agtgaaaact cattaaacta ctcaaatctt gctggaggcc tctgggtgcc tgtgttctca 660 

gcatatagat gtggtctcgg tgtgttttga tatgaaaact ctcatgaata aacatctccg 720 

tgaaacgcca aaaaaaaaaa a 741 



<210> 1329 

<211> S65 

<212> DNA 

<213> Homo sapiens 



<400> 1329 

atcaaatgga accaggaaat gatacacaaa tttcagaatt tcttcttctg ggattttcac 60 

aagaacctgg actgcaaccc ttcctctttg ggctgttcct gtccatgtac ctggtcactg 120 

tgctcgggaa cctgctcatc atcctggcca caatctcaga ctcccacctc cacaccccca 180 

tgtacttctt cctctccaac ctgtcctttg ctgacatttg tgttacttcc accaccattc 240 

caaaaatgct gatgaacatc cagacacaga acaaagtcat cacctacata gcctgcctca 300 

tgcagatgta ttttttcata ctctttgctg gatttgaaaa cttcctcctg tccgtgatgg 360 

cctatgaccg gtttgtggcc atctgtcacc ccctgcacta catggtcatt atgaaccctc 420 

acctctgtgg actgctggtt ctagcatcct ggaccatgag tgctctgtat tccttgctac 480 

aaatcttaat ggtagtacgg ctgtccttct gcacagcctt agaaatcccc cactttttct 540 

gtgaacttaa tcaggtcatc caacttgctt gttctgatag ctttcttaat cacatggtga 600 

tatattttac agttgcgctg ctgggtggag gtcccctgac tgggatcctt tactcttact 660 

ctaagataat ttcttccata catgcaatct catcagctca ggggaagtac aaggcatttt 720 

ccacctgtgc atctcacctc tcagttgtct ccttatttta tggtgcaatc ctaggggtgt 780 

accttagttc tgctgccacc cgcaactcac actcaagtgc aacagcctca gtgatgtaca 840 

ctgtggtcac ccccatgctg aaccccttta tctatagtct gaggaataaa gacataaaga 900 

gggctctggg aatacatttg ttgtggggaa caatgaaagg gcaatttttc aagaagtgcc 960 

catga 965 



<210> 1330 

<211> 7445 

<212> DNA 

<213> Homo sapiens 



<400> 1330 

ttttttccca cagcaactgc caatgaagga tgaatcccct ttttaaaaag ttgttgttgt 60 

tgttgtttat ttgatttccc accacctcca ttagaccaag tgcaggagga ggaatgtgaa 120 

gtagaaaggg tgactgaaca tgggacacca aagccctttc gaaagtttga cagtgtagct 180 

tttggagaaa gtcaaagtga ggatgaacaa tttgaaaatg acttagagac agacccaccc 240 

aactggcagc agcttgttag tcgagaagtg ttactgggac taaaaccttg tgaaatcaaa 300 

agacaggaag tgattaatga attgttctac actgaaagag ctcatgttcg aacactgaag 360 

gttcttgatc aagtgttcta tcagcgagta tccagagaag gaattctgtc accctcagag 420 

ctaoggaaaa ttttttcaaa cttggaagat attcttcaac ttcatattgg attgaatgaa 480 

caaatgaagg ctgttcgaaa gagaaatgag acctctgtta tcgatcagat tggggaagat 540 

ttgctgacat ggttcagcgg accaggagag gagaaattga aacatgctgc tgctaccttt 600 

tgcagtaacc aacctttcgc cctggaaatg atcaaatctc gtcagaaaaa ggattctcga -660 

tttcagactt ttgtgcaaga tgctgaaagt aatccactgt gtcgtcgtct tcaactgaag 720 

gatattattc ccactcaaat gcaaaggctt actaagtacc cacttctgtt ggataatatt 780 

gccacataca cagaatggcc aacagaaagg gagaaggtga agaaagctgc agatcactgt 840 

ogtcagatct taaattatgt aaatcaggct gtcaaggagg cagaaaacaa gcagcgccta 900 

gaagattatc agcgtcgcct tgatacctcc agcctgaagt tgtcagagta cccaaatgtt 960 

gaagagctca ggaatttgga tttaacaaaa aggaagatga ttcatgaagg gccattggtt 1020 

tggaaggtga atagagataa aactattgat ttatacacgt tgctgctgga agacattctt 1080 

gtattgttac aaaagcagga tgatagactg gttttaaggt gtcatagtaa gattctggca 1140 

tctacagctg atagcaaaca cacgtttagc cctgtcatta agttgagtac agtgttggtt 1200 

ogacaagtgg caacagataa caaagcttta ttcgtcattt ccatgtcaga caatggcgct 1260 
cagatttatg aactggtggc acagacagtt tctgaaaaga ctgtctggca ggacctaatc . 1320 
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ttttttcagt tacatctaga gctgaaatct ggatagtacc tgcaggaaca atattcctgt 1140 

agccatggaa gagggccaag gctcagtcac tccttggatg gcetcctaaa tctccccgtg 1200 

gcaacaggtc caggagaggc ccatggagca gtctcttcca tggagtaaga aggaagggag 1260 

catgtacgct tggtccaaga ttggctagtt ccttgatagc atcttactct caccttcttt 1320 

gtgtctgtga tgaaaggaac agtctgtgca atgggtttta cttaaacttc actgttcaac 1380 

ctatgagcaa atctgtatgt gtgagtataa gttgagcata gcatacttcc agaggtggtc 1440 

ttatggagat ggcaagaaag gaggaaatga tttcttcaga tctcaaagga gtctgaaata 1500 

tcatatttct gtgtgtgtct ctctcagccc ctgcccaggc tagagggaaa cagctactga 1560 

taatcgaaaa ctgctgtttg tggcaggaac ccctggctgt gcaaataaat ggggctgagg 1620 

cccctgtgtg attttgaaaa aaaaaa 164S 



<210> 1327 

<211> 1523 

<212> DNA 

<213> Homo sapiens 



<400> 1327 

ctgcagtccg ccggcgaggg agttacgcac gtcctgattc tcctggagtc tccagcccgc 60 

ccagtggccg cagtcaccca ggtccagagg cggcggtatc acaggctctc cgacatgtct 120 

atgctggctg aacgtcggcg gaagcagaag tgggctgtgg atcctcagaa cactgcctgg 180 

agtaatgacg attccaagtt tggccagcgg atgctagaga agatggggtg gtctaaagga 240 

aagggtttag gggctcagga gcaaggagcc acagatcata ttaaagttca agtgaaaaat 300 

aaccacetgg gactcggagc taccatcaat aatgaagaca actggattgc ccatcaggat 360 

gattttaacc agcttctggc cgaactgaac acttgccatg ggcaggaaac cacagattcc 420 

tcggacaaga aggaaaagaa atcttttagc cttgaggaaa agtccaaaat ctccaaaaac 480 

cgtgttcact atatgaaatt cacaaaaggg aaggatctgt catctcggag caaaacagat 540 

cttgactgca tttttgggaa aagacagagt aagaagactc ccgagggcga tgccagtccc 600 

tccactccag aggagaacga aaccacgaca accagcgcct tcaccatcca ggagtacttt 660 

gccaagcgga tggcagcact gaagaacaag ccccaggttc cagttccagg gtctgacatt 720 

tctgagacgc aggtggaacg taaaaggggg aagaaaagaa ataaagaggc cacaggtaaa 780 

gatgtggaaa gttacctcca gcctaaggcc aagaggcaca cggagggaaa gcccgagagg 840 

gccgaggccc aggagcgagt ggccaagaag aagagcgcgc cagcagaaga gcagctcaga 900 

ggcccctgct gggaccagag ttccaaggcc tctgctcagg atgcagggga ccatgtgcag 960 

cccgcctgag ggccgggact tcaccctgaa gcccaaaaag aggagaggga agaaaaagct 1020 

gcaaaaaccc agtagagata gcagaggacc gctacactag aagaaaccgc tagttgaaaa 1080 

aagaaggaag aagaaagatt ccaaaatgaa tcctttccca gccggggcct ttcccgacca 1140 

cttcagctgt cagggcactg cgggggcaga cacctctggc ctgaagtcac agcagagttc 1200 

accccagagc gcctgggcgc atcttgtggc atgcccatgg gctgccgagt cctgccctct 1260 

cgccacattt cccccaagbt acattcccag gaggaccttt ttaatgttct caatcgtggc 1320 

tctcagacac aaataaattt ttttgtaaac tctgagccct tcagcaagag agtttaatta 1380 

taatcattac aaatacatgc attcatgtaa gtgtgcacac gtgtgtgtgc atgtgcgcat 1440 

ctgtgtgtgt gtgtgtgtgt cactatctcc gtttgctctc ggttcccttc aataacaatg 1500 

aatggtgctt tcttctgaaa gac L523 



<210> 1328 

<211> 741 

<212> DNA 

<213> Homo sapiens 



<400> 1328 

ggcacgagag actcggcggg cgctgttgag ggagtcgggc cgcgactgtg gtcgttttta 60 

taccttcccg cgcggacgcc ggcgctgcca acggaagggc gggtagggcg agacggagtt 120 

tcgtcatgtt ggccaggccc atttgagatc tttgaagata tcctcaacgt gaggctctgc 180 

tgccatgaag gtgaagatta agtgctggaa cggcgtggcc acttggctct gggtggccaa " 240 

cgatgagaac tgtggcatct gcaggatggc atttaacgga tgctgccctg actgcaaggt , 300 

gcccggcgac gactgcccgc tggtgtgggg ccagtgctcc cactgcttcc acatgcattg 360 

catcctcaag tggctgcacg cacagcaggt gcagcagcac tgccccatgt gccgccagga 420 

atggaagttc aaggagtgag gcccgacctg gctctcgctg gaggggcatc ctgagactcc 480 
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gatgtttcca agctcttgtt cccctaacgt ctcaacaggc gctcactgaa gtgtatgaat 1440 

attttttaaa aaggtttttg cagtaagcta gtcttcccct ctgctttctc gaaagcttac 1500 

tgagccctgg gccccaagca cgggccgggc atagatttcc tcttccacaa gctgccgctt 1560 

ttctgggcac cttgaagcat cagggcgtga aatcaaacta gatgtgggca gggagagggt 1620 

tgcttacctg ccctgctggg gcagggtttc ctgaaactgg gttaattctt tatagaaatg 1680 

tgaacactga atttatttta aaaaataata ataaaaattt aaaaaaatta aaaataaaaa 1740 

aaaccacaga aaacaacttt acatgtatat aggtcttgaa gtgaaaa 1787 



<210> 1325 

<211> 1105 

<212> DNA 

<213> Homo sapiens 



<400> 1325 

atcccgggtc gacgatttcg tgttccgaac tcaaaggaac ccagtgccgg gccacagccg 60 

ggtcacgtgg ccggcggccc cccatgacgt gctggctgcg gggcgtcacg gcgacgttcg 120 

ggcgacctgc cgagtggcca ggctacctca gtcacctgtg tggtcgcagt gctgccatgg 180 

acctgggacc catgcgcaag agttaccgcg gggaccgaga ggcatttgag gagactcatc 240 

tgacctccct tgacccagtg aaacagtttg ctgcctggtt tgaggaggct gttcagtgtc 300 

ctgacatagg ggaagccaat gccatgtgtc tggctacctg caccagagat ggaaaaccct 360 

ctgctcgcat gttgctgctg aagggcttcg ggaaagatgg cttccgcttc ttcactaact 420 

tcgagagtcg aaaaggaaaa gagctggact ctaatccctt tgcttccctt gtcttctact 480 

gggagccact taaccgtcag gtgcgtgtgg aaggccctgt gaagaaactg cctgaggagg 540 

aggctgagtg ctacttccac tcccgcccca agagcagcca gattggggct gtggtcagcc 600 

accagagttc tgtgatccct gatcgggagt atctgagaaa gaaaaatgag gaactggaac 660 

agctctacca ggatcaagag gtgcccaagc caaaatcctg gggtggctat gtcctgtacc 720 

ctcaggtgat ggagttctgg caaggtcaaa ccaaccgcct gcatgaccgg atagtctttc 780 

ggcggggcct acccacagga gattcccctt tggggcccat gacccaccgc ggggaggaag 840 

actggctcta tgagagactt gcaccttaac tctgggacct gctggcccag agtggagcta 900 

gggctaggtg tcaagagagg gtgtgggatt gggacccagg cccttctttc taaactcaac 960 

ccatttccct ccctacccct tatcttcagg actcttcaga gctaatcctc taagttctct 1020 

gtactcagtt ggttctcagt tagctggtca agtggagtgt aatggtggcg tagagaatca 1080 

caaatggaaa ataattccat aatta 1105 



<210> 1326 

<211> 1646 

<212> DNA 

<213> Homo sapiens 



<400> 1326 

ggcacgagcc gcggcgcatt gtgggatctg tcggcttgtc aggtggtgga ggaaaaggcg 60 

ctccgtcatg gggatccaga cgagccccgt cctgctggcc tccctggggg tggggctggt 120 

cactctgctc ggcctggctg tgggctccta ottggttcgg aggtcccgcc ggcctcaggt 180 

cactctcctg gaccccaatg aaaagtacct gctacgactg ctagacaaga cgactgtgag 240 

ccacaacaoc aagaggttcc gctttgccct gcccaccgcc caccacactc tggggctgcc 300 

tgtgggcaaa catatctacc tctccacccg aattgatggc agcctggtca tcaggccata 360 

cactcctgtc accagtgatg aggatcaagg ctatgtggat cttgtcatca aggtctacct 420 

gaagggtgtg caccccaaat ttcctgaggg agggaagatg tctcagtacc tggatagcct 480 

gaaggttggg gatgtggtgg agtttcgggg gccaagcggg ttgctcactt acactggaaa 540 

agggcatttt aacattcagc ccaacaagaa atctccacca gaaccccgag tggcgaagaa 600 

actgggaatg attgccggcg ggacaggaat caccccaatg ctacagctga tccgggccat 660 

cctgaaagtc cctgaagatc caacccagtg ctttctgctt tttgccaacc agacagaaaa 720 

ggatatcatc ttgcgggagg acttagagga actgcaggcc cgctatccca atcgctttaa 780 

gctctggttc actctggatc atcccccaaa agattgggcc tacagcaagg gctttgtgac 840 

tgccgacatg atccgggaac acctgcccgc tccaggggat gatgtgctgg tactgctttg 300 

tgggccaccc ccaatggtgc agctggcctg ccatcccaac ttggacaaac tgggctactc 960 

acaaaagatg cgattcacct actgagcatc ctccagcttc cctggtgctg ttcgctgcag 1020 

ttgttcccca tcagtactca agcactataa gccttagatt cctttcctca gagtttcagg 1080 
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<212> DNA 

<213> Homo sapiens 



<400> 1322 

tttcgtgagg attttttaat ttgagagccc tcaaatgggc cagtggtcta ttcagcattg 60 

ggaaatgaag atgatgagat cctgctactc ggaaaagata tcataggaac gttcgcggca 120 

tcagagagaa agatgagagc tcaccaggtg ctcaccttcc tcctgctctt cgtgatcacc 180 

tcgggggcct ctgaaaacgc cagcacatcc cgaggctgtg ggctggacct cctccctcag 240 

aacgtgtacc tgtgcgacct ggacgccatc tggggcattg tggtggaggc ggtggccggg 300 

gcgggcgccc tgatcacact gctcctgatg ctcatcctcc tggggcggct gcccttcatc 360 

aaggagaagg agaagaagag ccctgcggtc ctccactttt tgttcctcct cgggaccctg 420 

ggc 423 



<210> 1323 

<211> 426 

<212> DNA 

<213> Homo sapiens 



<400> 1323 

tttcgtgagg agtttttaat ttgagagccc tcaaatgggc cagtggtcta gtcatcattg 60 

ggaaatgaag atgatgagat cctgtctctc gcaaaagata tcacaggaat gttcgtggca 12 0 

tcacacagaa agatgagagc tcaccaggtg ctcaccttcc tcctgctctt cgtgatcacc 180 

tcggtggcct ctgaaaacgc cagcacatcc cgaggctgtg ggctggacct cctccctcag 240 

tacgtgtccc tgtgcgacct ggacgccatc tggggcattg tggtggaggc ggcggccggc 3 00 

gccggcgccc tgatcacact gctcctgatg ctcatcctcc tggtgcggct gcccttcttc 360 

aaggagaagg agaagaagag ccctgtgggc ctccactttc tgttcctcct ggggaccctg 42 0 
ggcccg 



426 



<210> 1324 

<211> 1787 

<212> DNA 

«£213> Homo sapiens 



<400> 1324 

gaacgtttgt gcttcccgtg catgcagtca aagatctatt cctacatgag cccgaacaaa 60 

tgctctggaa tgcgtttccc ccttcaggaa gagaactcag ttacacatca cgaagtcaaa 12 0 

tgccagggga aaccattagc cggaatctac aggaaacgag aagagaaaag aaatgctggg 180 

aacgcagtac ggagcgccat gaagtccgag gaacagaaga tcaaagacgc caggaaaggt 240 

cccctggtac cttttccaaa ccaaaaatct gaagcagcag aacctccaaa aactccaccc 300 

tcatcttgtg attccaccaa tgcagccatc gccaagcaag ccctgaaaaa gcccatcaag 360 

ggcaaacagg ccccccgaaa aaaagctcaa ggaaaaacgc aacagaatcg caaacttacg 420 

gatttctacc ctgtccgaag gagctccagg aagagcaaag ccgagctgca gtctgaagaa 48 0 

aggaaaagaa tagatgaatt gattgaaagt gggaaggaag aaggaatgaa gattgacctc 540 

atcgatggca aaggcagggg tgtgattgcc accaagcagt tctcccgggg tgactttgtg 60 o 

gtggaatacc acggggacct catcgagatc accgacgcca agaaacggga ggctctgtac 660 

gcacaggacc cttccacggg ctgctacatg tactattttc agtatctgag caaaacctac 720 

tgcgtggatg caactagaga gacaaatcgc ctaggaagac tgatcaatca cagcaaatgt 780 

gggaactgcc aaaccaaact gcacgacatc gacggcgtac ctcacctcat cctcatcgcc 840 

tcccgagaca tcgcggctgg ggaggagctc ctgtatgact atggggaccg cagcaaggct 900 

tccattgaag cccacccgtg gctgaagcat taaccggtgg gccccgtgcc ctccccgccc 960 

cactttccct tcttcaaagg acaaagtgcc ctcaaaggga attgaatttt tttttttaca 1020 

cacttaatct tagcggatta cttcagatgt ttttaaaaag tatattaaga tgccttttca 1080 

ctgtagtatt taaatatctg ttacaggttt ccaaggtgga cttgaacaga tggccttata 1140 

ttaccaaaac ttttatattc tagttgtttt tgtacttttt ttgcatacaa gccgaacgtt 1200 

tgtgcttccc gtgcatgcag tcaaagactc agcacaggtt ttagaggaaa tagtcaaaca 1260 

tgaactagga agccaggtga gtctcctttc tccagtggaa gagccgggac cttccccctg 132 0 

cacccccgac atccagggac ggggtgtgag gaagacgctg cctcccaatg gcctggacgg 1380 
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<210> 1319 

<211> 654 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> inisc_feature 
<222> (1)...(654) 
<223> n = a,t,c or g 



<400> 1319 

gggggcgtgg gtgaaacgcc gcgggcgttc tcaacattct gaggttaagc ggccaggatt SO 

gtttattcat tacaatgcct tgccatcaaa tattttaaat acctattctt aggctgcaca 120 

tgctaacata tccaaataag atcgataacg ataattaatt tcattatcat ggaagttcgt 180 

atgtctggtt ctgttgccgt gacacgcgcc attgccgtgc ccggattgct gttattactg 240 

attatcgcga cggcattaag cctgctcatt ggggcaaaat cactccccgc ttccgtagtg 300 

ctggaggcct tctccggcac ctgccagagc gccgactgca ccatcgtgct cgacgcgcgg 360 

ctgccgcgta cccttgccgg tttactggca ggcggcgcgc ttggccttgc cggggcgtta 420 

atgcaaaccc tcacccgaaa cccacttgcc gaccccggct tgcttggcgt gaacgccgga 480 

gccagctttg ccattgtgct gggtgcggcg ctgtttggtt actcttccgc gcaggaacaa S40 

ctggcgatgg ccttcgccgg ggcgctggtg gcctcattga ttgttgcctt taccggcagt 600 

cagggcggcg ggcagttaag tccggtgcgt ttaaccctgg cgggcgtggc nctg 654 



<210> 1320 

<211> 452 

<212> DNA 

<213> Homo sapiens 



<400> 1320 

tttcgtcgga tttcgagttg atctgaataa tgcgcccctg aatcccgtcg cggatcatca 60 

aacgcgaaaa ttcacgcgca cacaggaaat aacccaccag attcacctgt agcgaacggt 120 

caaaatcgcc gagctggaag tcgctgataa aggctgcttt tgctattccg gcgctgtaga 180 

ccagcaaatc cacgcgacca aagatttcat ctaccccacg agagagcgcc agaacgcttt 240 

gcbcgctagt ggcgtcagca ccaaaaccgt acgccatact ttcaccatat tcggcgttaa 3 00 

tttcttgtgc cacatttgcg gctttgtcgc tctgaatatc gacaaccgcg acgcgatacc 360 

cctcggcagc cagaccgtgg cacaggaacg cgcctaaggt ttgcccacca ccgatgacaa 420 

cggcaacctg attcattttt tactccttaa ca 452 



<210> 1321 

<211> 453 

<212> DNA 

<213> Homo sapiens 



<400> 1321 

cggcaccgaa ccgcaggtcc aggatcgacg atttcgtcgc ggaccgactc agcttcggca 60 

cctgccgccc gagcaatgcc atgcgagtac acctatgcga aactgacaag tgattgctcg 120 

aggccttcac tgcaatggta cacccgagct caaagcaaga tgagaaggcc cagattgtta 180 

ttaaaagaca tcctcaaatg tacattgctt gtgtttggag tgaggatcct ttatatoctc 240 

aagctaaatt atactactga agaatgtgac atgaaaaaca tgcattatgt ggaccctgac 300 

catgtaaaga gagctcagaa atatgctcag caagtcttgc agaaggaaag tcctcccaag 360 

tttgccaaga catcaatggc gctgttattt gagcacaggt atagcgtgga cttactccct 420 

tttgtgcaga aggcccccac agacagtgaa get 453 



<210> 1322 
<211> 423 
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<400> 1317 

aaactccgaa cacatccaaa catcagaagg aacaaactcc agacacaccg cctttaagaa su 

ctgttacgct caccgcgagg gtccacggct tcattctcca agtcagacca agaacccacc 12 0 

aattccggac acaaaaggcg tagcgtgcct cctgtgattg ttgaagagct gtggtgtgct 180 

gctgagtggc gtgtgtattc catgtgaggg gaagggtcca acagtcctgg tcattcagac 240 

tgcagttccc caggacagac ccacgaagtc aagcatgcgg agtgcagcca agccctggaa 300 

cccagccatc agagcagggg gccacggccc agaccgggtg cggcctctgc ctgcagcctc 360 

ttccggcatg aagagttcta agtcttcaac ttccttggct tttgagtccc gactcagcag 420 

gctcaagagg gccagcagtg aggacacgct caacaagcca ggaagtaccg ctgcatcggg 480 

ggtggttcgc ctgaagaaga ccgccactgc cggagccatc tcggagctca cggagagccg 540 

cctgaggagc ggcacagggg cctttacaac aactaaacgg acaggcattc cagccccacg 600 

ggaattttca gtaactgtct caagagagag gtctgtgcca cgtggtccct ccaaccccag 660 

gaaatcagtg tccagtccaa cttcctccaa cactcccact cctacgaaac acctgaggac 72 0 

cccttccaca aagcccaagc aagagaatga aggtggagaa aaggctgcgc ttgagtccca 780 

agttcgggaa cttttggcag aagccaaagc aaaagatagt gaaattaaca ggcttcgaag 840 

tgaactaaag aaatacaaag agaaaaggac tctgaacgct gaggggactg atgctttggg 900 

cccaaatgtc gatggaacat cagtctcccc aggtgacacg gaacctatga taagagctct 960 

tgaggagaag aacaagaact ttcagaaaga gctttccgat ctagaggaag aaaaccgggt 1020 

cctgaaggag a aactgatct atcttgagca ctccccaaat tcagaagggg cagcaagtca 1080 

cactggcgac agcagctgcc caacatccat aactcaagag tcaagcttcg gaagcccaac 1140 

tggaaatcag ttgtccagtg acattgatga gtataaaaaa aacatacatg gaaatgcatt 1200 

acggacatca ggctcctcaa gtagcgatgt taccaaagct tctttgtcgc cagatgcttc 1260 

cgactttgag cacattacag cagagacacc ctcaaggccc ctgtcctcca ccagtaaccc 1320 

ctttaagagt tcaaagtgtt ctactgctgg gagttcccca aacagcgtaa gtgaattgtc 1380 

cctggcttcc ctcacagaga agatacaaaa gatggaagaa aaccaccata gcactgcaga 1440 

agaactacag gctactctac aagaattatc agaccagcaa caaatggtac aggaattgac 1500 

agctgaaaat gagaagctgg tggatgaaaa gacgatttta gagacatcct ttcatcagca 1560 

tcgagagagg gcagagcagc taagtcaaga aaatgagaag ctgatgaatc ttttacaaga 1620 

gcgagtaaag aatgaagagc ccaccactca ggaaggaaaa attattgaac tggagcagaa 1680 

gtgcacaggt attcttgaac agggccgctt tgaaagagag aagctactca acattcagca 1740 

gcagttgacc tgtagcttgc ggaaggttga ggaagaaaac caaggagctt tagaaatgat 1800 

taaacgtctg aaggaagaaa atgaaaaact gaatgagttt ctagaactgg aacggcataa 1860 

taataacatg atggccaaaa ctttggaaga gtgtagagtt accttggaag ggctaaaaat 1920 

ggagaatgga tctttgaagt ctcatttgca gggtga 1956 



<210> 1318 

<211> 879 

<212> DKA 

<213> Homo sapiens 



<400> 1318 

tttcgtctga agcacagaca ccacttcccc aatctacagg agccatttta acagctaaaa 6 0 

cttgtcggat tgctttttat tttcaagctc aaaagacgat agagaaagaa tacttgaagg 120 

ccaagaagct tgagagaaga aaaatttcag aaaaattgtc tcaatttgac tagaatatca 18 0 

atgaaccagg aaaactgaag caccttccct aaagaaaact tgggtataca attactccac 240 

agacagagct gagggttttt tacccaaatc agtcactgga ttttgctgcc tgatacgtga 300 

atcttcttgg aatttttctc atgtggatct aaggggaatg ctttattatg gctgctgttg 360 

tccaacagaa cgacctagta tttgaatttg ctagtaacgt catggaggat gaacgacagc 420 

ttggtgatcc agctattttt cctgccgtaa ttgtggaaca tgttcctggt gctgatattc 480 

tcaatagtta tgccggtcta gcctgtgtgg aagagcccaa tgacatgatt actgagagtt 540 

cactggatgt tgctgaagaa gaaatcatag acgatgatga tgatgacatc acccttacag 600 

ttgaagcttc ttgtcatgac ggggatgaaa caattgaaac tattgaggct gctgaggcac 660 

tcctcaatat ggattcccct ggccctatgc tggatgaaaa acgaataaat aataatatat 720 

ttagttcacc tgaagatgac atggttgttg ccccagtcac ccatgtgtcc gtcacattag 780 

atgggattcc tgaagtgatg gaaacacagc aggtgcaaga aaaatatgca gactcaccgg 840 

gagcctcatc accagaacag cctaagagga aaaaaaaaa » 75 
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<210> 1315 

<211> 1587 

<212> DNA 

<213> Homo sapiens 



<400> 1315 

tcagctttgg ataagtcctc cagcaagtac tttgttgaaa gogagaaagg cagctgcata 60 

actctccagt ccacagagct gacaaatcac tgtgtcatca aagaagaggg aatcatggga 120 

aatagcctgt ggttcaccct ctgctgattc caatttcaca ttccattcca cattgatgaa 180 

taataataat gatgtacttt tagctttgtc agaaatccta tttttgatgt cccctctctc 240 

atacttagtt aaccattttg aattccactt agtaagaaaa gtttccattt tctttttctt 300 

c^SrSHgactt agatatgatc tgcactcttc tgactgtacc tttgctttca cgagggctct 360 

ttcccggaat gatatgtcca tacaactatt gttgttgttc ttacttttag ctcttttctt 420 

agaagcccac ttgtacccag gtttgatcac accccctact ctcctgcccc gagaaagttt 480 

cagccaaact tcgggcggog gctgaggcgg cggccgagga gcggcggact cggggcgcgg 540 

ggagtcgagg catttgcgct gggcttcgga gcgtagcgcc agggcctgag cctttgaagc 600 

aggaggaggg gaggagagag tggggctcct ctatcgggac cccctcccca tgtggatctg 660 

cccaggcggc ggcggcggcg gcggcggagg aggcgaccga gaagataccc gccctgcgcc 720 

ccgctctgct gtgggcgctg ctggcgctct ggctgtgctg cgcgaccccc gcgcatgcah 780 

tgcagtgtcg agatggctat gaaccctgtg taaatgaagg aatgtgtgtt acctaccaca 840 

atggcacagg atactgcaaa tgtccagaag gcttcttggg ggaatattgt caacatcgag 500 

acccctgtga gaagaaccgc tgccagaatg gtgggacttg tgtggcccag gccatgctgg 960 

ggaaagccac gtgccgatgt gcctcagggt ttacaggaga ggactgccag tactcgacat 1020 

ctcatccatg ctttgtgtct cgaccttgcc tgaatggcgg cacatgccat atgctcagcc 1080 

gggataccta tgagtgcacc tgtcaagtcg ggtttacagg taggaaccca aagtgtcctg 1140 

gtggcaatct taactaccag tttaatggaa tcattgttgt gtattctggt ggcagtgttc 1200 

ctccctctgg aactaagacc tctaagccag cagaacataa tgccatggga acaggaagca 1260 

aaaattttgc tagtggaaca ctatgggtga tggtgagtgg tgccacttcc acttccactt 1320 

ccaccctttg attcctggac ccgtgaatcc tgtctatggg agaaacagta ccatatattg 13 80 

gacactgatt cagagcatac acagccttct ggagaacttt gccccaggcc tgcaaagtat 1440 

tgtcacctag ttggcattgt aatcgtgact tcaaaaggcc attcaaaagc tgcttcagga 1500 

tgatagggat catggtaaga ccagtaaatt ccatgagcat gagcocactg tcacacttct 1560 

ttagccataa agtgagtggc ttggccg 1587 



<210> 1316 

<211> 572 

<212> DNA 

<213> Homo sapiens 



<400> 1316 

ggcacgagaa cccgagtgac acgttgaatt tgccataatc aaggaaacct tttccgggtg 60 

gggatctctg aaattactca gtgagcaacc ctaattaacc tgattttttg ctgataatca 120 

ctctcaatgg aatcaaatca caaatccggg gatggattga gcggcactca gaaggaagca 180 

gccctccgcg cactggtcca gcgcacagga tatagcttgg tccaggaaaa tggacaaaga 240 

aaatatggtg gccctccacc tggttgggat gctgcacccc ctgaaagggg ctgtgaaatt 300 

tttattggaa aacttccccg agaccttttt gaggatgagc ttataccatt atgtgaaaaa 360 

atcggtaaaa tttatgaaat gagaatgatg atggatttta atggcaacaa tagaggatat 420 

gcatttgtaa cattttcaaa taaagtggaa gccaagaatg caatcaagca acttaataat 480 

tatgaaatta gaaatgggcg cctcttaggg gtttgtgcca gtgtggacaa ctgccgatta 540 

tttgttgggg gcatcccaaa aaccaaaaag ag 572 



<210> 1317 

<2X1> 1956 

<212> DNA 

<213> Homo sapiens 
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gtgaaaacca cctgataact tggtatgatt tttcctcctc tttaatatot gggatcaaaa 960 

actttccact ctgatgaagc atagtcacat tatgaccatg ctcttgaaga atctgagaca 1020 

cccggtccaa cagtaggtaa tggcttccac ccagtgtaga tattgtcagg attttggcag 1080 

cctctgagag caggacccca gaaagaagga aggccactag aagcagcacc cgctgcccaa 1140 

ccatgotcac ttccacagaa goagcggatc tcagcctggg ctgcgcgccc tgcgccgggc 1200 

taaggactct gtgcgcgcct cagtactcca aaggcactgg ctgtgggcct aggaagagga 1260 

aatctggaaa cctacagtct ocatgcctgc tcagocaaga aggagotcac tgtgggcacc 1320 

agagacaggg acccaatgtg gagacctgtg agcctgtgtc cggccctgaa ctctcaagca 1380 

cagggcaggc ttcctgagca ttgaagagaa tatgtgggag aacaaaacag aaactgaaag 1440 

aatatgoaag gtgtctttct tggatgttat tccatgatag atagtagggg caggagtgag 1500 

agaggctgac taggtctgga catggaggct ggaagagtca gggtgtgatt cggagaggcg 1560 

catgagaagg aaggtggatt ttaaggctgg aaatctgagg gtcagtggtc caagtcactc 1620 

agagacagaa tcacagcata gcccttgctg atggcaaaca aaggaggaca agaggactgg 1680 

aaagaattct gctagcaggc aggagctagt aaggatgaat ttgtagcaaa attagcaagt 1740 

ggaaaggatg atttttggcc atttttcctg ttcttcaaga aaacaggaga taactagaag 1800 

gactagagaa tggggctgcc agaactagtg ggaagctccc tagaaatggt gacatcgccc 1860 
accaaacaga ccccgccaag gctgcacctg gccttatg 



<210> 1314 

<211> 1890 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) ... (1890) 
<223> n = a,t,c or g 



60 
120 
180 



<400> 1314 ... 
tggattttgt gtcttcctta ctccagggtt aaataaattg tgttttcctc tgacatgttt 
ccaagtttat tttgtaaaag gcaactgcca agttgtctca atacattttc tttttttttt 
tgagataggg ttcttacttt gtcacccaga ctggtcttga actcctgggc tcaagcgatc 

tgcccgccta ggtctcccaa ggtgctgtca ttacaggact gattcactgt gcctggcctc 240 

aatactgttt attgcataat ttatetctte ttagttggtt tggatgccac ttttataaaa 300 

tctgaattcc tagtacattt ggatccattt ctagactttc tttttttgct gtttaaacta 360 

atatactgat gggtatgttt ttaagaaata aaatggctac acatagcatt aaggagtgtt 420 

agtataaaga gaacttaaat ttcttcaagg tcctctgtga cccgggtgct ttttacatgt 480 

attaactcac ttaactatta ttctcactaa ttcagtttgt aactggaatt tgtagaatgt 540 

gcagttgget aaattttctt caacattggt tttttttttt agctgtgatg cagatccatc 600 

cgccctagca aaatatgttc tggctttggt aaagaaagac aaaagtgaaa aagagttaaa 660 

ggcattatgt attgatcagc tggatgtatt tcttcagaaa gagacacaga tatttgtgga 720 

aaaacttttt gatgctgtga atacaaagag ttacctacct cctccagagc agccatcatc 780 

aggaagcctg aaggtagaat tttttccacc ccaagaaaaa gatataaaga aggaagagat 840 

cactaaggag gaagagcgag agaagaagtt ttctagaagg ctaaatcaca gtcctcccca 900 

gtcaagctec cgatacaggg aaaatagaag ccgtgatgag aggaaaaaag atgatcgttc 96 o 

tcgcaaaaga gattatgatc gaaaccctcc tcgaagagat tcatacagag accggtacaa 1020 

tagaagacga gggcggagtc gcagttatag caggagtcga agtcgaagtt ggagtaaaga 1080 

gaggcttcgt gagagggaca gagatagaag caggactaga agcagaagca gaacacgaag 1140 

cagggaaagg gatctggtaa aacctaaata tgacctggat agaacagatc cattagaaaa 1200 

taattatact ccagtctctt cggtacctag tatttcatct ggccactacc ctgtacctac 1260 

tttgagcagc actattacag taattgctcc tactcatcat ggaaacaaca ctaccgaaag 1320 

ttggtctgaa tttcatgaag accaagtgga ccataactct tacgtaagac cacccatgcc 1380 

aaagaaacgg tgtagagact atgatgaaaa gggtttttgt atgagaggag acatgtgtcc 1440 

ttttgatcat ggaagtgatc cagtagttgt agaagatgtg aatcttcctg gtatgcagcc 1500 

tttcccagca cagcctcctg ttgttgaagg accacctcct cntggactcc ccccacctcc 1560 

accaattctt acacccccac ctgtgaatct caggccccca gtgccaccgc caggtccatt 1620 

gccacccagt ctcccacctg ttacaggacc accacctcca cttcctcctt tgcagccatc 1680 

tggcatggat gctcctccaa actctgcaac cagttctgtt cctactgtag taacaactgg 1740 

cattcatcac cagcctcctc ctgctccacc ctctcttttt actgcagata catatgacac 1800 

agatggctac aatcctgaag ccccaageat aacaaacact tccagaccta tgtatagaca i860 
cagagtgcat catcgtgcca agcttggcgt 
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<400> 1311 

tttttttttt ttcaacttca gcattcaatt ttattatagt accatctccc tcaacaaaca 60 

agatcagcag ccagtgtggg atggtgctca atggggctcc acttcccact agagtgtaag 120 

ctgcttccac gcatgctact gcgtgctccg agccatcgca gcggagtctc ttctcaccca 180 

gctttgatgg tggggcgact cccgtgtctg cagctgtggt ccaaagggtg tctgtgctgg 240 

atacagaagt tgccgtgaca ttgggcacat accatctgca gcatctcttt cttcttgcag 300 

ccctcttttg agcaacggta tgtaaaaatc ttctctttct tcttcccagg gtgagagtca 360 

cagtctctgt caatgtgatc accaaccacc acgtctggta tctggccctt ttttactggg 420 

atgggggtat tacagagtgg gcatactggg acgtgaacat ccttctggaa tgcaaacgga 480 

cacttatgtg cagcgtatgg aaaatgatct ttacagaaat cttgtttaca tgcatcacat 540 

tttactggaa gaaaatctag ctgcttgcaa gtcttttctg aacaatgctt ccccaaatca 600 

ggaaactcca ttatgagaac agtgctcaaa acgcagatgg cggagttaag tgtcacctgg 660 

ctctcgtcgg ggacccaggc agctgaggtg agcagcagat ggaagagacg taaactcagg 720 

tgtcctcctc cgtagtcggc tccgggtagc taagcagaaa gaacctcgac actggcaccg 780 

agacgccgtc ggaggcacac ccacacccac accggaacgc aacatctcgc tgcccgcggc 840 

ctacggggat ttatccgcag cccccggatc tgagagccgt ctgggccttg ggggaattcc 900 

accgcactga ac 912 



<210> 1312 

<211> 669 

<212> DNA 

<213> Homo sapiens 



<400> 1312 

tttctaccag cagtgatgaa gggagcccca gtgccagtac accaatgatc aataaaactg 60 

gctttaaatt ttcagctgag aagcctgtga ttgaagttcc cagcatgaca atcctggata 120 

aaaaggatgg agagcaggcc aaagccctgt ttgagaaagt gaggaagttc cgtgcccatg 180 

tggaagatag tgacttgatc tataaactct atgtggtcca aacagttatc aaaacagcca 240 

agttcatttt tattctctgc tatacagcga actttgtcaa cgcaatcagc tttgaacacg 3 00 

tctgcaagcc caaagttgag catctgattg gttatgaggt atttgagtgc acccacaata 360 

tggcttacat gttgaaaaag cttctcatca gttacatatc cattatttgt gtttatggct 420 

ttatctgcct ctacactctc ttctggttat tcaggatacc tttgaaggaa tattctttcg 480 

aaaaagtcag agaagagagc agttttagtg acattccaga tgtcaaaaac gattttgcgt 540 

tccttcttca catggtagac cagtatgacc agctatattc caagcgtttt ggtgtgttct 600 

tgtcagaagt tagtgaaaat aaacttaggg aaattagttt gaaccatgag tggacatttg 660 

aaaaactca 669 



<210> 1313 

<211> 1898 

<212> DMA 

<213> Homo sapiens 



<400> 1313 

tttttttttt tttaaaatga aaatagcaac tttaattaaa gggct cat cc cactgattct 60 

aagaccaggg catggcaaga gaggagccaa tttaaggaga tctctatctc aggatcctgc 120 

aaggcctgac actgtacttg ccaaaccctg aaagtcagca cttcctttaa gaacgtgccc 180 

taggtgcctc ctttgccaat ccc tact tea acctcaggat cccactggca ggtggcagcc 240 

accaactatg cacccaagga ctctatgtga atcccaaact gaatgetgag ggttcactta 300 

cttgtggtac tggtttaata ggtttttcca tcaagcctcc aatataaaca gtgttgggaa 360 

geaggggecg ggcaaaatca aaggcacaat cagagttaac aaaccacaac tetgetttea 420 

gtagaagatg agacaaaact ggectagage cttctgggaa atgctccttg atggtgttgt 480 

caaatgtaga ctgcatgtcc cattggctcc tggagaaact aaagaacatc agaaaattct 540 

tcactcggcc ccagaagtcc atgtgatcag tcagcaagga agggaatact ggaacataag 600 

acaaggggct tggtagecca aaatccaaag agecgaatgt ggtgggaaga atggccacaa 660 

atggtttcac aagcttctca gcaatcagga aagaacagaa ateaaatget tcaacaaata 720 

ccagatcata gttctcattc tttaaggaat. ccattatatc etttctgett agcaaataac 780 

tacattgagt cccaaatatt tccattagct ttacaagggc ttcagattct tttctgecat 84 0 

ecaatgetgt ttctatgtag ctatcaaaat gcttcttaat tcttttttga tgatcttcag 900 
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<211> 453 
<212> DNA 
<213> Homo sapiens 



<400> 1308 

cgagtgcggt ggaattcgac agcccggacc cggccctccg cccgctctcg cctcggcgcc 60 

cgcagccacg atgaaccggg tcggcggcag cccgtcggcc gccgccaact acctgctctg 120 

taccaactgc cggaaagtgc tgcggaagga taaaagaatc agagtgtctc aacccttgac 1B0 

aagaggacca agtgccttta ttccagagaa ggaagttgtc caagcaaaca cagtggatga 240 

acgtactaac tttcttgtgg aagaatactc tacatccggt cgtctggaca acatcacaca 300 

ggtcatgagt ttacacactc agtacctgga gtctttcttg cggagccagt tttacatgtt 3 so 

gcgcatggat ggtccccttc ctctaccata caggcactat attgcaataa tggctgcagc 420 
tagacatcag tgttcttact taataaacat gcg 



453 



<210> 1309 

<211> 421 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) ... (421) 
<223> n=a,t,corg 



<400> 1309 

gaaggtgcca gcttgggatt tcgagcctgg gtagtgcctg ctaacggggt tggccggagc 60 

agcagagcac cgggaggccc agggatgtgg cgaggcagcc gcggtgtcag aaagaggaag 120 

gcaggaggct gaggccgagg gccctggaat ctcgcacatt ccagggttca gaaagatcac 180 

ggtggggtcc acctctggag tccacaaaag aaaacgtaca atgtggccac aggcctgctt 240 

ttccaaactc gtcatggtta ccatttcatg aacggcttca agtccagaat ggtgagtgcc 3 00 

cgtggcaagt gagtatccag atgtcacgga aacacctctg tggaggctca atcttacatt 360 

ggtggtgggt tctgacagcc gcacactgct tccgaagaac cctattagac atggccgtgg 420 

_ 421 



<210> 1310 
<211> 442 
<212> DNA 

<213> Homo sapiens 



<400> 1310 

cattgagtac actgccgaac cgcgccggaa gtcccgggtc gagaaatgac tctacgcaag 60 

gaccttcata gtgtgacaca gttacctgtc agttatgtga cagggttttg gcccttgtgg 120 

gcctcagttt tgtaaaatga taagccagaa ctagcatatt gatcttctaa ggattccaag 180 

ct tact cage ctcttggact ttgtatagtt aaatagtaag tectttgeat ttgtcactct 240 

aggctttcca gctttttaat gcgaaatgcg agtcggcttt cctttccaag aggaatcctc 300 

tgcagagaaa ctggactgtc ctctacagaa ggaagcacaa aaagggacag teggcagaaa 360 

ttcaaaagaa aagaacccgc cgagcattca aattccagag ggecattact ggtgcatctc 420 

ttgetgatat aatggccaag ag 442 



<210> 1311 

<211> 912 

<212> DNA 

<213> Homo sapiens 
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ggactacagc gcttcagaga ggcagctgct gtgtttcagg aaactctgag aggtgggtcc 1320 

cagcctgacg cagcccgaga gctccgctct tgccttctcc acctcacact gcagggtcag 1380 

cgaggaggaa tctgtgcacc acctctgtca cctggggccc tccagccact tccccatgct 1440 

gagctggcac cctcaggcct accttccctc aggtgccctc gaagcactgc tttgaggtcc 1500 

cctggcctgt ctccactctt gcattaacca taatgtcacc gaagccaccc ctgtatt 1557 



<210> 1305 

<211> 507 

<212> DNA 

<213> Homo sapiens 

<400> 1305 

gaccgacttg ctgggtcgac gatttcgtgt tgacggcgct gcgatggctg cctgcgaggg SO 

caggagaagc ggagctctcg gttcctctca gtcggacttc ctgacgccgc cagtgggcgg 120 

ggccccttgg gccgtcgcca ccactgtagt catgtaccca ccgccgccgc cgccgcctca 180 

tcgggacttc atctcggtga cgctgagctt tggcgagagc tatgacaaca gcaagagttg 240 

gcggcggcgc tcgtgctgga ggaaatggaa gcaactgtcg agattgcagc ggaatatgat 300 

tctcttcctc cttgcctttc tgcttttctg tggactcctc ttctacatca acttggctga 360 

ccattggaaa ggtatcagaa acacgtgtac ttgaaaacga tatctgtgtt gagggttgat 420 

tgggcagaag caatcttgca ttctacctta tacagctcca ggaggcatat atggcaacga 480 

attggcaaga aatcaagata aagagag 507 



<210> 1306 

<211> 470 

<212> DNA 

<213> Homo sapiens 

<400> 1306 

attcccgggt cgacgatttc gttggaaggg ccgctgagca aatggactaa cgtgatgaag 60 

ggctggcagt accgttggtt cgtgctggac tacaatgcag gactgctctc ctactacacg 120 

tccaaggaca aaatgatgag aggctctcgc agaggatgtg ttagactcag aggagctgtg 180 

attggtatag acgatgagga cgacagcacc ttcacaataa ctgtbgatca gaaaaccttc 240 

catttccagg cccgtgatgc tgatgagcga gagaagtgga tccatgcctt agaagaaaca 3 00 

attcttcgac atactctcca gcttcaagta agggtcttta catggtttcc agatagttca 360 

ttagttggtg ctttcttttt ttggctggtt tctgggtttt tttttaaata actgtggtat 420 

gatgtaatag gaacttataa tttctgagtt gcttattttt cctttacagg 470 



<210> 1307 

<211> 455 

<212> DNA. 

<213> Homo sapiens 

<400> 1307 

tttcgtccgc atcctccgca tccacatccg catcgtcgtc ctccccgacc gcgtcctgca 60 

gcagctgcca gtggagccgc ctgacaagga ctgccatcca ccatggtgaa gctgggctgc 120 

agcttctctg ggaagccagg taaagaccct ggggaccagg atggggctgc catggacagt 180 

gtgcctctga tcagcccctt ggacatcagc cagctccagc cgccactccc tgaccaggtg 240 

gtcatcaaga cacagacaga ataccagctg tcctccccag accagcagaa ctatacaaag. 300 

agtaggtaag cgtaggtgga gtggcatgga caggtaaaat gaggaaagtg tttcccagaa 360 

tgggaaatct tgtaaaccct taaaaaatgt gggtttattc agtcaaatgt tggctcttaa 42 0 

ttgcagactt tgaaaagcag tagatacaat ggaag 455 



<210> 1308 
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actagttcta gatccgtcac tcgccgaggt tccttgggtc atggtgccag cctgactgag 60 

aagaggacgc tcccgggaga cgaatgagga accacctcct cctactgttc aagtacaggg 120 

gcctggtccg caaagggaag aaaagcaaaa gacgaaaatg gctaaattcg tgatccgccc 180 

agccactgcc gccgactgca gtgacatact gcggctgatc aaggtagcgg agagccagag 240 

ctcctcccgg ggcgtggggt ggaggtggct ccgtttccca gggtggggtg attcacgtct 300 

tgaggtctcg gccggtgtga gagcccagcc tgttcccctt tctgcgccca tccccggctc 360 

ggccgccacc ccgcccgccc gccccattcc cttcccctga gctggccggg ccggagcctc 420 

attttgtttt ctactttttt ctctcctatg tgcatccccc caaggagctg gctaaatatg 480 

aatacatgga agaacaagta atcttaactg aaaaaggtaa ttcaacagtg gcgggacggg 540 

ggacaagcgt tcggtgcctg tcaccttcgc caaggccatt accgcccctg ctcccccttc 600 
ttgcagatct gctagaagat ggttttggag agcacccctt ttaccactgc ctggttgcag 
aagtgccgaa agagcactgg actccggaag gtaacccctc gccctttcca gaagccagag 
agaccaagtg ttatgtaaga agtagtgtcg gctgtgtaga accactgact acacaggccg 
aagttactga gaacttggac agaaaaaata gccagcaagt gttcaaacta ctgaaaaaaa 



aa 



600 
660 
720 
780 
840 
842 



<210> 1303 

<211> 429 

<212> DNA 

<213> Homo sapiens 



tttcgtagta ctagcagcag tggttcctaa atgaaatggg ctatttctgc ttcattactt SO 

tattattctg agttaaataa acatgggaca taagaggatg atctctgctt tccagggact 120 

gatgtggaaa tggtaaactc agtcttcagt ccactccatg cacatgtatg gagactactg 180 

agggaaacaa gaaggacagc gataaaacat gatcctcctg aagaagagac ggctgcttat 240 

caattcattg ggtgaaggta caataaatgg cttactggat gaattattgg agacaaatgt 3 00 

gctgagccag gaagacacag agatagtaaa atgtgaaaat gttacagtta tcgataaggc 350 

ccgagatttg cttgactctg ttattcggaa aggggcacgg gcatgtgaaa tttgcatcac 420 
atacatttg 



c2l0> 1304 

<211> 1557 

<212> DNA 

<213> Homo sapiens 



<400> 1304 

cccgggtcga gccacgcgtc cgcggacgcg tgggggcgcc gattccaaag actgtggggc 60 

ggatcaagct agactgctct ctacggccca gctgcccact ggaggtcgct gctgcaccca 120 

aactttgcaa ggaattcggt ccagaggatt acggcgaaga ggacatagtg gattttcttc 180 

gacggcttgt ggagagtgat ccccagggcc tgcaccggat ccatgtggat gggagcagcg 240 

ggcggctgca gctgtggcac catgattacc tcctgggcca cttggatgat gaagggaaat 300 

caactggaca gagtgacagg ggcaaggggg ctgagggact gggcacctac tgtggtctcc 360 

gcaagtcctt cctgtatcct ccccaagagt ctgagccctg ccctcaaagc ccctctgcct 420 

ctgccacctt ccccagtgtc tcagacagcc tgcttcaggt ggccatgccc cagaagctcc 480 

tggtgacaga agaggaagcc aatcgcctgg ctgaggagct ggtggctgag gaggagcgca 540 

tgaaacagaa agcagagaaa aagcgactca agaagaagcg tcaaaaggaa cggaagcgac 6 00 

aggagcgttt ggagcagtac tgtggggagc ccaaggccag cactacctca gatggagatg 660 

agagcccccc atccagccct ggaaacccag ttcagggaca gtgtggtgaa gaagaggact 720 

cactggatct atctagcact tttgtgtctc tggctttgcg caaggttggg gattggcccc 780 

tcagtgcccg cagagagaag ggactgaacc aggagcccca aggcaggggt ctggccctcc 840 

agaagatggg tcaagaggaa gagagccctc caagagagga gaggccccag cagagtccaa 900 

aggtacagtg ttacctgttt aaacaaagga gaaggatttg gggaggctga gacctcaaga 960 

cctgcttgac tttgcaccct atccccaggc atctccggga ctgctggcag ctgccttaca 102 0 

acagagccag gaactgagtt gggtaccagc tttgctcaaa atggtttcta ccatgaggcc 1080 

gtggt octet tcacccaggc cttgaagctc aacccccagg accaccggtt atttggaaat 114 D 

cgttccttct gecatgageg gttgggtcag ccagcgtggg ccctggctga tgcccaggtg 1200 

gcccttaccc tacggcctgg ctggccccgg ggcctcttcc gcctgggcaa ggccttgatg 1260 
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gtcaccagca cggggataac agaagatgga gaggggccag caagttgcac aggttcagaa 4380 

gatagcagcg aaggctttgc tataagttct gaatcggaag aaaatggaga gagtgcaatg 4440 

gacagcacag tggccaaaga aggcactaat gtaccattag ttgctgctgg tccttgtgat 4500 

gatgaaggca ttgtgactag cacaggcgca aaagaggaag acgaggaagg ggaggatgtt 4560 

gtgactagta ctggaagagg aaatgaaatt gggcatgctt caacttgtac ag g gttagga 4620 

gaagaaagtg aaggggtctt gatttgtgaa agtgcagaag gggacagtca gattggtact 4680 

gtggtagagc atgtggaagc tgaggctgga gctgccatca tgaatgcaaa tgaaaataat 4740 

gttgacagca tgagtggcac agagaaagga agtaaagaca cagatatctg ctccagtgca 4800 

aaagggattg tagaaagcag tgtgaccagt gcagtetcag gaaaggatga agtgacacca 4860 

gttccaggag gttgtgaggg tcctatgact agtgctgcat ctgatcaaag tgacagtcag 4920 

ctcgaaaaag ttgaagatac cactatttcc actggcctgg tcgggggtag ttacgatgtt 4980 

cttgtatctg gtgaagtccc agaatgtgaa gttgctcaca catcaccaag tgaaaaagaa 5040 

gatgaggaca tcatcacctc tgtagaaaat gaagagtgtg atggtctcat ggcaactaca 5100 

gccagtggtg atattaccaa ccagaatagc ttagcagggg gtaaaaatca aggcaaagtt 5160 

ttgattattt ccaccagtac cacaaatgat tacacccctc aggtaagcgc aattacagat 5220 

gtggaaggag gtctctcaga tgctctgaga actgaagaaa atatggaagg taccagagta 528 0 

accacagaag aatttgaggc ccccatgccc agtgcagtct caggagatga cagccaactc 5340 

actgccagca gaagtgaaga gaaagatgag tgtgccatga tttccacaag cataggggaa 5400 

gaattcgaat tgcctatctc cagtgcaaca accatcaagt gtgctgaaag tcttcagccg 5460 

gttgctgcag cagtggaaga aagggctaca ggtccagtct tgataagcac cgccgacttt 5520 

gaggggccta tgcccagtgc gcccccagaa gctgaaagtc ctcttgcctc aaccagcaag 5580 

gaggagaagg atgaatgtgc tctcatttcc actagcatag cagaagaatg tgaggcttct 5640 

gtttccggtg tagttgttga aagtgaaaat gagcgagctg gcacagtcat ggaagaaaaa 5700 

gacgggagtg gcatcatctc tacgagctcg gtggaagact gtgagggccc agtgtccagt 5760 

gctgtccctc aagaggaagg cgacccctca gtcacaccag cggaagagat gggtgacacc 5820 

gccatgattt ccacaagcac ctctgaaggg tgtgaagcag tcatgattgg tgctgtcctc 5880 

caggatgaag atcggctcac catcacaaga gtagaagact tgagcgatgc tgccatcatc 5940 

tccaccagca cagcagaatg tatgccaatt tccgccagca ttgacagaca tgaagagaat 6000 

cagctgactg cagacaaccc agaagggaac ggtgacctgt cagccacaga agtgagcaag 6060 

cacaaggtcc ccatgcccag cctaattgct gagaataact gtcggtgtcc tgggccagtc 6120 

aggggaggca aagaaccggg tcccgtgttg gcagtgagca ccgaggaggg gcacaacggg 6180 

ccatcagtcc acaagccctc tgcagggcaa ggccatccaa gtgctgtttg tgcggaaaaa 6240 

gaagagaagc atggcaagga gtgccccgaa ataggaccat ttgcaggaag aggacagaaa 6300 

gagagcactt tacacctcat aaatgcagaa gagaagaatg tattgttgaa ctcccttcag 6360 

aaagaagata agagcccaga gacagggaca gcagggggca gtagcacagc aagttattca 6420 

gcaggaaggg gcttagaggg gaatgctaac tcacctgccc acctgagagg accagaacag 6480 

acgtctgggc agacggctaa ggattcctct gtcagcagca ttcgctattt ggcagcagta 6540 

aacaccggtg ctataaaagc tgatgacatg ccacctgttc aagggaccgt ggctgagcat 6600 

tcctttcttc ctgctgagca gcaggggtct gaagacaact tgaaaaccag taccaccaaa 6660 

tgtattactg gccaagaatc aaaaattgct ccttcccaca caatgatccc tccagctact 6720 

tacagtgtag ctctgttggc tcctaaatgt gagcaggact tgactataaa gaatgattat 6780 

agtggcaaat ggactgatca agcatctgct gagaaaacag gagatgataa cagcacaagg 6B40 

aaatcattcc ctgaggaagg agacataatg gttactgtgt cttctgaaga aaatgtgtgt 6900 

gacataggca atgaagagtc tccattgaat gttttgggag gattgaaact gaaagccaac 6960 

ttgaaaatgg aggcttatgt gccttcagag gaagagaaaa atggtgaaat tctggcacca 7020 

ccagaaagtc tgtgtggggg aaagccaagt ggaatagctg aactccagag ggagcctttg 7080 

ttggtgaatg aatcactaaa tgttgaaaat tcaggcttca gaacaaatga agaaattcat 7140 

agcgaatctt ataacaaagg agagatatcc agtggtagaa aagacaacgc agaagccata 7200 

agcggtcaca gtgttgaagc agatcctaaa gaggttgaag aggaagaaag gcatatgcct 7260 

aaaagaaaaa gaaagcagca ttatctctct tcagaagatg aaccagatga taatccagat 7320 

gtcctggatt ccagaataga aacagcacaa aggcagtgtc ctgaaacgga gccacatgnc 7380 

acaaaggaag agaactccag agatttggaa gaattaccta aaaccagttc tgagacaaat 7440 

agcactacct caagggtcat ggaagaaaaa gatgaatata gcagcagtga aactactggt 7500 

gaaaagccag agcagaacga tgatgacacc ataaaatcte aggag 7545 



<210> 1302 

<211> 842 

<212> UNA 

<213> Homo sapiens 

<400> 1302 
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ccccaagctg 
aagacgctcg 
cctctgggag 
agcgtcgagg 
ccagtgctct 
aaaatttctt 



gccoggagac 
gaaagagaac 
actgacacaa 
cagaaacaga 
ccacatttga 
gagaaaactc 
cataaaacag 
aatattcaaa 
agtaaacata 
gaatatatta 
ttgtcagctg 
cagaaagatt 
tattcggaag 
gaggttgttc 
aagtctaaat 
ggtgccacaa 
gactcagaaa 
gaacctgtat 
agagccaagt 
aggcttgaga 
gacataaaaa 
agtcatgaaa 
tgcgaaaatc 
gcaaacactt 
atgacattga 
gtgtttgaag 
tctgaaaata 
acagcagatt 
agtaattctg 
agtgctgtgt 
gtgaatatag 
agggtacaga 
actcttgaac 
cctctgaggg 
gaaggtagca 
actgttaggg 
acagtagata 
caggctactt 
acgggcgtga 
aagaaagaaa 
gagaatggca 
tatgctgaaa 
attgatgttg 
gcaccctctg 
agagcagaaa 
agtccagtga 
gctttgcctt 
aataatcctc 
gaaggtgggg 
aaggaagggg 
ctggctgtgc 
gatgatgctg 
tcagaaatag 
acaagtgctg 
cagggaaata 
ggagcagaag 
gaggaacgca 
acaagtgcca 



gcagatgcct 
ccaaagcgct 
atctgggggc 
agccgggtgt 
gcttgggaca 
cttcaaagga 
tttcagagtc 
ataaaagacg 
gagatgtaaa 
aaagcacact 
aaagcctact 
catcggaaga 
gtgatgagac 
agcaaagtca 
ggaatgaaag 
taaaaacaga 
aaaaaactaa 
ctctgggttc 
ataagtgtga 
acaaggagaa 
caaaaactca 



aacaggcaac 
aacagcgtaa 
tagagactgc 
taccattagc 
gaaagttgtc 
agaaggacga 
aggccagagg 
ggagaggaag 
tgagcactcc 
tccctgaaca 
tatctaaaac 
tgaaacaaaa 
caaaagcaac 
aaaagcatgc 
ccaaaatgaa 
attctgaaac 
agaatttgaa 
attccacaaa 
aatcgtatga 
cagccagcac 
aatcagaagt 
caccagcaaa 
tattggatgg 
ttgtggaaaa 
atgacttaaa 
agaaggatgg 
ctgtcaaact 
aaagaaggaa 
ttttacacca 
agacttctgt 
aggctgggcc 
gcaccagcat 
ttcatgttgg 
ctgttgtcac 
aaagtgggga 
atgcagttaa 
taaccagtgc 
ttgaaggaac 
gaacagagat 
tgatgagaat 
gcagaagtga 
tggttacagg 
gccaagaagg 



tgtcgcccct 
cagagcccca 
gccagggctg 
cgagtgcaat 
gaaggacccg 
gctgaagcat 
tttgcatgta 
gacatctacc 
aaggcaagta 
taaaaacgaa 
taagaaagag 
caaattgtct 
tgagcttcac 
acaaacaaag 
gaaattatca 
tgagaatgtt 
ggcagagcac 
caagcaacat 
tatggactcc 
acgacgaaca 
aggcaaacag 
cactccaaaa 
gtctaaagtt 
ttcttcttca 



aaaggagaaa 
agatggccac 
aaataaatca 
taatagttca 
cttgtcacaa 
cagcggttcc 
agagccaatg 
ccaagacaac 
aacttctgcc 
agctccagct 
cgatcataga 
ccctggggag 
tgttcataga 
aaacacagct 
tttagactcc 
tccagatgta 
ctcccctgcg 
ccttaagaca 
agcaagcatc 
taaacaagga 
tgagaatatt 
tgcagagccc 
cattgctgtt 
taagcataaa 
tgaaaacagt 
aaggaacgga 
tgccactagt 
tgccacaacc 
tgaggcagat 
tgcagaagcc 
agagggattt 
gtgtgctgtg 
aatcgaagcc 
aggctctgaa 
tattactttt 



aagagcagga 
gggtcccaaa 
taactttgtg 
tgcaggtgtt 
agatggttct 



ctaagaccgc 
gggaagccgt 
ccggggccta 
cagctctgtc 
ggtgttgaag 
gttcatgcaa 
gttgacgaaa 
cctgttatca 
gaacgctcag 
aagcatctaa 
gtgaaatcct 
gtgaaacata 
tcttctgaga 
ctttcttcag 
gtattaggca 
cgtaaagaaa 
aaatcaagaa 
ggtatcacat 
actaacatgg 
aagagcttgt 
gtaaaagttg 
ccagacaagg 
gaagacaaac 
gcaeatagta 
tataagagtg 
aaaagcagaa 
gatgacaagg 
ctcatggaaa 
gaaatggcca 
tcccttcaga 
gaaattgatt 
cgcaataata 
actgttcaaa 
tataagccag 
agcaccttga 
aaagaaccca 
atgttactga 
gctgaagaac 
tcaccatcct 
attcctctgt 
gatcactctg 
agtgacagca 
actagcaaaa 
aaggtaatca 
accaaagaag 
aatttaaagc 
gatcatgttg 
agaagcccag 
gaggtagaca 
caaactgagg 
actgaaggga 
acttcttcag 
gaaggcctca 
agtgaatgca 
gctgaaagtg 
gctgaatctg 
aatgtaaata 
gaaaaatgtg 
attagtgaag 
tctataagca 
aaagaaacag 
atctgctcag 
gtcctgggag 
gtgaatgatg 



acccggattg 
ggcgcctggc 
gcacagcgcc 
tctatgcgga 
gcaagcattg 
aaagtgaacc 
acaaaaatga 
tggagggggt 
aaatttgcac 
agaaagatga 
ccaaggagaa 
aatataaagg 
aaggtttaaa 
atgafcaaaac 
aagatggaaa 
acaacaaaaa 



ggtcaagtga 
tacagagaag 
atagtaattt 
tagaagagaa 
tagaaacaga 
agaagaacac 
cttttgaaga 
cacagaagga 
ataaagactc 
gcttaaagca 
atggtaaaga 
agaaattaag 
aaggagaaga 
gaccaaaaaa 
ctgagccagg 
attctcacca 
aggatgaatt 
gccgtggaac 
ccaagaaaat 
ttcatagagg 
gtgccccatc 
atgttgctca 
taagttcagt 
ttgaeaaaag 
ctctccctaa 
aagaaggtgg 
gacacattcc 
tgcctcttgg 
gtggcttagt 
agacaattaa 
taggcctgaa 
gtaaagtaaa 
ccagtgctgg 
atgtggcaac 
aggacaaaga 
aaacaagaca 
taataggaac 
ctgtttttgc 
aaaccttcct 
aggacagagc 
gcgttgtgac 
atggttcttt 
ttgaaagtga 
gtgaagaggt 
agggcactgt 
taactggagc 
ataatgatgc 
gtacagaagg 



ggtggctgca 
agctccctct 
gagaaccctc 
tgtcacagat 
tgaaaaggaa 
aagtaaacct 
atccaaaata 
acaggaagag 
cgaagagccc 
ttctgaaaca 
gcctgaaaga 
tgattgtatg 
agtagaggaa 
cgaacgaaaa 
gccagtttct 
agagagacgc 
ttctaaaatt 
aagtgaaagt 
gaaaccagaa 
acttgtgttg 
attacaagaa 
agaagaaaat 
aactggtgtt 
ttctagtcat 
cacttccacc 
tagtagtaaa 
agttgacagt 
tagaaggttg 
aaaattagca 
gagtggtgat 
tgttgaaaat 
agacattgac 
gagaacttgc 
aggagttaat 
gcatatacaa 
aactactgaa 
agaaaatgat 
aggagatgcc 
gactgttgtg 
aactgttttg 
ccaaagtctg 
tgaaggtttc 
agaagctcac 
aagtaagtta 
ggacatggcc 
agcaacagta 
tacagaaaaa 
agacatatca 
aagtggctct 
tgggcctagg 
tgtcacctta 
aagtgaggtg 
acattccaga 
tgcagctgaa 
cacaagcact 
agcagaccta 
agaggaaaag 
aagtagagac 
tggagcagtt 
ggatggctcc 
gacatgtaca 
agggccccgg 
accaccagga 
tgagagtgca 



540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3660 
3720 
3780 
3840 
3900 
3960 
4020 
4080 
4140 
4200 
4260 
4320 
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ggagacagac ggcaacagcc acaggcagac tgaggtggca ataggaaatc tgccgagatg 120 

ttcagtcagg tgcccaggac cccagcctca ggctgctact acctaaattc catgacacct 180 

gagggccagg agatgtactt gcgatttgat cagactacaa gacgctctcc ttacaggatg 240 

agccggattc tagcacgcca tcagctagtg actaaaattc aacaagaaat tgaggcaaaa 300 

gaagcatgtg actggctccg tgctgccggg ttcccgcaat acgctcagtt atatgaggat 360 

tcacaatttc ccatcaacat tgtggctgtc aagaatgatc atgattttct tgaaaaggac 420 

cttggagaac ctctttgcag acgactaaat acg 453 



<210> 1299 

<211> 393 

<212> DNA 

<213> Homo sapiens 



<400> 1299 

cccaggttct cggagcttgt ggacggcaga ggaagagtga gcgccaggtt cggtggctca 60 

cccagcaaag cagccaccgt gagatcacaa cccacagcct cggcgcagct cgagaacatg 120 

gaggaagccc ccaagcgggt cagcctggcc ctccagctcc ctgaacacgg cagcaaggac 180 

atcggaaacg tccctggcaa ctgttcagaa aacccctgtc agaacggagg cacttgtgtg 240 

ccgggcgcag acgcccacag ctgtgactgc gggccagggt tcaaaggcag acgctgcgag 300 

ctcgcctgta taaaggtgtc ccgcccctgc acaaggctgt tctccgagac aaaggccttt 360 

ccagtctggg agggaggcgt ctgtcaccac gtg 393 



<210> 1300 

<211> 391 

<212> DNA 

<213> Homo sapiens 



<400> 1300 

gaaggttatt ttatacttcg tatctccaat tcttttgcaa tcaatctttt ggaaggaaca 60 

gcagttgatt gtgaatttag ttttgaacca tcattaggca aagatagctt ctctagagag 120 

aatcatgcct gctaattaca cgtgtaccag gccagatgga gacaatacag attttcgata 180 

ctttatttat gctgtgacat acactggcat tcttgggcca ggtcfccatag ggaatatatt 240 

agccctgtgg gtattctatg ggtatatgaa agaaacaaaa cgagctgtga tatttatgat 300 

aaacttagcc attgctgact tactacaagt tctttccttg ccactgagga tcttctacta 36 0 

cttgaaacat gactggccat ttgtgcctgt t 391 



<210> 1301 

<211> 7545 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> mis cofeature 
<222> (1) .7. (7545) 
<223> n = a,t,c or g 



<400> 1301 

cctggcataa gggttggaat tacaagtcag acagggctga gcagcaatct tcaagaaaat 60 

tgctctaaat tggccttcat tagctctcac ggcactgaaa aacaactcca atgcatgcct 120 

atggaaggga gaggcagagc ctctagctcc atttcagacc tgcaaggaaa gggctttgag 180 

aagggaactg gggagaagca cgttccaggt gtgggttcag ctcggcactc gccacaggcc 240 

tccgcaggtg gctctccttg gcagcgaggc aaggcgcaaa cccgctggct tgggaagcct 300 

gaccctggca ggaagcgacg coggggttct ccgcaagaag aaggcggcct ccgggtgtcg 360 

gccgcagcca ggctactgtg ctccggggca aaccgctgca aagtcctagt gaggcagaac 42 0 

tcgaccccca acactcagca gcctgccgtc cacccatcca cacccccgtc tcgccccctg 48 0 
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<400> 1295 

ccgggaattt atttttgggg ccccctaaaa aaaaaattac cttgcccccc cccgggagta 60 

aaaattggtt cttttaaaag ggccccccct tttttttttt ttgttggatg gaaaatgttt 120 

tattggagtt cctgaggcag gaaagagtta tggtaggttg agaatcagcg ctcacgctag 1B0 

ccccctcttc cagtggaggt catggtcact gggcatcagg agttgcgctc ctcagtcctt 240 

tcagcttagg aaaggcatcc cagttgagga aaggaagttt ccttttgata gactcaaaga 300 

gggcgtgcca gttcaggaac tcatcagcct taaacgcaga tcgcaatttg tcgatgttca 3o0 

ggaacggggt gttaaaggcc tcgggtcgtg acgcataatt ctcaatggtg ctttcttcct 420 

caggaccacc cagggtggct ccctgggcag agtggagcac caggagggag aggagctcca 4B0 
cggcaggaag gaccgggatc ttcatggcgt caagtttg 



<210> 1296 

<211> 551 

<212> DNA 

<213> Homo sapiens 



<400> 1296 

cagagtggag cctggaccca ttcatgggca tcatgagtgg acaagtgggt gacctgagcc 50 

catcgcagga gaagtcgctg gcccagttcc gggagaacat ccaagatgtg ctatctgcgc 120 

tgcccaatcc tgatgactac ttcctcctgc gctggctcca agctcggagc tttgacctgc 180 

agaaatcaga ggacatgctg aggaagcata tggagttccg gaagcaacaa gacctggcca 240 

acatccttgc ctggcagccc ccagaggtgg tcaggctgta caacgctaac ggcatatgcg 3 00 

gccacgacgg tgagggcagc cctgtctggt accacattgt gggaagccag gaccccaaag 350 

gcctcttgct ctcagcctcc aaacaggagt tgctcaggga cagcttccgg agctgcgagc 420 

tgctcctgcg ggagtgtgag ctgcagagtc agaagctggg gaagagggtg gagaaaatca 480 

tagctatttt tggtctcgaa gggctgggcc tgagggatct gtggaagcca ggaatagagc 540 
ttctccagga g 



<210> 1297 

<211> 410 

<:212> DNA 

<213> Homo sapiens 

<220> 

<221> m±sc_£eature 
<222> <1>...(410) 
<223> n o a,t,c or g 



60 



<400> 1297 

acttcactct cttgaaaacc cacccagatc ctccccgttc tgacaccatg gtcagctcct 

gttgtggctc cgtgtgctct gaccagggct gcggccaaga cctctgtcag gagacctgct 120 

gccgccccag ctgctgtgag accacctgct gcaggaccac ctgctgccgc cccagctgtt 180 

gtgtatccag ctgctgcagg ccccagtgct gccagtctgt gtgctgccaa cccacttgtt 240 

cccgccccag ctgctgtcag accacctgtt gcaggaccac ctgctaccgc cccagctgtt 300 

gtgtgtccag ctgctgcagg ccccagtgct gccagcctgt gtgctgccaa cccacctgct 360 

gtcgccccag ctgctgtgag acgacctgct gccaccctan gtgctgcatc 410 



<210> 1298 

<211> 453 

<212> DNA 

<213> Homo sapiens 



c400> 1298 

ttttcgacga tttcgtgttg agctgtcctg ggctgggtgc cttgctcttt gactgagact 60 
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gccgagtctg aggaagaaga ggcgtgtgt 749 



<210> 1293 

<2il> 989 

<212> DNA 

<213> Homo sapiens 

<400> 1293 

cccactgatg tccctagtcc gtgtggtgga attcgtggca gccagcagtg cccagaagac 60 

cccctcccgc ctggaaaact actacatggt atgcaaggca gatgagaaat ttaatcagct 120 

ggtccatttt cttcgcaatc ataagcagga gaaacacctg gtcttcttca ggtactcctc 180 

tggtctctgt ggtagaggca tcagggattc agccagaatg tgcagcacct gtgcctgtgt 240 

ggaatactat gggaaggctc tggaagtgct ggtgaagggc gtgaagatta tgtgcattca 3 00 

cggaaagatg aaatataaac gcaataagat cttcatggag ttccgcaaat tgcaaagtgg 360 

gattttagtg tgcactgatg tgatggcccg gggaattgat attcctgaag tcaactgggt 420 

tttgcagtat gaccctccca gcaatgcaag tgccttcgtg catcgctgcg gtcgcacagc 480 

tcgcattggc cacgggggca gcgctctggt gttcctcctg cccatggaag agtcatacat 540 

caatttcctt gcaattaacc aaaaatgccc cctgcaggag atgaagcccc agagaaacac 600 

agcggacctt ctgccaaaac tcaagtccat ggccctggct gacagagctg tgtttgaaaa 660 

gggcatgaaa gcttttgtgt catatgtcca agcttatgca aagcatgaat gcaacctgat 720 

tttcagatta aaggatcttg attttgccag ccttgctcga ggttttgccc tgctgaggat 780 

gcccaagatg ccagaattga gagggaagca gtttccagat tttgtgcccg tggacgttaa 840 

tacogacacg attccattta aagataaaat eagagaaaag cagaggcaga aactcctgga 900 

gcaacaaaga agagagaaaa cagaaaatga agggagaaga aaattcataa aaaataaagc 960 

ttggtcaaag cagaaggcca aaaaaaaaa 989 



<210> 1294 

<211> 1042 

<212> DNA 

<213> Homo sapiens 

<400> 1294 

tacaactttg ccagcactac agcctaagct tccagagtgg acacggagaa gggcatcaga 60 

aaaccattet ggtgaggtcc acacccataa gtcaccatgt acaaggactg catcgagtcc 120 

actggagact attttcttct ctgtgacgcc gaggggccat ggggcatcat tctggagtcc 180 

ctggccatac ttggcatcgt ggtcacaatt ctgctactct tagcatttct cttcctcatg 240 

cgaaagatcc aagactgcag ccagtggaat gtcctcccca cccagctcct cttcctcctg 3 00 

agtgtcctgg ggctcttcgg actcgctttt gccttcatca tcgagctcaa tcaacaaact 360 

gcccccgtac gctactttct ctttggggtt ctctttgctc tctgtttctc atgcctctta 420 

gctcatgcct ccaatctagt gaagctggtt cggggttgtg tctccttcte ctggacgaca 480 

attctgtgca ttgctattgg ttgcagtctg ttgcaaatca ttattgccac tgagtatgtg 540 

actctcatca tgaccagagg tatgatgttt gtgaatatga caccctgcca gctcaatgtg 600 

gactttgttg tactcctggt ctatgtcctc ttcctgatgg ccctcacatt cttcgtctcc 660 

aaagccacct tctgtggccc gtgtgagaac tggaagcagc atggaaggct catctttatc 720 

actgtgctct tctccatcat catctgggtg gtgtggatct ccatgctcct gagaggcaac 780 

ccgcagttcc agcgacagcc ccagtgggac gacccggtcg tctgcattgc tctggtcacc 840 

aacgcatggg ttttcctgct gctgtacatc gtccctgagc tctgcattct ctacagatcg 900 

tgtagacagg agtgcccttt acaaggcaat gcctgccccg tcacagccta ccaacacagc 960 

ttccaagtgg agaaccagga gctctccaga gataaatgga aggtcttact caactcggac 1020 

ttcctatcac acagtggtgc ag 1042 



<210> 1295 

<211> 518 

<212> DNA 

<213> Homo sapiens 
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<222> (1) . . . (982) 
<223> n a a,t,c or g 



60 
120 



240 
300 
360 
420 



<400> 1290 

tttcgtcaca cacgcacacg caccctgcca ctgcagccgc catggatatc agctaacaac 
acacacccag gcgcgcgcgc gcgttcccac tcgcaccacg caggagtggc ccccggcatc 

cctaccctcc ttccccaccc ccaccacacc cgctcaccag ctcggctact gctcgctccg 180 

gctgccgccg ccgccgccgc cgacgccacc accactgctt cctctgctgc ggggccacag 24 o 
ccttgagtgt cattcaaggg acagcacaac ctcatccaag ctctcctacc tctgcccagc 
cgtgcctctc atcctcccca ttcctcgtcc acactccatc caaagaagag ggaaagcacc 
gaatagaggg gggcgaaggc aaagtctgct gttcttcccc ctgggccccc ttgctcctcc 

atcctcattc tctcaccacc agccccccta accccaagga gcccaggaac tgaggcgact 480 

cgccccactg ccatgtccaa aagcttgaaa aagaaaagcc actggactag caaagtccat 540 

gagagtgtca ttggcaggaa cccggagggc cagctgggct ttgaactgaa ggggggcgcc 600 

gagaatggac agttccccta cctgggggag gtgaagcccg gcaaggtggc ctatgagagc 66 0 

ggcagcaaat tggtgtcgga ggagctgctg ctggaggtga acgagacccc cgtggcgggg 720 

ctcaccatca gggacgtgct ggccgtgatc aaacactgca aggaccccct ccggctcaag 78 0 

tgtgtcaagc aaggtgagag cagcggcttg ctcagtgttt tgccgggcgg tgggaccgct 840 

cggggcgcag ggcaatgaaa gggtggccgc gcatgttgaa gggggtgtgt tgcgcgatga 900 

tggggtgggg gccagagagc acccgcagtg caagtgagtt tcgccgggga ttcgacgaaa 96 0 
tcgtnncccg ggaattccgg ac 



982 



<210> 1291 

<211> 591 

<212> DNA 

<213> Homo sapiens 



<400> 1291 

aatttcgtcc cgcgggaagc tcggagcact caggacgccg cgcgcccttc cccgccctcc 6 0 

ctgaccaggg agcagctcgc tccaggcgcc cagccgaggc ccccagccca gtgggagcaa 12 0 

gtcatagaga acaattcgag agacagagag acggagcgcg ctttcctgct cagtcctgaa 180 

aagtgagccg ctcccgggtt tgcaacctca agcttcgcag cagcggcggc ggcggctgcc 240 

gggaaggagg caggtgcagg tgcaggaggg aggcggctct gggctccgcg cctgggtctt 300 

ggccatggcc tcggtcctgg ggagcggcag agggtctgga gggctgagca gtcaactcaa 360 
atgcaagtcc aagaggagga ggaggcggag gtccaagcgg aaagataaag taagcatatt . 420 

gtcaaccttc ctcgctcctt tcaagcacct gagtcctggc atcacaaaca cggaggatga 480 

cgacaccctc agtaccagca gcgcggaggt gaaggagaac cgcaacgtgg gcaacctggc 540 

cgcgcggcca ccgccctccg gggaccgggc ccggggcggc gcgacccggc g 591 



<210> 1292 

<211> 749 

<212> DNA 

<213> Homo sapiens 



<400> 1292 • 

caacgtcgac gatttcgtgc ggggctgtgg ggagggcacg gactgacaga cggactccgg 60 

cggaatgggg ggtgtggctg ctccgccagg gtccccaggg tgggagagcg gctccgcggc 120 

caccgatgcc cggaccccct ctgtcttctg ctagacatgc tcttcctctc gtttcatgca 180 

ggctcttggg aaagctggtg ctgctgctgc ctgattcccg ccgacagacc ttgggaccgg 240 

ggccaacact ggcagctgga gatggcggac acgagatccg tgcacgagac taggtttgag 300 

gcggccgtga aggtgatcca gagtttgccg aagaatggtt cattccagcc aacaaatgaa 360 

atgatgctta aattttatag cttctataag caggcaactg aaggaccctg taaactttca 420 

aggcctggat tttgggatcc tattggaaga tataaatggg atgcttggag ttcactgggt 480 

gatatgacca aagaggaagc catgattgca tatgttgaag aaatgaaaaa gattattgaa 540 

actatgccaa tgactgagaa agttgaagaa ttgctgcgtg tcataggtcc attttatgaa 600 

attgtcgagg acaaaaagag tggcaggagt tctgatataa cctcagatct tggtaatgtt 660 

ctcacttcta ctccaaacgc caaaaccgtt aatggtaaag ctgaaagcag tgacagtgga 720 
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<400> 1287 

oggctggtgg ctggtgcacc ggcctgcgcc atggccaggc ctttttctct agtcaggacc 60 

gtccggatgg ggccttaggg ccccgccccg tctagcctgg cccggcctgc gcgagccccg 120 

caagctctgc aggctggcta gcgggcagac cccagcccca cgtcctgcta cccacctacg 180 

aaggatccgg ggatgggcag cgccacccgg cccgctccag agtcagcatg ggtctccgtg 240 

aggccgggtg acgctccaga atgggagaca agccaatttg ggagcagatt ggatccagct 300 

Ccattcaaca ttactaccag ttatttgata atgatagaac ccaactaggc gcaatttacg 360 

taagtttcca gctctagggc cagaatggac cctaggggat caatttggat gttgggccag 420 

tgtgtccagt tcacaagttc tggcagccct atctggactg gctacacctc tgtatctgaa 480 

cttttgtcca cgggacaggg gtctgacgct tggcccaagt aattacctgg tctatacttt 540 

tccttttgtc aacttccaca agggtgagaa tcctgctgtt ctgggcttgc cattccatgt 600 

ggccagcatt tgtc 614 



<210> 1288 

<211> 478 

<212> DNA 

<213> Homo sapiens 



<400> 1288 

atggaggaag aagatgagtc tcgagggaag acagaggagt cgggggagga tcggggcgat 60 

ggtccgccag acagagaccc cacgctttct ccttctgcct ttatcctgcg agccatccag 120 

caggctgtgg gaagctccct gcagggggac ctgcccaatg ataaagatgg ctctcggtgt 180 

catggccttc gatggcggcg ctgccggagt ccacggtcag agccccgttc ccaggaatca 240 

gggggcactg acacggctac tgtgttggac atggccacgg acagcttcct cgcagggc.tg 300 

gtgagtgrtcc tggatccccc ggatacctgg gttcccagcc gcctggacct gcggcctggc 360 

gaaagtgagg acatgctgga gctggtggct gaggtccgaa tcggggacag agatcccatc 420 

cctctgcctg tgcccagcct gctgccccgt ctcagggcct ggaggacggg caaaacgg 478 



<210> 1289 

<211> 438 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_ feature 
<222> (1) . . . (438) 
<223> n = a,t,c or g 



<400> 1289 

taccggtccg gaattnnnag tcgacgattt cgtggcggcg atctgtcgcc gggccccctt 60 

ctccttctca ctcctcaccc tccagggtag cggctaccgg agcgctgcag ggggctgcgc 120 

ctgcctgctc cgccccagac ctgtcggcga aaggtagttt atgccaacgt gacttcattc 180 

atacagatga accaaggabc gggatagcag tataaaatta gaatcaagac agctgactgc 240 

tcagcaggat gccatcaact aacagagcag gcagcctgaa ggaccctgaa attgcagagc 300 

tcttcttcaa agaagatcca gagaagctct tcacagatct cagagaaatt ggccatggaa 360 

gctttggagc agcgtatttt gcacgagatg tgcgtaccaa tgaagtggtg gccatcaaga 420 

aaatgtctta tagtggaa 438 



<210> 1290 

<211> 982 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> misc_feature 
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<400> 1284 

tttcgtgtct ccctcccgcg cgatggcctc ggcgctgatc tatgtctcca agttcaagtc 60 

cttcgtgatc ttggtcgtca ccccgctcct gctgctgcca ctcgtcattc tgatgcccgc 120 

caagtttgtc aggtgtgcct acgtcatcat cctcatggcc atttactggt gcacagaagt 180 

catccctctg gctgtcacct ctctcatgcc tgtcttgctt ttcccactct tccagattct 240 

ggactccagg caggtgtgtg tccagtacat gaaggacacc aacatgctgt tcctgggcgg 300 

cctcatcgtg gccgtggctg tggagcgctg gaacctgcac aagaggatcg ccctgcgcac 360 

gctcctctgg gtgggggcca agcctgcacg gctgatgctg ggctttatgg gcgtcacagc 420 

cctcctgtcc atgtggatca gtaacacggc aaccacggcc atgatggtgc ccatcgtgga 480 

ggccatattg cagcagatgg aagccacaag cgcagccacc gaggccggcc tggagctggt 540 

ggacaagggc aaggccaagg agctgccag 569 



<210> 1285 

<211> 728 

<212> DNA 

<213> Homo sapiens 



<400> 1285 

cccttgtgcc tgcagggtcg acaggcaggg tcagtgtatg aggctttttg ggtgggtttt 60 

gggacaaact aggggatgca tggccctctc taggggtcat ccaatacccc agctctgacc 12 0 

agttgttccc ctgctagccc agttggcctc tgattttagg agaagccaga agtccagatt 18 0 

tttctgtgag ctctccttag ttgtccacat tggaagcaaa cttttaaatg ctgtgtatgc 240 

gtggcccaag caaaacacat ctggaggcca gattgaatcc acaggctgaa agcagtcaac 3 00 

caggcctgat gtcatgaccc tgtatcctct ccactggcag gaagagatgt caggagaaag 3 60 

tgtggtgagc tcagcggtgc cagcggctgc tacccgcacc acttccttca agggcacgag 420 

ccccagctcc aaatacgtga agctgaatgt gggtggagcc ctctactata ccaccatgca 480 

gacgctgacc aagcaggaca ccatgctgaa ggccatgttc agcgggcgca tggaagtgct 540 

caccgacagt gaaggctgga tcctcattga ccgctgtggg aagcactttg gtacgatact 600 

caactacctt cgagacgggg oggtgccttt acccgagagc cgccgggaga tcgaggagct 660 

gctagcagaa gccaagtact acctagtcca aggcctggtg gaagagtgcc aggcggccct 720 

acaagtac # 2 fa 



<210> 1286 

<211> 574 

<212> DNA 

<213> Homo sapiens 

<400> 1286 

cggccgcggg gccgaggagc ctgggccggg ccgggcgggg actactccgg agtcaggagg 6 0 

cagcagcggc ggaggacgag gatctctggc agtcagcgcg gctcggaegc cgccggcacc 120 

atgggctgct gcaccggacg ctgctcgctc atctgcctct gcgcgctgca gttggtctca 180 

gcattagaga ggcagatctt tgacttcctt ggtttccagt gggcgcctat tcttggaaat 240 

tttctacaca taatagttgt catattgggt ttgtttggga ccattcagta cagacctcga 300 

tacataatgg tgtatacagt gtggactgcc ctctgggtca cctggaatgt gttcattatc 360 

tgcttttatt tggaagtagg tggactctca aaggacaccg atctaatgac attcaatatc 420 

tctgtacatc ggtcatggtg gagagaacat gggcctggtt gtgtcagaag agtgctgcct 480 

ccctcagccc atggcatgat ggacgattac acgtacgtct ctgtcacagg ctgcatcgtt 540 

gacttccagt acctggaggt catccacagt gctg 574 



<210> 1287 

<211> 614 

<212> DNA 

<213> Homo sapiens 



634 
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<212> DNA 

<213> Homo sapiens 



<400> 1282 

gtagtgcatc aataattatt cggggtgata agcgagcatc aggagaagtt gggatagctc SO 

cgtcatctag gcacatcctc attggggaac cctcagcaaa atataatggt accgctatta 120 

tcagccttgt tcgaggccca gggattttgg gggaggtcac agtgttctgg aggatattcc 180 

ctccttccgt gggggaattt gctgaaacat caggaaaact gacaatgcga gacgaacagt 240 

ctgcagtcat tgtagtaata caggctttga acgatgacat tcccgaggaa aaaagottct 300 

atgagtttca gctcactgca gtcagtgagg gaggagttct gagtgaatcc agcagcactg 360 

ccaacatcac ggtggtggcc agcgactctc cctatggccg atttgccttt tcacatgagc 420 

aacttcgagt gtcagaagca cagagggtta acatcacaat catccgttcc agtggagatt 480 

ttggccatgt gcgactctgg tacaagacga tgagcgggac agcggaagca ggcttggatt 540 

ttgttcctgc agcaggggag ct octet ttg aagcagggga gatgaggaaa agtctgcatg 600 

ttgaaatcct tgatgatgac tatcctgaag geccagagga attttctcta acaattacaa 660 

aggtggaact ccagggaaga gggtatgatt ttaccattca agaaaatgga cttcagatag 720 

atcaacctcc tgaaatagga aacatctcca ttgttcgcat cataataatg aaaaatgata 780 

aegcagaagg catcattgaa tttgacccaa agtatactgc cttcgaagtg gaggaagatg 840 

ttgggctgat catgatccca gtggtgaggc tacatggaac ttatggctat gtgacagctg 900 

atttcatctc tcagagctcc tctgccagtc ccggaggtgt tgattacatt ttgcatggca 960 

gtacagtcac ctttcagcat gggcaaaact taagttttat aaatatctcc atcattgatg 1020 

acaatgaaag tgaatttgag gageccattg aaattctact cactggagct actggaggag 1080 

eggtccttgg gcgccaccta gtgagcagaa tcataatagc taagagtgac tctccctttg 1140 

gagttataag gtttctcaat caaagcaaaa tttctattgc taatcccaat tccacaatga 1200 

ttttatcact ggtgctggag eggactggag gactcttggg agagattcag gtgaactggg 1260 

agacagtagg acccaactct caagaagect tactgccaca gaatagagac attgeagace 1320 

cagtgagegg gttgttctat tttggagaag gagaaggagg agtgagaacc ataattctga 1380 

caatctatcc tcatgaagaa attgaagttg aagagacatt cattattaaa cttcatcttg 1440 

tgaaaggaga agctaaatta gactccagag ctaaagatgt tacattaacc atacaagagt 1500 

ttggtgaccc aaatggagtt gttcagtttg ctcctgaaac tttgtctaag aagacttatt 1560 

cagagcctct ggctctggaa gggcccctgc tcattacctt ctttgtcaga agagtcaagg 1620 

gcacctttgg agagattatg 1640 



<210> 1283 

<211> 517 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> mis cofeature 
<222> (1)...(517) 
<223> n » a,t,c or g 



<400> 1283 

cccacgcgtc cggctcggcc tctccccggc acgttctcag ctgctcctgt ttcaaaccca 60 

gegagggage cgegagegag gctcaccgtc cccggcgtgc aggatceggg getgetgage 120 

gctcgctccc gcgtgtccgg cgcttggagt ccccgcggca ggagaggagt egggacacta 180 

gagctccagg ggcgcctgtg ggctccaggg cctccggctt ccccagtccc cttcagctaa 240 

agccccagag acgtgctcag ccccaggacc tetgeggaac aagatccgga ttgagaagee 300 

actgeaacta ccgaaatggg cagcaaaacc ttgccggcgc eggtgectat ccacccttcc 360 

ctgcagctca ccaactactc cttccttcag gcagtgaacg gcctgcccac agtgccttcg 42 0 

gaccatctgc ccaacctgta tggtttcagc gcgttgcacg ctgtgcacct gcatcagtgg 480 

aegctggget acccggccat geacttgeng egctett ~ 517 



<210> 1284 

<211> 569 

<212> DMA 

<213> Homo sapiens 



633 



WO 01/57188 



PCT/US01/03800 



<210> 1279 

<211> 435 

<212> DNA 

<213> Homo sapiens 



<400> 
tttcctggcc 
gtgggccatg 
gaactggtga 
ttctggaggc 
tggaggagct 
aggaggtcaa 
caaatgcagt 
taccccttct 



1279 

tcgtggcagg 
ccatgggaac 
ctttagcaga 
caaggatgcc 
gcgccagggc 
ggaagtgttt 
ctactctgtc 
ggggg 



cagcagcagc 
tgttttgggg 
gaagtgagac 
cattcggtcc 
accatcgagc 
gagaacaaag 
cgagacccct 



agtgaatgtg 
gtgttcctgg 
cctgcagctg 
tgaaacgatt 
gagagtgcat 
agaaaacgat 
cgcagagctc 



gctacagaat 
ctcgactgaa 
agggagcatc 
ccctcgtgce 
ggaggagatc 
ggagttctgg 
agatgccatg 



tgctaatgga 
gcttaaaaat 
atggcagtgt 
aatgagttcc 
tgcagctacg 
aaagggtacc 
tatgtggtgg 



60 
120 
180 
240 
300 
360 
420 
435 



<210> 1280 

<211> 517 

<212> DNA 

<213> Homo sapiens 



<400> 1280 

gcgggcgaca tggcacaacg cggggaagga gcgtgaggca gtacagctga tggcgggggc 6 0 

cgagaagcga gtcaaggcct cccactcctt cctccgaggg ctgtttggag gaaacacaag 120 

aatagaagag gcttgtgaaa tgtataccag agctgcaaat atgttcaaga tggctaaaaa 18 0 

ttggagtgct gcaggaaacg cattttgtca ggcagccaag ctccacatgc agcttcagag 240 

caaacatgac tctgctacca gctttgtgga tgctggaaat gcttacaaaa aggcagatcc 300 

ccaaggtaag acagccaggc atgtagcatg ctatctctgt gtgtaactaa ccagtcagta 360 

cttccctcaa cgttaaggtc agtgttggtg tgctttcaag tcctggtaaa aaggaatttt 42 0 

tgtattttgg aataatagag aattttgata accttaggga tttttctttt ttaatcattt 480 
ggggggcttt atgaggagaa attatgttaa atttata 



<210> 1281 

<211> 841 

<212> DNA 

<213> Homo sapiens 



<400> 1281 

cggacgcgtg ggctacaagg ctgatttctc ccatccctgc aatgctgaaa gtctgtgccc 60 
ttctaagcaa attctagttt ccctgacaat taccctaatg gaatgcctgg atgtatgaat 120 
attgattccg atgacagtac ttttacagat ggacctgaga tatttctgct ggttcttcac 18 0 
tgacaacaca caacatatgg atgatcataa ctttcccata taccccacta gggcaaaacc 240 
agaaactgag aaagctagat ggaagaataa tgatgtggaa ggggagttct ccactaggaa 300 
ggatccgatg agtagataga cacaaggaca aagagggcct aactttgggc tgtggaagcg 360 
gagttgcact cataggagcc atagtgagtc attgcatcag aaccactaag catcagtcat 42 0 
gaagagcaaa cgggcttgct gttacaggag ctaaaccctg aacccttcca tcgtggttac 
agagagcttc tgggggacag catgagacag cttatcactt ccccaatatt atgaggaaac 
ccaaaggccc agatgccact tgggaaagga gaaccaagaa ggaaggactt cagaaaagga 
agaaaccatg aaacattaag taatttacaa actagactct tctttattct cttattttat 
ttatttcttt atttttgaga cagagtctca ctttctgccc ttgatgaaat ggactggccc 
aatcatggct cactgcagcc tcaaaatcct ggcctcaaga aattctgcag actcagcctt 
cctaagtgct ggggatacaa gcttgagcca cagcacctga cctagactgt tttaaactag 



a 



480 
540 
600 
660 
720 
780 
840 
841 



<210> 1282 
<211> 1640 
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<400> 1276 

ggggcggttc cttgcgcttc agtccccccc gggtcccctc ctgctcccgg gttttctgcc 60 

cogttccccc gggtggctgt gggctcccga gccccatgtc ggccagccgg ccccagagcc 120 

ccacgacccc atggtgtctc ccaagaaggt acatgaagca caagcgcgac gatgggcccg 180 

agaagcagga ggacgaggcg gtggacgtga cgccggtgat gacctgcgtg tttgtggtga 240 

tgtgctgctc catgctggtg ctgctctact atttctacga cctcctcgtg tacgtggtca 300 

tcgggatctt ctgcctggcc tccgccaccg gcctctacag ctgcctggcg ccctgtgtgc 360 

ggcggctgcc cttcggcaag tgcaggatcc ccaacaacag cctgccctac ttccacaagc 42 0 

gcccgcaggc ccgtatgctg ctcctggcgc tcttctgcgt ggccgtcagc gtggtgtggg 480 

gcgtcttccg caacgaggac cagtaagtgc tgcttccccc gggccccggc gggcagcgga 540 

gtcctcgggc gcaccaaggc tcctggggcc ctgactccct gccctccctg gaggc 595 



<210> 1277 

<211> 869 

<212> DNA 

<213> Homo sapiens 



<400> 1277 

atctcagagt ggcggaattc gccgggacca gccgctcggg gccgggctga tacagccgct 60 

tcaccgtgcc cctgcccgcg accatggcct cctccgaggt ggcgcggcac ctgctctttc 120 

agtctcacat ggcaacgaaa acaacttgta tgtcttcaca aggatcagat gatgaacaga 18 0 

taaaaagaga aaacattcgt tcgttgacta tgtctggcca tgttggtttt gagagtttgc 240 

ctgatcagct ggtgaacaga tccattcagc aaggtttctg ctttaatatt ctctgtgtgg 300 

gggaaactgg aattggaaaa tcaacactga ttgacacatt gtttaatact aattttgaag 36 0 

actatgaatc ctcacatttt tgcccaaatg ttaaacttaa agctcagaca tatgaactcc 42 0 

aggaaagtaa tgttcaattg aaattgacca ttgtgaatac agtgggattt ggtgaccaaa 480 

taaataaaga agagaggcag cttggcagaa gccagtctac tgaaaatcct cagaagtaca 540 

ggtctgagca gcatcctgtt gagcctaaga aatgtaccag cttctggaag ggggccctgg 600 

gcaagtgggc tggaatagag tcgagtggcc agtctgcaca gcagccttac ctccccatta 660 

actcacctcc ccatcgactg gctgatgttg ctgatgtcca cctcttcagt tcagttctgt 720 

ctggggcatt tggatgttat catctagatg ttactgtcaa tgagttcaag aaacaacaaa 780 

atagggacga acaggaa^rgt tatagcaagg gagaccaaga gcagggttcc tggaagcatg 840 

gtgcagaccc acttcgtgga ggagagatg 869 



<210> 1278 

<211> 458 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> mis cofeature 
<222> (1) . . . (458) 
<223> n a a,t,c or g 



<400> 1278 

cgcgggcgtt cgatgtgaga aggaaaaaga gcctcagacc ctgctgccca agggacttcc 60 

atgctggctg tctgactgtg agtggcccca gcaccgtgat gggcgccgtg ggggaatccc 120 

tgagtgttca gtgtcggtat gaagagaaat acaagacgtt taacaaatac tggtgcagac 180 

aaccatgctt gccaatttgg catgaaatgg tggagaccgg agggtctgag ggagtggtga 240 

ggagtgacca agtgatcatc acggaccatc ctggagacct caccttcacc gtgaccttgg 300 

agaacctcac ggcagacgat gcaggaaaat accgatgtgg gattgcaaca atactgcagg 360 

aagatggcct gtctggtttc ctgcccgatc ccttcttcca ggttcaagtg ctggtctcat 420 

cggcctccag tactgagaac tctgtgaaga cacctgcn 458 
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aatttggcca gaggaaccat ccagacaggc gtggacacca ccaagatcgt tctaactggt 1440 

accaaggaca ctgtctgcag tggggtcacc ggtgctgcga atgtggccaa aggggccgtc 1500 

cagggcggcc tggacactac aaagtctgtc .ctgactggca ctaaagatgc tgtgtccact 1560 

gggctcacag gggctgtgaa cgtggccaaa gggaccgtcc agaccggcgt agacaccacc 162 0 

aagactgtcc taaccggcac caaggacacc gtctgcagtg gggtgaccag tgctgtgaac 1680 

gtggccaaag gggccgtcca ggggggcctg gacaccacca agtctgtggt cataggtaca 1740 

aaagacacga tgtccactgg gctcacgggg gcagcgaatg tggccaaggg ggctgtccag 1800 

acaggtgtag acacagccaa gaccgtgctg accggcacca aggacacagt gactactggg i860 

ctcgtggggg cagtgaatgt cgccaaaggg accgtccaga caggcatgga caccaccaaa 192 0 

actgtcctaa ccggtaccaa ggacaccatc tacagtgggg tcaccagtgc cgtgaacgtg 1980 

gccaaggggg ctgtgcaaac tgggctgaaa acgacccaaa atatcgcgac aggtacaaag 204 0 

aacacctttg gcagtggggt gaccagtgct gtgaatgtgg ccaaaggggc tgcccagaca 2100 

ggtgtagaca cggccaagac cgtgctgacc ggcaccaagg acacagtcac tactgggctc 2160 

atgggggcag tgaatgtcgc caaagggact gtccagacca gtgtggacac caccaagact 2220 

gtcctaactg gtaccaagga caccgtctgc agtggggtga ccggtgctgc gaatgtggcc 2280 

aaaggggcca tccaaggggg cctggacact acaaagtctg tcctgactgg cactaaagat 2340 

gctgtgtcca ctgggctcac aggggctgtg aagttggcca aagggactgt ccagaccggc 2400 

atggacacca ccaagactgt gttaactggt accaaggatg ctgtgtgcag tggggtgacc 246 0 

ggtgctgcga atgtggccaa gggggccgtc cagatgggtg tagacacggc caagaccgtg 252 0 

ctgaccggta ccaaggacac tgtctgcagt ggggtcaccg gtgctgcgaa cgtggccaag 2580 

ggtgctgtgc aaactgggct gaaaacgacc caaaatatcg caacaggtac aaagaacacc 2640 

cttggcagtg gggtgaccgg tgctgcgaaa gtggccaaag gggccgtcca ggggggcctg 2700 

gacactacaa agtctgtcct gactggcact aaagatgccg tgtccactgg gctcacaggg 2760 

gctgtgaact tggccaaagg gactgtccag accggcgtgg acaccagcaa gactgtcctg 2820 

accggtacca aggacaccgt ctgcagtgga gtcactggtg ccgtaaatgt ggccaaaggg 2880 

accgtccaga caggtgtgga cacagccaag acggtgctga gtggcgctaa ggatgcagtg 2S40 

actactggag tcacgggggc agtgaatgtg gccaaaggaa ccgtgcagac cggcgtggac 3000 

gcctccaagg ctgtgcttat gggtaccaag gacactgtct tcagtggggt taccggtgcc 3060 

atgagcatgg ccaaaggggc cgtccagggg ggcctggaca ccaccaagac agtgctgacc 3120 

ggaaccaaag acgcagtgtc cgctgggctc atggggtcag ggaacgtggc gacaggggcc 3180 

acccacactg gcctcagcac cttccagaac tggttaccta gtacccccgc cacctcctgg 3240 

ggtggactca ccagttccag gaccacagac aatggtgggg agcagactgc cctgagcccc 3300 

caagaggccc cgttctctgg catctccacg cccccggatg tgctcagtgt aggcccggag 3360 

cctgcctggg aagccgcagc cactaccaag ggccttgcga ctgacgtggc gacgttcacc 3420 

caaggggccg ccccaggcag ggaggacacg gggcttttgg ccaccacaca cggccccgaa 3480 

gaagccccac gcttggcaat gctgcagaat gagttggagg ggctggggga catcttccac 3540 
cccatgaatg cggaggagca agctcagctg gctgcctccc agcctgggcc aaaggtgctg 3600 
tcggcggaae aggggagcta cttcgttcgt ttaggtgacc tgggtcccag cttccgccag 3660 
cgggcatttg aacacgcggt gagccacctg cagcacggcc agttccaagc cagggacact 3720 
ctggcccagc tccaggactg cttcaggctg 3750 



<210> 1275 

<211> 415 

<212> DNA 

<213> Homo sapiens 



<400> 1275 

cgtccgacta gatcttgatt caatagaaaa atgcagcaaa cttttaataa cagactctct 60 

acatgactaa gggaacttat ctatggatag tagtaacatt tttctaccat ttgtccgtaa 120 

taaaccatac ttgctcgtaa gaaagagaaa acatgtcctt gtaaaaaaga aataggaagg 180 

aattcccgat ctggcatgta ttccagaaag gccatgtaca agaggaagta ctcagccgct 240 

aacaccaagg ttgaaaagaa aaagaaggag aaggttctcg cacctgttac aaaaccagtt 300 

ggtggtgaca agaacggcgg tacccgggtg gttaaacttc ccacaatgcc tagatattat 360 

cctactgaag atgtgcctcg aaagctgttg agccacggca aaaaaccctt cagtc 415 



<210> 1276 

<211> 595 

<212> DNA 

<213> Homo sapiens 
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<210> 1273 

<211> 1339 

<212> DNA 

<213> Homo sapiens 



<400> 1273 

atggcggcgc gcaccctggg ccgcggcgtc gggaggctgc tgggcagcct gcgagggctc 60 

tcggggcagc ccgcgcggcc gccgtgcggg gtgagcgcgc cgcgcagggc ggcctcggga 120 

ccctcgggca gcgctcccgc agttgcagca gcagcagcac agccaggctc gtatcccgcg 180 

ctgagtgcac aggcagcccg ggagccggcc gccttctggg ggcctctggc gcgggacact 240 

ctcgtgtggg acacacccta ccacaccgtc tgggactgcg acttcagcac tggcaagatc 300 

ggctggttcc tgggaggcca gttaaatgtc tctgtcaact gcttggacca gcatgttcgg 360 

aagtcccccg agagcgttgc tttgatctgg gagcgcgatg agcctggaac ggaagtgagg 420 

atcacctaca gggaactact ggagaccacg tgccgcctgg ccaacacgct gaagaggcat 480 

ggagtccacc gtggggaccg tgttgccatc tacatgcccg tgtccccatt ggctgtggca 540 

gcaatgctgg cctgtgccag gatcggagct gtccacacag tcatctttgc tggcttcagt 600 

gcagagtcct tggctgggag gatcaatgat gccaagtgca aggtggttat caccttcaac 660 

caaggactcc ggggtgggcg cgtggtggag ctgaagaaaa tagtggatga ggctgtgaag 720 

cactgcccca ccgtgcagca tgtcctggtg gctcacagga cagacaacaa ggtccacatg 780 

ggggatctgg acgtcccgct ggagcaggaa atggccaagg aggaccctgt ttgcgcccca 840 

gagagcatgg gcagtgagga catgctcttc atgctgtaca cctcagggag caccggaatg 900 

cccaagggca tcgtccatac ccaggcaggc tacctgctct atgccgccct gactcacaag 960 

cttgtgtttg accaccagcc aggtgacatc tttggctgtg tggccgacat cggttggatt 1020 

acaggacaca gctacgtggt gtatgggcct ctctgcaatg gtgccaccag cgtccttttt 1080 

gagagcaccc cagtttatcc caatgctggt cggtactggg agacagtaga gaggttgaag 1140 

atcaatcagt tctatggcgc cccaacggct gtccggctgt tgctgaaata cggtgatgcc 12 00 

tgggtgaaga agtatgatcg ctcctccctg cggaccctgg ggtcagtggg agagcccatc 1260 

aactgtgagg cctgggagtg gcttcacagg gtggtggggg acagcaggtg cacgctggtg 1320 

gacacctggt ggcagacag 1339 



<210> 1274 

<211> 3750 

<212> DNA 

<213> Homo sapiens 



<400> 1274 

tttcgtcctc aggggacccc gcgcagtcca gcttctcacg ttctcactat gtctgctcca 
gacgaaggga gacgggatcc ccccaaaccg aagggcaaga ccctgggcag cttctttggg 
tccctgcctg gcttcagctc tgcccggaac ctggtggcca acgcacatag ctcggcgaga 
gcccggccgg ccgctgaccc cacaggagcg cctgctgccg aggctgccca accacaggct 
caggtggctg cccacccaga gcagacggcc ccatggacgg agaaggagct gcaaccttcg 
gaaaagatgg tgtccggggc caaagacctg gtgtgttcca agatgtccag ggccaaggat 
gccgtgtcct ccggggtggc cagcgtggtg gacgtggcta agggagtggt ccagggaggc 
ctggacacca ctcggtctgc acttacgggc accaaggagg tggtgtccag cggggtcaca 
ggggccatgg acatggctaa gggggccgtc caagggggtc tggacacctc gaaggctgtc 
ctcaccggca ccaaggacac ggtgtccact gggctcacgg gggcagtgaa tgtggccaaa 
gggaccgtac aggccggtgt ggacaccacc aagactgtgc tgaccggcac caaagacaca 
gtgactactg gggtcatggg ggcagtgaac ttggccaaag ggactgtcca gactggcgtg 
gaaacctcca aggctgtgct gaccggcacc aaagatgctg tgtccactgg gctcacaggg 
gcagtgaatg tggccagagg aagcattcag accggtgtgg acaccagtaa gactgtccta 
acaggtacca aggacaccgt ctgtagtggg gtgactggtg ccatgaatgt ggccaaagga 
accatccaga ccggcgtgga caccagtaag actgtcctaa caggtaccaa ggacaccgtc 
tgtagtgggg tgactggtgc catgaatgtg gccaaaggaa ccatccagac cggcgtggac 
accagtaaga ctgtcctaac aggtaccaag gacaccgtct gtagtggggt gactggtgcc 
atgaatgtgg ccaaaggaac catccagacc ggcgtggaca ccaccaagac tgtcctaact 
ggcaccaaga acactgtctg cagtggggtg accggtgccg tgaacttggc caaagaggcc 
atccaggggg gcctggatac caccaagtct atggtcatgg gtacgaaaga cacgatgtcc 
actgggctca caggggcagc gaatgtggcc aagggggcca tgcaaactgg gctgaacaca 
acccaaaata tcgcaacagg tacaaaggac accgtctgca gtggggtgac tggtgccatg 



60 
120 
180 
240 
300 
360 
42 0 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
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aggagcagct gtgtcccagc gcgggaagga tgaaagcaga gggactctta agtggttttg 1020 
tgatttgagt cagaaacgaa aaaaaaacct gtgcttgaat gtctccaaag aatttgtgag 10BO 
agaatcttta agaaaagtaa aatcttt 1107 



<210> 1270 

<211> 588 

<212> DNA 

<213> Homo sapiens 



<400> 1270 

acgggtcgac gatttcgtcc gccccctccc cccaggcctg atgagcaggt ctcgagcctc 60 

catccatcgg gggagcatcc ccgcgatgtc ctatgccccc ttcagagatg tacggggacc 120 

ctctacgcac cgaacccaat acgttcattc cccgtatgat cgtcctggtt ggaaccctcg 180 

gttctgcatc atctcgggga accagctgct catgctggat gaggatgaga tacaccccct 240 

actgatccgg gaccggagga gcgagtccag tcgcaacaaa ctgctgagac gcacagtctc 3 00 

cgtgccggtg gaggggcggc cccacggcga gcatgaatac cacttgggtc gctcgaggag 360 

gaagagtgtc ccagggggga agcagtacag catggagggt gcccctgctg cgcccttccg 420 

gccctcgcaa ggcttcctga gccgacggct aaaaagctcc atcaaacgaa cgaagtcaca 480 

acccaaactt gaccggacca gcagctttcg ccagatcctg cctcgcttcc gaagtgctga 540 

ccatgaccgg tacaggggct ggagcatgtg ggatgagatt gatgtaat 58B 



<210> 1271 

<211> 407 

<212> DNA 

<213> Homo sapiens 



<400> 1271 

tttcgtaggg tctgagacgg tgggagcggt tgtgtgatta tggaggtagg aacctgatag 60 

ctaagaaggc tggcgagaga acgcggccga ccgggttgaa gcagggacgg gaagccgggc 12 0 

ggagaggcga ctgacgggag aggagagaga gcggggtttg gggagtgttg tcagaatgtc 180 

agggtcaaaa gccatcgctc caagctgact coctgctccc cctaacttat coccgcgact 240 

ttcttttggt ttccagtttc ccggaggaaa tgacaattac ctgacgatca cagggccttc 300 

gcaccccttc. ctgtcagggg ccgaggtgag ccagagctgc cgacgccgcg ggggtagggc 360 

ctgaggcagc ggtggggtag ggtagtgggg aggagagcac ggactcc 4 07 



<210> 1272 

<211> 38B 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> miscjfeature 
<222> (1) . . . (388} 
<223> n = a,t,c or g 



<400> 1272 

aaacnaagcg ctgtcacgat ttcgtggaaa tggcgctccg tcatggggat acagacgagc 60 

cccgccctgc tggcctccct gggggcgggg ctggtcactc tgctcgggct ggctgtgggc 120 

tcctacttgg ttcggaggtc ccgccggcct caagtcactc tcctggaccc caatgaaaag 180 

gacctgctac gactgataga caagacgctc tctgcacggt ccccatgcaa acatatctac 240 

ctctccaccc gaattgatgg cagcctgagc atcaggccat acactcctgt caccagtgat 300 

gaggatcaag gctatgtgga tattgacatc aaggtctacc tgaagggtgt gcaccccaca 360 

tttcctgagg gagggaagat gtctcacb 388 



628 



WO 01/57188 



PCT/US01/03800 



<400> 1267 

tttcgtgccg cttccggggt cgggcgcctg gatagctgcc ggctccggct tccacttggt 60 

cggttgcgcg ggagactatg gcgtcctcct cggtcccacc agccacggta tcggcggcga 120 

cagcaggccc cggcccaggt ttoggcttcg cctccaagac caagaagaag catttcgtgc 180 

agcagaaggt gaaggtgttc cgggcggccg acccgctggt gggtgtgttc ctgtggggcg 240 

tagcccactc gatcaatgag ctcagccagg tgcctccccc ggtgatgctg ctgccagatg 300 

actttaaggc cagctccaag atcaaggtca acaatcacct tttccacagg gaaaatctgc 360 

ccagtcattt caagttcaag gagtattgtc cccaggtctt caggaacctc cgtgatcgat 420 

ttggcattga tgaccaagat tacttggtgt cccttacccg aaaccccccc agcgaaagtg 480 

aaggcagtga tggtcgcttc cttatctcct acgatcggac tctggtcatc aaagaagtat 540 

ccagtgagga cattgctgac atgcatagca acctctccaa ctatcaccag gtcaggcctc 600 

tctctagccc cattctttcc ctctcctccc tactcacata tagctcagct attgtcagta 660 

atagatgcca actggggaga aaactcattg gaagagagaa tccataatca tatcccgccc 720 

taaatgggtg agggaagcta ttctgtctga taagatttac aggctggggg cagtggctca 780 

cacctcggcc tccccaagtg ctgggattac aggcgtgagc tagcatgcct ggccagggat 840 

taaaatattc aaacatgttg tgtgtaccca gatatgctgt taatttagga aaaacagtac 900 

aatttctatg aagtggttgt gactattttc tgtagtcaat acagttggga tatctgatct 960 

atttctctgt ctactttgga aatgattgca taataaataa aattttactg tttttttaaa 1020 

aacaaaata 1029 



<210> 1268 

<211> 403 

<212> DNA 

<213> Homo sapiens 



<400> 1268 

aggtgaaggt tatgaattat ttgtcccatc taatggtgtt ccagcagtct gccacatggt 50 

gggaaggagg ccccacagag ctgtgctgtc tccttcccag gatgagctgg agcacagcct 120 

gggggagagt gcggcccagg gggcagctgg agtggtgctc tgggtgagct gggaaaatac 180 

aagaaccaag gtgagcttag gcctggcatg agggtggggg tgggggaggg gtggggccat 240 

taagctgacg gggtagaccc tgacttaccc tttctacctg caaagtcctg gctgaccagc 300 

aggtgagtgc ctcagtgccc tgggtgggtc catacatggc catggtgtcc ctgaogctat 360 

cctcccttcc cacatagaaa tcatgtcagg ccatcaagga gta 403 



<210> 1269 

<211> 1107 

<212> DNA 

<213> Homo sapiens 



<400> 1269 

tttcgtccgg tgttcgcgga ggagtcgagg cacggagagg cttcggggga gggacggaaa 60 

gaagggtggc ccgccaggcg ggcggggtcc atggattcgg ggtgagggcc gtccgcggcc 120 

tcgctttcgc ctcctccgag ccgggccggc gatggccgca gctgtgaggc gagcagaaga 180 

atagaaggaa ggtgatagga tgtgatgata gaatttgtga tagccaagca acaacttttc 240 

ctaattcggc atgttaaaaa ataagggtca ctcatctaag aaagataact tggcagtcaa 300 

tgcagttgct ttacaagatc acattttaca tgatcttcaa cttcgaaatc tttcagttgc 360 

agatcattct aagacacaag tacaaaagaa agagaacaaa tctctaaaaa gagatacaaa 42 0 

ggcaataata gatactggac ttaaaaaaac tacacagtgc cccaaactag aagactcaga 480 

aaaagaatat gttcttgatc ccaaaccgcc gccgttgact ttggcacaga agttgggcct 540 

cattgggcct ccaccacctc cactgtcatc agatgaatgg gagaaggtga aacagcgctc 600 

tctcctgcaa ggggactccg tgcaaccatg ccccatctgt aaagaagaat tcgagcttcg 660 

tcctcaggtg tttagcatac gagggtgagc tagagagctc ctgggctgtt tcctagggac 720 

gaggcccaga gctggagcct aagattccaa gcttcctttt tccagtttca tcctcctgtg 780 

tgagcctcac acacttccat tttgttttcc attaattaaa gtgtgtgaag agctaaacac 84 0 

cctcattaaa tagttttgtt tgtttactaa ctggtattct caagtactaa agtttgtaca 900 

aaaggaatgt ttctgttcaa caggccccat gcggctgtgc agacaactgg ggggcttccc 960 
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tacttaagga gcccagacaa tcaaagtaac agctatccac caatgtcaga tccatacatg 420 
cctagntact atgctccatc cattggattt ccatattctc ttggggaagc agcgtggtca 480 
cagctggn 488 



<210> 1264 

<211> 352 

<212> DNA 

<213> Homo sapiens 



<400> 1264 

ccggacagcc ctgctccctg cagccaggtg taggttctgg agccactggg gccaaagtga 60 

gagtccatcg gtcttacagc gcttgggcca cggcggcggc cctgggagca taggtggagc 120 

gaccccatta cgctaaagat gaaaggctgg gggtggctgg ccctgcttct gggggccctg 180 

ctgggaaccg cctgggctcg gaggagccag gatcttcact gtggagcatg caaggctgtg 240 

cgtcgacgcg tccgtcaatt caacatctat gattactaaa aatggagaag gggtgtttgt 300 

tactcctatt gtagggccgg caccatatca caatggctga tttatagatt gt 352 



<210> 1265 

<211> 542 

<212> DNA 

<213> Homo sapiens 

<400> 1265 

tttcgtggct tctgaggtct ccaaaatgcc tgtcccagcc tcctggcccc atcctcctgg 60 

tcctttcctg cttctgactc tactgctggg acttacagaa gtggcaggtg aggaggagct 120 

acagatgatt cagcctgaga agctcctgtt ggtcacagtt ggaaagacag ccactctgca 180 

ctgcactgtg acctccctgc ttcccgtggg acccgtcctg tggttcagag gagttggacc 240 

aggecgagaa ttaatctaca atcaaaaaga aggccacttc cccagggtaa caacagtttc 300 

agacctcaca aagagaaaca acatggactt ttccatccgc atcagtagca tcaccccagc 360 

agatgtcggc acatactact gtgtgaagtt ccggaaaggg agccccgacc acgtggagtt 420 

taagtctgga gcaggcaccg agctgtctgt gcgtggtgag tacagcgtgg gcttccttag 480 

tcaggtgtgg tggtggctga gcagccaccc tttcatgaac tgatgtcacc ccttctccag 540 
at 



542 



<210> 1266 

<211> 457 

<212> DNA 

<213> Homo sapiens 

<400> 1266 

tttagtttta cctagtttta tttgtctatt tgagtattgt ccttgaattt aaaatttttt 60 

tcagccccaa ctgatacaca cacatataca tacataatac atgtgtgtgt gtgtagctta 120 

cagagtgttt ataggaaact gattttgtat actttggcta ctttgttgta agttctagtt 180 

ttttttcttt tattattaaa ctagtgcacg acatcaatgc tatatgattg gtgtttcgtt 240 

gacctaaaaa taatgcatgc catcttcttt tcacagctgt gtgccaacca cgatgcaaac 300 

atggtgaatg tatcgggcca aacaagtgca agtgtcatcc tggttatgct ggaaaaacct 360 

gtaatcaagg taggaaaaca gtctgacata aatacacaat cgaagacacc tctatcactc 420 

ccaaattaaa aatattctta tctcaaacta ctttcca 457 



<210> 1267 
<211> 1029 
<212> DNA 
<213> Homo sapiens 
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tgatgccctc aaggaaggtg tcaaaaaagg cttccgaggc aaagaaggtg ccatcattgt 1080 

gg . ~- 



<210> 1261 

<211> 438 

<212> DNA 

<213> Homo sapiens 



<400> 1261 

ggatttcgtg gcgcggaggc cccgggcgcg gcgcaggctc caaagaagaa gaaaccaagg 60 

cccacagagg gaggcccagg agcagggagc gggcgaggga aggatccgta caggggccca 120 

acactactcc accaaccgaa gcccccaaaa gatgagttcc tgtccagtct ggagagctat 180 

gagatcgcct tccccacccg cgtggaccac aacggggcac tgctggcctt ctcgccacct 240 

cctccccaga ggcagcgccg cggcacgggg gccacagccg agtcccgcct cttctacaaa 300 

gaggcctcgc ccagcaccca cttcctgctg aacctgaccc gcagctcccg tctactggca 360 

gggcacgtct ccgtggagta ctggacacgg gagggcctgg cctggcagag ggcggaccgg 420 

ccccactgcc tctacgct 43 8 



<210> 1262 

<211> 435 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> mis cofeature 
<222> (1) . . . (435) 
<223> n » a,t,c or g 



<400> 1262 

tttcgtgaga gatgctgctg oggaagtcct cggtggagtg tgagaaggca gccagtgttg 60 

gcctggaaga cctctagaac ctgagaagag gcagcgatcc tggggcagag tccagggcag 120 

ctcaaggctc ctccacacac acacccgctg aaccctgagc aocctgagct gctgagatgg 180 

ggcgggccgg ggctgccgcc gtgatcccgg gcctggccct gctctgggca gtggggctgg 240 

ggagnnncnn ccccannccc ccacgccttc cgttttgctt acaagagctc caaggccggc 300 

atgcgctcca tacttttagc ctggagcgaa cctgctcgta ccaagacttt ttgtgggcag 360 

acgagggccg cctccttcat gtgggagcac aagaccttgc tacctggcac actctgtccc 420 

cgttaggctt gtggg 43 5 



<210> 1263 

<211> 488 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1)...(488) 
<223> n a a,t,c or g 



<400> 1263 

ctagatcccc ctcngnttta gaacccgntc ggaatgcccg gcccgacgat ttnntanngc 6 0 

caagcggaaa agacgggcct cttcctccga ctcccgagcg cgagtccctc attttgggtt 12 0 

ctcagcgaac ggcggcagcg gcggcggctg gaacaatcac tcggccaagg gcgacagcca 18 0 

actgctgtga gtgcacgggg agaggcccag gcagcggcgg cggcggcggc tctcgggttg 24 0 

cggtgaagaa tgtcagccac tagcgtggat caaagaccta aagggcaagg aaataaagtt 300 

tcagtacaaa acggttcgat tcatcaaaaa gatggctgta atgatgatga ttttgagccc 360 
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cgtcgtgggg 
tttaactgga 
ccgggctcta 
tactacagac 
actcgggccc 
gagatgcgag 
caagatccaa 
gtccgtgaag 
agcaagttcc 
cgtgtgtcca 
attattgtgg 



gagccttgca 
agcgatcata 
gagagccgca 
acccggagag 
cttccgcaga 
ttcggtatcc 
tggtcaagtc 
agatgctcat 
gccatgtgtt 
aggtcacatg 
aggctggagg 



gaggcgggaa 
cacaaggttg 
ggatcggcca 
gtggctcctt 
ggattcgcag 
tgtggtggct 
ttctgcttct 
caaggctggc 
tgggcaggca 
ggacagctcc 
cgggggtgcc 



gtctcttcct 
atggcagcgg 
gagtgcggag 
cgccctgaag 
cgtgagcgcc 
gcagtcttgg 
ggacagggtg 
ggtgctatga 
gcaaaggccg 
ttctgtgccg 
ttcatcgtcc 



cttccaacct 
cagctggggc 
ctggacaccc 
ccttcctcgg 
ccgcagcccg 
ccccatacct 
cctctgggag 
gcagacgtgt 
accaggccta 
tcaaccccaa 
tgcctctggc 



ggaggagatc 
tgcagcggcg 
gggtcccaga 
ccccctacgc 
ctcaggacca 
ggctttaagc 
ctacaaccac 
ggttcggcaa 
cgaggacatc 
attcctggcc 
caag 



1380 
1440 
1500 
1560 
1620 
1680 
1740 
18 00 
1860 
1920 
1974 



<210> 1259 

<211> 935 

<212> DNA 

<213> Homo sapiens 



<400> 
tcccaatcaa 
atatcccttc 
ccaagaaaag 
taggcaggaa 
acagtagaaa 
ttctttaggt 
gaaaagcatg 
ctggagggac 
aagttatgta 
agtctgggtc 
ctatgtgaat 
cttcttgtct 
cctgctgctg 
gtgccgccac 
gcagctcgta 
gctcacaccg 



1259 

caagctattt 
gtaagtaccc 
agcagaactt 
ggagaacttt 
actgtttgag 
aagcagaggt 
tatactatat 
aggagattct 
tgtgccatca 
ttctttatta 
tttttgagca 
cattaatatg 
gattttcccg 
actcagcaag 
ccggccacga 
gaagcggaag 



aaaagcctac 
accttttggg 
ttttgtctgg 
agtttctgta 
gtacaggcag 
gcagaaagat 
ggaagttcta 
gtgtctatat 
tatagatcca 
tgtctctgtt 
actaattgtt 
actaggtcat 
tcctccgtga 
gcggaaaggc 
acccctactg 
ctagtctcca 



aaaaaaattt 
tgtgggcccc 
gaagggtttt 
tagcgctttt 
gggtttagat 
taactctctc 
gaattttagt 
aatcttcagg 
ggtcccctaa 
ccagtcctgt 
tctctaattc 
gaggatgctt 
cgacccagtg 
tgaggagcca 
ccgccgccat 
cgaaa 



aaaagcccct gtttaattaa 
tttaccttac atcaaatccc 



ctgaaggagt 
tatattatag 
aaatatgtga 
ctgtacacct 
acaatcaggt 
actgatgtct 
gggcaccttg 
gtctctgtcc 
tttgaggtag 
caagttcatt 
cgtggtggcg 
gcctgggccg 
cttgcccccc 



tataatggaa 
gaatttacga 
agattgggtc 
ctcaagtgct 
tgctccgggt 
ttgctctcca 
gctttgatgc 
tcattctctt 
ttaactgttg 
ggtgaatcca 
aaggcccctc 
gagcaaggcg 
cggccgggcc 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
935 



<210> 1260 

<211> 1082 

<212> DNA 

<213> Homo sapiens 



<400> 1260 



tttcgtgcaa 
aggccctggg 
cctgccacct 
gaatggtggg 
gctgcaccgt 
actgcctcgg 
agccccacat 
tcttgcctgg 
tgaaaaggat 
gggccgcctg 
caaagttttc 
catgtcctcg 
gaagggcact 
tgctggagcg 
catgggagag 
gcatcagtca 
cctgggcgtg 



tgagctgttc 
tctggacgcg 
caagctggaa 
ccctggtgtg 
cacattctcc 
gcctttcttt 
tcgtcccccc 
agacagtggc 

ggtggggatg 

gaccaggctg 
caggaggcct 
acggatgcca 
gagaaaaagc 
gagaagatct 
actgacctca 
cggacagtgg 
gaaagccagg 



aaatgtggag 
acgccccagg 
gattacgaca 
gagctgtagg 
tcctttggcc 
ttctgcagct 
caccttcttc 
ctcatgggtg 
tcaaagcact 
tccttgacct 
tgcggaacat 
aagtggaaca 
aaaaggcttc 
tccggagtaa 
tgctggcggc 
caaccctgag 
ctgtgtccct 



actacggggg 
accaggccgt 
aagcagaaac 
gcttctgtgg 
ccagagacac 
accctcacct 
tggcctttcc 
ctgacagcgc 
ctaccggcgg 
gcagagatgt 
cgggggccag 
gatgtttcag 
tcagaacctg 
tggggttcag 
tctgcgtacg 
catactggga 
ggctgcctgc 



cgccctggcg 
tctgcaccgg 
agaggcatcc 
tgggcaagga 
atctgccttc 
tttctgaggc 
tcgagatctt 
tcctgtttgt 
agccaagccc 
gtgagcttgg 
attcaggaga 
atactgttgg 

gtggtgctgg 

ctcttgcaac 
ctggttggca 
actcggcgag 
cacctgctgc 



gcctacactc 
aaccgggccg 
aaaggtaggg 
ctctgggacc 
tttctttccc 
tgaagcaccg 
tccctactgc 
gctcagccat 
tagagaagct 
agcccaagaa 
aggtgcgata 
acccagaaga 
ccagggagga 
gtttactgga 
tttgctctga 
tagtctccat 
aggttatgtt 



60 
12 0 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
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<400> 1256 

ctccagtccc atgccgggag gtctgggtgt tggctggtcc attccaggac agctacatct SO 

ttggcagacc tggtgctgac agaaccagct ctgatcagga ggacctgcag gtttgttaca 120 

taggccagta cttcctaaaa tgggactctc aggacttctg ccaatcctgg taccattcat 180 

ccttttgggg gacatccagg aacctgggca cgctgaaggc atccttggca agccgtgtcc 240 

caaaatcaaa gtggaatgcg aagtggaaga aatagaccag tgtaccaaac ccagagattg 300 

cccagaaaac atgaagtgtt gcccgttcag ccgtggaaag aaatgtttag acttcagaaa 360 

ggtcagcctt actttatacc ataaggagga gcttgaataa cctccag 407 



<210> 1257 

<211> 459 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 
<222> (1) . (459) 
<223> n = a # t,c or g 



<400> 1257 

aggtgnccgg ncttgaannc taccgatact ctcgtaannn cccggaattt actactcctt 60 

gaccgctgac ctcactcccc gccctgccat gtaoatcctc tgtgtaccct gggaacttgt 120 

atgtagttaa ttgtatctgg acctgcaccc ccagcttctt tcttggcttc atttaatctc 180 

tctcttggct tccttgcctt cagggatctc cttcaaggca gggccatttc tggtttcctc 240 

cagctcccag ggctccttcc tgcaacagaa aatgttcctg ccttcacaga gcttacattt 300 

tagtaagtgg attgggaggt tgcggccaag tgtatagtga ggtgacgctt anggaaagct 360 

taagctgctc tgagaacacc tgaaaagtac acccaaccgg cttggtgtgg tggctcacac 420 

ctgtaatccc agcactttgg gaggccgagg cgggtggat 459 



<210> 125B 

<211> 1974 

<212> DNA 

<213> Homo sapiens 



<400> 1258 

atgccgccgt ggggcgccgc cctcgcgctc atcttggccg tgctcgccct tctcggcctg 60 

ctcggcccgc ggctccgggg accctggggg cgcgccgtcg gagagaggac cctgccgggg 120 

gcccaagacc gtagacgacg gggaggaggc ggacggcgga ggcccggcgg accagttcag 180 

cgacgggcgc gagccactge cgggagggtg cagccttgtt tgcaagccgt cggccctggc 240 

ccagtgcctg ctgcgcgccc tgcggcgctc agaggcgctg gaggccggcc cgcgctcctg 3 00 

gttctccggg ccccacctgc agaccctctg ccacttcgtc ctgcccgtag cgcctgggcc 360 

tgagctggcc cgggagtacc tgcagttggc ggacgatggg ctagtggccc tggactgggt 420 

ggtaggacct tgtgttcggg gccgccggat caccagcgcc gggggccttc ctgcggtgct 480 

tctggtgatc cccaatgcgt ggggtcgcct cacccgcaac gtgctcggcc tttgcttgct 540 

cgccctggag cgcggctact acccggtcat cttccatcgc cgcggccacc acggttgccc 600 

actggtcagc ccccggctgc agcctttcgg ggacccgtcc gacctcaagg aggcggtcac 660 

atacatccgc ttccgacacc cggcgggcgg ccttgtttcg cggtgagcga aggctcgggc 720 

tcggcgctgc tcctgtccta cctgggcgag tgcggctcct ccagctacgt gacaggcgcc 780 

gcctgcatct cgcccgtgct gcgctgccga gagtggttcg aggcoggcct gccctggccc 840 

tacgagcggg gctttctgct ccaccagaag atcgccctca gcaggtatgc cacagccctg 900 

gaggacactg tggacaccag cagactgttc aggagccgtt cccttcgaga gtttgaggag 960 

gctctcttct gccacaccaa aagcttcccc atcagctggg atgcctactg ggaccgcaac 102 0 

gacccgctcc gggatgtcga tgaggcagcc gtgcctgtgc tgtgtatctg cagtgctgac 1080 

gaccccgtgt gtggaccccc agaccacact ctgacaactg aactcttcca cagcaacccc 1140 

tacttcttcc tcctgctcag tcgccacgga ggccactgtg gcttcctgcg ccaggagccc 1200 

ttgccagcct ggagccatga ggtcatcttg gagtccttcc gggccttgac tgagttcttc 126 0 

cgaacggagg agaggattaa agggctgagc aggcacagag cttccttcct tgggggccgt 132 0 
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c212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (388) 
<223> n = a,t,c or g 



<400> 1253 

aaaagaagtc ttctgggaat ctccacactt tgaagacaca gtgagttagc accaccacca 60 

ggaattggcc tttcagctct gtgcctgtct ccagtcaggc tggaataagt ctcctcatat 120 

ttgcaagctc ggccctcccc tggaatctaa agcctcctca gccttctgag tcagcctgaa 180 

aggaacaggc cgaactgctg tatgggctct actgccagtg tgacctcacc ctctccagtc 240 

acccctcctc agttccagct atgagttcct gcaacttcac acatgccacc tttgtgctta 3 00 

ttggtatccc aggattagag aaagcccatt tctgggttgg cttccccctc ctttccatgt 360 
atgtagcggc aatgtttgga aactgcan 



<210> 1254 

<211> 695 

<212> DNA 

<213> Homo sapiens 



60 



<400> 1254 

gactgaagta ccaactaagt catctccttt caaattatca ccgacaccat catggattca 

agcaccgcac acagtccggt gtttctggta tttcctccag aaatcactgc ttcagaatat 120 

gagtccacag aactttcagc cacgaccttt tcaactcaaa gccccttgca aaaattattt 18 0 

gctagaaaaa tgaaaatctt agggactatc cagatcctgt ttggaattat gaccttttct 240 

tttggagtta tcttcctttt cactttgtta aaaccatatc caaggtttcc ctttatattt 300 

ctttcaggat atccattctg gggctctgtt ttgttcatta attctggagc cttcctaatt 360 

gcagtgaaaa gaaaaaccac agaaactctg ataatattga gccgaataat gaattttctt 420 

agtgccctgg gagcaatagc tggaatcatt ctcctcacat ttgagtttca tcctagatca 480 

aaactacatt tgtgattatt ctcaccaaaa tagtcagtgt aaggctgtta ctgtcctgat 540 

cttgggaatt tagaatacat tgatgacttt cagcatatat tgaattattc atattctctg 600 

cctttactca attttggggt gccactcaga ggattgtgat tgtgaacaat gttgttgact 660 

agcactgtga gaataaagat gtgttaaaat ataaa 695 



<210> 1255 
<211> 386 
<212> DNA 
■ <213> Homo sapiens 



<400> 1255 

acgcagagcg agccaccggt cattgactta gataaccagc aaaattaaaa aagaagaaaa 6 0 

aaaacttgta gcgaccaggc agagagcaac gcgattgctt tcaagcgccc ccactcgggc 12 0 

tcggcgggcg ccagacagac atgatgcacc atcctctgac gggggccacc tgcgtggggc 18 0 

tccccaacgt gggcatgtgc ccccagcttt cgggggcctt gacttttatg tacttacagc 24 0 

agggtaatca ggaagcaacc gttgcccctg acacaatggc tcaaccttac gcttcggccc 300 

agtttgctcc cccpcagaac ggtatccccg gggaatacac ggcccctcat ccccaccccg 360 

cgccagagta cacaggccag accacg 386 



<210> 1256 

<211> 407 

<212> DNA 

<213> Homo sapiens 
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ctggctggtg cgcgggctgg cctggcgctg gctgctgttc tgggcctacg cctttggtgg 3 00 

ctgcgtgaac cactcgctga ogctggccat ccacgacatc tcgcacaacg cggccttcgg 360 

cacgggccgt gcggcacgca accgctggct ggccgtgttc gccaacctgc ccgagggtgt 420 

gccctacgcc gcctccttca agaagtacca cgtggaccac caccgctacc tgggcggcga 480 

cgggctggac gtggacgtgc ccacgcgtct ggagggctgg ttcttctgca cgcccgcccg 540 

caagctgctc tggctggtgc tgcagccctt cttctactca ctacggccgc tctgcgtdca 600 

ccccaaggcc gtgacccgca tggaggtgct caacacgctg gtgcagctgg eg 652 



<210> 1251 

<211> 1438 

<212> DMA 

<213> Homo sapiens 



<400> 1251 

gagctcagga ggtcaaggct gcagtgagct atgattatac ctctgcactc cagtctgggt 60 

gaeagagega ggctttgtct gcggtcccag ttacttggaa ggctgagaca ggaggattgc 120 

ttgagtcegg gtggttgagg atgeaatgae ctgtgatcat gccactgcac ttcagtcegg 180 

gtgacatagt aagaccctcg tgctgcgtgt cgtccagtcc caagctccgg aggaatgece 240 

actcccggct ggagtcctac oggecagaca eggacctgag cogegaggae aegggctgea 300 

acctgcagca catcagcgac egggagaaca tagacgattt gaacatggaa ttcaatcctt 360 

cagatcatcc tcgggccagc acaatattcc tcagtaaatc teagaeggae gtgagagaaa 420 

aacgeaagag tctcttcatt aaccatcatc ctccaggaca aatagcaagg aaatacagtt 480 

cctgctccac cattttccta gatgatagca cagtcagtca accaaacctc aagtatacaa 540 

ttaaatgtgt cgctcttgca atatattatc acatcaaaaa cagggaccca gatggaagga 600 

tgctcttaga tatttttgat gaaaatcttc accctctttc gaaatccgaa gtgccaccag 660 

attatgacaa acacaaccca gagcagaagc agatttaccg gttcgttcgg acactgttca 720 

gtgetgetea getgaegget gaatgtgcca tcgtcaccct ggtgtacctt gaaagacttt 780 

taacataege agagatagat atetgtcegg ccaactggaa gcggattgtt ttaggggega 840 

tcctgctggc ctccaaggtg tgggatgacc aggctgtatg gaatgtggat tactgecaga 900 

tcctgaaaga catcaeggtg gaggacatga acgagctaga gogacagttt ettgaattge 960 

tgcagttcaa catcaatgtt ccttccagtg tetatgecaa gtattatttt gatcttegtt 1020 

ctctggcaga agegaacaac ctgagctttc ccttggagcc cctgagcagg gagagggctc 1080 

acaagcttga ggccatctct ogcctctgcg aggacaagta caaggaccta agaagatccg 1140 

egaggaageg ctcagccagt gcagacaacc tgactctgcc ccggtggtcc ccagccatca 1200 

tctcttaact acggaggccc gccggaggcc acaccatccc ttagtttctc etttagtttg 1260 

agaaaagaca gacttggggt gggtttgttt ttgttttttc tttccttttc tttttttacg 132 0 

catagctccg tcaagctgcc tggatgagcg cccatgcagc aaggcttgga ggaagegtea 1380 

gtgccctgga gatcccagct cgctctcccc actgtcagca acagcacttc cttcgtgg 1438 



<210> 1252 

<211> 449 

<212> DNA 

<213> Homo sapiens 



<400> 1252 

tttgaaagcg tcctgatagc cgtccgcctg cacagtaccg ggcgggaccc acgcgtccgc 60 

ggacgcgtgg gtgtgaactt ctctactgga aagcaacaaa ggcagtegge ataaaaatgg 120 

gttctctcag cacagctaac gttgaatttt gecttgatgt gttcaaagag ctgaacagta 180 

acaacatagg agataacatc ttcttttctt egctgagtet getttatget ctaagcatgg 240 

tcctccttgg tgccagggga gagactgaag agcaattgga gaaggtatgg aattcctcag 300 

aggtttgttc agaacccaga agtctttcat gctcccgctc tgggtcagca aaattaattc 360 

tatctttata ccaataaaat tgccatcttg agagagaaaa aacacattga ataaatcata 420 

tttcttataa attgataatg gtttgattc 449 



<210> 1253 
<211> 388 



621 



WO 01/57188 



PCT/US01/03800 



<213> Homo sapiens 
<220> 

<221> misc_feature 
<222> (1) . . . (483) 
<223> n ■ a,t,c or g 



60 



<400> 1248 

tgggtgtngn ttttgaaccc attgaagccg tacgcctgcg gcaccggtcc gnmumccgg 

gtcgacgatt tcgtctactc caaaggaggc aaggacgcag gaggggccga cgtttccctg 120 

gcgtgccgca gacagagcat tccagaggag ttccgaggga tcactgtggt ggagctgatc 180 

aagaaagaag gcagcacgct gggcctgact atctcaggtg gcaccgacaa ggatggaaag 240 

cccagggtct ccaacctgag acctggggga cttgcagcca ggagfcgatct gctgaacatt 300 

ggtgactata ttcggtctgt gaacgggatc cacctgacca ggctccgcca cgatgagatc 360 

atcaccctgc tcaagaatgt gggcgagcgc gtggtgctgg aggtggagta tgagctgccc 42 0 

ccgcccggtg ggtgcccttg gacggngaac tttctccact gcctcggttg cgggtggaca 480 
egg 



483 



<210> 1249 

<211> 1265 

<212> DNA 

<213> Homo sapiens 



<400> 1249 

cctgccgcct ccgcggccca gtcggcaccg gcgaggccgt gctggaaccc gggcctcagc 60 

cgcagccgca geggggcega cagtaagtgc ggtgcgggct ccggtgcgcg ggcaggactc 120 

aggggcaggg acgccccagg ggcgactggc egggeggggt gcccacctct cgcgcgtggg 180 

cgcctccggg agtggtgtgg ccgccggtcc cgccgcccgc cacgctccga ggcgtcgctg 240 

tgcggacgcg ggggaggegg tgggagegag ctgcgggcgc tgcgcggtgg ccctgctgtc 300 

tggcgtgtgc acgctagtgt ccacacacgt gtgcgtgggc tctgggtgcc ctggcgcggc 360 

cggcacgccc atgggggccg gggatgeegg ggcgtctgcg gagagtgcag tgacgacagc 420 

tccccaggag ccccccgccc ggcccctcca ggcgggcagt ggagctggcc cggcgcctgg 480 

gcgcgccatg cgcagcacca cgctcctggc cctgctggcg ctggtcttgc tttacttggt 540 

gtctggtgcc ctggtgttcc gggccctgga gcagccccac gagcagcagg cccagaggga 600 

gctgggggag gtccgagaga agttcctgag ggcccatccg tgtgtgagcg accaggagct 660 

gggcctcctc atcaaggagg tggctgatgc cctgggaggg ggtgcggacc cagaaaccaa 72 0 

ctcgaccagc aacagcagcc actcagcctg ggacctgggc agcgccttct ttttctcagg 780 

gaccatcatc accaccatcg gtgggggagg ggattggcat gtggggggcg gcaaggagct 840 

tcctcatggg ggaaggtgca gggagacgga ggggtcccag gtggccccta gacttcctgc 900 

atcgcccctc tgcccaggct atggcaatgt ggccctgcgc acagatgecg ggcgcctctt 960 

ctgcatcttt tatgegctgg tggggattcc gctgtttggg atcctactgg caggggtegg 1020 

ggaccggctg ggctcctccc tgcgccatgg catcggtcac attgaageca tcttcttgaa 1080 

gtggcacgtg ccaccggagc tagtaagagt gotgtcggcg atgettttec tgetgategg 1140 

ctgcctgctc tttgtcctca cgcccacgtt cgtgttctgc tatatggagg actggagcaa 1200 

getggaggee atctactttg tcatagtgac gcttaccacc gtgggctttg gcgactatgt 1260 
ggccg 



1265 



<210> 1250 

<211> 652 

<212> DNA 

<213> Homo sapiens 



<400> 1250 

tttcgtagtt cctagtccgt gcggtggaat tcccggccgc gctccgaacg gcgcctcccg 
ccccaccatg ggcaacagcg cgagccgcaa cgacttcgag tgggtctaca ccgaccagcc 
gcacacgcag eggegcaagg agatactggc caagtacccg gecatcaagg ccctgatgcg 
gccagacccg cgcctcaagt gggcggtgct ggtgctggtg ctggtgcaga tgctggcctg 
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gaaagagaga ttcctcctga aatacaaaat gaaaatccaa atgccgtttc ccagaaggcc 600 

tatcggaggg ctttggaccc atgaggaagg aggccctgtc atcgggcagt gtgcaagagg 660 

cagaagccat gttagatgag cctcaggaac aagcggaggg ctccctgact gtgtacgtga 720 

tatctgaaca ctcctcactt cttccccagg acatgatgag ctacattggg cccaagagga 780 

cagcagtggt gcgggggata atgcaccggg aggcctttaa catcattggc cgccgcatag 840 

tccaggtggc ccaggccatg tctttgactg aggatgtgct tgctgctgct ctggctgacc 900 

accttccaga ggacaagtgg agcgctgaga agaggcggcc tctcaagtcc agcttgggct 960 

atgagatcac cttcagttta ctcaacccag accccaagtc ccatgatgtc tactgggaca 1020 

ttgagggggc tgtccggcgc tatgtgcaac ctttectgaa tgccctcggt gccgctggca 1080 

acttctctgt ggactctcag attctttact atgcaatgtt gggggtgaat ccccgctttg 1140 

actcagcttc ctccagctac tatttggaca tgcacagcct cccccatgtc atcaacccag 1200 

tggagtcccg gctgggatcc agtgctgcct ccttgtaccc tgtgctcaac tttctactct 1260 

acgtgcctga gcttgcacac tcaccgctgt acattcagga caaggatggc gctccagtgg 1320 

ccaccaatgc cttccatagt cccogctggg gtggcattat ggtabataat gttgactcca 1380 

aaacctataa tgcctcagtg ctgccagtga gagtcgaggt ggacatggtg cgagtgatgg 1440 

aggtgttcct ggcacagttg cggttgctct ttgggattgc tcagccccag ctgcctccaa 1500 

aatgcctgct ttcagggcct acgagtgaag ggctaatgac ctgggagcta gaccggctgc 1560 

tctgggctcg gtcagtggag aacctggcca cagccaccac cacccttacc tccctggcgc 1620 



<210> 1246 

<211> 464 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> misc_feature 
<222> (1) . (464) 
<223> n = a / t,c or g 



<400> 1246 

agagtatgcc cgnnttttga 'actccgatga tcgtcgcaag agcaccggnc tggaatcccg 60 

gtcgacgatt tcgtgggcgg tgaggcctgg tccacgtgcg ttccttcctg tgacccccgc 120 

agcttggcgc ccagcgggta cgtgagccaa ggcacccgga tgtccgcgcc cctctccgag 180 

tgaccagtcc cggcctccgg tcccgcagtg cccgcagcct cgggcggcgt ccacgcattg 240 

ccatggtgac tgtgggoaac tactgcgagg ccgaagggcc cgtgggtccg gcctggatgc 300 

aggatggcct gagtccctgc ttcttcttca cgctcgtgcc ctcgacgcgg atggctctgg 360 

ggactctggc cttggtgctg gctcttccct gcaaacgccg ggagcggccc gctggtgctg 420 

attcgctgtc ttggggggcc ggccctcgca tctcttccta cgtg 464 



<210> 1247 
<211> 398 
<212> DNA 

<213> Homo sapiens 



<400> 1247 

tttcgtacgt aacaagaaga tgacccgaag ttgctccgca gtgggctgca gcacccgtga 60 

caccgtgctc agccgggagc gcggcctctc cttccaccaa tttccaactg ataccataca 12 0 

gcgctcaaaa tggatcaggg ctgttaatcg tgtggacccc agaagcaaaa agatttggat 180 

tccaggacca ggtgctatac tgtgttccaa acattttcaa gaaagtgact ttgagtcata 240 

tggcataaga agaaagctga aaaaaggagc tgtgccttct gtttctctat acaaggtatt 300 

taaatattcc tcaaggtgta catcttaaag gtaaagcaag acaaaaaatc ctaaaacaac 360 

ctcttccaga caattctcaa gaagttgcta ctgaggac 398 



<210> 1248 
<211> 483 
<212> DNA 
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tgagcccatg ccgctgtgat ggctcggtca agtgcacaca ccagccttgc ctcatcaagt 240 

ggatcagcga gcggggctgc tggagctgcg agctgtgcta ctacaagtac cacgtcatcg 3 00 

ccataagcac aaaaaatcct ctgcagtggc aggccatctc tctgacggtc attgagaagg 360 

ttcaggttgc agccgccatc ctgggctccc tcttcctcat cgccagtatt tcttggctca 420 

tctggtcaac tttcagcccc tcggcaagat ggcagcgcca agaccttctc ttccagatct 480 

gctacgggat gtatggcttc atggacgtga tgattgtggc tgttgactct gaagatatgg 540 

tccaagcagc taaggaggtg gggaagcgct ggtcagacat cccaccctag 590 



<210> 1243 

<211> 411 

<212> DNA 

<213> Homo sapiens 



<400> 1243 

tttcgtcggg gagcgctctt ggggctcctc ctgccacagc cggggcggct ggaactctct 
ccctttctcc ctccatcctt gcacttcccc tgctcggccc cgccgtcagg ccgggccccc 
cttccctgcc gtcatcaggt tccccttctc ccttcttggc actttccttt cgaaccatcc 
ttctggacaa actttgatgg agaatttcac accacgctgg aaaaatgccg gttatgaaag 240 
gattactggc gccgcaaaac acctttctgg acaccatcgc cacccgtttt gacggaacac 300 
atagcaactt catccttgcc aatgcccagg tggctaaggg tttccccata gtctactgtt 360 
ccgatggctt ctgcgagctt gctggatttg cccgaactga agtcatgcag c 411 



60 
120 
180 



<210> 1244 

<211> 650 

<212> DNA 

<213> Homo sapiens 



<400> 1244 

cccacgcgtc cggcagctgt cttttccggc ccccgtgcac tctccgcccg aggcggagcc 60 

ccccggctcg cggggatcgc ccccgagcgc tgcgtcctgc gggtgggtca cctaacccat 120 

ttgtggcttc ctctacctgt gctcagccat ggccagcgag agctcacctc tgctggccta 180 

ccggctcctg ggggaggagg gggttgccct ccctgccaat ggggccgggg gtcctggagg 240 

ggcgtctgcc cggaagctgt ccaccttcct gggtgtggtg gtgcccactg tcctgtccat 300 

gttcagcata gttgtttttc tgaggattgg gttcgtggtg ggtcatgctg ggctactgca 36 0 

ggccctggcc atgctgctgg ttgcctactt catcctggca ctcaccgtcc tctctgtctg 420 

tgccatcgcc accaatggag ccgtgcaggg gggcggagcc tactgtatcc tccaacatcg 480 

atggactggg gtctggcctg ttctgcctgc tagggaggtc atgatcagcc gcacactggg 540 

gcccgaggtc gggggcagca ttgggctcat gttctacctg gctaacgtct gtggctgtgc 600 

cgtctccctc ctggggctgg tggagtctgt gcttgatgtc ttcggggccg 650 



<210> 1245 

<211> 1620 

<212> DNA 

<213> Homo sapiens 



<400> 1245 

gcgcctcgcc gggtctccgc ttatcacacc tcaggtgcgg tgggcttcgg gtggggggcc 60 

tgcagctagc tgatggcaag ggaggaatag caggggtggg gattgtggtg tgcgagaggt 120 

cccgcggacg gggggctcgg gggtctcttc agacgagatt cccttcaggc ttgggccggg 180 

tcccttcgca cggagatccc aatgaacgcg ggcccctgga ggccggtggt tggggcttct 240 

ccgcgtcggg gatggggccg gtaccctagc cogtttccag cgcctcagtc gggtccccat 300 

gccctcagag gtggcccggg gcaagcgcgc cgccctcttc ttcgctgcgg tggccatcgt 360 

gctggggcta ccgctctggt ggaagaccac ggagacctac cgggccatcg ttgccttact 420 

cccagatcag tggcctgaat gcccttcagc tccgcctcat ggtgcctgtc actgtcgtgt 480 

ttacgcggga gtcagtgccc ctggacgacc aggagaagct gcccttcacc cgttgtgcat 540 



618 



WO 01/57188 



PCT/US01/03800 



<211> 396 
<212> DNA 
<213> Homo sapiens 



<400> 1240 

agacagacgg acgggacccc ctgccttgcg cagccaggcg tcgaggaggc ggcggcgagt 60 

gctgcggrtgc tggctgggtg gccgagtggt ccccgcagcc tctggaccca gccatgctgc 120 

tctggatgca gggcttcgtg ctggaggcgg tggcctgcca ggataacgat gactacttac 180 

gctacgggat cctcttcgaa gacctggatt gcaatgggga cggcgtggtg gacatcattg 240 

agctccagga ggggctgaga aactggagct ccgcgtttga ccccaactcc gaggagcatg 300 

gatagtgatg gatcaatgac agtagactgg gatgaatgga agtactactt tttactgcat 360 

cctgcaacaa atatcactga aatgattcat ttctgg 396 



<210> 1241 

<211> 1380 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (1380) 
<223> n m a,t,c or g 



<400> 1241 

caaaacaaaa aacaatattt ccataccttt cctctaatcc caaggaaacc taaagaactt 60 

gattaaaaag ccgtggccaa gagttcgaag tgaaagtcag ccctttagct attatttatt 120 

gctttattag agcagaggga agtgacactc attgccttca cagagctctg cagaaatata 180 

tgcacagagt ggtcaatgac caacatctga gtaagtcttc caaattatca cattaaaata 240 

acctttcaaa tttgagtgcc tctcctttgc aaacaactgc aacctcataa tgaataattt 300 

tatatattat caaaaagaac cagaagccca ggtgcttttt tccccaaaat ccacttacta 360 

aggacttgag tgaaaatcca ctctaagcag atcactgtta ctatttccct ttcaaaacag 42 0 

ttggaaatcc taaggtacgg gtactaagaa gatagcaata tccttcttaa gctggtaaga 480 

atctagcccc acagggacaa tttggcaatc ctgt ttctgg aagccaggac tccagagatt 540 

tgtcttagtg atggacagat actcctctaa ccttaaggca tgagggctgt caaaacaagg 600 

ctctgaatag tgccttcctg ctcatcaatg tcatcacaat gaaggagaga acaggttttc 660 

gttttcctga agagtggtca gtaggagtgc agtggtttgg catagatcgg ctccagaaca 720 

taatggatta aaaccaagaa gaggcctcca aggaagatgg cactaaggaa agccagcagg 780 

acatagcggc caatgaaaaa gtcatccaca atcttaactt ccacttctgg ggctgggaat 84 0 

tcaccagctc gcgggaaaag caacagaact gatgtgatga tcacagcacc gaagaataaa 900 

aaaatgacag agaacctcgc cgccccggag gctctggaca gcagcacaca cagcagcagc 960 

actgccaccc agagcagggc taagatgaac acgcccgcac cgactccgag cacagtgcca 1020 

gccatcccgc ggggaggcag cggcggcccc ccgccctgcg cgccgcacga tcgagtgtcc 1080 

tctgtgctcc agtgcgacac acaggcaatg gatcacaaga cagaaagttc ccactctgtt 1140 

gtcgagttct tattcaagag gacgaaaact cccagtccct ttcatccagc tgtcagagaa 1200 

aataggaata aatggnctga tccctgcaca ggtaactatc taagacaaat gtggattcct 1260 

cagagggtaa tgtggcctaa gtgctgctgc tggagggaga tatctcaccc atcccccgat 1320 

tctcacactg actcaagccc tctgccccct tcaaaaggat ccactctccc ccaggctctra 1380 



<210> 1242 

<211> 590 

<212> DNA 

<213> Homo sapiens 



<400> 1242 

ttacgatttc gtgtggccca gccacagagc cacctgcctc gctgctcagc agtgcctcct 60 

cagatgactt ctgtaaggag aagaccgagg atcgctactc actgggcagc agcttggaca 120 

gtggtatgag gaccccactc tgccgcatct gcttccaggg gccagaacag ggggagctgc 180 
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<222> (1) . . . (532) 
<223> n = a,t,c or g 



<400> 1237 

aataatcctt ttcatcctat agtttccctg ccctaaccct gtagtcaggc atatccccaa 60 

ggagcccagc ttttttccaa tggagaatga caattcataa ttaccaggct tcgtgcttgc 120 

ctggagtgct gatgccccta taggccactt aaatgccaaa gcactgcact gaagcattgt 180 

ggctccaagc nnnnnnnnnn nnnnnnnnnn imimnnnnnn nnnnnimnnn nnnnnnnnnn 240 

nnnnnnnntt acctccagat tttaaaatat tttagcaatc atctattttc ccttccccag 300 

gctttttctc ctccgtgaca gccagagtaa tccaaaggca tttgcactca cactgtgtca 360 

tcaccagaaa attaaaaatt tccagatctt acctgtaagt attgatgctc tcacaccacc 420 

ccttgtggtt tgttttctgg tttcattctt aacgcacttt tcaagatata aaccgacaag 4 80 

accggtatgt atcacacagt ttcaaggctg cagttaagac actctcaaga at 532 



<210> 1238 

<211> 967 

<212> DNA 

<213> Homo sapiens 



<400> 1238 

ttttgtggtc cttagtcagt gtggtggaat tcctaggttc agacgttagt gaagtgaata 60 

ctcaccgacg gtatcggaat gtgccatttg gaccggtcgg cagcagctac ggttgccggt 120 

cccgcactga aaaacgacag tggtgacggg tgagctccca gaagcagaag aatgacaggc 180 

aacacctgaa gccacgcagc cgccgccatc ttcacagccg tggagtgcct accgaaagca 240 

tttcaccctc ttccggactc attgcgtaca cgccctcacc gccgcccagt ttcggttcct 300 

aacaaaagca cgttcctcat cagccaccca taatcaagac aaatttgcca aataaatcat 360 

tgtagaaacg ctagtttggg cctgaaaaat tccaggagca agagtcaaga tttgtcactc 420 

catgagaatc tggaggggac tcccttccca gaaacttgac gatgaagtac tggttgtaat 480 

tttagaaaga cacccaatcg gcttttttaa aagatcgccc agggcccttg tcctgagagc 540 

tgggagctgg tcggagtgac agagaagcca tggaagcagc agtgaaagag gaaataagtg 600 

ttgaagatga agctgtagat aaaaacattt tcagagactg taacaagatc gcattttaca 660 

ggcgtcagaa acagtggctt tccaagaagt ccaoctatcg ggcattattg gattcagtca 720 

caacagatga agacagcacc aggttccaaa tcatcaatga agcaagtaag gttcctctcc 780 

tggctgaaat ttatggtata gaaggaaaca ttttcaggct taaaattaat gaagagactc 840 

ctctaaaacc cagatttgaa gttccggatg tcctcacaag caagccaagc actgtaaggc 900 

tgatttcatg ctctggggac acaggcagtc tgatattggc agatggaaaa ggagaectga 960 

agtgcca 967 



<210> 1239 

<211> 540 

<212> DNA 

<213> Homo sapiens 



<400> 1239 

tgagtcccta gtccgtgtgg tggaattcag acgctgggcc ggcgggcggt ggccgtgcag 60 

agctccgcag acgtctgtgc cacccagagc cggcgggccg ctaggtcccc ggagaccctg 120 

ctatggtgcg tgcgggcgcc gtgggggctc atctccccgc gtccggcttg gatatcttcg 180 

gggacctgaa gaagatgaac aagcgccagc tctattacca ggttttaaac ttcgccatga 240 

tcgtgtcttc tgcactcatg atatggaaag gcttgatcgt gctcacaggc agtgagagcc 300 

ccatcgtggt ggtgctgagt ggcagtatgg agccggcctt tcacagagga gacctcctgt 360 

tcctcacaaa tttccgggaa gacccaatca gagctggtga aatagttgtt tttaaagttg 420 

aaggacgaga cattccaata gttcacagag taatcaaagt tcatgaaaaa gataatggag 480 

acatcaaatt tctgactaaa ggagataata atgaaggtga tgatcgaggc tcgtacaaag 540 



<210> 1240 
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<400> 1234 

aaaggaaagt ggaagttgga ttctgaaaga tcgaggtgcc cataggaatt ttatggtcgt 60 

cggattttga agacttgaac tagactgggg gttctccttg catttcttgc ctgttgccta 120 

tctttgtcct ctctcttccg gcttcgagat gaatgtgcag ccctgttcta ggtgtgggta 180 

tggggtttat cctgccgaga agatcagctg tatagatcag atatggcata aagcctgttt 240 

tcactgtgaa gtttgcaaga tgatgctgtc tgttaataac tttgtgagtc accagaaaaa 3 00 

gccgtactgt cacgcccata accctaagaa caacactttc accagtgtct atcacactcc 3 GO 

attaaatcta aatgtgagga catttccaga ggccatcagt gggatccatg accaagaaga 420 

tggtgaacag tgtaaatcag tttttcattg ggacat 456 



<210> 1235 

<211> 835 

<212> DNA 

<213> Homo sapiens 



<400> 1235 

cgttgctgtc gggaggctgc tgcggcgccg gggctccgtg gcctggattg aatccgatcg 60 

ggagccatga gcgtggacaa agctgagcta tgcgggtctc tgctcacctg gttacagacg 120 

ttccacgttc cgtctccctg tgccagccct caggacctga gcagcggcct tgccgtagcc 180 

tatgtgctga accagataga cccctccbgg ttcaacgagg catggctcca gggcatctcg 240 

gaagatccag gtcccaactg gaagctgaag gtgacaagtg gactcctgat tagaggacag 3 00 

actggtgaag agatgaccag ggacgggcca gctaggcaca tgtcctgggt gatgggcagg 3 60 

aagagggaca gatgtctggt gatcaaccat ttgttcatcc attcatctat ggagtactca 420 

ccctgtgcca ggcctgggca ttcagcaagg aataacacag acaaaaacct gccccacaca 4 80 

gccatcattc tagtgacaag caacacatac acaaccataa aaattaactt ccaggctggg 540 

cgcagtggct catgcctgta atcccaacac tttgagaggc taaagtgggt ggatcacctg 600 

gggccaggag ttcaagacca gcctggccaa caagttgaaa ccccatctct actaaaaata 660 

caaaaattag ctgggtgggg tggtgtgcac ctgtaatccc agttacttgg gaggctgaga 720 

catgagaatc acttgaacct gggaggtgga ggatgcagtg agctgagatt gagccattgc 780 

actccagcct gggcaacaga gcgagactct tgtctcaaga agaagaaaaa. aaaaa 835 



<210> 1236 

<211> 608 

<212> DNA 

<213> Homo sapiens 

<400> 1236 

gtcggtacac tgaggaccta gggagtcgac ccacgcgtcc gaaagattgc acctagtttc 6 0 

ttttgtatcc attcagagat gttctatgca attgcactca agatattctg ttactgcagc 12 0 

accaatggat gaggataggg aatgactgag ccataagatg aaaggattct ggaaatatat 18 0 

agctaaaata gaaatatttg aaaagaggaa aacctgaaga tcagtaatct aaattaacag 240 

caaaatataa tcaaagaaaa caaaagaaga aaaataataa agatctcaac tgagatcctc 300 

ccattgtcag attttgacct aggaccatct tggaaaggga ttcttctgtg attcagaggt 360 

gaagccctta cagtgaggtt tcttactaag cgattcattg gagaatatgc ttctaatttt 420 

gaatctatct ataagaagca cttgtgtttg gaaaggaaac aactaaatct agaaatatat 480 

gacccttgtt ctcaaacaca gaaagcaaaa ttctccctca caagtgagct tcactgggca 540 

gatgggtttg ttattgtgta tgacatcagt gataggtctt catttgcttt tgcaaaagcg 600 

ctgatcta 608 



<210> 1237 

<211> 532 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc feature 
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agccccggag tggccgagct gagtctgcgc tgcggctgga gtcctgcaga ggaactgaac 360 

tacacggtgc cgggcccagg acctgcgggc gaagcctccc caagacagtg taggcgctac 420 

gaggtggact ggaaccagag cacctttgac tgcgtggacc ccctggccag cctggacacc 480 

aacaggagcc gcctgccact gggcccctgc cgggacggct gggtgtacga gacgcctggc 540 

tcgtccatcg tcaccgagtt taacctggta tgtgccaact cctggatgtt ggacctattc 600 

cagtcatcag tgaatgtagg attctttatt ggctctatga gtatcggcta catagcagac 660 

aggtttggcc gtaagctctg cctcctaact acagtcctca taaatgctgc agctggagtt 720 

ctcatggcca tttccccaac ctatacgtgg atgttaattt ttcgcttaat ccaaggactg 780 

gtcagcaaag caggctggtt aataggctac atcctgatta cagaatttgt tgggcggaga 840 

tatcggagaa cagtggggat tttttaccaa gttgcctata cagttgggct cctggtgcta 900 

gctggggtgg cttacgcact tcctcactgg aggtggttgc agttcacagt tgctctgccc 960 

aacttcttct tcttgctcta ttactggtgc atacctgagt ctcccaggtg gctgatctcc 1020 

cagaataaga atgctgaagc catgagaatc attaagcaca tcgcaaagaa aaatggaaaa 1080 

tctctacccg cctcccttca 1100 



<210> 1232 

<211> 517 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 
c222> <1) . . . (517) 
<223> n * a,t,c or g 



<400> 1232 

tagttgaaac cataaggaca ctcgttgtat cagtcgtaca acacgctgac gtaacacata 60 

taccaaatgt ctaaaggccg gggnnnnnnn natttgaaac cttggttaga ccccctgaaa 120 

nccgcgncga cccacgcgnc cgggaggact gcagggccag nccccagggc caggcatgca 180 

ggggccccct cccatcacgc ccacctcctg gagcctgccc ccgtggaggg cctacgtggc 240 

tgccgccgtg ctctgctaca tcaacctcct gaattacatg aactggttca tcattgcagg 300 

agtgctgctg gatatacagg aggttttcca gatcagtgac aaccatgctg gtttgcttca 360 

aactgtcttc gttagctgcc tgctgctgtc tgcacctgtg tttggctacc tgggcgaccg 420 

acatagccgc aaggctacca tgagcttcgg tatcttgctg tggtcaggag ctggcctctc 480 
tagctccttc atctcccccc ggtattcttg gctcttt 



517 



<210> 1233 

<211> 419 

<212> DNA 

<213> Homo sapiens 



<400> 1233 

ggcacgaggc tctccctgtg ctaactgcct gcaccttgga cagagcgggt gcgcaaatca 60 

gaaggattag ttgggacctg ccttggcgac cccatggcat cccccagaac cgtaactatt 120 

gtggccctct cagtggccct gggactcttc tttgttttca tggggactat caagctgacc 180 

cccaggctca gcaaggatgc ctacagtgag atgaaacgtg cttacaagag ctatgttcga 240 

gccctccctc tgctgaagaa aatggggatc aattccattc tcctccgaaa aagcattggt 300 

gcccttgaag tggcctgtgg catcgtcatg acccttgtgc ctgggcgtcc caaagatgtg 360 

gccaacttct tcctactgtt gctggtgttg gctgtgctct tcttccacca gctggtcgg 419 



<210> 1234 

<211> 456 

<212> DNA 

<213> Homo sapiens 
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c212> DNA 

<213> Homo sapiens 



<400> 1229 

cgttgctgtc gcctgtgaca cgtagcaacg gggctggttc agggtctgaa acagagtttg 60 

ggggttgttt gggattagtg aagctactgc ctttgccgcc agcgcagcct cagagtttga 120 

ttatttgcaa tgtcaggctt tgaaaactta aacacggatt tctaccagac aagttacagc 180 

atcgatgatc agtcacagca gtcctatgat tatggaggaa gtggaggacc ctatagcaaa 240 

cagtatgctg gctatgacta ttcgcagcaa ggcagatttg tccctccaga catgatgcag 300 

ccacaacagc catacaccgg gcagatttac cagccaactc aggcatatac tccagcttca 360 

cctcagcctt tctatggaaa caactttgag gatgagccac ctttattaga agagttaggt 420 

atcaattttg accacatctg gcaaaaaaca ctaacagtat tacatccgtt aaaagtagca 4 SO 

gatggcagca tcatgaatga aactgatttg gcaggtccaa tggttttttg ccttgctttt 540 

ggagccacat tgctactggc tggcaaaatc cagtttggct atgtatacgg gatcagtgca 600 

attggatgtc taggaatgtt ttgtttatta aacttaatga gtatgacagg tgtttcattt 660 

ggttgtgtgg caagtgtcct tggatattgt cttctgccca tgatcctact ttccagcttt 720 

gcagtgatat tttctttgca aggaatggta ggaatcattc tcactgctgg gattattgga 730 

tggtgtagtt tttctgcttc caaaatattt atttctgcat tagccatgga aggacagcaa 840 

cttttagtag catatccttg cgctttgtta tatggagtct ttgccctgat ttccgtcttt 900 

tgaaaattta tctgggatgt ggacatcagt gggccagatg tacaaaaagg accttgaact 960 

cttaaattgg accagcaaac tgctgcagcg caactctcat gcagatttac atttgactgt 1020 

tggagcaatg aaagtaaacg tgtatctctt gttcattttt atagaacttt tgcatactat 1080 

attggattta cctgcggtgt gactagcttt aaatgtttgt gtttatacag ataagaaatg 1140 

ctatttcttt ctggttcctg cagccattga aaaacctttt tccttgcaaa ttataatgtt 1200 

tttgatagat ttttatcaac tgtgggaaac caaacacaaa gctgataacc tttcttaaaa 1260 

acgacccagt cacagtaaag aagacacaag acggccgggc gtggtagctc acgcctgtaa 1320 

tcccagcact ttgggaggcc gaggcgggcg gatcacaagg gcaggagatc gagaccatcc 13 80 

tggttaacac ggtgaaaccc cgactctact aaaactacaa aaaaaattag ctgggcgtgg 1440 

tggcgggcgc ctgtagtccc agctactcag gaggctgagg caggagaaaa gtgtgaaccc 1500 

aggaggcgga gcttgcagtg agccgagatc acaccactgc actccatcca gcctgggtga 1560 

cagggtgaga ctctgtctca aaaaaaaaa 1589 



<210> 1230 

<211> 381 

<212> DNA 

<213> Homo sapiens 



<400> 1230 

aaaatcctga acatttgtct tgaacatgaa cactccaaaa gaagaattcc aggactggcc 60 

catagtcaga atagcagctc atttaccaga cctcattgtc tatggacatt tctccccaga 120 

gcgacccttt atggattatt ttgacggagt cctgatgttt gttgatattt caggcaagtg 18 0 

caaaagggat gtttgtttaa tgtggatgag caacaggctc gcgtgggaat tcacatgcag 240 

agcttgattg cagagtaggg aggccattct ggagcccttg ggctgtcaca gcagatgtgc 300 

tccactgaga acacaagagg gaggaaatag cttgtggccc tggctctctc tcatcctccc 360 

ttactcagga ctgccagtca t 381 



<210> 1231 

<211> 1100 

<212> DNA 

<213> Homo sapiens 



<400> 1231 

ggccctgccc tgaaggctgg tcacttgcag aggtaaactc ccctctttga cttctggcca 60 

gggtttgtgc tgagctggct gcagccgctc tcagcctcgc tccgggcacg tcgggcagcc 120 

tcgggccctc ctgcctgcag gatcatgccc accaccgtgg acgatgtcct ggagcatgga 180 

ggggagtttc actttttcca gaagcaaatg tttttcctct tggctctgct ctcggctacc 240 

ttcgcgccca tctacgtggg catcgtcttc ctgggcttca cccctgacca ccgctgccgg 300 
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421 



<210> 1226 

<211> 492 

<212> DNA 

<213> Homo sapiens 

<400> 1226 

ctccgcttga ggagaagcgc caagtgcgca tggggacgct atagcaattc gtttgctgtc 60 

cttcctctcc ttcgaagatg acaaggccta ccatcgtttc ttcctgcctt tgggccgtca 120 

ggcagttggt tgggacccgc tccaaccctc ggttcttcct gcaatacagt ggatacaatt 180 

tgtcatggct actctgagat aagaccactt ttttatctga gcttctgtga cctgctcctg 240 

ggactttgct ggctcacgga gacacttctc tatggagctt cagtagcaaa taaggacatc 300 

atctgctata acctacaagc agttggacag atattctaca tttcctcatt tctctacacc 360 

gtcaattaca tctggtattt gtacacagag ctgaggatga aacacaccca gagtggacag 420 

agcacatctc cactggtgat agattatact tgtcgagttt gtcaaatggc ctttgttttc 480 

tcaagcctga ta 492 



<210> 1227 

<211> 416 

<212> DNA 

<213> Homo sapiens 

<400> 1227 

caggaaagtg gaaaagaact caggtccccc tacttggtga agagtgcgca gacatggacc 60 

tcgccagaaa agaatttctg cgtggaaatg gcttagctgc tgggaaaatg aacatcagta 120 

ttgatttaga cacaaactat gctgagctgg ttctaaatgt gggaagagtc actcttggag 180 

agaacaatag aaaaaaaatg aaggattgtc aactgagaaa acagcagaat gaaaatgtct 240 

cacgagctgt gtgtgctctg ctgaattctg gagggggagt gatcaaggct gaagttgaga 3 00 

ataaaggcta tagttataaa aaagatggaa tagggctaga tttggaaaat tcttttagta 360 

acatgctgcc atttgttcct aatttcctgg acttcatgca gaatggtaac taottt 416 



<210> 1228 
<211> 411 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 
<222> (1) . . . (411) 
<223> n « a,t,c or g 



<400> 1228 

cacagcaaca agcatccctt tacataaagt accatagaaa gtgctgtggc cctagagaga 60 

tggataaaac aaagcatctg ctctcccggg ataaaaagaa gaaaggccat tttgtgaaga 120 

gatgaagact gagcggttgt ggccgccttg ccgaccttga gcagcagttg gcttctccac 180 

atagtacccg ggaataggag tctcagaatc gaatctcttc tgcctgctca cttctgtgag 240 

atttttttga tcttcagcta catttttggc tttgtgagaa gcctcatcat ccaacacagt 300 

ggccagcaac gttgccgaca agacggatcc tcactccatg aactcccgtg tgttcattgg 36 0 

gaatctcaac actcttgtgc tccagaaatc tgatgtggag gcagtctttt n 411 



<210> 1229 
<211> 1589 



612 



WO 01/57188 



PCT/US01/03800 



tgctgctccg ccattggatg tgcttctcgc tgcttgccaa attcgaagtt aaaaggactg 120 

acatttcacg tattccccac agatgaaaac atcaaaagga aatgggtatt agcaatgaaa 180 

agacttgatg tgaatgcagc cggcatttgg gagcctaaaa aaggagatgt gttgtgttcg 240 

aggcacttta agaagacaga ttttgacaga agtgctccaa atattaaact gaaacctgga 300 

gtcatacctt ctatctttga ttctccatat cacctacagg ggaaaagaga aaaacttcat 360 

tgtagaaaaa acttcaccct caaaaccgtt ccagccacta actacaatca cc 412 



<210> 1223 

<211> 564 

<212> DNA 

<213> Homo sapiens 



<400> 1223 

ttaccactgg cagagcaaat atgactcaga aaccggctcc tcagggttgt aacattagat 60 

gatacaggct tgggtcgtta cacatgacac cagtgccttt gtttcattgg gctgggctct 120 

ctggaaggtg tgctgctgcc tgagctgctg gaaaagcact gacaggtgtt tgctagaaaa 180 

gcactcctgg agcttgccac cagcttggac ttctagggac tttcctctca gccaggaagg 240 

attttgatat tcatcagaaa tacctccaga agattcaagg agctgtagag gtgaagtaag 300 

cctgtgaagg accagcatgg gaatcctata ctctgagccc atctgccaag cagcctatca 360 

gaatgacttt ggacaagtgt ggcggtgggt gaaagaagac agcagctatg ccaacgttca 420 

agatggcttt aatggagaca cgcccctgat ctgtgcttgc aggcgagggc atgtgagaat 480 

cgtttccttc cttttaaaga aggaatgctt atgtcaacct caaaaaccag aaagagagaa 54 0 

cctgcttgca ttatgctgtg aaaa 564 



<210> 1224 

<211> 632 

<212> DNA 

<213> Homo sapiens 



<400> 1224 

cggacgcgtg ggcgagcggc ggggagctag ggagtttatt tgatcaccac gtccagaggg 60 

cggtatgcga cacacgggcc aaatatcgag agggacgacg gcctcgtgct gtgaaggtat 12 0 

atacaatcaa tttggaatct cagtacttat taatacaagg agttcctgct gtgggagtca 18 0 

tgaaggaatt agttgagcga ttcgctttat atggtgcaat tgaacagtac aatgctctag 24 0 

atgaataccc agcagaagac tttactgaag tttatcttat taaatttatg aacttacaaa 300 

gtgcaaggac agccaagaga aaaatggatg aacagagttt cttcggtgga ttgcttcatg 360 

tgtgctatgc tccagaattt gaaacagttg aagaaactag aaaaaaacta caaatgcgga 420 

aggcatatgt agtaaaaact actgaaaata aagaccatta cgtgacaaag aagaaattgg 480 

ttacagagca taaagacaca gaggatttta gacaagactt ccactcagag atgtctggat 540 

tttgtaaagc tgctttgaac acttctgcag ggaactcaaa tccttatctt ccgtattcct 600 

gtgaattgcc tttatgttat ttctcctcaa aa 632 



<210> 1225 

<211> 421 

<212> DNA 

<213> Homo sapiens 



<400> 1225 

cgctcaggct gtgttctcag gatgaccgag tgggagacag gagcaccagc ggtggcagag 60 

accccagaca tcaagctctt tgggaagtgg agcaccgatg atgtgcatat caatgacatt 12 0 

tccctgcagg attacattgc aggtgtgaga ttaatacttt tatagtcctg ttatgttaat 180 

ttggtattat tttgttatac tatttaacgt gcttctattt tttgattgta tttgttatag 240 

gtttattttt tgttttatgt gtggtgtatt atagttttat tgtgatataa tagattgtat 300 

ttattggttc tggtgtgtta tgctatgttt attaacttta tgtaatattg atcttttttt 360 

atgtatttaa gtgttgttta tcttgatttt ttttggtagt tggtgtgttc ttatttctca 420 
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<211> 284 
<212> DNA 
<213> Homo sapiens 



ctcctgactg gacagagaag agaaaaatgc aggacactgg ctcaatactg cctttgcatt 60 
ggtttggctt tggctacgca gcactggttg cttatggtgg gatcattggc tatgtaaaag 120 



caggcagcgt gccgtccctg gctgcagggc tgctctttgg cagtctatcc ggcctgggtg 180 
cttaccaact gtctcaggat ccaaggaacg tttgggtttt cctagctaca tctgggacct 240 
tggctggcat tatgggaatg aggttctacc actctggaaa atta 284 



<210> 1220 

<211> 699 

<212> DNA 

<213> Homo sapiens 



60 
120 
180 
240 



<400> 1220 w ^ ^ 

ggcttactca ctatagggct cgagcggccg cccgggcagg tgcagaacag aacactttct 
catgtccagg gtcagattac aagagcactc aagactttac tgacgaaaac tcaggaaatc 
ctctatcaca aagaggtttg gcaactaaac taagacatta aaaggaaaat accagatgcc 
actctgcagg otgcaataac tactacttac tggatacatt caaaccctcc agaatcaaca 
gttatcaggt aaccaacaag aaatgcaagc cgtcgacaat ctcacctctg cgcctgggaa 300 
caccagtctg tgcaccagag actacaaaat cacccaggtc ctcttcccac tgctctacac 36 0 
tgtcctgttt tttgttggac ttatcacaaa tggcctggcg atgaggattt tctttcaaat 
ccggagtaaa tcaaacttta ttatttttct taagaacaca gtcatttctg atcttctcat 
qattctgact tttccattca aaattcttag tgatgccaaa ctgggaacag gaccactgag 
aacttttgtg tgtcaagtta cctccgtcat attttatttc acaatgtata tcagtatttc 600 
attcctggga ctgataacta tcgatcgcta ccagaagacc accaggccat ttaaaacatc 660 
caaccccaaa aatctcttgg gggctaagat tctcaagcc 



420 
480 
540 



<210> 1221 

<:211> 562 

<212> DNA 

<213> Homo sapiens 



<400> 1221 

ggcacgagag cagacattgc aggcctgaag aaaggtggtc acaagagggg tggaacattc 60 

ctgcaaatgg tttcaatata tgcagatgtc tcgatatagg aatgaaatta cgtctttgga 120 

acaacttaaa taagtcaaat atacttggag ctttaaaaat taaaaggaga gagattcgag 180 

caccttttct gctgccatga caaccatgca aggaatggaa caggccatgc caggggctgg 240 

ccctggtgtg ccccagctgg gaaacatggc tgtcatacat tcacatctgt ggaaaggatt 300 

gcaagagaag ttcttgaagg gagaacccaa agtccttggg gttgtgcaga ttctgactgc 360 

cctgatgagc cttagcatgg gaataacaat gatgtgtatg gcatctaata cttatggaag 420 

taaccctatt tccgtgtata tcgggtacac aatttggggg tcagtaatgt ttattatttc 480 

aggatccttg tcaattgcag caggaattag aactacaaaa ggcctggtcc gaggtagtct 540 

aggaatgaat atcaccagct ct Jtj " 



<210> 1222 

<211> 412 

<212> DNA 

<213> Homo sapiens 



<400> 1222 

ttgacgttag tcgcagtctt cgctgctaac gttttgttat gagttgctaa aatggtgaaa 60 
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<400> 1217 

taaaaaatga aaaaaatcaa atggttgata tcataaaaac aactggtctc taaatttaag 60 

attgagacaa gaatagaaat caggagaaat gaggaatctt taatttcaac tgactgaatg 120 

ctcacaggac tcaaaccagt tggtgcattc aactgagaaa aagaacaaat gagaacatgc 180 

agaaaacact ggaaataaat tatctaaaat tatgtctaaa aattgaagca taattaggaa 240 

ttccagaatg atttaagatc tctacaactc ctctctactt ttttagtcca ttatctttta 300 

cagaaccaat gttcaaatac atttttagga atgtatttag taggatataa gaggacttct 360 

tgtgctgaaa atgaagaaaa aaattgaccc aacattagtt ttttaatcgc atctactgaa 420 

tgattcccta agattagaaa aaattgcctt agcaatcaac aaatgcaagc caagaaatta 480 

agcactaatc tacagtaaaa ggtgctacac aagagatatt tattaatgtt ctgttgtatt 540 

tacagtttta acatagcaaa ccaagatgaa ttaccacttg ggcagaaagc acatcattct 600 

acattataac ccactggttt ctgctaacac attgtaaaag caagtagtac agtatgttag 660 

ggatcatctc aaaagttcca agctacttct ttctttgctc ctaagtacct aatcctctcc 720 

ttactcccag actttggcct aatcaccagg agacaaaagg aaaataaggg gggtgggggt 780 

gggggtgggg gtgaagaacg ctaattatag aaagagtgtc aagaattaca ttttagtaat 840 

taagcttcat ttgtatccta gtgctttctg ttttatacag tgacaacacc tttagaatcc 900 

cttaggtaca ataaggtacc gcagaattgt gaatacaggc tataaaaaat taatgcttat 960 

fcatttaccaa ttaaagactt atttttgacc acaccttaaa tgtatttttg cactatgatt 1020 

ttgcttccag gtgttcatac agaattgaat aaatttctag attaacttga acagcaaata 1080 

tggattatgt gcaaaaacac agtcataaca aaagtttaac ttttgagaaa acccctttaa 1140 

aatggccagc attatacata tcttacaata tttaattcca agttcatttt gagatggagg 1200 

atgaataaag caagactgcc ccctaccgac tacagggaca tggctcatgc tacttaaaat 1260 

gactacaaac aatatataag gcattattaa tacatcacag acttgattgc aagagctttt 1320 

tcaaacatta accactaatg attcaatgat tacagaattc tgcattaact attaaaattt 1380 

tacacctagg aacaaataga gagaaatgat cttttcaaca gtactttatt tttttaaagc 1440 

aggtgattat tcctctgtgt tctgcatctt gattcacttc ctgcaggtgt tctcttgctt 1500 

cttgagagag aattcataaa tgcaggaagg cctttgccag aaaacatctt taataaataa 1560 

agagaactct ggtcctgggg agatttgaga aagtttctgg catcttccga acttttgcat 1620 

aattgataaa tcctctgaga aacaggagaa agcctaaaac aaggaacacc caccagagcc 1680 

agtactgacc atcaaaatat ccagggaaat aggtggaaaa cctgacaatc aggatccatt 1740 

taattagaga gagaccaaat cctgaaatgg ccccatacct tcctgcagct gaagtggtca 1800 

ggcaaaaaga caggaaaaac ccaatccagt taaagaggaa tgccatgaaa aaagttaaca i860 

tgaaaatccc atcatttcct atcctcagct ggtcagcatc atcaaaatca tcccgaccca 192 0 

caaaatcctc atctctccca ggaaccaaag ggatagtagc ttcagccttg gtcctctccg 1980 

cttcatcata actgggcagt gttgtagcta cattgtaaga tgggggcttt ggaaacccag 204 0 

actcatcctt gtagtcaaaa tatgctgcgc tctctgcaga aatgctgctg taaggtggag 2100 

gagcatcacc tgcagcctgt tcaggttctc cagactcttc ttcattctgc aactgctggt 2160 

accggctgcc gcaggccggc tcgaccgccg ccagcgccgc caacgccaac gccatggcgc 2220 

agccggcagt cagggaagca gagcgagcga gcgagctagc tgaaggggcg cggccgctac 2280 

ggcttgggag cgctgggagg ccgaggggga cgcgccttgg gtgggtctcg atggccgccg 2340 

ccgctcccgg gcgagacgct cttctcaggc tgtaagcacc gccgccgccg ccgaggctcc 2400 

gacgcggccc ctggggaaga ggcggggact ac " " 2432 



<210> 1218 

<211> 405 

<212> DMA 

<213> Homo sapiens 



<400> 1218 

cccacgcgtc cgcccgagct ctactgtctc ccaacttatc gcccaacaac aaaatggcca 60 

taagtggagg ccctgtgcta ggatttttca tcatagctgt gctgatgagc gctcaggaac 120 

catgggctat caaagaagaa catgtgatca tecaggccga gttctatctg aatcctgacc 180 

aatcaggcga gtttatgtta gactttgaag gggaagacac tttccatggg gatatggcaa 240 

aaaaggagac ggtctggcgg cttgaataat tggctcgatt agacaacttt gaggctcaac 300 

gtgcattggc caacatagct gcggaccaag ccgccctgga aatcatggac atgggctccg 36Q 

actatactct gatccccaat gtacctccaa aggtaactgt gctcg 405 



<210> 1219 
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gtcaactgaa gtggggggca gggaggatac tactgtcatc atcgagggag 480 

ggcttggact agacagatag ggtggagacc aagagaatta aggagtatcg «gtgcgtca 540 

tcatgagagt catttaaatt cttagcttca gtttttccaa ttgtaacatc gaaatgatga 6 00 

tgcSgLL tgttaggata ctttcttatc tattcatttt aacaatatat tgagcacaat 660 

taaagagata ttcagagtca ggtctatctg aagaccatgc gatttccatt ^ttctttgct 720 

acctcclaag ctgtcttago cctggcttac tttctctggg atgctgggtc ^tagtcttt 780 

atoaaggtgg gttagagcca agctatgagt cccttataat caggagaatt gcttaaaccc 840 
acgaggcggt ggttgcagtg agccaagatc acactactgc actccagcct gggcaacaga 
gaaagactct at 



900 
912 



<210> 1215 

<211> 429 

<212> DNA 

<213> Homo sapiens 



<400> 1215 

aatttgtcta ttttggcttt tgttgcctgt gccttttatg tcttatccaa gaaaccattg 
ccaaalccaa tgtcatgaag cttttctcca aagttttctt ctgtagatgt catctcgatc 
^acccctaa cagcagtttt caattgtcca ctagttatat ctcaataata tctagctttt 
cccaccccca ttctgcocct accataacat gaatgttgaa aacctggcaa ttttgctgtc 
agotcagagt atagataggg tgctctctga tgaagggcta agacaagctg saotaaggtc 
agaaatctgg atggocttga tcttattaac cctgatcatg ccgaaagcgt «t333«ta 
glaaaaaagg ccaaacctgt tggaaaoaag tgggtocttg ctcaaaaaac ttgggttaca 
ccccactcc 



60 
120 
180 
240 
300 
360 
420 
429 



<210> 1216 

<211> 799 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (799) 
<223> n = a,t,c or g 



<400> 1216 cn 

gggaggcggg gaggaagaag acagtgtcac taccaaataa cctacttggc tgagccacca 60 

SgLoggcca agcctatgtc gcttttaaga tgaatcoaaa aagaotgtgt 9°tactaggc 120 

tacagaaagc agcattaagt ctgatataoa tcaatccatg ttoaagcaga ttcctctotg 180 

tctctggaag gtggttaatt tttctggtcc tgatattgga tattgtcaca ttttccttga 240 

tagtg?catc Sltgaatga tttttcatct tgaacottat actcctccto tctcggcago 300 

tggtgcttcc ctgttcttcc tcagccatgc tggggctcac tgcagcctcc tctgctcaac 360 

tScctgggt gclgceatct tcaagaaaac attattaaag caatattatt agtatgcagc 420 

aaggtgcctt ctttctgcta aatcagtttg taaagtggtc ctcacaaatg cacacattct 480 

ttgStgac agcagggctt cgtgtttctg atgcaagact aataagactt ggum JJJ 

aggtaaactg ggtggcccag gaaagcaggg gttaggggag ttgatagaag atatgagaaa 600 
tgaacctaag gggtgatcaa agagcagcca aagaaaaaaa aaaaaaagaa cttttaataa 
ggcgccogaa gcttaatcoc tttaaggggg gggaaattta cgtgggcecg gggcgcgggt 
ttaacacccc gcggcggggg aaacccttgg cggtccccac .taaaacggcc tttggagaaa 
ccncgcoccc cgogtctcc 



660 
720 
780 
799 



<210> 1217 

<211> 2432 

<212> DNA 

<213> Homo sapiens 
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<400> 1211 

ctcagagcct acaggcccag aacaatccat gccagctgat caacctagta actaccacag 60 

tgactacaag agctagcatt tattgagtgc ttcctgtgta ccaggcatgt gctggatacg 120 

tttacctgca ctatctcatt cattctcagt gcagagttct gaagttcacc ctcttctcaa 180 

gcaatttctg cctcagagcc tcctgctaaa cggacacact taaacgctga atttgatgga 240 

aggcaggttc accttgcact tggcttttaa agggctcctt accactgcaa ctcaattcca 300 

tgactggatg gataacagaa gcacccggga ggagggcagc ttggcaggag cccacaggaa 360 

gattcaaggt ttcataacaa agcatcttct ggtgtgtcaa gagtaagact aggccgggcg 420 

tggtggctca cgcctgtaat cccaacactt tgggaggcca aggcgggtgg atcacctgag 480 

gtcagcagtt caagaccagc ctggccaaca tggtgaaacc ccctctctac taaaaataca 540 

aaaaattaac tgagtgtggg gcaggcgcct ataatccagc tactcagagg ctgaggcagg 600 

agaatccttg 610 



<210> 1212 

<211> 402 

<212> DNA 

<213> Homo sapiens 



<400> 1212 

atgattctac aggtcagcag agctgacctc aaaaacacaa gctttggggt catcagataa 60 

cattttggtt tctcagaagc atcaggtgca gttactagtg ttgagtatgg ctggtgcttt 120 

cacaccatac ccacctttct taagaaaagg aacaactgct tattcgtgcc ttccttttcc 180 

acctcccttt tataattctc ttgttcttgt catggccagg cagagactaa ggttttgtgc 240 

ttgaaatagc tgcgtgatct tttctatctt ttggtagtca ccatcaacag gaaattgcta 300 

gcctaagtaa gttgcagcaa atggtcaaag agtatttttt agtggggtaa aactcgtttc 360 

tcgacaaata ttcagaattt ggataatttg tagtggttga at 402 



<210> 1213 

<211> 356 

<2X2> DNA 

<213> Homo sapiens 



<400> 1213 

cgcggaactg tcgcttgctt caacagcgtg tggacggaac acatccggtg actctcttcc 60 

agactacgac cgtgctccga tttcctctcc gcttgcaacc tccgggaeca tcttgtcggc 120 

catatcctgc ttgtgggacc tgccaacgcc ggttttgagg gtagggcttt cttgccaacc 180 

aagcatgagc tcccagatac cccggatgta ttccaccgac gtggaggctg ccgtcaacag 240 

cctggaggat ttgtacctgc aggcctacta cgcctacctc tgtgtgggct tatatttcca 300 

cogggatgat atggctttgg aaggcgtgag ccgcttttta tgagaacttg ccgagc 356 



<210> 1214 

<211> 912 

<212> DNA 

<213> Homo sapiens 



<400> 1214 

cattccccga gctgccagga gtgttagcag ctgacagatc ctggctgggt atttctctcc 60 

aacaaaggga gctgcctcct tcacatctaa tgactgtaat gacctggccc ccttgctttg 120 

attttgggca acgctgaagg gctataccag cttaaatccc cctgggatca gttgaatatt 180 

ctgttgcaga tgttcagctt cctccactgc caaatcctgc ttccttcctt acacgtgctc 240 

ttcctgagag cactccccgc taaatctccc acacatcatc tcagcttcag aatcttttcc 300 

ctagggatcc tgacctgaga cactcctcaa ggcactggga agttactgca gggttttaag 360 

atggggagta acctgctgag agttgcatct tatgaagaag atgagtggca gcagcaaagg 420 
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cccacgcgtc cgcccacgcg tccgcaaact tctgagctca agcaatccac ctgcctctgc 60 

ctcccaaagg gctagggtta caggcatgag ctaccatgcc cggccaataa tttttaattt 120 

atgtatcggt tctttctttc tttctttctt tttttaattt aagaaagctg ctgtaagtag 180 

attggctctg gaagctctga atttaggttg cctatgttcc taacacaggt ccaattctca 240 

ctagctaagc ttaggcttag ctattattta aagtctccaa acctcagttt ccttaactgt 300 

aaagtgggaa taataataaa cctcacctca aggtcattgt gaggtaaaat gaaataatcc 360 

atgcgaaggg cttagctcag tcaggcttca agataaatgt gaactgtaat tactctatct 420 

acctgaattg aatgagttcc aacatgaatt ctggagtcac cacagaagct gctacaacac 480 

caatattaat aaattagttt tcttttacaa tcggccaaaa tgtattttct tagattaaaa 540 

ttctttaagt tcccaatgac gatgatgagg aggataatac atctagcact ttgagcagca 600 

cacagttctc gtaactagaa ggtaggtatt acagttaact tcatttcaga tgaagagact 660 

gaggggtagg cacattaagg gatttgccca aggatgtaca ggtggcagct ataggaggca 720 

gggtctgaac caccttagtc tgactccagt gccggtgttg ttgattatta tgctattcca 780 

tctaacatgg tgtgatttgt aatttcatgg actcaggtaa atccagggtt aaattaactt 840 

cggaaaatca caagcacaat tcctaacaga aagaatttgt tacttgggtg ggctggagta 900 

agatgctcat tcaaegtgtt ctcagagtta gaaaaaggcc cccgcttggt caaaaactgg 960 

actgataggg gcaacagtca tgcttaaata aggacagtta tttttccctg aaagatacat 1020 

tgaaaagcca gtatcctcaa ttttctttct tattttggca gtacagagac tgcattattt 1080 

gttgctattc ttaaacatta agtgtacata gcccaaagag tataatttcc caatctgcag 1140 

agggacagta gttgcatata taacccggtt att 1173 



<210> 1209 

<211> 558 

<212> DNA 

<213> Homo sapiens 



<400> 
aatcctatcc 
gaaagaactg 
tggggccctt 
aatacctgga 
ggagaccctg 
tcttatagac 
gacaaaagga 
ctggctatga 
tcatacatgc 
acggaaacat 



1209 

aagtatgcag 
agagaaagag 
ccagagaaat 
aagcagacag 
gaccaacatt 
atgatgaaaa 
aaacagtcac 
tggtgtgctc 
agagcgtgtg 
ttaactgc 



tacgctcttg 
caacaaagcg 
gtactgaaaa 
gtttttttgc 
ctctaagatg 
gagaaatatt 
agcactgaag 
catcatgatg 
gacccgagag 



ggtcgtctca 
gcgagtggtg 
agtctacgca 
cattcctcca 
tcgatatgga 
taccagagaa 
gcaggagagg 
taatttctgc 
tctcaatgca 



tgagacccag 
tgagagggca 
atgtctggga 
ggacatccac 
ccagtggccg 
tcagggacca 
accgagctat 
tgggaatcac 
ccttgctgaa 



gggcatgttg 
gcacgcgctg 
tttgctaaac 
cataaggaaa 
gacctcttca 
tgacctcctg 
tctactggga 
actcctgcgc 
tgcgtccatc 



60 
120 
180 
240 
300 
360 
420 
480 
540 
558 



<210> 1210 

<211> 383 

<212> DNA 

<213> Homo sapiens 



<400> 1210 

tcttggcaga cagttcacct gagtctttcc ctacgtgtga gttctttgga gaccactatc 60 

atcaggagtc tgctgtttcc tgcctctgac aagtgttcag ttccgccaga agccagttaa 120 

aatcatcttg atgggcaatc cagttggctt cattattgat tgtagcttga agtcccaggt 180 

cgttattttt aacttgaact ttaatatcat ctgggcctcc ttgctcctga acccctaaac 240 

cccttccttt agaccattcc atcttctcta gtatcctctg gccaaattta gaatcagcat 300 

tactccaggc agtgttttga gtattqacag cccacttctg cttctgctgc tgctcagcca 360 

gcatcaacat gtcatggaga ctg sh5 



<210> 1211 

<211> 610 

<212> DNA 

<213> Homo sapiens 
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ctgcaggcac aaggaggacg caggggtcat ctgctcagaa ttcacagcct tgagg 415 



<210> 1205 

<211> 424 

<212> DKA 

<213> Homo sapiens 



<400> 1205 

tttcgtggta gggcgactgg ggctcacctc ttcaccgttt 
tgagcccgtg ggagctgccc cactcggcct cgtactgcca 
aaagacgcac cgcaaatgtt ggtgaccttc aaggatgtgg 
gagtggagac agcttgtgct ggtccatagg accctgtacc 
tgcgggcttt tggatactct aaggcataac gttccccaac 
tatcatggga cccagctgtt gatagtgaag agagaggtgt 
gacatgagag aactctttac cagagaggcc acacttaccc 
gcgt 



taggacccgg 


ggtagggttt 


60 


acggtcggat 


gggggagacg 


120 


ctgtgacctt 


tttccgggag 


180 


gafcaggggafc 


gctggaaacc 


240 


cagatgtggt 


ccacctccta 


300 


cacattctcc 


ctgcgccggt 


360 


cgcaccctta 


taataacggg 


420 






424 



<210> 1206 

<211> 476 

<212> DKA 

<213> Homo sapiens 



<400> 1206 

ccaagataga tcaactctcc ctaaaggctg acagtgaact cttggggccg ttttattctc 60 

tgaggttagc aaggagtcat ctactagcca ttcaggaggc cagctgggaa gacaaaatag 120 

gcaccccaaa ctcagcaact tcataacacc ttcctctccc cgcctgaagc cttaaactgc 180 

atcaagtcaa agaaacctgg ggcaaatcct taacatgttt ttgactgcag taaatccaca 240 

gccactctct actccgagct ggcagattga gaccaagtat tcaacgaaag tgctcactgg 300 

aaattggatg gaagagagga gaaaggggct accttacaaa cacctgatca cccaccacca 360 

ggagccccca catcgctacc tgabcagcac ctatgacgac cattacaacc ggcatggtta 42 0 

caacccgggg ctgcctccac tccgcacttg gaatggacag aagttgctgt ggctgc 476 



<210> 1207 

<211> 412 

<212> DNA 

<213> Homo sapiens 



<400> 1207 

actgaggagc tcgcctgctg ccctcttgcg cgcgctatgc attaccacgg tcacaggcac 60 

cgccttggca ctacggtcca gagtggctac aacaaaccct gatgggtgcc gcaatgtcct 120 

gagacccaag tactacagac tttgtgataa agctgaatct tggggcatcg ccctagaaac 18 0 

ggtgcccaca ggtgtggcag tgacctcatg ggccatcatg ctaactgttc tgacactggt 24 0 

ctgcaaaggg caggactaca acaggcgaca aaagctgcct actcatattc tctgcctcct 300 

gtgagagaag ggcatctttg gcctcacctt cgccttcatc atcggactgg acgggagcac 360 

agggcccaca cgcttcttcc tctttgggat cctcttttcc atctgcttct eg 412 



<210> 1208 

<211> 1173 

<212> DNA 

<213> Homo sapiens 



<400> 1208 



605 
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ggcaggaccc acagcctccc gtccagttgg gactggaccc acaagggaag gtggagtcaa 540 
gcggagggag gctgctccgt ggacctcttg ggaattccac cacactggag 590 



<210> 1202 

<211> 428 

<212> DNA 

<213> Homo sapiens 



<400> 1202 

gaaaaggtat gcagggagca gaagagtgga ggggtggctc ggggtttgga gacttgcccg 60 

tcaattccca caacagagac ttgggaggac tgggtgggtc ctgaaaaatt aggtaaagca 120 

gagtaggttg cccggtatta aataagaaaa aatactggcc tacctgccac catcagggtt 180 

acccttgtct tagatgaagc aatggtagtt gccggggcgt ccattccagg gccccatcag 240 

tcttcagtgg caaggccagt gagatccgag taggaggttt tggccagctc aggaagggat 3 00 

gggagtggtc cttgtggggg ccgctcacag tccaacttcc agtggggtcc tctgcagagg 360 

gggcatggcc tgatgggctt acctgggttt gggcattgtc tagaccagtg gccctcattg 420 

ccatactt 428 



<210> 1203 

<211> 738 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<222> (1)...(738) 

<223> n » a,t,c or g 

<400> 1203 

ggcactcctt gatgagccgc acaatttcct ggacagaact tccatatcct tgtgcaagtg 60 

catattcttg gtgagctgct ccctccnagc atgttatgca gcttcttgtt catctcccga 120 

aggttctcgt tcccctggct tcactaggtc tctcaggacg ctgcccagcc cgctgcggtg 180 

tgtgtggcct gctgccacag acacatctgc aagggcccag gctgaaaacc accccctcgg 240 

cagagccaga ggagagccag gcagagccag aggagaaaag agggagacga ataccagggg 300 

agaaggcagc aggaaaagcc atgtcatgta ggacagaggc tttgacatac aaaacctagc 3 60 

tctgtcactc actagctcta tggccccgag aaatgaggat aactaacttg tggaactgga 420 

aagatgcaca tgactgtatg tgaagcacag agcacacaga aagtcctcag cacatgttgg 480 

tcagtatgat tctgattaaa aaaaaaaaat ctgtgaagga gaaagtttga aagaaagcaa 540 

aagcaatgaa gatacagaga aggaaaacaa tatagacagc gagacaagat gaaggagtgg 6 00 

ggtgaaaaag agaaacggag aagagagaag ggagagagag aggagaggaa gatgaggcac 660 

agggagagga aaggagaaag tggacagaga gacacaatgg agaattggag agtggagaga 720 

ttgacagaga aagagaga 738 



<210> 1204 

<211> 415 

<212> DNA 

<213> Homo sapiens 

<400> 1204 

cccgggtcga cccacgcgtc cggttttagg aaacactgca actctaaaga atttgactta 60 

ttaactggac tttctcctct aagaggacaa acggctccgc ctagtggatg gggacagccg 120 

ctgtgccggg agagtataga tctatcacga cggcttctgg ggcaccatct gtgatgacgg 180 

ctgggacctg agcgatgccc acgtggtgtg tcaaaagctg ggctgtggag tggccttcaa 240 

tgccacggtc tctgctcact ttggggaggg gtcagggccc atctggctgg atgacctgaa 300 

ctgcacagga acggagtccc acttgtggca gtgcccttcc cgcggctggg ggcagcacga 360 
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aacccacgct atttccattt tagaaagrtgc aaaggctaga gttacaaata cgaagacgtc 4 BO 

taaaccaatc gtacatgcca gaaaaaaata ccgctttcac aaaactcgct cccacgtgac 540 

ccacagaaca accaaagtca aaaagagtcc aaaggtcaga aagaaaagtt atctgagtag 600 

actgatgctc gcaaacaggc ttccattctc tgcagcgaag agcctcataa attccccttc 660 

acaaggggct ttttcatcct taggagacct gagtcctcaa gaaaaccctt ttctggaagt 720 

atctgctcct tcagaacatt ttatagaaaa gaataataca aaacacacaa ctgcaagaaa 780 

tgcctttgaa gaaaatgatt ttatggaaaa cactaacatg ccagaaggaa ccatctctga 840 

aaacacaaac tacaatcatc ctcatgaggc agattccgct gggactgcat tcaacttagg 900 

gccaactgtt aaacaaactg agacaaaatg ggaatacaac aacgtgggca ctgacctgtc 960 

ccccgagccc aaaagcttca attacccatt gctctcgtcc ccaggtgatc agtttgaaat 1020 

tcagctaacc cagcagctgc agtccgttat ccccaacaac aatgtgagaa ggctcattgc 1080 

tcatgttatc cggaccttga agatggactg ctctggggcc catgtgcaag tgacctgtgc 1140 

caagctcatc tccaggacag gccacctgat gaagcttctc agtgggcagc aggaagtaaa 12 00 

ggcatccaag gcagaatggg atacggacca atggaagatt gagaactaca ttaatgagag 1260 

cacagaagcc cagagtgaac agaaagagaa gtcgcttgag ctcacaaaag aagttccagg 1320 

atatggctat actgacaaac tcatcttggc attaattgtg actgaaatac taacgatttt 13 80 

gattatactt ttctgcctca ttgtgatgtg ttgtcaccga aggtcattac aagaagatga 1440 

agaaggattc *tcaaggggca ttttcaggtt tctgccacgg aggagatgct cttcgcgaag 1500 

ggagagtcag gatggacttt tttcattcag acggccgctc tggcttaaag atatgtacaa 1560 

acctctcagt gccacaagaa taaataatca tgcatggaag ctgcacaaga agtcatctaa 1620 

tgaggacaag atcctcaaca gggaccctgg ggacagcgaa gccccaacgg aggaggagga 1680 

gagtgaagcc ctgccatagg aggagaacac agcccacctc aggcctcctg caaaaataca 1740 

tagaataaac aacaacagtt actaaatgaa aaaaaaaaaa aagggggggc cgttttaaag 1800 

aatccaagtt aacgaacgcg ggctggcaga ggaatagctt ttttataggg cccccaaaat 1860 

caattccctg ggcggcggtt taacaacggg gggacgggaa aaacccgggg gtaacccact 1920 

taaatcgccc tgtgggaacc ccnnngnnnn nimnnnTinrm gntttttntn gggnttgggg 1980 

tttgggtgtt ttgttgtttg gggtgggttt ttntgtgggt tgtgttgtgt gtntggggtt 2040 

ggggtgttgt ggtgtttntt tt- 2062 



<210> 1200 
<211> 480 
<212> DNA 

<213> Homo sapiens 



<400> 1200 

gatttgcctt actataactc ttagaaaaaa ggcttacaac ttttgaaggt ttagcatgat 60 

gtcagafcgtc catttgtcat atatggcctt tattggcttg aggtatgtat gttctatatg 120 

taatttgttt tgagattttg tcataaagta atgttgaatt ttctaaaatt ctttttctgc 180 

attcacttaa aagttataat tggttctgag atccttcatc tttctcagaa tctaggagga 240 

tgcatctgta cctataggag gacacaaagg catcatatgt tacattctcg tgacatataa 300 

tgtctactgc ttataatgtc tactgtgagt ttctgactcc ccaaatgaaa ttgaggccca 360 

gaaactttca actgctttgt tcgttgaata atgccaagtg tctggaaatg tgactattca 420 

gattaaatgc ttaatgtgtg tgtgttgact aaataaatct caaccagaac cttctcagat 480 



<210> 1201 

<211> 590 

<212> DNA 

<213> Homo sapiens 



<400> 1201 

gcggccgcat cgccttgccc agccggcagt cggtcaacgc gctctccatg tactcgtgca 60 

ccagctctgc ctccacctca tcgcagtgga agaagtggac atccggcttg ctctgctccg 120 

agtcctggca cacgagcagc agcacagacg ggtagcgcag ctggttgagg accgtctggc 18 0 

tgcgctgcac cgtgggcagc gggaagtctt ccagctcctc ctgtgactcg atgtccagca 240 

gccgcagcga ctggtcgttc acctgcagca gcatctcctg ggtccagatc ttctccttgg 300 

agctcagctg caccagcttc cggatggcgt cgtccacaga cgtgatggct tcgctcttgt 360 

ccatgatgaa tgtggccagg tgctggacgt ggtactgcga ggtctcgtgc atgatgacgt 420 

tggagttgga atacttcttc ctctgctctg aaccgggaga caccagtcac tcccccgacg 460 
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tatttgccgc ggacaaactc tcggaggaca ccacacctgt aatgagaacc gcacgcaggg 420 
tacatcgggg cactgtttcc aatgagcggg ggctggccag ggggccag 468 



<210> 1197 

<211> 449 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> misc_feature 
<222> (1) .7. (449) 
<223> n = a,t,c or g 



<400> 1197 

agcctaacgg actgaccctc cnnnnnnnna anaaccggcc agcttgcttt cgggctcctt 60 

aangcttttt ctttcgttag ttactgcata ctcgcagaaa ctattttgac ggcgtggtga 120 

aaggctcaat ataggggggg agtactgcgc acagagcttc atgtttttaa atttttttca 180 

tatacttgtt gatgagttat ttagtattca ttgggggaga aaaagccgta ccggaccctt 240 

tctctttaac tcatgtatgt ctatatggtg ggaaaattgc ctggctaaat tgcctggctt 300 

tcagggttgt tctttccttc taaccaggca aatctttgtt ttttatgcta taagctgaca 360 

gcagattcca ggtacagagg gcacgctatg aggcacctaa ctggaaatac aagtatggct 420 

attagattcc tgtggacatg ctgtgtaan 449 



<210> 1198 

<211> 381 

<212> DNA 

<213> Homo sapiens 

<400> 1198 

agaatagcta ctctttctct tcttttgttc cctctctttc agtctatatg tgtctctaaa 60 

ggggaagtga gtctcttata ggtggcatat atttggttct tgttttacta tccattcagc 120 

cactctgtgt cttttgtttc actgatttgg tccactgata tttaaagtaa ctattgatag 180 

gcattttgta gttttcttgt tcttttattt ctctcttgct gtgcatgatt tgattacttt 240 

gattattttc tgtagtggta tactttgatt ctttgctgtg cctttgtatt aattcttttt 300 

taaacatgtg gtaaaattct catttgtgta tctgttacat gttttgtctt tgtgtttatc 360 

atgaggctta cataaaacat t 381 



<210> 1199 

<211> 2 062 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (2062) 
<223> n = a,t,c or g 



<400> 1199 

tgtttgttac taccgttcat taaactgcca accacaggaa acagcctggc aaagattcaa 60 

actgtaggca aaaaccggca gagactgaat agagtcctca tgggcccaag gagcatccag 12 0 

aaaaggcact tcaaagaggt aggaaggcag agcatcagga gggaacaggg tgcccaggca 180 

tctgtggaga acactgccga agtaaaaaag gctcggaagt ccagccccaa gggagctgaa 240 

acagcctcac acacagcagg ggcctgagaa gttagcggga aacgccgtct acaccaagcc 300 

ttcgttcacc caagagcata aggcagcagt ctctgtgctg aaacccttct ccaagggcgc 360 

gccttctacc tccagccctg caaaagccct accacaggtg agagacagat ggaaagactt 42 0 
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<213> Homo sapiens 



<400>' 1194 

cattttgcca gcgcccgcca ttgaagtgtt gttgccagtg gaccaggaac accttagcca 60 

ctccagcgca gcaagtgctt aactttgagg tgcctaagag caaagccatg ggcctggtct 120 

cagtccccca gggcatgcag ttcagcgctg ctgaaatcat ccagaagcag agccagttca 180 

ctgaacgtgc agtgtatact gcagtcaaac cctcaagggc atcaaagaat ataaaaacaa 240 

aaagcctcat ccaaaggaca gcaatttcga agatgaaagg aacatccttt catgttaaaa 300 

accctcaaca aactaagaat tgaaggaaca tagctcaaaa taagaagagc catctatgac 360 

aaccccacag ccaacatcat agtggagggg caaaagctag aagcattccc cttgagaact 420 

ggaacgagac aag 433 



<210> 1195 

<211> 1229 

<212> DNA 

<213> Homo sapiens 



<400> 1195 

tttttttttt ttatgaaaaa tccaaagttt attgcaaatt gtattttgct tcccttcgtt 6 0 

cttcattttt acaggattta ttgatatcca tgattttttc acagatgtac ttgttgactt 120 

tggagagtct ctgtgcaatt tcagtttcat ccacagtttc ttgtgctatt ctgtcataca 180 

aacactctct gacgatgctt agtttgtgag gcgagagggg tggtttaggg actgcatctt 240 

tctttttttt tgtggcgacg cctgtgacgc ttctgttttt cagaacatct gttccccaaa 300 

tcataactgc caagttcttc gtgtacttgg aatctccttg ggttacttgt agctggtgcc 360 

atttctcctc atcaacccaa atcccgcttc ccagatggac cttgccattg tctaggatat 42 0 

acttgtccat gacaggcgca ggagcggggt aataggacga cgtatttgct tcctcactga 480 

aagtgctccg taactccggc tcgggctcga gacattctga ctttactttt tccagatcaa 540 

tggcgggacc gctgccaagc ctcaggagca gcacgtcctg gagcctccgg ttaaggtcac 600 

ggagctcctt catttcagac acaagtgccc cgtactcctt gagcttcttg gcctgttgta 660 

ccagctgcct ccgagtccgc tccagctcct gctggaggtg gcgcatctct tcctgttgct 720 

gctggtagtt gcgcagcagc tcctcataca gagcccgggg caccacagca tcttctagac 780 

tgtccatgtc ctctgtgcct ggcgaggcct ccacgaagac ctcttccgga cacgtgctat 840 

ggcccaggct caggccgttc tgcttctcta gccgagccac cactgcctcg atgctcttgt 900 

gcgccacttc gctcggcttc cgcccctcag gtctcttgat gtgtctaagc tgtaaatctt 960 

cttccccata atctttaacc tctccatctt cttctacatg attaagagaa agcttgggga 1020 

tttttatttt cttctgcatc acactgtttt caaggtcaga tttgtcttct gccagcgcca 108 0 

ggatctgggc cttgtggagc aacagcgcgc cccagtcgcg gggggcgcgc ggggggctct 1140 

cgggcccggc gcccaattcc tccgggcccc ggtacacggc gtacaccttc tggttgtcaa 1200 

aatccagccg cgagcggggg ctgaagtcg 1229 



<210> 1196 

<211> 468 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> mis cofeature 
<222> (1) . . . (468) 
<223> n = a,t,c or g 



<400> 1196 

cccctaggtn gtctgtgcag angcncnacn gnnncggaan ncccggnacg acgaggtcgt 6 0 

ogcgggggcg gcgacggagg cgagagccgt tttttccgta ngaagccaac cttccctgct 120 

tctccggggc cctcgccccc tcctccccac aaaatcaggg atggaggcgc ctccccggca 180 

ccctcttagc agccctcccc aggaaaagag tcccccctga gctcctaacg ctccccaaca 240 

gctacccctg ccccccacgc catggggccc ggtgcccctt ttgcccgggg ggggcggcca 300 

ctgccgcttc tgggtgcgat ggcggaacgg gtggctccgg ggtgggactt gcacaccccc 360 
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tttcaaaaea tgctaattcc aaagccactt ttgaagtcta tagtggaaaa tatagatggg 1140 

gtgaaagata taatgtattg atttttaaag ctgtttataa gccgtcccac gtataaaatg 1200 

aaacatttta ccttctctcb ttctaatgag atggccgctt gttaaatcat gaaaacatcc 1260 

agaattcaag tgccgcttaa actttgaagc catagataaa tttgttagaa aagtaagcca 1320 

ggattaaaag tttttaaaaa tatggtagaa tccttcttta ctttttaagt cttttattta 1380 

aaaaaaaaa 1389 



<210> 1191 

<211> 411 

<212> DNA 

<213> Homo sapiens 



<400> 1191 

ctggccgacg ctttatgtct ttccgccgcc gccaccggag cggtgcgtcc cggggctcga 60 

gcgcagccga gtacccgccg aaggctgtcc ccatcagtgc gtgtctgctg ccgggcagcg 120 

gcagcatcca acctgcttta ttcctcctgc ctgcagcgcc acagcgagcg agcgagcgag 180 

gagggggaga gagggagtct gtctgcaaag tgctgctccc tggtgctcag aggcggctgc 240 

tccagctcca actctcattc atttcgccgg ataacatgag agatcatggc cgccttcgtg 300 

cttctcagct atgaacagag accgctgaag cgcccccggc tcgggccgcc cgacgtctac 360 

ccaccggacc ccaagcagaa ggaggaagaa cttactgctg tgaatgtaaa g 411 



<210> 1192 

<211> 406 

<212> DNA 

<213> Homo sapiens 



<400> 1192 

tttttttttt ttgtgttcag gtttctattt attttaaaag tgacttacgt atttttctca 60 

caagggggga tgattgtaga ggagtttaga gcctgcatcg tggttccaag ttagcatcac 120 

cgttcctggt cettccatct ttctgcttag tcatatttaa cttgtgttta tttcttcatg 180 

atcagaatat gtgtctttct caactatcat atgtatgttc atcatgacat atgtgctcat 240 

gaactcggcc aggaactctc gcgccatctt cctctcatct tcctcgcatc atatttcctg 300 

gatctttgct atcacggacc aggagaccat tttggagcca cgggtggacc tgatacagtg 360 

gcccgagctc atggacagaa aggagactca agtctgccct cgtgcc 406 



<210> 1193 

<211> 432 

<212> DNA 

<213> Homo sapiens 



<400> 1193 

catttctgtt gggtataaac ctaggagtaa aattattttg tcacaggggt atacatatgt 60 

tcagctttag ttgacattga caaatgtttt gccaaagaat tgcaccaatt tacactccca 12 0 

ccacccatgt ttgagagttt ccattgctcc agatctttgc caacgttttc attgtgattt 180 

agctatctaa gcaaagtgtt ttagatgcct attagacctt caagctgaga tatcaagact 240 

gttggatatg caagtctggg gtatgaggaa gaggtcttaa aaaaaagaaa tcagaaagat 300 

gaagatccat gtgtgaggta ggcagcatgt gaggtagtaa gataatcagc agagtgtggt 360 

accccagaag ctgaatgaaa aaaagtgatt caggtaaaac acttctgaga ggtttaataa 420 
gatgaagaga ga 



432 



<210> 1194 
<211> 433 
<212> DNA 
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<211> 397 
<212> DNA 
<213> Homo sapiens 



<400> 1188 

atctgcttag cttctaaata tatcatcttt gatttaatcc cagccctaca actttggaag 60 

agtgaagtat tagttcaggg atccagtgag agacactgaa gtgctaaaag ccagggctcg 120 

tgaactatgg ataaaaagaa cagacatggg aacagcctgg acatggcatc agagattcat 18 0 

atgacaggcc caatgtgcct tattgagaac actactgggc gactgatggc gaatccagaa 240 

gctctgaaga tcctttctgc cattacacag cctatggtgg aggaggcaat tgcgggcctc 300 

taccgcgcat gctgattcta cctgacgaac aatctggctg gaatgaaaaa gggcttgtgt 360 

ctgggctcca cggagcaggc tcacactata ggaattg 397 



<210> 1189 

<211> 769 

<212> DNA 

<213> Homo sapiens 



<400> 1189 

ccggtccgga attcccggga aagaaactcc aacaccagca gccttaaagt atatttttag 60 

ccagaccagt tcagacatag ctagaattct gcttctctaa aaataaaaga ttctgcctgt 120 

caagaagata ccagtgaaaa ttctcacccc atgccaacag ggctggattg tgggagagac 1B0 

actaggtagt gtacgtcaga gcaaataggg aacagttgaa gtaaggagac tggtgttggg 240 

ggtcagccaa gactttgtat ctccatctag tcaacagatg tttattaaga ccattccttg 300 

tactagaagc tgggaatgct taaaaagata tagcccttgt tgtcactgtc ttatcctgtt 360 

gtctgtgtcg tcctgtgttg tcatagcccc attatctgca taggagacag tctttagttc 420 

taaaatggga tattagaatg gtttaaatct gacagttgca ttccctgcaa gctgcaattt 480 

taattagaat cctggtttag ttgaaggaat tcaagatttg attgttaaat caaatgaatc 540 

taatgaaagc actttctgaa ctaatacaca gtaatatggt tgaggccaog tgcaatccca 600 

gcactttggg aggccgaggc gggcagatca cctgaggtca ggagatcgag accatcctgg 660 

ctaacacgat gaaaccccat ctctactaaa aatacaaaaa attagctggg catggtggcg 720 

ggcgcctgtg gtcccagcta cttgggaggc tgaggcagaa gaatggcgt *~ " 769 



<210> 1190 

<i211> 1389 

<212> DNA 

<213> Homo sapiens 



<400> 1190 

tttcgtcggg cgcggggccg cgatggattt ccagcagctg gcggacgttg cggagaaatg 60 

gtgctccaac acgcccttcg agctcatcgc caccgaggag ac'cgaacgca ggatggattt 120 

ctacgccgac cccggcgtct ccttctatgt gctgtgtccg gacaacggct gcggcgacaa 180 

ttttcacgtg tggagtgaga gcgaggactg cctgcctttc ttgcagctag cacaggatta 240 

catctcctcc tgcggcaaga agacgctcca cgaagtcctg gaaaaagtct tcaagtcttt 300 

cagaccttta ctggggcttc cggatgcaga tgacgatgcg tttgaagagt acagtgctga 360 

cgtggaagaa gaggagccag aggcggacca cccccagatg ggggtcagcc agcagtaaat 420 

ctgggggctc ccctgagaag gagagtgagc cccacagtaa cctaggtggg gtcactgccc 48 0 

ctcctgggtt agcattttgc attagcactt cgaaatagga catctggctc ccagcatcca 540 

aattaaaatg aaataccttt ttaacgacca caaaatatct gtgatgagct ttgctcagaa 600 

gtgacctgaa tttcactccc gctttcagtg gggtttctat ggagttgtct tggtagcctt 660 

tgccattttg aatttagagt ccattttgtg gctgactatt ctcttaagtt tatgttggag 720 

aattaacatt cgctgactcg aatgtagaga actctgaatg tattaaggat aggttttgaa 780 

gtcctcacag gtgaccttac tgagggaaag catggcagag aagaaatgca gtctgcactt 840 

tttatgtact ttttaagtgt ccgtaagtga aaggttttgc ttataaagca tgaattttaa 900 

tatctagtca ttaaactgca caagtgcaaa tacaagggca ggaaaggata atcacttagc 960 

tttggactaa gagggtaaga gaggcccaga agcctttaag tgttttgcca ttactgagtt 1020 

acctgggtat gtagcgactg gttcgtggtt aggtgtaaat gttacttgct tgttcgactg 108 0 
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<210> 1185 

<211> 566 

<212> DNA 

<213> Homo sapiens 



<400> 1185 

agaccgtgtg gtggaattcc tgataccgag ctctggctgt caatggtagg agagtgggag 60 

ggggagagga ggcttgggaa agggaggatg gacaaccctt ttcaacatga gtcctaggac 120 

agtgacgagg gacctaggct gctgctgctc ctgccccgaa aagaaaaagc tccaatcata 180 

acgaccaggc catggctggg attgcctctg ttgaaggtgc cccatgtggc agggccaggc 240 

ttctaggatg gaccctgcta aggccaagga tagagaagcc agcacctgct gcagcctggc 300 
ctggtggtgg gggtgggagt gctgggtcag ggctctcaaa ctaagctcag gtcctgctgg . 360 

tcccctggct tgctgggtgg caaagaagaa gtctttgagc ctctctgggc ctgtttaccc 420 

ctcagaaaaa ggagctggat tatatgtttt ttgagacagg gtctcactct gtcacccagg 480 

ctggagtgca gtggtgcaat tttggctcac tgcagcttca aactcctgct tcagcctcct 540 

gagtagctgg gactacagat gtgcgc 566 



<210> 1186 

<:211> 452 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) ... (452) 
<223> n = .a, t r c or g 



<400> 1186 

caatgaatca ctgcatgngc gnggcanngn cagacacagc agagtcctta ctgtctgagc 60 

ccattcatat gaagttcaaa aacaggccaa acgcatgtat agtggccaaa gtcaaaacag 12 0 

ggtgggtaga atagcagctt ctttctggaa attaccatga aagaactttc tgggtgacgg 180 

aaatatccta tatcttcatc tgggtagtgg ttatagatac atttataggt aaaatactct 24 0 

tcaggctgta catttttgtt tttattgtgt atgacatata cctcagttac acacaaaaac 3 00 

ccattatgta cctaccagaa tggttaataa aatttaacag attgacaatt ctaagccttg 36 0 

gcaaagaggt ggataaacag gaattctcac acactgttgg taggaatcta aactagtgca 420 

accactttgg aaaatagtct ggcattacca ag 452 



<210> 1187 

<211> 473 

<212> DNA 

<213> Homo sapiens 



<400> 1187 

ggaattcgcc agagctagga acagctccaa gatggtctca gccaacagtt ctgagccctg 60 

tctgggtccc ctccccttcc cagggactca ggaggaagct ttggcccctc ttcccagaga 120 

gaaagagccc acagagccgg aggcactgtc ccagggctcc tggggagctt . ctgggtgggg 18 0 

agatgctggg ttgggtgtcg atcactggtc actgtcgccc attctctgct ttcggggagc 240 

aggggaatgt atacagtttg aaagacaggg ctcagctccc ctgctggact gaggaagtcg 30 0 

aggcccaggg agggagaact ggggtctgtc tcctccatct gtcaccctcc ttggtaaaat 360 

ttgtgagggt cctggagcca cttctcaccc acgccacacc tacctcggct gggccttggc 420 

cactgcaaca gggtctccat tggcatgtga gcctgggccc tgccagcaag ggc 473 



<210> 1188 
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tctcactggg atcccacacg gctactgctt tgtagaatga gcagattggg ccacagctga 180 

taagtgtgtg catatctata atgggaaacc ccttccagga gccacacctt tacttagctt 240 

acagctgcac cagctggcac acctgggctc atagaaccat ggagctggca gtgcccttag 300 

cggtcatccg tgcaaccccc tcattttata caggagaaaa agctgagg ** 348 



<210> 1182 

<211> 403 

<212> DNA 

<213> Homo sapiens 



<400> 1182 

cagtagacaa atgcagcagc aagtcaattg tattatcaga atattgtcct cattgcatgt €0 

gtagtttgag cacagatccc aaacctttcg ggcaactttc catgatacta aaataaatgg 120 

gcgcggggga tgagaaaatc tccgcaatgg ggaaggcccg ggtcgaccat agggagctgt 180 

acttgggcct gctctacccc acggaggact acaagttaac tttccgggcc aggcattgat 240 

tcatgaagag ggtgaggggt cccagacaaa ccgactcgta gtttaggcgg ttcttgttag 300 

ggggtgtgaa ctgggaaaag ctcggcttgc tgctgttcgc tttctctcta aacaccaaaa 360 

gtcggccttc ctaaaaattt ttcctcagtc ccagcacggc ccg 403 



<210> 1183 

<211> 610 

<212> DNA 

<213> Homo sapiens 

<400> 1183 

gagcctcgct ctgttgccca gcctggagtg cagtggtgcc atcttggctc actgcaactt 60 

ctgcctcccg ggttcaagcg attcttccac ctcatccttt cgaggagcta ggattacagg 120 

tgtgcaccac tatgcccggc taatttttgt atttttggaa gaaacgtggt tttgctgtat 180 

tggccaggct ggtctcgaac tcccgacctc aagtgatccg cccaccttgg cctcccaaag 240 

tgctggcatt gcaggctgag ccacggtgcc cagcctgaac accctttcct ggtaaaacac 300 

tccaaaacca ggaaaagaag gaatgtacag caacaaaata aaggccagtc atgcaaggcc 360 

catggctgaa agtctttcag tcattttagg tgaaagactg aaatctttgc ctccaagatc 420 

aggaataaga gaaggatgcc cgatctcact acttctattc aacacaggat ttgaagtcag 480 

gctggtcaca gtggctcaca cctgtaatcc cagcactttt ggaggtcgag gcaggtggat 540 

tacatgaggc tatgagtttg agaccaccct ggccaacatg gcaaaacccc atctctactt 600 

aaaaaaaaaa c, n 



<210> 1184 

<211> 655 

<212> DNA 

<213> Homo sapiens 



<400> 1184 

taaactgtga gctatggtac atttattcct catcatgccc cattcctctc ttctaaggat 60 

ttctttagac aatctccttg atgtctttgc tccaaaatca agagagaaat aataataact 120 

gggctgtcac aaaagaacat caggactccc aagctgaatt tccaacacta caatatcaaa 180 

gataatcaca agacaactgc agactatatc attaagtcaa gtgggacatc cctgagaaag 240 

tcagcttctg atggtgtggt tccagggatg ctttccatat tcgtccagtg aaaacaacct 300 

gtgcttggaa agagggtttc ctttggggca atcgaaatgt tctttgttga cattcttgga 360 

attattcctt ctaaccctag agtttcctaa ctttcaggat ttaagagcct catgccaaag 420 

ataccccttc aatatatcta tgtaagagtt aggactacct ggagtttctg tctaccatta 480 

gatgggagaa aacttatgtt atcataatac agtaaataac ttacttgaaa atataatatc 54 0 

cttcctgaat attcaagaat gactttaccg ccaggcatgg tgattcacac ctgtaatcct 600 

agcactttgg gaggccgagc cgggtggatt gtctaagctc aagagtttga aaccc 655 
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<210> 1179 

<211> 1655 

<212> DNA 

<213> Homo sapiens 



<400> 
ctggtgctgg 
ggaggccagg 
ctgtggtggc 
aggaagggca 
actcaccttg 
cctctgttca 
tgagtcaatt 
taaaatagca 
attctgctgc 
ataaaccttt 
caagacgaaa 
ccagcaacac 
ctgctccccc 
ggcgtgagat 
cccaaagcac 
ctggatggta 
tgtaacaatt 
tttttcttct 
attaatcttt 
catgaatctg 
aggaaaagac 
gaattttttc 
tgggctgctg 
cagctgctgg 
cagctctaac 
ggcgcaagtg 
aggtcaggag 
caaaaaatta 



1179 

cgttcacgtg 

gggcttcaga 

ctgacacact 

ggggcttcca 

agtttccaag 

aaggcatatg 

acatgcatgt 

attaaatata 

agaattttta 

ttttgaggga 

aagtgccccg 

tctaggaaga 

gaccgggggc 

gcagatccac 

aaacaagtct 

agccaaaggt 

tgggctctac 

gatatcccca 

actaaagaac 

gacatgtcca 

acacccaggg 

tcaagttttg 

ctgtaggggg 

gaagcgaggc 

tttcatcagc 

ctcacgcctg 

atcgagacca 

gccgagcgtg 



gaagactgct 

ctccactgta 

cttcaccact 

tcacaatcac 

tcttgctgaa 

cacaacacta 

tttatttttg 

caaaaatata 

gtgtacaaag 

gttacacaat 

ttcctggcaa 

ccagctgtca 

ctgggaggga 

caggcttggg 

gctgacactg 

gctgatgctt 

agctgaattg 

ctcaaatgga 

cgtgaaccag 

tctgcttaag 

ccagagattc 

ggttagggca 

caagtacacc 

acaagtctgt 

ggggacaaaa 

taatcccagc 

tcctggctaa 

gtggcgggca 



tatctgtatc 
ctctgcattc 
gaccccaccc 
tcagtattag 
ggtgcttgcg 
tttttcaaaa 
aggagtgatt 
gcttacaaaa 
acgtctatga 
acctagtgag 
tgatgtcaga 
ccagaaggga 
agggcagatg 
actggcaaag 
gtggggccct 
ggtcaaaaag 
gcaaagtaag 
agcacactcc 
cattttccag 
aaatctgctt 
tacaaatgcc 
ccagttgcaa 
agggaggtgg 
gcccctactc 
atgaacttaa 
actttgggag 
cacggtgaaa 
cctgt 



cagctgtttg 
caggattctc 
ccgcttgcac 
ttcccagctc 
taagtggcac 
tttgctttta 
agcaaaatgc 
aactgcgaat 
aacctgaggt 
gaaacccgag 
agaccaagag 
gttcctaaca 
gagaggaacg 
ggagctgaga 
tacagtcaca 
tggagtaoat 
gtttactaca 
ccagcacatg 
ttatcaactg 
aagaaatctg 
agaagagtgg 
ttttaatcca 
gtgtggacag 
ccagggctgc 
actaaaaaaa 
gtcaaagcag 
ctccgtctgt 



cagagctcag 
tgttctctgg 
actatgccac 
tgatagaatt 
atggatgttc 
tttacacgtt 
attaaaattt 
gtttaaaaat 
tcagcatttc 
ggccaaacta 
gcgatagtta 
cttgccacac 
gtgtgcagtg 
agagagttcc 
gaagtaagga 
ctttgcatct 
caagcccctc 
gggatccctt 
gatatttagg 
taacagctac 
atgtgataga 
ggggaggatc 
aggcactggg 
ctggaggaag 
ttattggccg 
gtgcatcacg 
actaaaaata 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
10B0 
1140 
1200 
12S0 
1320 
1380 
1440 
1500 
1560 
1620 
1655 



c210> 1180 

<211> 375 

<212> DNA 

<213> Homo sapiens 



<400> 
tacccacctc 
aattttcatc 
aagaagagat 
tcctcaaacc 
attatcatcc 
agttccgccc 
attgctgaag 



1180 

agcctcccat 
taaaacccat 
cacttacctt 
actcggcctg 
gaaatatctc 
aaagccgacc 
ctgat 



gccctgggat 
cccggataca 
ctcaggtggc 
attggaaacc 
cagcttcacc 
ctccagcaag 



tacaagcatg 
agaatccagc 
cacagctccc 
cagaacatag 
cccatctcgt 
acagaagctc 



agccactgcg 
ctcctccatc 
tcttgcgctg 
ccacagggaa 
ttctcccggt 
actggtgttt 



cctggcctaa 
cctctggcag 
tatgacatcg 
agtgaggtag 
caacaaagcc 
tgcacgctcc 



60 
120 
180 
240 
300 
360 
375 



<210> 1181 
<211> 348 
<212> DNA 

<213> Homo sapiens 



<400> 1181 

ccctattgca gccagcctgc gaatgtacaa cctgcaaccc tacacggagg agaacctcat 
ctgcacagcc tttgccacca tggtggagac cgtgccgatc gcccgaacca tcctagaccg 



60 
12 0 
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<400> 1175 

agtgggagca tctgtatatt ggtcctgaat ggcctgacgt gtggacgtac catcatgcga 60 

gctgacacga gagctctagg gccgacaggg acaagatgga cactagaggg tctacctata 120 

cagacgcaga cccagtgaac aaatccggtg gcacggccaa aatgaacaag tggtccaaag 180 

gcaaagttcg ggacaagctc aataacttag tcttgtttga cacagctacc tatgataaac 240 

tctgtaagga agttcccaac tataaactta taaccctagc tgtggtctct gagagactga 300 

agatcccagg ctccctggcc agggcagccc ttcatgagct ccttagtaga ggacttatct 360 

aactggttat acagcacata gctcaagtaa tatacac 397 



<210> 1176 

<211> 299 

<212> DNA 

<213> Homo sapiens 



<400> 1176 

attagacctc acacatgtac tctctctctc tatctctctc acagtgacta ttctaggaac 60 

aacttttggc atggttatac ctttacttga cgtcgtttat ggagaaagag gctatgctca 120 

aaatggagac ttctaggatg ctcagctgga tgactactca ttctcgtgct atagccatgc 180 

gcaagtgaat ggagcaccta actcactgac cagagcttat gacgacccct aagtcaaaat 240 

ctccggactg gaatgccaaa aagttggggc cctcgtggag gtaaagtgcc tgaatttag 299 



<210> 1177 

<211> 422 

<212> DNA 

<213> Homo sapiens 



<400> 1177 

gtgcaacttc cttcggtcgt cccgaatccg ggttcattcg acaccagccg cctccaccat 60 

gccgccgaag gtcgacccca acgagatcaa agtcgtatac ctgaggtgca ccggaggtga 120 

agtccgtgcc acttotgccc tggcccccaa gatcggtccc ctgggtctgt cttctataaa 180 

agttggcgtt gactttgtct aggcaacagg tgattgtaat gtcttgatta tttctgtgat 240 

tctgactatt cggatcttac tctcccatat ttttgttgtg cctccttttt tttgttttga 300 

tcatttgatt gctttctggg atcttcaatc tcttattttc ctacatgtca tcttttcgtt 360 

atttattaca ttattgcttt tctgcttctt ctctatcttt taaaatctcc gtcttatcgt 420 



<210> 1178 

<211> 426 

<212> DNA 

<213> Homo sapiens 



<400> 1178 

accacgcgta cgcccacgcg tgcggctcaa ggcatttggg aagtgcacaa tgacatgcac 60 

cccctctgga ggggcgcacc tttgaagtca cctggaccaa ggaaaggccc tgccctgtag 120 

gctggccact tgcataggta aactcccctc tttgacttgt ggccaagggt tgtgctgagc 180 

tggctagaaa cggtcttaac ctcactccgg acacgaaggg cagcctcagg ccctcctgcc 240 

tgcaggatca tgcccaccac cgtggacgac gtcctggaac acggagggga ggttcacttt 300 

ttacagaaac aaatgttata cctcttggct ctgatctagg ataccttcgc gcccatctac 360 

gtgggcatcg tattcctggg cttcacccct gaccaccgct gccggagccc cggagtggcc 420 

gagctg ~ ' 426 
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cttattcact tctgctggaa ggacaggacg tccggtaacg tggaagacga cttgatcatc 300 
ttccctgacg actgtgagtt caagcggttg ccgcagtgcc ccaacggcag ggtctacgtg 360 
ctgaagttca aagcagggtc caagcgactt ttcttctgga tgcaggaacc ca 412 



<210> 1172 
<211> 355 
<212> DNA 

<213> Homo sapiens 
<400> 1172 

tcgacacagc cagaggtgag gctggaatgg gagatcaact gaggcatcac ctgcggctga 60 
ggcaccccat gtaccacaca aggaaacaca aagccgcaat gggcacacaa tgcacacatg 12 0 
gaggcaaagt caggccagac cctcacgaca tgctgacaac tgtggtccat aagatcaagc 180 
tgttcgttct gtgccacagc ctgctgcagc tgtgcgcaat catgatctct gactacctaa 240 
agagctccat ctacacagtg gagaagcgct taggactctt caggcctact tcggggctgc 300 
tggcctcctt caacgaggtg gggaacacag ccttgattgt gcttgagagc tattg 355 



<210> 1173 

<211> 656 

<212> DNA 

c213> Homo sapiens 

<400> 1173 

ggcacgagtt tatgggtgac ttagaaacca ttaaatgagt tattgtttca gtgcaataag 60 

ttacatttgc aatattgctg cctatggacc attattaatc ttagaaaatg aaataggtgg 120 

tctaattacc tgtctaattc ttttcagatt ctggctgaat aaaaatataa actaaatgat 180 

ataaaatggt gtttcaaaca ttatgttaaa atcgaatagg acaaatattt tttaaatttt 240 

catatataaa gtgattgctg acataaaaat atgtaagcaa tccttgttaa gatggtacta 300 

taagattatt cattggtctt ccttcctctg ctgtaaactc agttagagat aaaacctaac 360 

cgttgcgctt gatggattta gagagaaggt ctccttctgt tgcccaggca caatgcactg 420 

gcacaatcac cggttaatgt aacactgaac tcctaagctc aagggattct tccaccccaa 480 

gcctcctggg aagctaggac tataaacttg tgtcaccaca gatggctaat tttttaaaag 540 

aatttttgta gaaacagggt cttgctacat tggccaagct ggtctggaat tcctggactt 600 

aaacaattct ccagcctaag actttccaaa ggctgagaat acggggggaa cccccg 656' 



<210> 1174 

<211> 374 

<212> DNA 

<213> Homo sapiens 

<400> 1174 

ggcacgaggg ccgggggtcg gggccgcaga agtgccagac ggggccggaa agcagccgag 60 

cggagttcaa atttgagagc gtttggaaat tggaagactt ggtggcgaac gagggtcagg 120 

acctgcatcc tgcctcagag ttatcgacgt atccggaatg tgggatcaga ggctggtgaa 180 

gttggccctg ttgcagcttc tgcgggcctt ctatggtatt aaggtgaagg gtgtccgtgt 240 

gcaccgcgat tgtgggactt ttgagtcatc atccactctg atccgggtgt cttaattcgg 3 00 

tgttccctgt aatgcgctgg cccattttgg tgttactcac ttttgataca ttttagattt 360 

tcttggcatg ctgg 3 74 



<210> 1175 

<211> 397 

<212> DNA 

<213> Homo sapiens 
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cggcaaagcc catcactgcc gggaagtcga gcgcctgtat tgatgttact a 651 



<210> 1169 

<211> 410 

<212> DNA 

<213> Homo sapiens 



<400> 1169 

tttcgttttc aagccgggtc tggcttggac ttcccccgta aggaaatggc cgtgtagctc 60 

caagggaccc aggcgccgtc gcttcggcgg agcctgggct gaccacccat gacagcgggg 120 

taaacccaaa caattctgcg cgacgtatgg aggccatggc gtccggcagt aactggctct 180 

ccggggtgaa tgtcgtgctg gtgatggcct actggagcct ggtgtttgta ctgctattta 240 

tttttgcgaa gaggcaaatc atgcgctttg caatgaaatc tctaagggga cctcatggac 300 

ctgtgggaca caatgccccc aaggacttga aagaggagat tgatattcta ctctccaggg 360 

ttcacaatat caagtatgag cccgcatcta cttgcagatg atgatgctag ^ 410 



<210> 1170 

<211> 1303 

<212> DNA 

<213> Homo sapiens 



<400> 1170 

tttcgtgtgg cctccgaggt tctggcggcc ggcagtggcg accggcgcag ggaatcgcgc 60 

agggttgcgg ctgaggtcag accagcgaga gacagagacc cgcagacatt tagtccagag 120 

actgtagcaa aggaggggga cgaggggcca gagccggaat ttcgggggag gacttgggag 180 

cgcggcgacc agagtcgctt gctggcactt gcgagggcga atgcaggggc ttggccgaga 240 

tgaccttgga ccagagctcc cttccggcct gcagagatga gcttggggct tagccgagta 3 00 

aggagtgagc ggcttttcag cctcagtgct gcggcagagg cggatggagg atgaactgga 360 

gccgtcctta cggcctcgga cgcagattca gggcaggatc ctgctcctga ccatctgcgc 420 

tgccggcatt ggtgggactt ttcagtttgg ctataacctc tctatcatca atgccccgac 480 

cttgcacatt caggaattca ccaatgagac atggcaggcg cgtactggag agccactgcc 540 

cgatcaccta gtcctgctta tgtggtccct catcgtgtct ctgtatcccc tgggaggcct 600 

ctttggagca ctgcttgcag gtcccttggc catcacgctg ggaaggaaga agtccctcct 660 

gggtgaataa catctttgtg gtgtcagcag caatcctgtt tggattcagc cgcaaagcag 720 

gctcctttga gatgatcatg ctgggaagac ttgcttcgtg gggagtcaat gcaggtgtga 780 

gcatgaacat ccagcccatt gttacctggg ggggagagcg cccctaagga gctccgagga 840 

gctgtggcca tgagctcage catctttacg gctctgggga tcgtgatggg acaggtggtc 900 

ggactcagca ctacggcagc tacggggctc cggggacttg gcaggggagc tggaggagct 960 

ggaggaggag cgcgctgcct gccagggctg ccgtgcccgg cgcccatggg agctgttcca 1020 

gcatcgggcc ctgaggagac aggtgacaag cctcgtggtt ctgggcagtg ccatggagct 1080 

ctgcgggaat gactcggtgt acgcctacgc ctcctccgtg ttccggaagg caggagtgcc 1140 

ggaagcgaag atccagtacg ogatcatcgg gactgggagc tgcgagctgc tcacggcggt 1200 

tgttagtgtg agtctggagg gtgcccttcc tccaccagcc ctgtggggag ggacccccag 1260 

gtcctttgca ttaaaccagt ttacactcca aaaaaaaaaa aaa ~ - 1303 



<210> 1171 

<211> 412 

<212> DNA 

<213> Homo sapiens 



<400> 1171 

tcgtggcccg gcaagcgccc aggaggacga gcgagcccgg acggcgcctc tcgaacgagt 60 

gcgggcgcga ggcaggatga cgacctcaag cgcgctcttt ccaagcctgc tgccatgctc 120 

ttggagcacc tccaacaagt acttggcgga atttcgggcg ggaaagatgt ccctgaaggg 180 

gaccaccgag actccggata agcggaaagg gctggcgtac atcagcagac ggacgactcg 240 
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<210> 1166 

<211> 387 

<212> DKA 

<213> Homo sapiens 



<400> 1166 

attttaaaat gtgattttag cacagttaga ggggttagga atcttcccca ggttatgccc 60 

cttgtaagta ttaagggttg agaatcaaat cccaatttga attcagagcc cttaccaagt 120 

gtcccaacct ttaccagagt ggtcatggtc aacacttgct tcctccctgt taggaaagct 180 

aacttcatca gtttttatag ccgcctattt tacgttggac ccctccttct ggtaaaaatt 240 

tctttttttt tttctttttt gagtcagagt tttactgtca cccagggtgg aatgcagtgg 300 

tgcaatctca gctcacttag ctcactgcaa cctctgcctc ccaggttcaa gtgattctcc 360 

tgcctcagcc tttcaagtag catcgaa 387 



<210> 1167 

<211> 1087 

<212> DNA 

<213> Homo sapiens 



<400> 1167 

ggttggggca ttcggcacga gaattaaatc acgtacctaa ttttattaat tttactaata 60 

ctagctgaaa agttaataat atctatgtag aaattaattg tgtttagggt accactgaat 120 

tgtctataga gcagtattaa aattactcaa atgatcctag tattaaattt actcaaatga 180 

tccattgtgt atatgatatt ttaaaagatg tgatgcgtgt tatttcctca gcatgggtat 240 

ggggattaac tgctctgttt cagtgcccag tggtctgaga atccagatat gtggatgtgc 300 

ttgctggtga agctggctga gctactgaaa tcaaaagcac aaggaaattc tgattttcct 360 

gactataaga aataactgag caactaaata tgatccaggc ctggggccac acactttggg 420 

gtctaagatg ggggaaagaa ttaggatcat taagagataa acctagggat attaaaatat 4 B0 

taaagagttg gagcaggcac agtggctcac atctggaatc ccagcacttt gggagaccaa 540 

ggtggacaga tcatttgagc ccaagagttc aagaccaacc tgggcaacat ggcacaatgc 6 00 

cgtctctaca aagaagaacc gggcctggtg ctgcatggct gccgatccag ctacttggga 660 

ggtgaagtgc aaaaaccccc gtacctggga cgtcagggtg cattaagctg tgctgacgcc 720 

ctgcctttcc ccctgcagtc catcgcgtat cccccgtcct gtcgcgacca tatcccgggc 780 

gccgttcgct ttcacacacc cctcctcccc ggcctttgat cctgtacgca ccggctccct 840 

cgtccggccg gaacggcttt catcccccat tcgcaccccc cgccccccga cttactgcga 900 

cccacggcta cgcccgctat ccatgccctt ctctcccacc accaccacgg cccctccatc 960 

cgacccagcc gtcaactgcc cttcttcccg acccccctcc ctggcccctt cccttccccc 1020 

ctcctagctc cctccccctc gtccggactg ctcgacctcg tactccccta ccttcccgcc 1080 

ccccacc 1087 



<210> 1168 

<211> 651 

<212> DNA 

<213> Homo sapiens 



<400> 1168 

tttcgactag tcagtgctcg ctgctggcct gcatggcgtt aaacaaactc ggcccgagag 60 

cggcagtttt ttccattgtt agtaccaacg aaggatcgac cgcataatgt ccataacgcg 12 0 

catgaagatg gcgtctgcgc gtccaccaag ctcaccgaat agacattcta gtggcgaacc 180 

aatcataccc gtggtggcaa ccacgactaa tccggcgaga attgattgct gactgccgac 240 

cagtacgcgg ctaaacagat cgcgtcccac ttcatcggtg ccaaaccagt gcgccgcaga 300 

aggcggcaaa aggcgggcgg ttaaatcaat ggcgttggga tcatgcgtcg ccagccacgg 360 

tgaaaaatca tcatcaatag cattaataca atgatgactg cgctggtcac ggtgatcgga 420 

ctgcctttca gcatccatac cagttttgca ccgttaaatc gcgtttgttt ttgtgggcgt 480 

acggcggacg tttcctcgct tagcatcatt caccacctcc acgtccgata cgcggatcaa 540 

tccacaaata gagcaaatcc accaccaggt tgaccagcac ataagcaaat gaaaccacga 600 
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cactttggga ggccgaggtg ggtggatcac ttgagatcag gagtttgaga ccagcctggc 780 

caacatgatg aaaccctgac tctactaaaa atacaaaaaa attatctgga tgtggtgatg 840 

cgcatctgta agcccagcta ctcgggaggc tgaggcagga gaatggcgtg aacccgggag 900 

gggtgaggtt gcagtgagcc gagattgcgc cactgcactc cagcctgggc gacagagcga 960 

gactgtctca aaaaaaaaa 979 



<210> 1164 

<211> 1176 

<212> DNA 

<213> Homo sapiens 



<400> 1164 

cctcctcctt ccccacctgt atgcggacgg tctttcactc taataccagt gtgagctcgc 60 

tgctgcacag gcctggccat gtcactcctc agctgacaat ccatggaggg tggagacacc 120 

accgtgacca cacagccatt gacgagtggg acttcaaccc cagtaagttt ctcatctaca 180 

cctgcctgct gctcttctcg gtgctgctgc ccctccgcct ggacggcatc atccaatgga 240 

gctactgggc cgtctttgcc cccatatggc tgtggaagct tctagtcgtc gcaggcgcct 300 

ccgtgggcgc gggcgtttgg gcccgcaacc ctcgctaccg caccgaggga gaggcctgtg 360 

tggagttcaa agccatgctg atcgctgtgg gcatccacct gctgctgctc atgttcgaag 420 

tcctggtatg cgacagggtg gagaggggca cccacttctg gctgctggtc ttcatgcctc 480 

tcttcttcgt gtcccccgtg tccgtggctg cctgcgtctg gggctttcga cacgataggt 540 

cgctggagct ggagatcctg tgctcggtca acatcctgca gttcatcttc atcgccctaa 600 

agctggacag gattattcac tggccgtggc tggtggtgtt tgtgcccctg tggatcctca 660 

tgtcgttcct ttgcctggtc gtcctctatt acatcgtctg gtccctcctg ttcctgcggt 720 

ccctggatgt ggttgccgag cagcggagaa cacacgtgac catggctatc agttggataa 780 

cgattgtcgt gcctctgctc acttttgagg tcctgctggt tcacagattg gatggccaca 840 

atacattctc ctacgtctcc atatttgtcc ccctttggct ttccttacta actttaatgg 900 

ccacaacatt taggcgaaag gggggcaatc attggtggtt tgccattcgc agagacttct 960 

tcaggatcaa ctaccccagc ccacgggaaa acccccacct ccccctttga cagaccatca 1020 

tggggaaaag gcgttgccac tgcaaaacaa ggacagaggc tcatggccag cttccagggg 1080 

atcccccagg ctcctctgag cacgtccatg tctcgtgctg agattagatg gaagatgcca 1140 

acaggaccag caaagggttc aggcccccga atgaag 1176 



<210> 1165 

<211> 993 

<212> DNA. 

<213> Homo sapiens 



<400> 1165 

agatgttaca aggatatgta cacaaacgga tctgcgctcc tttacttgcc cccatatact 60 

tgctttatat gtatgagaag tctcttctct tttgtgtcat tacacagcga tgtgatcgag 120 

gagctagacc atgggtcctc tttgtctgcc cacagaattt gtctctaggg aaacagacac 180 

tttttgcctt gacattgaag actcactcct attttttaga aagattgagg gttgggagca 240 

ctaatctgag atatttagtt cataaogcog acaatgaacc aaaaagcatt tggtgttgga 300 

tatatcttga atggtattgt atttattttt aaaaggctat acaagatctc ttgtgaggat 360 

caaatgacaa gttgaacatg aaaactattt gaataattaa catgctactg aatatgataa 420 

tgattccact ttgaatttgg aagtgacatt ttgttcattg attccctcat tcattctttc 480 

aacaagcatc tatgaggcag cgttaagcac tttagcatgc cttgtactgc acaccactaa 540 

ctgtgagatg tgtccattgg gccgccttta ctgagaagac catgttctgg cagagaacag 600 

acacgctctc tttctttccc ctcagaccca gagagctctt tctccccagt cccagagggt 660 

gtcaggctgg ctgacggccc tgggcattgc aagggacgcg tggaagtgaa gcaccagaac 720 

cagtggtata ccgtgtgcca gacaggctgg agcctccggg ccgcaaaggt ggtgtgccgg 780 

cagctgcgat gcggaagggc tgtactgacc tcaaaaacgc tgcaccaagc atgcctatgg 840 

ccgaaaaccc atctggctga gccagatggc atgctcagga ccagaaccta cccttcacga 900 

ttgccctttt cggcctttag gggaagacac cctgttccat gtagaataca cgtcggtcca 960 

tgggagggaa cgcctgtccg ccaaagacta gcc 993 
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<210> 1161 

<211> 390 

<212> DNA 

<213> Homo sapiens 



<400> 1161 

aattcccggg tcgacgattt cgtggcgccc ggactctcgg aggccgggaa gctcctgggg 
ctggagttcc ctgagcgcca gaggctggca gctgcggttg gatttctccg atgtccggtg 
ttatctccat gtctgcccct ttcttcctgg ggaagatcat cgatgccatc tataccaacc 180 
ccactgtgga ctacagcgac aacctgaccc gcctctgcct tggcctcagt ggcgtgtttc 240 
tgtgtggtgc tgccgccaat gccattcgtg tctacctcat gcaaacttca cgtcagcgcg 300 
ttgtgaagag gctgagaact tcgttattct cctccattct ggggcaggag gttgctttct 360 
ctgacaaggc tggcacaggg gaattgatta 390 



60 
120 



<210> 1162 

<211> 897 

<212> DNA 

<213> Homo sapiens 



<400> 1162 

gcacgaggaa aatccgaagt gccgcggaaa gtggaggtga gggccgcccg ccctagaggt 60 

gcccgtccga gaggcagagc tgacaaggaa ggtttcgagc gttttgctgg caaagggatt 120 

tcttacaacc tccaggcatg cgtctttctg ccctgctggc cttggcatcc aaggtcactc 180 

tgccccccca ttaccgctat gggatgagcc ccccaggctc tgttgcagac aagaggaaga 240 

accccccatg gatcaggcgg cgcccagtgg ttgtggaacc catctctgat gaagactggt 300 

atctgttctg tggggacacg gtggagatcc tagaaggcaa ggatgccggg aagcagggca 360 

aagtggttca agttatccgg cagcgaaact gggtggtcgt gggagggctg aacacacatt 420 

accgctacat tggcaagacc atggattacc ggggaaccat gatccctagt gaagccccct 480 

tgctccaccg ccaggtcaaa cttgtggatc ctatggacag gaaacccact gagatcgagt 540 

ggagatttac tgaagcagga gagcgggtac gagtctccac acgatcaggg agaattatcc 600 

otaaacccga atttcccaga gctgatggca tcgtccctga aacgtggatt gatggcccca 660 

aagacacatc agtggaagat gctttagaaa gaacctatgt gccctgtcta aagacactgc 720 

aggaggaggt gatggaggcc atggggatca aggagacccg gaaatacaag aaggtctatt 780 

ggtattgagc ctggggcaga gcagctcctc cccaacttct gtcccagcct tgaaggctga 840 

ggcacttctt tttcagatgc caataaagag cactttatga gtcacaaaaa aaaaaaa 897 



<210> 1163 

<211> 979 

<212> DNA 

<213> Homo sapiens 



60 



<400> 1163 

aagacatggc cctgccctca aggaactaac acctcgctgc tgatgcaaac cccctcccct 

ccaccacaca tgataaaaca ctgtctttag ctatgaaggg agtgtgacca actttggggt 120 

tgctggattg aaagttcatg agtgaaggtg acccaaagaa agtgatgctt agcttgagtc 180 

ttaagattaa gtacaagttc attaggcaga tagaaggaaa gaattccaag aggcaacagt 240 

gtgtgcaaag cctttaatta gaatgtttgt attttttaca tcatgcataa cttcacattt 300 

gtgattaatt agtaattatt tcaatacttg taagctcatc tgcctcagat ttaatcataa 360 

tacatgaatt aaattaatca aattaaggaa cagcaattta gaaagaaaca cactttaaaa 420 

aatcaaaatt ctcaattcag gcagtctgtt tctatcattt ggtattctac tcctttaaaa 480 

atttcatatt gcccaacaaa aagtggttat ttttactgtt tttggagatg actgaacaga 540 

tgaaggcatc agatgccttc atcagctggt attttgccta agatctattt aagataacct 600 

tttcttatat tttttactta atattgggca taatcgtatc attcaagatt aagtctgggt 660 

tatttctttg ataagaactg aatgtggccg gagcgctaga tgteacgcct gtaatcccag 72 0 
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gcggggggag gggggcaggg aacggtgtct gtcttcattg cagctctgtc tgcagagcca 480 

gcactgtgat acctcatagt aggtgctcag tgaatgtctg tgaagtgaat tactatctag 540 

acaaggatga gactggtatg actctccaaa gctttcccac ctccaaaacc tcggcttgtg 600 

gggaatctcc agtagggggc actgtggaca cggttcgcat ctgcctccca aggctgggct 660 

ccgcgtc €67 



<210> 1158 

<211> 430 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_ feature 
<222> (1) . . . (430) 
<223> n ■ a,t,c or g 



<400> 1158 

caggagttga agcaaggccc gaacccgttg gcccccagtc cctctgcccc gtccacttcg 60 

gog;ggg;ctcg gg g actgtaa ccacaggg t g gacctcagca aaaccttctc ggtgtcctcc 120 

gccttggcca tgctccagga gagaaggtgc ctctacgtgg tcctcacgga ttcccgttgc 180 

ttcctggtgt gcatgtgctt tctgaccttc atccaggcgt taatggtctc tgggtacctg 240 

agcagcgtaa ttaccaccat tgaaaggcgc tacagtctga agagttccga gtcggggctg 300 

ctggtcagct gctttgacat cgggaacctg gtggtggtgg tgttcgtcag ctacttcngc 360 

ggccggngtc ggcggcccct gtggctgccg tgggtggact cttggatctg gaagggggcg 420 

agatgattgg 430 



<210> 1159 

<211> 440 

<212> DNA 

<213> Homo sapiens 



<400> 1159 

tttcgtgcag aggagggtgg cactcctacc atctagttgt tttcaaagtg ccaaggatca 60 

gttatcaatg gccaatgtgc cctcttctgc tttgccctac ataatgaaag ggcaatcagg 120 

tcaatggcaa tgggaatcag ttaaaaagga aacatgaatc gatgtgtcct gtgtcactca 180 

cacagaatac tgtcagactg atggaggcag gtctccctca gaagcaggca gaaagggctg 240 

atgagctatt tgaggcaggc ttggtaattt acgtcaagct tgatgaacga gtactgaatg 300 

ctctcatata gctctgtggg gcttcaatgg ttcaaagaaa gtgatttgtc acaccttagg 360 

ctcttagaga tttcttttcg ctgattattt gttctaggac aaaatacatt tctgtgtcag 420 

gtgagatcag caaacaaagg 440 



<210> 1160 

<211> 430 

<212> DNA 

<213> Homo sapiens 



<400> 1160 

tttcgtgggg cggccgcggg ggcttagcga taggcttgag gaccttttcc ttgccgggtt 60 

ccgggtcgga gagcggctcc ggacggcagc tatgaagcgg tacgtgcgca tcctgttact 120 

gggcgagggt gcggaacacg tcgctgatcc tgtgcctggt gggcgaggag ttccccgagg 180 

agaagccgat cacacggacc aggagctgcg ggaggagatc cacaaggcaa acgtggagcg 240 

tgtggtgcat gacgtctctc aggaggccac cattgagaag attcgtacta agtggatccc 300 

actggtgaat ggggggacca ogcaggggcc cagtgggcat caagtcatac ctgccgtcgg 360 

ggagatccat ggaggccgag ctccccatca tgagccagtt gaccgagatt gagacctgcg 420 

tggagtgttg 430 
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<400> 1154 

agagagagag aaagaaatat agaggtggaa acccttgtcc ttggggatcc tggatagagg 60 

atgccagtga ttgagtcttg aggcggggct gcctatagga tacctcccaa ccatttcagc 120 

tccagatgct gaacatccct atgccccctc ccccagtagt ctctgttgga tcttacaggt 180 

agggagcaga ctgaggcttg ttcaccagaa caggtgcaag ccacattgtt gccaagacct 240 

gtctgaagcc ggattctccc cactgtcttc ttcaaccccg cctcttactc cttctgtggg 300 

actgctctcc cctcctgtga ggctagatag atgccctgta tccagcccaa tatggaacac 360 

cagcaccgag tccgggaccc cgtgatcact ctgcaagcga ccccctgacc cctgagttta 42 0 

tcaagcccac cag 433 



<210> 1155 

<211> 397 

<212> DNA 

<213> Homo sapiens 



<400> 1155 

cccatgtgct caagactggc gctaaaagtt ttgagcttct caaaagtcta cagccaccgt 60 

ccagggagca tgtagctgct ggctccgggg acactttgcg ttcgggctgg gagcgtgctt 120 

tccacgacgg ogacacgctt ccctggattg gcagccacac tgccttccgg gtcactgcca 180 

tggaggagcc gcaatcagat cctagcgtcg agccccctct gagtcaggaa acattttcag 240 

acctatggaa actactttct gaaaacaacg ttctggtaag gacaacggtt gggctgggga 300 

cctggaaggo tggggggctg gagggctgag gacctggtcc tctgactgct cttttcaccc 360 

atctacagtc ccccttgccg tcccaagcaa tggatga 397 



<210> 1156 

<211> 619 

<212> DNA 

<213> Homo sapiens 



<400> 1156 

tgaacaaagc aatgcattta tttgttgcaa gtcattcaca cgaatgacaa ggggccaggc 60 

aggcctgagg gatcactaac ccatcttttg tccctccctt tggaagcagc agggctgagg 120 

gactcaccca gcctgccatg agccagactt aacacccccc agaccctcct tccgggagga 180 

cagctgctgt tgttacacgt tctggaagag gaaccaaatg cactctcacg tgctgtggcc 240 

cagggccttt agagccctgg ctcggaaaat aacctgggct gtgcgaccct ggagcctcgc 300 

ctgccctggc tcacctgggt ggtgctcccc cagcccctgc agcccctccg gcgggtgcac 360 

gcagacattg ttcttggagt agatgatctc tccatccagg acagaggggg acccgctgcc 420 

gctgccaccg ggggtgaggg tcaggaggtc cgaggctttg gaggaggccc tgcgaaggag 480 

gcggcccaga gacattgccg ggcaagtgtt tccatcctcc gcatgcgtcg gcccgggcag 540 

ggctcgtcaa gacctgcccg ggtcccgctg cgggggccgg attcgcaccg gctccgagag 600 

ccgccaccgt cgcctccgc 619 



<210> 1157 

<211> 667 

<212> DNA 

<213> Homo sapiens 



<400> 1157 

attcatacgt gtacatttct acttcagttt ttattatcca ttacataaca tacatgcttg 60 

attatttgct tcaaggaaat acacctttat aagtaatact caataactac tgggtttgag 12 0 

aatgaaggtg tcagaacgaa tgagattgtc ctatgaaaga agaggcagga gccagggagg 180 

aggatcccac ccggccgggg ctcagccagg aggcagggcc attggggcag ggtggcagtc 240 

caaggaaccg ctctgggaag gtttgcaaag gtcggggtcc cccctgccag gtgatcgaat 300 

tatcgtggag tgtctggaag gcgggggaag ttttgttgag ttcaccaaat aactcagacc 360 

aactggaaac caagtggagt ttctacagga ccaactagaa tagggatcag ctacatgggg 42 0 



588 



WO 01/57188 



PCT/US01/03800 



tccaaaccca cgaggaactg ccaaggagcc ccctcagaca. caacagcgrg cggggtcaaa 300 
gacagccgcc cccccatgtc agtggtctag gatggccagt gaaggcccca acatcccatg 360 
tcctggggcg cgccatagtg acaagcagtt tctgatttgc aetata 406 



<210> 1152 

<211> 1139 

<212> DNA 

<213> Homo sapiens 



<400> 1152 

tgcccaggaa tgagcagacg atgtgcttgt gaggttagaa ggaagatgea gtcagctgtg 60 

acagatttct ttcactatca ttctcagttt ctcacttaat ttttccaegg cagcctgggg 120 

tgcgctggga gcagggagag ataaaagtga gaactgggtt ggagaggagt gcttggacag 180 

tcactgcctc ccatttcacc tgtgcacaaa ctcctgatgt gagttgattc agtgaggagg 240 

ggccagccag gtccccgtgg gcatcatcct agcactttct ctccccagtc cctaggatgg 300 

gtggctcaca atccagggag atgcctaggg ctgcttcttt tctagatatt ccagtcagag 360 

gaggctccag cagaagggag tgtccagctg tggctgtggg gtgcctgggc ctcacatctt 420 

gtcctcgcct tggtcaggac ccagcacaga ttaggatget gccttcagct catccccagc 480 

acatattacc aatccgagtc atgctgccct gagggaaaca ttggtcccca ggtccaaaag 540 

aataccacta aaggagagac aacegggcag gcactgtggc tcactcctgt attcccagca 500 

ctttgggagg ccgaggtggg eggatcaega ggtegggaga tegggacegg cctggctggc 660 

aeggtgaaac cccgtctctg ctagaaatac aaaaaaaatt atcccggtgg ggtggcgggc 720 

gcctgtggtc catatacttt gggggctgag gecgaaaaat gggatggtca ccgccaggcg 780 

gcccttcctg ggaccacaga gggggccttg gacttcaact tgggggaagg aggagaatgt 840 

gtttacaaga tttaggaegg eggaeggagg taaaacgacg geeggeggtg ttatgagagg 900 

actaggtttc tagcaegtag cgtcgcgggt aagattctta ttatgtggcg acctcgctat 960 

gatctacegg gegtaegtat gcatgaagca aegaaegtag agtacctagc atcgaaccta 1020 

ggtaegtaac gacgcgaacc acgaatctag ggatgetage atccgtgcgt aggaaeggat 1080 

cgatcgttcc tatctaccgc acgcatggta gtgaatgatg ctacgctacg gaeggcaca 1139 



<210> 1153 

<211> 439 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1)...(439) 
<223> n o a,t,c or g 



<400> 1153 

cggaattccc gggtcgagcg ctactgccgc gcggagcgcg tgtgtctgtg egaggectgt 60 

ttcgtttagg agcaccgcgg ccacgagctg gtgccgctgg ageaggageg cgcgcttcag 120 

gaggtgggct ccgggggcac actcgggtga geeggggctg gtgaccgacc gcgcgcgagc 180 

gggccgagga ccttggaccc cccagtcttc ccgggttggg tcttaatctc ctcctctaac 240 

ctgaggatct ttgcggtccc ttccagcctt gacaaggtca tctgctggcg gtgatggaga 300 

tgggaaggga ggaaggaggg aegtgagaac aggacaagga cgegaagage gggcagggga 360 

cctgaagccg ggccggggtc tatgggggtg tangegggag ggagccgggt taggcccgcg 420 

gggttccggt agcgtggct " 439 



<210> 1154 

<211> 433 

<212> DNA 

<213> Homo sapiens 
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caattcacaa gtaatgtttt cagatttcag agcaatccac actcagcaat ^tttgcagt 1080 
tctgacagac tcaattgtct tctaatgctt tcatcattga tttctgtgtt attcaettct 1140 
tgctgtacac acctgcctta gagacactag attcaagaat gttccaagaa ccagatcatc 1200 



<210> 1145 

<211> 699 

<212> DNA 

<213> Homo sapiens 



atggccagcc aagaaaaaga tatatttatt ggctggggga caattcatct ctttcgaaaa 
ccacaaagat ccttttttgg caagttgtta cgggaattta gacttgtagc agctgaccga 
agcatgglaa gatacatgct ctttggtgta ataaacttga tatgtactgg cttcctgott 
atgtggtgca gttctactaa tagtatagct ttaacatgcc tatacttacc tgaccatttt 
tgatcttttt agtttaatga catgtttaat aagttactgg gtaacattga ggaaacctag 
ccctgtctat tcatttgggt ttgaaagatt agaagtcctg gctgtatttg cctccacagt 
cttggcacag ttgggagctc tctttatatt aaaagaaagt gcagaacgct ttttggaaca 
gccSagata caca^gaa gattattagt tggtactttt gtggctcttt gtttcaacct 
gttcacgatg ctttctattc ggaataaacc ttttgcttat gtctcagaag ctgctagtac 
gagctggctt caagagcatg ttgcagatct tagtcgaagc ttgtgtggaa ttattccggg 
Ictta|cagt atcttccttc cccgaatgaa tccatttgtt ttgattgatc ttgctggagc 
atttgctctt tgtattacat atatgctcat tgaaattaa 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
699 



<210> 1150 

<211> 811 

<212> DNA 

<213> Homo sapiens 



<400> 1150 CA 

goacacagtt acgtttctgg cttggttagt gacoctacct tggctgtggg =^gaggtg 60 

Laagagtgc catgcggctc tacagacaga agccacccct gaatgctggg ctccagcctg 120 

rtgtotgcct gaglgoatga ctcgggagcc ctgtoaoggc acacacgoca tcctggcagc 180 

ct«ggtggg iacacaagtc tttgacccca gcatcgtgca tctcaggcac tagcacagca 240 

SccSS fttctagttc cagggccagg ctacatctca ctgectctta ^«tgc 300 

cctggtgtgt gagatcaaaa agaaaatgat ttctgctgcc tgccagtctt ctcactgccc 360 

ttgtttlgoc ctctctaatg ttaagagtca taatgagggt agtatgggtt atcgggaaaa 420 

otgtcttLt aoattcactc cttttaacct cacatggaao ctgtgtggaa ggtcctattt 480 

ctccattttg taggcaggaa attcagacto agagaagtta tgtgaattag ccacagttat 540 

aaccttactg gttagaaccc agatacataa ctacactcag agaaagagaa gccagtccct 600 

g^gcttggga Haggaccat gttgaggagc coagagtgaa aattaaagoa gaagggctgg 660 

glacaalotc acaactgtaa tcccaagcac aaagggaggc taagacagga fJ^J^ ™ 

agaccaggag ttogaggctg tagtgagcca agactgcacc actgcactoc agctcgggtg 780 
acagaggtag aootgtctct caaaaaaaaa a 



<210> 1151 

<211> 406 

<212> DNA 

<213> Homo sapiens 



tttcgtotog gggcctgggg cgtggtcttt tggctttogt 9<?ctc9gga ^Stataa 120 

taggcgtagg tatatgtgca tatatatatg ggtatataca cacatatata tatgttataa 120 

aa??ctaaot tcgggggagt actttacttt gatattcoac ttgcaaaaca aaacoaotga 180 

ttcctttctg cttgloaaga ttgagtcgct atcaaggagc tgcccgtgct ttggaaatgg 240 
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ctaatttttg catttttagt agagacaggg tttc 814 



<210> 1147 
<211> 1255 
<212> DNA 

<213> Homo sapiens 



<400> 1147 

tctgaatcca ggagcagggg ttgcttgggc gggtggtgga gtgtgggcaa atgtggctga 60 

atcctgtggt tgagccttga acgggggacc gctgctgccc ccagtgccgc cgactgttcc 120 

gaacgggagg tccgaggaac cccggaaagc ggctgtggcc ccggccaccg cagtgaccgc 180 

gggagaattg tgtacataat gatgttcgtg gcggcggttg taggcgtccg tgaacttgct 240 

ctcgtggcgc cgggccttga aggtcactgc agggtcctga ctgaagaggt atgagggtgt 300 

gggctggcgg ctggagtagc tggagtcctg tgagaaaggg gtgcccaggc gcggtgtgag 360 

cggggtgcct gtccatagga gttgggtgtg tccaggcggc agctggaata agctgtgtcc 420 

tgggagaagg gtgtcccacc gctattgggg gtgacagagg aggagccgga gccacagcct 480 

gcagacaggc ctccatcctt gaggcgcttc agggcatctg acagctgcag ggtctcattc 540 

acgattggag agacagcgtc cagctcgccc actgggaggg tctggggggt gtatcggcca 600 

gtgaccatac agttcataga accgcattcg ggtttcccct ttggtgtcca gctccacgtg 660 

gataatgttg cccatgacgg aagtgctgtg caagtgctga acggcatcct tggctccccg 720 

gaccgtggca aagaccacct tggcaatgcc caggtgcttc ttggtcttgg ggttgtacaa 7 BO 

aatttccacc tcctccacct ccccatactt cttgcacatg tccctcagga agttttcacg 840 

gatgttatca ttcagcttgg caaatgtcac ctgcttcgga ggcacctggt ccacgtaaaa 900 

ctcatcgatc ttgaatttgg gcaccgacag ctccagcctc cttgtttttg gtccagatcc 960 

cgacgacccg gggatcttcg acaatttcca ccgggcggtt gctggacatc gccaggctga 1020 

aatgctgccc atcgtagcgg tacagtttat gatgcccctt tttcagagcc gggtcaatca 1080 

tcaacttgta acttctccaa tggtggttcc tcctctcgcc ogaagggccg ggctgcggcg 1140 

ggggctgctg gtggtggtgg tggggggggt gactgttctc catgccgtta acccaaccct 12 00 

cctcctcttc ctcctcctcc tccttttcct cctcccctct ccttcctcga cgaaa 1255 



<210> 1148 
<211> 1232 
<212> DMA 

<213> Homo sapiens 
<220> 

<221> mis cofeature 
<222> (1) . . . (1232) 
<223> n o a,t,c or g 



<400> 1148 

tcataggcca tcacactcag gagcgtgtct ctcttccatg octccaaaaa tggcaaagag 60 

agacatttga gtcaggcagc ctgcatagaa gatgactctg ccgtgagatt ggatgtccac 120 

aatcatcttg gggaccgtgg tggaggtgaa accgatgtca ggcaaggaca ggttggagag 180 

gaagaagtac atgggggtgg ggaggtggga gtcagggctg acgtccagga tgatgatcag 240 

gttccccagc accgtgacca ggcacatgga caggaacagc ccagcaagga ccagctgccg 300 

ttctggatcc ttatggaaat atatgaatat gctattgatg atgctgtcag aacaggcaaa 360 

tttgagaagt tgagaggggt cacagacaaa attagagatt tccacattct tgatgatggt 420 

gaattgtaac acaatccaac tgtgcagctg ggagtctaaa agactgagaa aaaaaaaaga 480 

caacaaaact agaaaggcac agaaacacgg gttcatgatg gctgaatgat atagagggtg 540 

acagatggct acaaaccggt cataggccat cacactcagg agcatgtctc tcttccgtgc 600 

ctccaaaaat ggcaaagaga gacttctgag tcaggcagcc tgcataggag atgactctgc 660 

tgcgagactg ggatgtccac aatcatcttt ggggaccgtg gtggaagtga aaccgnatgt 720 

caggcaagga caggttggag aagaagaagt acatgggggt gtggaggtgg gagtcagggc 780 

tgatggccag gatgatgagc aggttcccca gcaccgtgac caggcacatg gacaggaaca 840 

gcccagcaag gactggctgc agttctggat cccctgagac ttctaggagg aggaatatag 900 

agacatctgt tagattctgt gggtctgcat aatttggaca cctttgccta gaaacgaggg 960 

ttgaaaaatg ggaaacaagt aaaccaacac ctggcattgt gtctgcattt tgaatagaag 1020 
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ttccattcgg gagcaggatg agtaagacct g 



<210> 1144 
<211> 401 
<212> DNA 

<213> Homo sapiens 



451 



<400> 1144 

aagaaggttc ctgggagact gtcagaaatg agtttttcac tgaacttcac cctgccggcg 60 

aacacaacgt octet cctgt cacaggactg tgggccctct cttggattag eggegggcat 120 

accattgetg gtggccacag ccctgctggt ggctttacta tttactttga ttcaccgaag 180 

aagaagcagc attgaggeca tggaggaaag tgacagacca tgtgaaattt cagaaattga 240 

tgacaatccc aagatatctg agaatcctag gagatcaccc acacatgaga agaatacgat 300 

gggagcacaa gaggcccaca tatatgtgaa gactgtagca ggaagegagg aacctgtgca 360 

tgaccgttac cgtcctacta tagaaatgga aagaaggagg g 401 



<210> 1145 
<211> 479 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 
<222> (1) . . . (479) 
<223> n = a,t,c or g 



<210> 1146 
<211> 814 
<212> DNA 

<213> Homo sapiens 



60 



<400> 1145 

gtctgacnaa aacttgaaac tccncgcaat agccaccngc ctgnaanncc cgggnccacg 

atttegtget ggaaggegge gggcggccgc ccgcgaggtt ttgattttac agttcccgcc 120 

gecgaactta accegggggt ggggcggccc gggagggggc ggggcacgtg agegatggag 180 

accatctgga tctaccagtt ccgcctcatc gagategggg actccaccgt gggcaagtcc 240 

tgcctcctgc aecgcttcac ccagggccgc ttccccgggc tgcgctcccc cgcctgcgac 3 00 

cccaccgtgg gcgtggactt cttctcccgc ctgctggaga tegagceggg caagaggatc 360 

aagctactgc tctgggacac ggcgggacag gageggttea tatcaataac cccgatctta 420 

ttaccgcaac ttagatggtg gatttttagt attngacatt actaaccgac gatcttttg 479 



60 
120 



<400> 1146 

tcagcaccga cccaaacaag caggaaacag gaaatgttca cgtttcagag aggctgeage 
ccggggcagc atectgageg cgcctctgcc gaggegageg gaeatgeagg ctccccgcgc 

agccctagtc ttcgccctgg tgatcgeget cgttcccgtc ggccggggta attatgagga 18 0 

attagaaaac tcaggagata caactgtgga atctgaaaga ccaaataaag tgactattcc 240 

aagcacattt gctgcagtga ccatcaaaga aacattaaat gcaagtataa attctaccaa 300 

ctttgctccg gatgaaaatc agttagagtt tatactgatg gtgttaatcc cattgatttt 360 

attggtcctc ttacttttat ccgtggtatt ccttgcaaca tactataaaa gaaaaagaac 420 

taaacaagaa ccttctagcc aaggatctca gagtgettta cagacatatg aactgggaag 48 0 

tgaaaacgtg aaagtcccta tttttgagga agatacaccc tctgttatgg aaattgaaat 540 

ggaagagctt gataaatgga tgaacagcat gaatagaaat gecgactttg aatgtttacc 600 

taccttgaag gaagagaagg aatcaaatca caacccaaga tggagectea ctctgtcacc 660 

caggctggag tgcagtggta tgatctcagc tcactgcagc ctcaacctcc caggtaccag 720 

tgattctcct gcctcagcct cacgagtget gggactacag geatgegtea ccacgcctgg 78 0 
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<211> 775 
<212> DNA 

<213> Homo sapiens 



<400> 1141 

tttcgtcgaa gcagctgtca agatgctggg gtccctggtg ttgaggagaa aagcactggc 60 

gccacggcta ctcctccggc tgctcaggtc cccaacgctc cggggccatg gaggtgctte 120 

cggccggaat gtgactactg ggagtctcgg ggagccgcag tggctgaggg tagccaccgg 180 

ggggcgccct ggaacatcgc cggccttgtt ctccggacgt ggggcagcca ccggggggcg 240 

ccagggagga cgcttcgata ccaaatgcct cgcggctgcc acttggggac gccttcctgg 300 

tcccgaagaa acactcccag gacaggacag ctggaacggg gtccccagca gggccggact 360 

gggcatgtgc gccctgggcc gcagcgctgg tggttcattg ctacagcaag agtccgtcca 420 

acaaggatgc agccctgttg gaagctgccc gtgcccaaaa atatgcaaga agtcagcaga 480 

aacagatgtg ctttgcttca ttctgctgca gtacaggagt acgggtatgg aaactgaccc 540 

ttgctgaccc ctggaatcac ctgttggcta ctgcgaaggg ctgccgggct gcgactttcc 600 

ccttttggca gggcatttgc agagcagcaa tgttgggaat ccactcttcc catcccccag 660 

gggatgccac taccatattc cattgagctg ccaggcattg attatttagt tctttcaaat 720 

acatgttttt ctaatagcaa ttaaacaccc atcccaaaaa tacagaaagt aattg 775 



<210> 1142 
<21l> 466 
<212> DNA 

<213> Homo sapiens 
<220> 

c221> misc_f eature 
<222> (1) .7. (466) 
<223> n = a,t,c or g 



<400> 1142 

ggggttgacc tgaaaaccct cgaaatgana ngctttgnan anacnanngn nntggaantn 60 

ccgggtcgnn nnnntcgtcc ggccttatat tcagggtctt acttctccaa tgtcgatgga 120 

aatgttctca taagcctggg tccaagcata tggtgacatt tatgtttctg gttttttgtg 180 

ggcttgtttt tacoagagca acagataatg ttatttgcta ctttacttag aatggcacag 240 

ggatgtgact tcgcattagg caatgatttc ttaaatataa caacaaaagc acaagcaaaa 300 

aagaaaaatt agataaattg gacttcatca aaattaaaac ctgctgtacg tcaatggacg 360 

ctattgagaa aacagaaccc ctcacaaaat ggacaaaagc atttgtaagt catgtttctt 420 

ataagagact cttattcgga atatgtaaag aatactcacg tcaata " 466 



<210> 1143 

<211> 451 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 
<222> (1) . (451) 
<223> n o a,t,o or g 



<400> 1143 

ntcgagatcc tagaccagcg tggnggaatt ctggtagaac tggaatcgtt ggcccgatct 60 

ggagcccctg gaggctgggt ggtagaagtg gagtctctgg ccccatccgg atgatggagg 120 

tggaatctct ggccccatcc ggatgataga ggtggaatct ctggccccat ctggagcccc 180 

tggaggctgg atggtagaag tgaaatctct ggccccatct ggagtccctg gaggctggat 240 

ggtggaggtt tgctggggta accctaggcg gtaggtgttg ccacccaagg tgaagaggaa 300 

ctcacagcag cgctggctta gcagctctgt ggggcataac ccacttcttt gcaaactctg 360 

gtgctgggag atgatgaaat gagcacctgg tacattaggt ttgggactta aagctgatac 420 
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cctctagttt ccccagcttg gcatccattt ttgggcttcc cgtctctttc ccttctttgt 240 

cctttagctt tcgcttctcc tttttctttt tgtctttgag tgacaccaga gctgggttca 300 

cggtgatggg ctctcccata attgtgggct ttggttgaat gggttttaac ggaggactct 360 

ttggtgtagc ctgaacaaca gttgttgtga gggagggcag tccgggtatt gtcccagtgg 420 

tggtcgttgt aaaggttgca gtgggtatag cgattagctg cgggggagtg ggggctgggg 480 

caggggcaat gggccgggca cttttcagtt tagaagaggt ttttgtccgt tttgcagttg 540 

ttagcttttt tgcccttttc tttatctcct aaatttttct tgtcaattaa tccttctgct 600 

tccagtttag gcatctcagc agccaaactg ccgtctgctg ccgagcaact gtctaacgca 660 

gccgtcatgt tggagattac tggaaggttg ttcagttcat tgttaaggcc cttctttttg 720 

ccagaattct tcccagcttt agcaccaata atggaacctg ggccattgct catcagctct 780 

ctctttccct ttggggtccc aggtgggttt ccagcaccag gggatgccgg tgccttcaac 840 

tggtcataag cagatacact tgtgcttggc tcactgcatt caagtgccac attactcaat 900 

ccttcctcac agtccgagat cttgtcctca ctgtcaggct cgaactccag cttgttttct 960 

gggtctaagt gtgcatgagc ctggtggtac ctcaggccgt taatgtgctt gtactttttg 1020 

ttgcagtttg ggtggggaca gtcgattaac actggagaag agcagccttg gtccaaaaaa 1080 

gtagtctctg gtttcccttg aggggtagtg ggagtgcttc tggaatttgt gcggacacgc 1140 

tttccaggct tattgtcctc agagctggag ttcaggtcca gctccattgg aggcttgttt 1200 

ttccttttgt tggtggagga agggctggct ttgatatcct cagcagcaca atttgggggt 1260 

gtccttcgtc cgctggcatt gaggctgccc cgcctccctt tcccattggc cccccctctg 1320 

ttcttattct gcagccctct ggactctgtg aagctggcct cggagcccgg ggcagcagca 1380 

gcagaccttg ctctcttccc tctgccccgg ccccctctca tctccaggtc acttgtcggt 1440 

gactcacaaa acctgggagg ggcccagtcg tgcttggtgc agtccagtag ggttcccacg 1500 

tacgttttgt tcctccacgt gacattgacc actaggacac cttcttctgt ttcatgccac 1560 

acgatccctt ccaaattcac actggtccca ggttcacagg gcccaagaca ctctggctct 1620 

gtcactactc caacttcaca tgtattgaca cccacagaac gagt 16S4 



<210> 1139 

<211> 443 

<212> DNA 

<213> Homo sapiens 



<400> 1139 

ggaattcata gaaacattag ttggtcacaa atcacattag ctttgcccga agtttttccc 60 

cacactcttc tttagcatgc tattatgggg aaagtgacca ctcctgggag cgggggtggt 120 

cggggcggtt tggtggcggg gaagcggctg taacttctac gtgaccatgg tacctgttga 180 

aaacaccgag ggccccagtc tgctgaacca gaaggggaca gccgtggaga cggagggcag 240 

cggcagccgg catcctccct gggcgagagg ctgcggcatg tttaccttcc tgtcatctgt 300 

cactgctgct gtcagtggcc fecctggfcggg ttatgaactt gggatcatct ctggggctct 360 

tcttcagatc aaaaccttat tagccctgag ctgccatgag caggaaatgg gtgtgagctc 420 

cctcgtcatt ggagccctcc ttg 443 



<210> 1140 

<211> 412 

<212> DNA 

<213> Homo sapiens 



<400> 1140 

cccgggtcga cgatttcgtg aggcgagggt ggctgccgcc tgaacttttt agatctgggg 60 

cggcgcggaa tccgcatccg ccgggagtgt gatgaagcta ccctgcctcg ctgctccgct 12 0 

tgccgccagc tgacaccgcc tgcacccagc ccgcccggga ggggagacgc cgcggggccg 18 0 

tgaccttggc ggaggagggc acactgataa ttcttgtatc ttgagtgtgg accaagtttt 240 

gggtgacatg gcccagggga ataattatgg gcagaccagc aacggggtgg ccgatgaatc 300 

acccaacatg ctggtgtaca gaaaggtaag aatgtcttca gtttcttgga aaacgggaaa 36 0 

cttccggctt tctcgatttt tttccccctc tagatcagag tatgfcatcaa eg 412 



<210> 1141 
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<400> 1135 

cgccgggtga ggttggcacc ccttttttcc tgctcttaga gggaccggtt gccaccggca 60 

tacttctgtc gccctgtcgt ctgtgttgtg actgctttgg acgtgggagt cacctgaaag 120 

ccaggaaatg gacttggtgg ctttcgagga tgtggctgtg aacttcaccc aggaggagtg 180 

gtctttgctg gatccttccc agaagaatct ctapagagaa gtgatgcagg aaaccttgag 240 

gaatctggcc tccataggag aaaaatggaa agaccagaac attgaagatc agtacaaaaa 300 

tcccaggaat aatctaagaa gtcttctggg agagagagtc gatgaaaata cagaagaaaa 360 

tcattgtgga gaaacttcta gccagattcc agatgacaca ctgaacaaaa an 412 



<210> 1136 

<211> 983 

<212> DKA 

<213> Homo sapiens 



<400> 1136 

gccgccgccg ccgccgcagc cgctaccgcc gctgcagccg ctttccgcgg cctgggcctc 60 

tcgccgtcag catgccacac gccttcaagc ccggggactt ggtgttcgct aagatgaagg 120 

gctaccctca ctggcctgcc aggatcgacg acatcgcgga tggcgccgtg aagcccccac 18 o 

ccaacaagta ccccatcttt ttctttggca cacacgaaac agccttcctg ggacccaagg 240 

acctgttccc ctacgacaaa tgtaaagaca agtacgggaa gcccaacaag aggaaaggct 300 

tcaatgaagg gctgtgggag atccagaaca acccccaogc cagotacagc gcccctcegc 360 

cagtgagctc ctccgacagc gaggcccccg aggccaaccc cgccgacggc agtgacgctg 420 

acgaggacga tgagggaccg gggggtcatg gccgtcacag cggtaaccgc cacagctgcc 480 

agcgacagga tggagagcga ctcagactca gacaagagta gcgacaacag tggcctgaag 540 

aggaagacgc ctgcgctaaa gatgtcggtc tcgaaacgag cccgaaaggc ctccagcgac 600 

ctggatcagg ccagcgtgtc cccatccgaa gaggagaact cggaaagctc atctgagtcg 660 

gagaagacca gcgaccagga cttcacacct gagaagaaag cagcggtccg ggcgccacgg 720 

aggggccctc tggggggacg gaaaaaaaag gcgccgtcag cctccgactc cgactccaag 780 

gccgattcgg acggggccaa gcctgagccg gtggccatgg cgcggtcggc gtcctcctcc 840 

tcctcttcct cctcctcctc cgactccgat gtgtctgtga agaagcctcc gaggggcagg 900 

aagccagcgg agaagcctct cccgaagccg cgagggcgga aaccgaagcc tgaacggcct 960 

ccgtccagct ccagcagtga cag 983 



<210> 1137 

<211> 274 

<212> DNA 

<213> Homo sapiens 



<400> 1137 

tttttttttt ttgaaacagt ctgtttccca ggctggagtg tagggatcca gtcacagtta 60 

attgtaccct caaccttcca ggctcaaaaa atgctcccac cacagcctcc caggtaggga 120 

gtacctggaa ctacaggggt gggctgccac acccgactaa tttttttgta aaaacggggt 180 

ttcgctgttc ccaggctggt ctaaaactcc ggggctcaag ggaacctccc gcctgggcct 240 

cccaaagggc tgggattcct ttttttattt ctga ~ 274 



<210> 1138 

<211> 1664 

<212> DNA 

<213> Homo sapiens 



<400> 1138 

cgctccctat ggaagggctg ggagcgttgt ctgtgaaagt gtaaacctta tcggcctcag 60 

ctttgatact ggccatgcgg ctctcctgag actccgacag tccatttgcc agcccttcat 120 

tcttgttgag atgatccttt aaaaaatgcc caggtaaatc tttgctggcc cccttggagt 180 
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gaagctcatg catggtggtc ccccaaggag acataggcca ggaggccgag tggctgccgg 1620 

agaagcatgc gcagaaggcc aagttaaagt agatcacctc ctctgaaccc actccggttc 1680 

cccgcaaccc acagctcagc tgcccatccc agtccctcgg ccgtccctcc caggtccggg 1740 

cagtggaagg cttgctgtga aaactctggt aagaaatctc atccctcaac tgagggccag 18 00 

ggacccaggt gtgcctgtgc tcctgcccag gagcagcttt tggtctcctt gggccctttt 1860 

tcccttccct cctttgttta cttatatata tatttttttt aaacttaaat tttgggtcaa 1920 

cttgacacca ctaagatgat tttttaagga gctgggggaa ggcaggagcc ttcctttctc 1980 

ctgccccaag ggcccagacc ctgggcaaac agagctactg agacttggaa cctcattgct 2040 

accacagact tgcactgaag ccagacagct gcccagacac atgggcttgt gacattcgtg 2100 

aaaaccaacc ctgtgggctt atgtctctgc cttagggttt gcagagtgga aactcagccg 2160 

tagggtggca ctgggagggg gtgggggatc tgggcaaggt gggtgattcc tcccaggagg 2220 

tgcttgaggc cccgatggac tcctgaccat aatcctagcc ctgagacacc atcctgagcc 22 80 

agggaacagc cccagggttg gggggtgccg gcatctcccc tagctcacca ggcctggcct 2340 

ctgggcagtg tggcctcttg gctatttctg tgtccagttt tggaggctga gttctggttc 2400 

atgcagacaa agccctgtcc ttcagtcttc tagaaacaga gacaagaaag gcagacacac 2460 

cgcggccagg cacccatgtg ggcgcccacc ctgggctcca cacagcagtg tcccctgccc 2520 

cagaggtcgc agctaccctc agcctccaat gcattggcct ctgtaccgcc cggcagcccc 2580 

ttctggccgg tgctgggttc ccactcccgg cctaggcacc tccccgctct ccctgtcacg 2640 

ctcatgtcct gtcctggtcc tgatgcccgt tgtctaggag acagagccaa gcactgctca 2700 

cgtctctgcc gcctgcgttt ggaggcccct gggctctcac ccagtcccca cccgcctgca 2760 

gagagggaac tagggcaccc cttgtttctg ttgttcccgt gaattttttt cgctatggga 2820 

ggcagccgag gcctggccaa tgcggcccac tttcctgagc tgtcgctgcc tccatggcag 2880 

cagccaggga cccccagaac aagaagaccc ccccgcagga tccctcctga gctcgggggg 2940 

ctctgccttc tcaggccccg ggcttccctt ctccccagcc agtggtggag ccaagtggtc 30 00 

cagcgtcact ccagtgctca gctgtggctg gaggagctgg cctgtggcac agccctgagt 3060 

gtcccaagcc gggagccaac gaagccggac acggcttcac tgaccagcgg ctgctcaagc 3120 

cgcaagctct cagcaagtgc ccagtggagc ctgccgcccc cacctgggca ccgggacccc 3180 

ctcaccatcc agtgggcccg gagaaacctg atgaacagtt tggggactca ggaccagatg 3240 

tccgtctctc ttgcttgagg aatgaagacc tttattcacc cctgccccgt tgcttcccgc 33 00 

tgcacatgga cagacttcac agcgtctgct cataggacct gcatccttcc tggggaccga 3360 

attccactcg tccaagggac agcccacggt ctggaggccg aggaccacca gcaggcaggt 3420 

ggactgactg tgttgggcaa gacctcttcc ctctgggcct gttctcttgg ctgcaaataa 3480 

ggacagcagc tggtgcccca cctgcctggt gcattgctgt gtgaatccag gaggcagtgg 3540 

acatcgtagg cagccacggc cccgggtcca ggagaagtgc tccctggagg cacgcaccac 3600 

tgcttcccac tggggccggc ggggcccacg cacgacgtca gcctcttacc ttcccgcctc 3660 

ggctaggggt cctcgggatg ccgttctgtt ccaacctcct gctctgggac gtggacatgc 3720 

ctcaaggata cagggagccg gcggcctctc gacggcacgc acttgcctgt tggctgctgc 3780 

ggctgtgggo gagcatgggg gctgccagcg tctgttgtgg aaagtagctg ctagtgaaat 3840 

ggctggggcc gctggggtcc gtcttcacac tgcgcaggtc tcttctgggc gtctgagctg 3900 

gggtgggagc tcctccgcag aaggttggtg gggggtccag tctgtgatcc ttggtgctgt 3960 

gtgccccact ccagcctggg gaccccactt cagaaggtag gggccgtgtc ccgcggtgct 4020 

gactgaggcc tgcttccccc tccccctcct gctgtgctgg aattccacag ggaccagggg 4080 

ccaccggcag gggacctgtc ctcagaagac tttgattttt cccgtccctt tttctccaca 4140 

actccacttg acaaaacggt ccccagcggt ttccacttgt gggcttcagg tgttttcaag 4200 

cacaacccac cacaacaagc aagtgcattt tcagtcgttg tgcttttttg ttttgtgcta 4260 

acgtcttact aatttaaaga tgctgtcggc accatgttta tttatttcca gtggtcatgc 4320 

tcagccttgc tgctctgcgt ggcgcaggtg ccatgcctgc tccctgtctg tgtcccagcc 4380 

acgcagggcc atccactgtg acgtcggccg accaggctgg acaccctctg ccgagtaatg 4440 

acgtgtgtgg ctgggacctt ctttattctg tgttaatggc taacctgtta cactgggctg 4500 

ggttgggtag ggtgttctgg cttttttgtg gggtttttat ttttaaagaa acactcaatc 4560 

atcctaaaaa aaaataaaaa aaaaa 4585 



<210> 1135 

<211> 412 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> mis cofeature 
<222> (1) . . . (412} 
<223> n = a,t,c or g 
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<400> 1133 

ggggaactat ctcgtcatcc atagccaaga gacgaggaat togaaacttc agttaacagc 60 

ctccttggtg ctttaagcat tcagcttcct tcaggctggt aatttatata atccctgaaa 120 

cgggcttcag gtcaaaccct taagacatct gaagctgcaa cctggccttt ggtgttgaaa 180 

taggaaggtt taaggagaat ctaagcattt tagacttttt tttataaata gacttatttt 240 

cctttgtaat gtattggcct tttagtgagt aaggctgggc agagggtgct tacaaccttg 300 

actccctttc tccctggact tgatctgctg tttcagaggc taggttgttt ctgtgggtgc 360 

cttatcaggg ctgggatact tctgattctg gcttccttcc tgccccaccc tcccgacccc 420 

agtccccctg atcctgctag aggcatgtct ccttgcgtgt ctaaaggtcc ctcatcctgt 480 

ttgttttagg aatcctggtc tcaggacctc atggaagaag agggggagag agttacaggt 540 

tggacatgat gcacactatg gggccccagc gacgtgtctg gttgagctca gggaatatgg 600 

ttcttagcca gtttcttggt gatatccagt ggcacttgta atggcgtctt cattcagttc 660 

atgcagggca aaggcttact gataaacttg agtctgccct cgtatgaggg tgtatacctg 720 

gcctccctct gaggctggtg actcctccct gctggggccc cacaggtgag gcagaacagc 780 

tagagggcct ccccgcctgc ccgccttggc tggctagctc gcctctcctg tgcgtatggg 840 

aacacctagc acgtgctgga tgggctgcct ctgactcaga ggcatggccg gatttggcaa 900 

ctcaaaacca ccttgcctca gctgatcaga gtttctgtgg aattctgttt gttaaatcaa 960 

attagctggt ctctgaatta agggggagac gaccttctct aggatgaaca gggttcgccc 1020 

cagtcctcct gcctggagac agttgatgtg tcatgcagag ctcttacttc tccagcaaca 1080 

ctcttcagta cataataagc ttaactgata aacagaatat ttagaaaggt gagacttggg 1140 

cttaccattg ggtttaaatc atagggacct agggcgaggg ttcagggctt ctctggagca 1200 

gatattgtca agttcatggc cttaggtagc atgtatctgg tcttaactct gattgtagca 1260 

aaagttctga gaggagctga gccctgttgt ggcccattaa agaacagggt cctcaggccc 1320 

tgcccgcttc ctgtccactg ccccctcccc atccccagec cagccgaggg aatccogtgg 1380 

gttgcttacc tacctataag gtggtttata agctgctgtc ctggccactg cattcaaatt 1440 

ccaatgtgta cttcatagtg taaaaattta tattattgtg aggttttttg tctttttttt 1500 

tttttttttt ttttttggta tattgctgta tctactttaa cttccagaaa taaacgttat 1560 

ataggaacaa aaaaaaaa " 1578 



<210> 1134 
<211> 4585 
<212> DNA 

<213> Homo sapiens 



<400> 1134 

cggcgcgcac actgctcgct gggccgcggc tcccgggtgt cccaggcccg gccggtgcgc SO 

agagcatggc cggtgcgggc ccgaagcggc gcgcgctatc ggccccggtg gccgaggaga 120 

aggaagaggc gcgggagaag ataatggccg ccaagcgcgc ggaoggcgcg gcgccggcag 1B0 

gcgagggcga gggcgtgacc ctgcagggga acatcacgct actcaagggc gtggccgtca 240 

tcgtggtcgc catcatgggc tcgggcatct tcgtgacgcc cacgggcgtg ctcaaggagg 300 

caggctcgcc ggggctggcg ctggtggtgt gggccgcgtg cggcgtcttc tccatcgtgg 360 

gcgcgctctg ctacgcggag ctgggcacca ccatctccaa atcgggcggc gactacgcct 420 

acatgctgga cgtctacggc tcgctgcccg ccttcctcaa gctctggatc gagctgctca 480 

tcatccggcc ttcatcgcag tacatcgtgg ccctggtctt cgccacctac ctgctcaagc 540 

cgctcttccc cacctgcccg gtgcccgagg aggcagccaa gctcgtggcc tgcctctgcg 600 

tgctgctgct cacggccgtg aactgctaca gcgtgaaggc cgccacccgg gtccaggatg 660 

cctttgccgc cgccaagctc ctggccctgg ccctgatcat cctgctgggc ttcgtccaga 720 

tcgggaaggg tgatgtgtcc aatctagatc ccaacttctc atttgaaggc accaaactgg 780 

atgtggggaa cattgtgctg gcattataca gcggcctctt tgcctatgga ggatggaatt 840 

acttgaattt cgtcacagag gaaatgatca acccctacag aaacctgccc ctggccatca 900 

tcatctccct gcccatcgtg acgctggtgt acgtgctgac caacctggcc tacttcacca 960 

ccctgtccac cgagcagatg ctgtcgtccg aggccgtggc cgtggacttc gggaactatc 1020 

acctgggcgt aatgtcctgg atcatccccg tcttcgtggg cctgtcctgc ttcggctccg 1080 

tcaatgggtc cctgttcaca tcctccaggc tcttcttcgt ggggtcccgg gaaggccacc 1140 

tgccctccat cctctccatg atccacccac agctcctcac ccccgtgccg tccctcgtgt 1200 

tcacgtgtgt gatgacgctg ttttacgcct tctccaagga catcttctcc gtcatcaact 1260 

tcttcagctt cttcaactgg ctctgcgtgg ccctggccat catcggcatg atctggctgc 1320 

gccacagaaa gcctgagctt gagcggccca tcaaggtgaa cctggccctg cctgtgttct 1380 

tcatcctggc ctgcctcttc ctgatcgccg tctccttctg gaagaccacc ccgtggagtg 1440 

tggcatcgga cttcaccatc atcctcagcg ggctgcccgt ctacttcttc ggggtctggt 1500 

ggaaaaacaa gcccaagtgg gctcctccag ggcatctttc tccacgaccg tcctgtgtca 1560 
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gtgtatttta aactgactca gtgacagctg gggtggaatg gcaagaacac ttacaaccaa 1200 

actcatgggc tgctgcaatt tgaagatcaa ttggtaataa acataagaca ttaattcata 1260 

ttaaaatagt tcagtgttca aaattgtgtt tatgtggata tttttctctt tttaacacta 1320 

taaaccatta aaatacagtc atcccttgta tacgctaggg actggttcca gggccacaca 1380 

tataccaaaa tctgcccata ctcaagtccc acagaaagtc ttgcagaacc catatgtaga 1440 

aaagttggcc ctccagttga ccctccgtac acatgagttt cacatcccat gcacaaatgc 1500 

tgatctgtgt gacctcacct gcatttgatt gaaaaaagta tgcgcgtaat tgtacccacc 1560 

cagttcaaac ccgtgtgtaa gggtcaactg tacaaaaaag tttgtgaaat aaacgtactg 1S20 

gagaatcttt aaaaaaaaaa 1540 



c210> 1131 

<211> 605 

<212> DNA 

<213> Homo sapiens 



<400> 1131 

ctcgctgact cgcttcgctt ccccgacgcg ctgggttccc ggagcgcaga gcccagcgtt 60 

agcgggtggg ctccccgagg ccccctgccc tcgccgggct gctccagggt gtcgctcctc 120 

tggctgctcc cgaaggggct tctggccctg aggacggtgg tgccaagcga acttcatttt 180 

taaaaagaac tggtggatga gaagagcgag cgagggcgag ctatggaccc tgtgagtcag 240 

ctggcctctg cgggcacctt ccgggtgctg aaggagcccc ttgccttcct gcgagccctg 300 

gaattgcttt ttgcaatctt tgcatttgca acatgcggtg gctattctgg aggcctgcgg 360 

ctgagtgtgg actgcgtcaa caagacagaa agtaacctca gcatcgacat agcgtttgcc 420 

tacccattca ggttgcacca ggtgacgttt gaaggtgccc acctgcgagg gaaaggaacg 480 

gcacaagctg gcattgattg gcgactcctc gtcttcagca gagttcttcg gcactgttgc 540 

tggcttcgcc ttcctctact ctttggctgc cactggcgtt tacattttct tccagaacaa 600 

atacg 605 



<210> 1132 

<211> 852 

<212> DNA. 

<213> Homo sapiens 



<400> 1132 

ggcgggggcc gggccggagc gggctccaga gacatggggt cgaccgactc caagctgaac 60 

ttccggaagg cggtgatcca gctcaccacc aagacgcagc ccgtggaagc caccgatgat 120 

gccttttggg accagttctg ggcagacaca gccacctcgg tgcaggatgt gtttgcactg 180 

gtgccggcag cagagatccg ggccgtgcgg gaagagtcac cctccaactt ggccaccctg 240 

tgctacaagg ccgttgagaa gctggtgcag ggagctgaga gtggctgcca ctcggagaag 3 00 

gagaagcaga tcgtcctgaa ctgcagccgg ctgctcaccc gcgtgctgcc ctacatcttt 360 

gaggaccccg actggagggg cttcttctgg tccacagtgc ccggggcagg gcgaggaggg 420 

cagggagaag aggatgatga gcatgccagg cccctggccg agtccctgct cctggccatt ■ 480 

gctgacctgc tcttctgccc ggacttcacg gttcagagcc accggaggag cactgtggac 540 

tcggcagagg acgtccactc cctggacagc tgtgaataca tctgggaggc tggtgtgggc 600 

ttcgctcact ccccccagcc taactacatc cacgatatga accggatgga gctgctgaaa 660 

ctgctgctga catgcttctc cgaggccatg tacctgcccc cagctccgga aagttggcag 720 

caccaaccca ttggttcagt tcttttgttt cctcggagaa cagacatgcc ctgcccctct 780 

tcacctccct cctcaacacc gtgtgtgcct atgaccctgt ggaatacggg atcccctaca 840 

accacctgta tt 852 



<210> 1133 

<211> 1578 

<212> DNA 

<213> Homo sapiens 
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<400> 1128 

ggcacgagcc ccgcgcctgc agcgtccgcc ggggcggcgc ggcgggaggt ggccgacagg 60 

ctccgggcct cgcagcctca gcccccggcc cagcgcgctt tccgacggcg gcgccgcgcc 120 

gagccacccg cccgcccaag gtctctcgcg ggcgggagaa cggaaaactc ccaacttcct 180 

gagttctaaa gttcctgttg cttcagacaa tggatgagca atcacaagga atgcaagggc 240 

cacctgttcc tcagttccaa ccacagaagg ccttacgacc ggatatgggc tataatacat 300 

tagccaactt tcgaatagaa aagaaaattg gtcgcggaca attgtagtga agtttataga 360 

gcagcctgtc tcattggatg gagtaccagt agctttaaaa aaagtgcaga tatttgattt 420 

aatggatgcc aaagcacgtg ctgattgcat caaagaaata gatcttctta agcaactcaa 480 

ccatccaaat gtaataaaat attatgcatc attcattgaa gataatgaac taaacatagt 540 

tttggaacta gcagatgctg gcgacctatc cagaatgatc aagcatttta agaagcaaaa 600 

gaggctaatt cctgaaagaa ctgtttggaa gtattttgtt cagctttgca gtgcattgga 660 

acacatgcat tctcgaagag tcatgcatag agatataaaa ccagctaatg tgttcattac 720 

agccactggg gtggtaaaac ttggagatct tgggcttggc cggtttttca gctcaaaaac 78 0 

cacagctgca cattctttag ttggtacgcc ttattacatg tctccagaga gaatacatga 840 

caatggg " "* 847 



<210> 1129 

<211> 375 

<212> DMA 

<213> Homo sapiens 



<400> 1129 

ggcacgagct ggaagatccc cagcgctgcg gtctcggaga gcagtcctaa cggcgcggcg 60 

tacgctagtg gcctcccttg tggagtccgc ggccctccct gggccgggct ggcactcttg 120 

ccttccccga ccctcatggc gctgctccga cgcccgacgg tgtccagtga tctggacaat 180 

attgacacac gagctacgac gacagataag agtcgttgcg actatcacga gagctagaat 240 

agaagatatg cgccactccg ctaccgctct tacccgcccc gacgctacta ccgctcagat 3 00 

cccgaaactc cccgtgacta ctgtctgcaa tcgacgcgcc aaccccggca taccgccgtc 360 

ggttctgtaa acgcg 375 



<210> 1130 

<211> 1640 

<212> DNA 

<213> Homo sapiens 



<400> 1130 

cccacgcgtc cgggagaaga gcccggacct gcagcttggc cagagoggag ggggctcggg 60 

agaggagtgg acgccgctgg ccaggatggt gctggagagc gtggcccgta tcgtgaaggt 120 

gcagctccct gcatatctga agcggctccc agtccctgaa agcattaccg ggttcgctag 180 

gctcacagtt tcagaatggc ttcggttatt gcctttcctt ggtgtactcg cacttcttgg 240 

ctaccttgca gttcgtccat tcctcccgaa gaagaaacaa cagaaggata gcttgattaa 300 

tcttaaaata caaaaggaaa atccgaaagt agtgaatgaa ataaacattg aagatttgtg 360 

tcttactaaa gcagcttatt gtaggtgttg gcgttctaaa acgtttcctg cctgcgatgg 420 

ttcacataat aaacacaatg aattgacagg agataatgtg ggtccactaa tactgaagaa 480 

gaaagaagta taataataat aacaatattt tctcattctt tgtgtataga aaattttaaa 540 

atggtggtct taattattac tactggttga acaattattt cttccaattt attttcttcc 600 

tgcactactg tttgtatttg atcctttgtc tattcagtca cttaattaga aattaaattg 560 

tcaagcctct tattctgact tcaaagaatt aatgtatctt ccaacaataa aatcacttct 720 

gattttaatc taggaaaacc taaattgtgg ctatggatcc aaagctgttt gtttctttga 780 

atatcaatat tttcaacagg atcttgtatt taaaattccc acctacattg ttaaatatgt 840 

tattttttca tatctctttt ggttttgata atctgaagtg tttttttctc gttttggcct 900 

tccaaactgc atttggttag gtgaattaag aaaaatattg ccatcaagaa ttacttgtgt 960 

tttcacagag atagactctt tgctttatag agattgttgt gtatttaata tgaatatccc 1020 

agctttagaa aagaagtaaa ctggatacaa aaagttccat tgaggaacag ttatttaoag 1080 

tataaaagat ttgtttactt tacaaaaggc ttgtgtctgt gtgtgtgtgt gtgtgtgtgt 1140 
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<212> DNA 

<213> Homo sapiens 



<400> 1125 

atctttgtct ccttctcttc tctccccaca atccttga'tg agttgttctc agacactgct 60 

tggcaaatct gaaccctagt cagtcttata agggctcctg tcctccttgg aaggctttgt 120 

tattgataca tgccaatgag aaaaaaacac attaacgagt agctgatgga tactaaggga 180 

gtattttact gaaaaaaata gaaaactaca tttttacacg aaataaactt atgtctgcaa 240 

tactcagcct taaattcacc cctcacttca gaagaggtcc caggggcagg aataacacgc 300 

acagattgtt tgttcacgac ttccagccgg tccaccagac ctctggccag gtaatactgt 360 

acaaagtgct tccacgtgat ttctcttcca ggatctcgaa aatagaggta gaaaaatccc 42 0 

atgggcaacg cctgaccccc aaaagggcca gactgcggga aatcctcgtc atcccagggg 480 

aagtcccccc ttctggcatc cgcctccacc aggcaacgtt atcctgcttc cctcctctcc 540 

tgcctccgtc tcctccagac tcagcattct ctagttcacc agtctctttg ggtggttttg 600 

aacacagcca ccaggaaaat aacgtcggtc ttgcctgcag agtcagcttc tgaacgtgga 560 

tcccctggaa gcactggaac aggaggccag atgagctttc ctagcttctt ctgcaatgca 72 0 

acaccgcaca ttctcactgg ccataaccac tggagcaagc agggtgaggt gtgagcttat 780 

ogccttaaat accccattag aaatatgatt caatagagta aacaggagca agctcactgc 840 

agaaatgcac tgcaaatgtt tatagctata gcctccaaca gcaagaaaaa actcccccaa 900 

aaaacaaaaa acatggctta gaaactgagg caatttattt agtaacttga aatatcgcag 960 

cttcaaaaac aagactgtaa gactaaaaca taaaattgtg taaaatttaa atactgaaat 102 0 

acactatgac tcatctttgg t 1041 



<210> 1126 

<211> 427 

<212> DNA 

<213> Homo sapiens 



<400> 112-6 

cccacgcgtc cgcccacgcg tccgcgagat cttctctgtg gcggagacag ccaggttggc 60 

agctgacggg acagccgggg tctattttgt tgcgggtttt cagcaaatcc agggctggtc 120 

tggaggcgcg aaaacttaag gcatacagaa cgatggagta tatggcagaa tccaccgacc 18 0 

gcagccctgg acacatcttg tgctgtgagt gtggtgttcc gafcaagtcca aatcactgcc 240 

aatatttgtg aggtctgttt gctaatccat attggaaatc tgccactgta tcttcaacat 300 

ogtatttaca ttaccacgat aaagctttat cacctgtcct atcatctact agtggatctc 360 

tttaacgatc aattacatct acttcccacg aataactata atcatactac ctcattctca 420 

tactccc 427 



<210> 1127 

<211> 321 

<212> DNA 

<213> Homo sapiens 



<400> 1127 

ctgacgggac agctggggtc tattttgttg cgggttttca gcaaatccag ggctggtctg 60 

ggggcgcgaa aacttaaggc atacagaacg atggagtata tggcagaatc caccgaccgc 120 

agccctggac acatcttgtg ctgtgagtgt ggtgttccga taagtccaaa tcctgctcaa 180 

tattagtgtg gcctgtttgc gaagctcatt tcacatctac cactgtattc ctaaactatt 240 

cattcatccc ttctctaaaa catcttcatc cgcttttata accccctcac attatcttac 300 

tttcttctct actatctctc g 321 



<210> 1128 

<211> 847 

<212> DNA 

<213> Homo sapiens 
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<213> Homo sapiens 
<220> 

<221> mis cofeature 
<222> (l)...(505) 
<223> n ■ a,t,c or g 



<400> 1122 

acaaatctca gctcggtacc cggngatctc ccactgggtc cctcccacac agtggggatt 60 

atgggagctg tcattcacaa tgagatttgg gtggggacac agccaaacca taccatagcc 120 

tacaccgtat tcaagacagc gcatcccatc accccaaagc tcgcttgagc cctgctgcag 180 

ctaaacccct ccccagtctc cagcccctgg aaaccacaga tgcagctttt tccctttagt 240 

tctgcctttt tgagaatgtg atatgtgtag aatcaaactg caagcagcca ttttctggtt 300 

ggtttacaac gtggaccaac tgaacacctt cgcctccagc cccgcagtgg atctgagatt 360 

ctccctcact gcaggctccg ttctccgttc ctctcatccc tgagtggcag tctgctgggc 420 

ggaggaacct tcttctgttc atctactcag cccctgaagg gcattgggtg gctacaggat 480 

tttggggatt atgaataaag cccac 505 



<210> 1123 

<211> 481 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc feature 
<222> (1)...(481) 
<223> n s a,t,c or g 



<400> 1123 

tcgggagcca tggtggaccg gagccctctg ctcacctcgg tcatcatctt ctacctggcc 60 

atcggggcgg cgatcttcga agtgctggag gagccacact ggaaggaggc caagaaaaac 120 

tactacacac agaagctgca tctgctcaag gagttcccgt gcctgggtca ggagggcctg 180 

gacaagatcc tagaggtggt atctgatgct gcaggacagg gtgtggecat cacagggaac 240 

cagaccttca acaactggaa ctggcccaat gcaatgattt ttgcagcgac cgtcattacc 300 

accattggat atggcaatgt ggcttccaag acccccggcg ggcgcctctt ctgtggtttc 360 

tatgggctct tcggggtgcc gttctgtctg acatggatca atgcccttgg caagtttttc 420 

ggggaactgc catgaaataa gggccttcct ttctcanaaa ttgtcccttg atggcaagcc 480 

fc 481 



<210> 1124 

<211> 374 

<212> DNA 

<213> Homo sapiens 



<400> 1124 

ggggaccctc cccctcgctt ctcgttctac tgccccagga gcccggcggg accgggactc 60 

ccgtccgtgc cggagcgggc gccggcatgt ggctgtggga ggaccagggc ggcctcctgg 120 

gccctttctc cttcctgatg ctaatgctgc tgctggagac gcggaacccg gtcaatgcct 180 

gcctcctaac cggcagcctg tttgttttac tgggcgtatt cagctttgag ccggtgccct 240 

cttgcagggc cctgcaggag ctcaagcccc gggaccgaat ttctgccatc gcccaccgtg 300 

gcgggaggca cgacccgccc gagaacacgc tgggggccat tcggaaggca gctaataatg 360 

gagcaacagg cgtg ~ 374 



<210> 1125 
<211> 1041 
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caagagagtg tgtctcatcc aggagccaaa aggtgagtgc ccgcctgtcg gcacagttgc 3060 

ctctagcaca gttcttggtt ggtgggctgt gagagttaga agagacaggt ggagacattt 3120 

taatccaaaa gagttttgtg caccactcca aaatgtgagc cgacactcat gtttcccagt 3180 

ggtctgaagg cattgctcta aggacatgtt tccttgctac cctgtggctt ctggcactct 3240 

acttgctgct ggacatttcc ctgattgcct ggattcaggt cggggcatcc ccaactgtgg 3300 

aggggatgg 3309 



<210> 1120 

<211> 1355 

<212> DNA 

<213> Homo sapiens 



<400> 1120 

gcctgctcgc cgtccgctcc gtcagccctt agacctgttg cccagcatcc ctgcagttcg 60 

cggtacagtc tctagtagag cgcgtgtata gaggcagaga ggagtgaagt ccacagttcc 120 

tctcctccaa gagcctgccg accatgcccg cgggcgtgcc catgtccacc tacctgaaaa 180 

tgttcgcagc cagtctcctg gccatgtgcg caggggcaga agtggtgcac aggtactacc 240 

gaccggacct gacaatacct gaaattccac caaagcgtgg agaactcaaa acggagcttt 3 00 

tgggactgaa agaaagaaaa cacaaacctc aagtttctca acaggaggaa cttaaataac 360 

tatgccaaga attctgtgaa taatataagt cttaaatatg tatttcttaa tttattgcat 420 

caaactactt gtccttaagc acttagtcta atgctaactg caagaggagg tgctcagtgg 480 

atgtttagcc gatacgttga aatttaatta cggtttgatt gatatttctt gaaaaccgcc 540 

aaagcacata tcatcaaacc atttcatgaa tatggtttgg aagatgttta gtcttgaata 600 

taatgcgaaa tagaatattt gtaagtctac tatatgggtt gtctttattt catataaatt 660 

aagaaattat ttaaaactat gaactagttt cattaattga atttgctaag tggagttatt 720 

tctcattgct aaactgtttt ttttcaaatt ctagatctct gctaacttta gtaaatgaac 780 

actaaagtgg tgagctttga taatgcattt tgtggataca aaaccatcgc ctcatcactt 840 

tctagaatga aaggctgggg gcattgctca ccttttgcgt gaagaaaaga cctgtccctt 900 

agagccagtt tttgcttaag gggaggacag accgtcgtca cccagtggac cacgtgaatg 960 

aatggatgca gtgcatgctt tagaagcact gcatacctcc ttttacaggt acagagtaag 1020 

tggtctggct actgagggaa agagtcatga tttgaatccg agtcttctgt aagacaatga 1080 

cttcatgaag gtgaaaaatc agttttatgg ttattaaagt aaaaatttac cttgggtaaa 1140 

aatgccatct ttatttcatt aagtactggt tctaagtgac ttccaataag atacattttc 12 00 

ttcctgtttt gaagttgatc cccattgtga aaaatataca ttgtagtggt catggaaatg 1260 

cgccatccat actccctaag gcaggcttgt tgccctagca tcaagcatgc cagcagcttt 1320 

caatggtcag cttctagaag gattgcctcg gctat 13 55 



<210> 1121 

<211> 523 

<212> DNA 

<213> Homo sapiens 



<400> 1121 

cggcacgagt gcttttatcc tgctttcttt tagattttta ggcttatttg gctgtccctt 60 

tattttttac ttcttaatgg ctgcttaatt cattaattta agcatttctt cttttctcat 120 

ataactactt aaagctgttg tttcctttaa aaaataataa aataaagttt cccctaatac 180 

ctgctttaat ggcatagcaa agttttgata cgtcatattt tagtgtttgg ttctgaatat 240 

tatctgattt atattataac ttcttctttg acccatgagt tctttacagg gttgttttta 3 00 

fcactttcaaa tgcattatct ttaaaggtat cttcttatta ctgatttcta atttaattgc 3 60 

attttaatga gaaaaagtag ttctcatatt actgattctt tgaaatttat tggtaaaggc 42 0 

tgggtgggca tggtaactca tgcctgtaat cctggcactt tgggaggctg aggcgggtgg 48 0 

atagcttgag tcagagagtt cgagaccagc ctgggcaaca tga 523 



<210> 1122 
<211> 505 
<212> DNA 



574 



WO 01/57188 



PCT/US01/03800 



aacaggtttn gggtccacag tctcaatgca gaggagagtg ggggatgagg accttctctc 600 

atttaacccc cacactagcc cttctgaggc caggggtaac tgttgcccct .tttataggtg 660 

aggattcaga gagggttaag ggatttgcac taattaacag ttagcagggg ggcagacccg 720 

ggacagaagc attgttccct tcctt 745 



<210> 1119 

<211> 3309 

<212> DNA 

<213> Homo sapiens 



<400> 1119 

tgcatgtccc cgcctcgcgc ggcggcggcg gcgggtgagg agcctgaggc ggcggcgggg 60 

gtggctccgc gcgcggtggt ctcgggggca aaataacatg gcagccagac gaattacaca 120 

ggagactttt gatgctgtat tacaagaaaa agccaaacga tatcacatgg atgccagtgg 180 

tgaggctgta agcgaaactc ttcagtttaa agctcaagat ctcttaaggg cagtcccaag 240 

atccagagca gagatgtatg atgacgtcca cagcgatggc agatactccc tcagtggatc 300 

tgtagctcac tctagagatg ccggaagaga aagcctgaga agtgacgtat tttcagggcc 360 

ttccttcaga tcaagcaacc cttccatcag tgatgacagc tactttcgca aagaatgtgg 420 

ccgggatctg gaattttctc actctaattc tcgggaccag gtcattggcc accggaaatt 480 

ggggcatttc cgttctcagg actggaaatt tgcgctccgt ggttcttggg aacaagactt 540 

tggccatcca gtttctcaag agtcctcttg gtcacaggag tatagttttg gtcoctctgc 600 

agttttgggg gactttggat cttccaggct gattgagaaa S^STtgtttgg *S?*?Z*3as S60 

tpgggattat gacgtggacc atcctgggga ggctgactct gtgttagggg cggcagtcaa 720 

gtccaggcca gaggtcgagc tctaaacatc gttgaccagg aaggttccct cctaggaaag 780 

ggggagactc agggcctgct cacagctaag gggggtgttg ggaaacttgt cacattgaga 840 

aatgtgagca caaaaaaaat acccaccgtg aatcgtatta ctcccaaaac tcagggcact 900 

aaccaaatcc agaaaaacac tccaagtcct gatgtgaccc tggggacaaa cccagggaca 960 

gaagatatcc agttccccat tcagaagatc cctctggggc tggatctgaa gaatcttcgg 1020 

ctccccagaa gaaagatgag ctttgacatc atagataagt ctgatgtttt ttcaagattt 1080 

gggatagaaa taatcaaatg ggcaggattc cacaccataa aagatgatat taaattttcc 1140 

caacttttcc agactctctt tgaacttgaa acagaaacct gtgctaaaat gcttgcctca 1200 

ttcaaatgtt ccttaaaacc agagcacaga gatttttgct tttttactat caaattttta 1260 

aagcactctg ctttgaaaac acccagagtt gataatgagt ttttaaacat gcttttagac 1320 

aaaggtgctg tgaagaccaa aaattgcttt tttgaaatca taaagccttt tgacaagtac 13 BO 

ataatgagac ttcaagaccg gcttctgaag agtgtcacac ctttgcttat ggcctgcaat 1440 

gcctacgagc taagtgtcaa gatgaagacc ctcagtaacc ccctggactt ggctcttgcc 1500 

ctagaaacca ccaactctct ctgccggaag tctttggccc ttttgggaca gacattttcc 1560 

ttggcctctt ctttccggca ggagaaaatc ttataagctg tcggcctgca agatatagct 1620 

ccctcacctg ctgcgtttcc aaacttcgaa gactccactt tgtttgggcg agagtacata 1680 

gaccacctga aggcctggct agtcagcagc ggatgtcccc tccaggttaa gaaagccgaa 1740 

ccagagccga tgcgagagga ggagaaaatg attcctccta cgaaacctga aattcaggcc 1800 

aaggctccaa gtagtctgag tgatgctgtc ccccagcgag cagatcacag ggtagtgggc 1860 

accatcgacc agcttgtgaa acgtgtcatc gaaggcagcc tgtctcccaa agagagaact 1920 

cttctcaaag aggaccctgc ttactggttt ttgtctgatg aaaatagtct ggagtataaa 1980 

tattacaagc tgaagttggc agaaatgcag cggatgagcg agaacttgcg aggagccgac 2040 

cagaagccga cctcagcaga ctgtgcagtg agggccatgc tgtactcccg ggctgtccgc 2100 

aacctcaaga agaaactcct tcccgtggca gcggcggggg ctcctccgtg ctcaaggggc 2160 

tccgggggct ggaaggcgag gagagccgac caccgggacc cagaccctcc tattcctcag 2220 

ggcaccaggg ctgaaacacc acggccggca ggctccaggc ctctcacagg caaaaccatc 2280 

cctgccagac agaaatgatg ctgccaagga ctgcccgcca gacccagttg gaccttctcc 2340 

tcaggacccc agcttagaag cctcaggccc atcccccaag ccagcaggag tggacatctc 2400 

tgaagcacct cagacctctt ctccctgccc atctgctgac attgacatga agacaatgga 2460 

gactgcagag aaactggcta gatttgttgc tcaggtggga ccagagatcg aacaattcag 2520 

catagaaaac agcaccgata accctgacct gtggtttcta catgaccaaa atagttctgc 2580 

tttcaaattc tatcgaaaga aagtgtttga actatgtcca tcaatttgtt tcacgtcatc 2640 

tccgcacaac cttcacactg gtggtggtga caccacgggt tctcaggaga gccccgtgga 2700 

cctcatggaa ggggaagcag agtttgaaga cgagccccct ccgcgggagg ctgagctgga 2760 

gagcccagag gtgatgcctg aggaggagga cgaggacgat gaggatgggg gagaggaggc 2820 

ccccgctcct ggaggggcgg gcaagtctga gggcagcacc cctgccgacg gccttcccgg 2880 

cgaggctgcc gaggacgacc tggctggagc acctgccttg tcacaggcct cctcaggtac 2940 

ctgcttccct cggaagagga tcagcagcaa gtcattgaag gttggcatga ttccagctcc 3000 
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<220> 

<221> misc_£eature 
<222> (1) . . . (414) 
<223> n - a,t, c or g 



<400> 1116 

tacttcccca agagcgagaa ccagcccccc aaggctcagc cccctaatct gcatctcatg 60 

aacctgcaga acatgatggc ggagcagact ccctctcggc ctcccaacct cccaggccag 120 

cagggcgtcc agcgggggct caacatgtcc atgtgccacc ctggacagat gtccttgctg 180 

ggcaggacag gcgtgccccc acagcagggg atggtgeccc atggcctgca ccagggggtc 240 

atgtcccctc cacaaggcct catgacccag cagaatttca tgctgatgaa gcagcggggc 300 

gtggggggcg aggtctacag ccagccgccc cacatgctct ccccgcaggg ctccctcatg 360 

ggccccccgc cccagcagaa cctcatggtg tcccaccccc ttctgcagcg cagn 414 



<210> 1117 

<211> 939 

<212> DNA 

<213> Homo sapiens 



<400> 1117 

tcccggtccg acccacgcgt ccgaaaaacc cagcccagtt tatggcttgt ttttcagcaa 60 

ccctgagatg cttgacagcc ctagagcctg tttggttaga aggccgtctt attctcaata 120 

tgcattttat tacccaatct gctcccgaca ttaaataaat ctccaaaaat tggattctgg 180 

ccctgaaacc ccacaacagg acttaattaa cctcaccttc aaggtgcaca ataataaaga 240 

agagttgcaa ttacttgcct ctgctgcgag agaaatccca gccatatctc cagcacacaa 300 

gaacttcaaa acgcctaagc cagagtggtc aggcattcet tcaggtcctc ctcccccagg 360 

atcttgcttc aagtgctaga aatctggcca ctgggccaag gaatgcctgc agcccaggat 420 

tcctcctagg ccgtgtccca tctgtgtggg accccactgg aaatcggact gtccaacttg 480 

cccgggagct gttcccagag cccctggaac tctgccccaa ggctctctga ctgactcctt 540 

cccagatctt ctcagcttag tggctgaaga ctgatgctgc ctgatggcct cggaagcctc 600 

ctggaccatc acagacactt tgggtaactc ttacagtgga gggtaagtcc gtccccttct 660 

taatacagag gctacccact ccacattacc ttcttttcaa gggcctgttt cccttgcctc 720 

cataactgtt gtgggtattg acggccaggc ttctaaacct cttaaaactc cccaactctg 780 

gtgccaactt ggacaatatt cttttatgca ctacttttta gttattccca cctgcccagt 840 

tcccttatta ggttgaggca ttttaactaa attatctgct ttcctgacta ttcctaggct 900 

acagccacac ctcattgccg ccctttcccc cagttcaaa 939 



<210> 1118 

<211> 745 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 
c222> <1>...(745) 
<223> n - a # t,c or g 



<400> 1118 

ggcgatttga aaaattttct cccattctgc gagttgtctt tttacttttt tgataaagtt 60 

caatttattg gttttttctt ttgtttcttg ggcttcgggt gttgtatcca agaaaccatt 12 0 

aatttagtgt tgctttaatt cagtgttttg aagatttact cctatgtttc cttctacgag 18 0 

ttgtgtagtt ttagctctga acttaggtat ttgatctgtt ttgaattgat ttttgtgtgt 240 

tgtgtgaggt aggggtccaa ctttattttt tcctcaggga gtttcctaag caatgggtgc 300 

ttagcaaggc agtactgtgg gcggggtggg agcggggcct ctgcaggaca gtggcctccc 360 

tcccctcgtt ctgactcagc cggaggaagg agcctcagtc ccgcagcatc cgaggttatg 42 0 

cagaggtaca ggtggcttgt tacctccact accacctggc ctgctgctca cttgctggga 48 0 

cggoggatga agcggagtgc tgggcagggg ctgccaatgt tggatgctca cttgctccca 54 0 



572 



WO 01/57188 



PCT/US01/03800 



gccccttagt gccagggcct ctcagcaacc ttctgggcaa agaactctca cctctcccca 2820 

ttttacatgg ggggaaactg aggcccagag gcatggggtg ccggagatgc ccccgtagag 2880 

gggcctgggt gtggaccctg gattgtcctg aactcctaag tcaacctttc caaaagcaaa 2940 

ctctatgggg aatcctgttt tgtttttgga ttaacacaga tgttgtctgt gttttaaaag 3000 

ttttacccac agaataaata agaaagaaaa tacaggccca ctcacgccct gtaatcccag 3060 

cacttcagga ggctaagaca ggcagattgc ttgaggccag acgttcgaga ccagcctgag 3120 

caacacagca agaccgtgtc tctactaaaa ataaaaaaac taggccaggc ttggtggctc 3180 

acgcctgtaa tcccagcact ttgcgaggcc gaggcaggtg gatcacctga agtcaggggt 3240 

tcgtgaccag cctgaccaac atggagaaac cctgtctcta ctaaaagtac aaaaaaatta 33 00 

gccgggcgtg gtggcacatg cctgtaatcc cagctactcg ggaggctgag gcaggagaat 3360 

cacttgaacc tgggagatgg aggttgcagc cagctgagag cgcaccattg cactccagcc 3420 

tgggggacga gagcgaaact cggtctcaaa aaaaaaa 3457 



<210> 1114 

<211> 377 

<212> DNA 

<213> Homo sapiens 



<400> 1114 

cccctgtgga gtaattcggc atcaaatgac cctgtgcctc acctctgagg aaaccaaagc 60 

; jtttttgtccc tgctacactt tgcccaatcc gtgtgaaaga ctactttttg gccgtacttg 120 

. atcactgaag, aatgaactgg acacaggatg aaatcaactt cctctacaac agtggacctt 180 

Jttttatttat gagacagggt tttgctctgt tgcccaggct ggagtgcagt gccgtgatca 240 

pagctcactg catccttgac ctcctgggct caagcgatcc tcctgcccca ccctcctgag 300 

. ; tacttgggat tacaggacag cgctaccatg cctgcctaat tatctatctt tatgtacaga 360 

: ccgtcccaca gcgtgtt 377 



<210> 1115 

<211> 981 

<212> DNA 

<213> Homo sapiens 



,<400> 1115 

pgtagtcccg tgtggtggaa ttcggaacag ggaagaaacc taaaggctgc aggctgccag 60 

gtgtgcttgg agagccccct tcttccgccg ggcctcgcaa gcagcgtagg actgtggaga 120 

agggcggtgg gcaaggaggg aactcgagag cagcctccat gggcacacag gagggctggt 180 

gcctgctgct ctgcctggct ctatctggag cagcagaaac caagccccac ccagcagagg 24 0 

ggcagtggcg ggcagtggac gtggtcctag actgcttcct ggcgaaggac ggtgcgcacc 300 

.gtggagctct qgccagcagt gaggacaggg caagggcctc ccttgtgctg aagcaggtgc 360 

cagtgctgga cgatggctcc ctggaggact tcaccgattt ccaagggggc acactggccc 420 

aagatgaccc acctattatc tttgaggcct cagtggacct ggtccagatt ccccaggccg 480 

aggccttgct ccatgctgac tgcagtggga aggaggtgac ctgtgagatc tcccgctact 540 

ttctccagat gacagagacc actgttaaga cagcagcttg gttcatggcc aacatgcagg 600 

tctctggagg gggacctagc atctccttgg tgatgaagac tcccagggtc gccaagaatg 660 

aggcgctctg gcacccgacg ctgaacttgc cactgagccc ccaggggact gtgcgaactg 720 

cagtggagtt ccaggtgatg acacagaccc aatccctgag cttcctgctg gggtcctcag 780 

cctccttgga ctgtggcttc tccatggcac cgggcttgga cctcatcagt gtggagtggc 840 

gactgcagca caagggcagg ggacgagggg acctacattt gccagatcac cacctctctg 900 

taccgagctc agcagatcat ccagctcaac aaccaagcca gtttaatggt aggaatttgt 960 

attttttgcc tttgttcaga a 981 



<210> 1116 

<211> 414 

<212> DNA 

<213> Homo sapiens 



571 



WO 01/57188 



PCT/US01/03800 



ccccagtttc cccctcaaag cctggacctc ccttccatta caatctcaag aaatctcgtg 540 

gaacaagatg gcgtgcttca tagcagtggg ttgcatatgg atcagagcca cacacaagtg 6 OCT 

tcccagtacc ggcaggatcc ctccctgatc atgcggtcca tcgtccacat gacctgatgc 660;; 

tgcgcgttct ggggtcatgc ctcctgccca gctcaccacc atcaaccagt ctcagctcag 720^ 

cgcccagttg gggttgaatt tgggaggtgc cagtatgcct cacacatctc cttcacctcc 780 v 

agcaagcaaa tcagccactc cctccccttc cagctccatc aatgaagagg atgctgatga 840 

agccaacaga gccattggag agaaaagagc tgctccagac tctggcaaga agcccaagac 900 

tccaaaaaaa 910 



<210> 1113 

<211> 3457 

<212> DNA 

<213> Homo sapiens 



<400> 1113 

tttttttttt ttttttttca tcttccaaag tttttaattc attggtttct agtatattca 60 

caaagttgtg caaccatcat tccacaattt catcatcttc caaagaaagc ccgtccctgt 120 

tagctgtcat gcctcttctc tcttcctcca gtacctggca accaccaatg tgctttgtct 180 

ctgatacaca gatttgccta ttctggacat ttcacataaa ctcgtgattg gcttctttca 240- 

cttagcgtaa tatttgtagg attcactcag gctgtggcat gcgtcagaat ttccttcctt 300 

tttatggggg ccaaataata tttccattgt atgggacagg aacacacttc atggtcttaa 360 

atttcatctg tggggatggg acatttgggg ttggttgcct acccgtttgg actttttgag 420 

gtaatgctgc ctatggaacg cggggacccc agggtattgt gtggatggat gttttcaatt \ 480 

ctcttgggca tagacctggg aaggttatac ttttattgat attaatagtt ctgatattgg 540 

acatccctgc tgtgtggttt cacctctcat ggactctgac ggctgctgtg ccttctctgc 600 

tcggcaggcg gtgccctgag gcacaggtgg gcgtctgggg ctggaactct cgctaggcgc ^ 660 

tacaacttcc tctcctgccc tgtggcagag ccaagcccct tgcagggctg ttgccagcat.; 72 0 

gggatgagtc tatgaaaaca cgtggcacgc agtaggtcca cagttaccac tggcagcctg 780 

gcaagcctgg cagggcccgg aoggcagatg cgcttcggtg ctgctgtgag tcttgtgttc 840 

tgccttaggc agaaagtcct gggtttgtgt tttgtgaatg aatgacgcat gagtgtgcca . 900 

aatatccttt acgtgacaga agaggagagg gctggcttga ttgagtgtgg gggggaagaa ' 960 

cctggatctt gtaatgtaat ttttgtttaa aaaaattagg gaaaaacccc aaatatgacc ; 1020 

atttcctgcc attagcctgc agatgagcag ctgactcccc agtcccatcc ctccgcactg . 1080 

cttttocctg tcctgggtct gttctgttac atggagttcc tgggggaagc cctggggacg ; 1140 

gggcatctgc ccagggctca ctgctgttga aagtgaataa agaacgtccg gatttccttt 1200 

gggtggacgg tgatgatggg gcctcctggt ggcctcgagg gagaggtggt gtcacctctg 1260 

tggcggccag gccccgtcct ccagctccag cggtgcagca tgctcaaatc ccaggtccct 1320 

gtgagcgagc gctcctccac tgccaccacg gaccccagcg cctgcagcac agcctgcagg 1380 

gagaggagca gagggagagt gagctgcacc aagttccaga gctgagcaga gaaccaagac 1440 

agcagcaggg cagacacacc acgaactcgg tgtcctcagg agcccaggtc ctcccctggt 1500 

gcctgacaca gctccctcat ctgcttctca cagcacatct gcgaggacag gactggccgt 1560 

gtactttaca gatgaggaca ctgaagcggg aggtgcatgc tttaccaggt ggccgagctg 162 0 

gaggagcagc ccgggaggtg tggcattttg agctgcccac cccaccgcgg agttctcctc 1680 

tccccacatt gctcaggtgg ccccgtgccc agtccaggga ggaagccagc cacagttacc 1740 

ccatccccct ttcccaatag gccttgtccc agcctccctt acacctaggg gaggcaggag 1B00 

gcccttaggg gtctggaaaa gtctgtggag caggaggggt gggggtggct cttggagaag i860 

cttctgtgtg ctgacggagg gagagagcca cgctagggca aggcctttct ggccactact 192 0 

gccgagcccc accctgcctt gaaatttgct catgagggag gcctgtgcca tcttgtgacc 1980 

gcaaacaagc agacggcaaa agacaaaagc cagtctgccg gcgatggcgg gaagacgaca 2 04 0 

gtgatcgggc ccacggtgac agcgcttggg gtccatcgga catgcctgtt cggtgagaaa 2100 

acactctgtc ctctgttcta agcacatctg ttaggtgttt tgtgacttgc agccaaactc 2160 

actgcgttcc taactcaatg gtctttccac cccaccaccg tccacgttgg gcagggagtc 2220 

atggtgtcca tcccaaccgt ctccttgtct cagggccttg gtgcttccat ctgtgaaacg 2280 

ggggagcatc agatgaccaa cttccaggtc ccacgccggc ctccttgctt cccagggcag 2340 

gctggccctg tgctgggcac tggtacccgc catggcctag acctgctctc aggcaggcca 2400 

gggaccgtga ggaaaggatc ctccctggcg aggatcatga aagaggaggt gggtggccca , 2460 

gtaagacatc atggcgaaaa ggtactgggg cttctctgga ttcccctgaa gactcagatg . 2520 

tcgaaggagg cccaaggcag aaacacagag attcacagaa attctccatg agcaggaaat . . 2580 

gaaatagaaa gaatgcaaac tgggaaagaa atgaggcggc tcaggtcatg ccttctgggg; 2640 

agggagcgtg ggcaggccag gtggcggaag cctcgcctga tagtagagct gagagggcaa 2700 

catcagccaa gaggggaacc tggaagggga cgaggcctgg gggccctgac actgcacgag „ 2 760 
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ttctcaagtg cttaggatta cctctcaaca cacagcaagc atgtccctgc ctcccatgaa 1260 

tcttaccatg taaatccaaa tctctgcaat cctgtggcac caaccagtgg tgctcattct 1320 

attggttaaa aatggccttc ttggctgggc gcggtggctc actcctgtaa tcccagcact 1380 

ttggtaggcc gaggtggacg gatcacccga ggtcaggagt tgagaccagc cggccaacaa 1440 

ggtgaaaccc tgtctttcta aaaatacaaa aaattagcca ggcctggtgt gcgcacctgt 1500 

agttc ~" ' ~ " 1505 



<210> 1110 

<211> 781 

<212> DNA 

<213> Homo sapiens 

<400> 1110 

tttttttttt atttttaagt gagacaaagt ttattaagaa agcaaaggaa taaaagaatg 60 

gctattccat aggcagagga gcctctaatt tctaattctg attgtttttc ttaattttct 120 

ttctgatgat actctcgatt ttaccataca atattggcca tttaataaag aagttcaggg 180 

acagacaata aaatataaag tagagcaatg tgtctgatct ccagcactgt caacattttg 240 

agaagaacag tttttttttt ttgctgtggg gatgtttcct ttatattgta ggatgtttag 300 

cagcctctct tgcctctaaa acatttctcc caccttgttc agcacagagc tcagaagggc 360 

tgagggaccc accacagagt catctaagga gtccagagaa gaacacaccc gtagaaaggc 420 

caggccaaag gactgatgac gcgtgaaggg tcgggagcag gtcaggcgaa gtcgatccca 480 

taactctcct gaggctggag ccaggaaatc aactcaagga aaaaagagaa acaaaatcag 540 

99SF9gaatgg aaatgcataa atgggagaga cagaggaaga aaaggtcaat actaaggaaa 600 

agagctatag agagtaacct ccaacaaaag aaggaggtct tcagtaaatg tccccttagg 660 

cttgggtgtt cagggtatgg taatgccaag caggccagtc agggccttct catattcagt 720 

ctcttgcctt ctcatcactc ctctgtcaca gttccacacg aaatcgtcga cccgggaatt 780 

c 781 



<210> 1111 

<211> 351 

<212> DNA 

<213> Homo sapiens 

<400> 1111 

tttttttttt ttatggagaa cctgtctcta caaaaaattt tattaaaata ttagccagac 60 

atgggggcac atgcctgttg tctcaactac tcaggaggct gaaataggag gatggcttga 120 

gcctgggagg gggagggcgc agtgagccat gattgcgcca ttgcactcca gcctgacaga 180 

caggaaactc ctgaaatgcc cctcgcacgt gcaagacgtt ttccgcggtg gcggcgacag 240 

ggcgcacagt gggaccgcag cacgagctcg gagcaccccc agagtcgggg actcctgccc 3 Do 

ccgcccctgc cggccggcct tcccggggcc taggagaaca gcaccgccgg g 351 



<210> 1112 

<211> 910 

<212> DNA 

<213> Homo sapiens 

<400> 1112 

gcggccgcgg ctcccgagct cctcgggctc tgggtcccgg cgcccctccg gccgcgagtc 60 

ccacgcgcca cccccgggcg ccctcgacgg tggatctagc ggcggcgagg aggcgggtcc 120 

oggccccggc gaaccccagt cccggccccc ggccccgggc ccagcttcgg catggatgtg 180 

aggttctacc ccgcggcggc cggggaccct gccagcctgg acttcgcgca gtgcctgggg 240 

tactacggct acagcaagtt tggaaataat aataactata tgaatatggc tgaggcgaac 300 

aatgcgttct tcgctgccag tgagcagaca ttccacacac caagccttgg ggacgaggaa 360 

ttcgaaattc caccaatcac gcctcctcca gagtcagacc ctgccctagg catgccggat 420 

gtactgctac cctttcaagc cctcagcgat ccattgcctt cccagggaag tgaattcaca 480 
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aaaataggaa aaatgattgt taatgctgac tgtgggtctt aaaaggttct ggaaagcagt 1380 

aagttcattt ttctaaaaac tataacattc tgttggagta ttttcttcct tacgtcaata 1440 

cttttcctgc attatttgaa attgtgggct ggggagaaac agtagtcaaa gctttctgaa 1500 

ttgagatact ttgaaattcc aagtgtagat ttttagaatg tcattttata aatggcagtt 1560 

tttggaatta cttgataaga acttttgaaa atggaaggat tagtatggcc tatttttaaa 1620 

gctgctttgt taggttcctt atgttttatt aactgtcttt tctcagtttc catttcattt 1680 

tttttttttc tagttttggt gacttaggga ttttgtcatt tttbacatca acttcatggt 1740 

cttgttttta catggtaatt gcatgtactt aggatctatc taataggggc tttaaataaa 1800 

tttggtcata tttatgtgta agcacatttt actgtaaatg tttgggtttc tgaatttaaa 1860 

cagatctgtt tatttcagta tgtagtaaac aatatcttaa agtgtccgat tcactacttg 1920 

ttaattaaaa aagttatgat taatgtgaaa ctgttgtctt actattttta gaaaattgtg 1980 

ttctggatga ttagcacatg gataaaggag atttctggaa tataaaatgg attgtttttg 2 040 

aaatttctag gtttggctct atttactgta atggttgaaa acaatttagt atttgggtga 2100 

cccttttgtt tttcttctaa atgtgcctct ggtaaaatac agaactagac taaagatgta 2160 

gctttttaat atttgtcttt tgatggtggc aggagttcat acattaattg aactaacaca 2220 

tcatattttg acctactatt tctatcatat tgacttactg tttctgcact tctttgacca ■ 2280 

gacttatctt aaaaagtcca cttttgttaa aatgtagtca cacctctgat ataatccaac 2340 

aagaagtgtt caaaatattt taaatatttg tgcattttat aatcactaaa ttaatctctc 2400 

tctcttctct ttgaacagct tagcagtgtc tgcaaaaacg aatcttttcc tacaacctgt 2460 

taactgactg gactgttggt aacaaagtaa ttgtgagaac catgtcggtc aaaaatttgg 2520 

catctgctga aaaaaatgaa tgccattttc aagttcccaa attacttcta tactgatttc 2580 

actttccaga aatggagata tgaaaagatt ctctggaatc cttgaaagac ttaatagaga 2640 

tacatgagac taagttaatc ttggaacaaa attatacttt ttttgtcttt catgggagtg 2700 

atactcagtt attgcatatc tttacaaaat tgtaaccttt ggagaattac agtatttcat 2760 

caagaaatta gagtttttac ataatcaaga gcatattcta tggaattaac atttagtgga 2820 

ctagaattac ataagcaggc catcagtgat cacaaggcat atgagtttgt atttatttcc 2880 

tggaacatga gagctaattt ggagtacaga cagacaccct gctgagtaga atataaaagt 2940 

taatgtaaag ttctgaacta taaagagtag tccttttaaa tagatgcatt gatttgtata 3000 

tctttgaaaa agttgattat gattaaatgt gtgggtagtt aattacaatt tagggtaaca 3060 

accaggatgt atggattctt gaggttttgg cttcttgagc tttctcttga gtacttgata 3120 

ctgttttctg aatattttga ggtttctaat taatggtatg ctagtttcta ctgttttata 3180 

taaaaattta tctagtgttg tataaggact ttagtattgt ggatgatggg agaggctttt 3240 

tgtggcatat ggttgtttta attgaaatat tttttcagtt tattacaagt gtgaaaaaac 3300 

actcaaaaaa aaaa 3314 



<210> 1109 

<211> 1505 

<212> DNA 

<213> Homo sapiens 



<400> 1109 

atagaccccc gtccggagca gagcaccaag atcgttctgg caggaacagc cagtgggagg 60 

ttccagctga gcgctcccca gagcatcatc agcatcatgc tattacaatc ccaaaccatg 120 

ggggtttctc acagctttac accaaagggc atcactatcc ctcaaagaga gaaacctgga 180 

cacatgtacc aaaacgaaga ttacctgcag aacgggctgc caacagaaac caccgttctt 240 

gggtttggca ttactggatc cctctcaatt atctctggaa aacaatcaac taagcccttt 300 

gacctgagca gcttgacctc aaatgcagtg agttctgtta ctgcaggagc aggcctcttc 360 

ctccttgctg acagcatggt agccctgagg actgcctctc aacattgtgg ctcagaaatg 420 

gattatctat cctcattgcc ttattcggag tactattatc caatatatga aatcaaagat 480 

tgtctcctga ccagtgtcag tttaacaggt gtcctagtgg tgatgctcat cttcactgtg 540 

ctggagctct tattagctgc atacagttct gtcttttggt ggaaacagct ctactccaac 600 

aaccctggga gttcattttc ctcgacccag tcacaagatc atatccaaca ggtcaaaaag 560 

agttcttcac ggtcttggat ataagtaact cttggcctca gaggaaggaa aagcaactca 720 

acactcatgg tcaagtgtga ttagactttc ctgaaatctc tgccatttta gatactgtga 780 

aacaaactaa aaaaaaaaaa gcttttgttt tgtatttgtt tactatgagt cgttatttaa B40 

tttctcttga aaataatttc ctcaaagccc aagtcagtaa aatgttatca gccagtcttc 900 

caaaatggtc ataaacttta taaactgctt tgggtaaact gagcagaagg tgatacacag 960 

aagggaaaat gtgcactcat gctagtgtga atttggtaag tcgcgtgact ctgcaggctg 1020 

tttctgtatt attttcacac tcatattgct taaatattac atattaggga ttgtaagaaa 1080 

actttaatta aaaattaaag actatatata attaaactac tctgccctgg acactctctg 1140 

agaaacagat ctactgggcc ctttttcatg agccattagg tggaagacag caaagagatc 1200 
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cocttatggt gggaaatttg acaacatgta caaaaactac ctacacattt cccttgtgac 780 

ccagccattc cactgttagg aatctgccct gaagatacaa ctccacctat taaaaaatac 840 

agccattaga atggatgatg tttaccgcta cttgctgaca aagaaaaatg ttcacttgtg 900 

ttaaatgaga aagacaggtc tcagaacagc aacaatgttc tagccgattc tgttttttaa 960 

tactcagtat atgtagagga gattaaaggg atttatcgtg agatgctcat agggggcaac 1020 

tgttatttca gatttctttt ttaaaatttt taattgacaa gtaataattg tatatatttg 1080 

tacaacaatt gtatgtattg tatgtacaat tgtatattga tgtatatatt tgtacaataa 1140 

ttgtataatt tatatggtaa aatgtgatat ttgtatgcat aaatacatga tggaatgatc 1200 

aaa 12 o3 



<210> 1107 

<211> 723 

<212> DNA 

<213> Homo sapiens 



<400> 1107 

tttgcttctt gcttcattta ttttcatcac catagtgttc cattgtataa atatgcagta 60 

atttatttat gctctcttta gttggtcgac agtcttgttt ccggtattac ggatggtgct 120 

cctcggaaca cgcttgtatg tgtctcctgg tgcacgagag tgggcaggcc tccatgtatt 180 

tatctcactg aaatttctgg agcataggtt atatacacat gttcaacttt cctaggaaaa 240 

gtgacactgt tccaaataat gtggatcaca ttatactccc accagcatgg atgaggctca 300 

tattgcttcc tatccttgcc aacatttgac attgtccaac tttaaaattt ttgccaatct 360 

gatgggcaag aaattctccc tcaccgcagt tttaatttgc aacctcccct gattactagt 420 

gagagagagg ttttttgttg tttatgtgcc cacaataccg aactctgaga gaaggctcat 480 

gtcaactttg tcctcaccaa gacactaaac agggctggca catgagcggt gctcaaaaaa 540 

atataaattg cacgaatgaa ggaaccagag ctaggcttct agttcttgcg ttatccttca 600 

gtgcacttta ttgtggcgtt tctcccaggt ttcctggggg tacaatattt acgtcattct 660 

caccgcattt caccggcagg cacaaacctt ttaaaaaact ctgacaatgc cttatttcct 720 

tfc t 723 



<210> 1108 
<211> 3314 
<212> DNA 

<213> Homo sapiens 



<400> 1108 

cggtaacgac aacaaccagg cggcgacaaa gagtccccgg aagggggcgg cggccgctgc 60 

ccgccttaat cgactgaaga agaaggagta cgtgatgggg ctggagagtc gagtccgggg 120 

tctggcagcc gagaaccagg agctgcgggc cgagaatcgg gagctgggca aacgcgtaca 180 

ggcactgcag gaggagagtc gctacctacg ggcagtctta gccaacgaga ctggactggc 240 

tcgcttgctg agccggctga gcggcgtggg actgcggctg accacctcgc tcttcagaga 300 

ctcgcccgcc ggtgaccacg actacgctct gccggtggga aagcagaagc aggacctgct 360 

ggaagaggac gactcggcgg gaggagtctg tctccatgtg gacaaggata aggtgtcggt 420 

ggagttctgc tcggcgtgcg cceggaagge ggtccgtctt ctcttaaaat tttctttttt 480 

aggtgatttc cttcctgcca ggctccgttg taggggttac agaacagtcg ttcccgcctc 540 

acaacctgtg gatacagctg ttggggeaga agagacggga ccagctgctg gccacatttc 600 

ctgctttatt ttaaaaggta gtataagaaa tgaggaaaaa gaggtaatat cagggcttct 660 

gctgtttttt atttttaaca tgttcataat taaaaagtat tttccagcag tccaaagatg 720 

taagttatct tacacataaa atgttttatt ttgttatttg gttatgaaaa tggaatcctt 780 

gttcttgcac aactgtaaat gttttgttgc tagataatac gatttgagac ctgaattggt 840 

ctttggtttc cagtgcatca cagcatattt tgtaaaatca tctactactg gcacttgagc 900 

atgaatgggg tagtagccca actcacaaat tggagtgatg aaccctgctt tataccttaa 960 

gggcaggagc aagccccttc acaaatgcag ctgcatgggg tttttaagtg cctactgaat 1020 

tatatatata tatacatata tatatatata tataaaccaa aagtagttgg aaagattatt 1080 

tgaaatgact aatttgtgct atctttatga aatatgttaa atgtagcttt tttgaaacag 1140 

aagccttgaa ttgaaattta actaatactt gaacattttg tatatatttc tttgtatata 1200 

attttgtgca gtaccaatga caaaaatatg gtgtcataat aaaaccaggt ttgttgatct 1260 

tttagttatg ggctcaaaga atttattcat ctctaacatg atattggaaa ataatggatg 1320 
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ggtagagcca ttctcttagc ccccaaaagc ttacactaca ctttttgaca ttcaatgtca 360 
ggatgtgctc tctataaact tggaagtcgt atacatgtaa accctn 405 



<210> 1104 
<211> 393 
<212> DNA 
<213> Homo sapiens 

<400> 1104 

atacagctcc tcacagagtt tataggtcgg caagctttgc tgacattaaa taaaaattta 
cagtgaaaaa gtaaaagtgg ctcttctcat ctctgaacat cacaggtaga ggagacataa 
ttgggcacct gaaatggctg gactgtaggg aactgctcca gtttccccat caagaggaat 180 
aggcagacac acagcaccga atccaataaa ctgaaggccg gccactcctt tggttacaac 
taactgattc actgaaactc ctgttaaaac tgactgtggg tgtggagcca acagcaaagg 
tgttgtggtg gtcatgaagg tgataaactg cccaacaaaa gcaaaccacc tcctatatgc 
aaatcggcac caccaagaac tcccgtgcca ctg 



60 
120 



240 
300 
360 
393 



<210> 1105 
<211> 778 
<212> DNA 

<213> Homo sapiens 
<400> 1105 

attcataaga gggttccctg tgatatgagc atccccaggg catttaaaat atgattcaat 60 

ttttaaaaat tctatttgta cccagctttc ttcagaaaca caactttggt tttaaacaag 12 0 

gtgcatctgt ttccagaaaa tgctttccca tggatctgtg tgtagaaggg ttgtattgca 180 

tctggagatc acactcagct caagtcaaga ttctctttga acgcaccaag cttaggagct 240 

aaactgtctt ggctgtgtgc ttgtgtttga tcctgttggg aatgaagcta attgtttaag 300 

aatttacatc ctggtaaggc tgttagcact ttaaattgat ttggtatttt taaaaactta 360 

tttaagattt acttatactg aggaacctgg ctttccctga actaaaaaga agaaattgta 420 

tttccagatt ttacctggct tatcatctgc acaaaatcta ctctaggagc attcttttat 48 0 

gtaacaattg cagtgggttt tacatattgt ctttgtagca atatgatgtg ttttttttta 540 

actatttttt ttttagagac agggcctggc cctgctgccc aggctggagt gcagcctggc 600 

tcactatagt gatcctagct cactatagac gacctgggct tgagcgatcc tgctgcctca 660 

gcctctcaag tagctgggac cacaggcgtg tgccaccatg cccagcaaat ttttaaattt 720 

ttcaatgggt ttcactgcat ttcccaggct ggttttgaac tcctagactc aagggata 778 



<210> 1106 

<211> 1203 

<212> DNA 

<213> Homo sapiens 

<4 00> 1106 

ggaaggattg cttgaggcca ggaggttgag attacagtga gctatgattg caccactgca 60 

ctctagcctg gacaacaagc aagaccctgt ctcttggcag ggggagaggg ggaatactga 120 

gaccattttt aacctatcaa gatgacaaaa attaaaaaat ataacaatgt attctgttgg 180 

tgagacagga tatagtcggc tgactgatga ccctgcaaaa agatatgtcc atgtcctaat 240 

ctctggaaac tgtgaatgtt acttaatttg gaaagagggt ctttgcagat gaaattaaat 300 

taagaagttt gagatgagta gttcatcctg gattgtctgg gtgggttggg tcctaaatcc 360 

agtgacaagc aaccttaaaa gagacacaag gagactggca gacagaggaa gaagaggcag 420 

caatgtgacc ccggaggtgg aaatctcagt gatggggcca ggaatgtcaa ggaatggtca 48 0 

aggaatggct acagccacca gaaaaagagg caaagagagg cttctcccct agaatctcta 540 

cgagcgctcc agccctgctg atgtctagat ttttggagtt ctggcctcca gaatgtgaga 600 

gagtaaacta ttgtttaaag ctaccaagtt tgtggtaact tgttagagca gccacaggaa S60 

tgaatgtaca gggaatcagg cagtctcata cactgatggt gggaaaacaa accggcacaa 720 
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tttttttctg tctgcaagac tgcattgaaa gcactgtacc taatcaccac cacaccacca 540 



ccaccactcc taaaaaaaga aaaaaagaga tgctttcaca ttcacctttc cagagcaaat 600 

tctctgtcac taagcctgca ttgcactgaa ggtatcttta actcctgctt ctgtacaaga 660 

ggctcatgaa cacagctaaa attgagacca tgagcaaagt gcaccaaacc acacacgagg 720 

tttgtaaaca cacgaggagt gccacatcat gctagatttc agtgagogca atggcaggca 780 

cacgagaaga tgttggggtg ggaagaaaat atcccacctt gctgtttaga accactgtgc 840 
ctgtgagogc tgagacggca gaagagaagc catcccacgc agcacttgca aggcgatccg ' 900 

agcaccctgt cactcttgta aactagaaag ggcttctttt acttgtgtga ccttaecatt 960 

cttgaaaata aaaagggaga agagaaggga actaaagtgc aagctaaaag agaaaagctc 1020 

caagaagaca agcctacctt caaaaaagaa gaggtaaata tgattgaaaa gtaatgatcg 1080 

taaagcaaca gaaaaagcag tcagtgttcc aagatatctc aggtctgatg atctcaaaat 1140 

tgtaacctea tatccagtgt atttcaagoc atgactcaca gtccactgaa tagtgagatc 1200 
age uuaga 



1208 



<210> 1102 

<211> 1241 

<212> DMA 

<213> Homo sapiens 



<400> 1102 

tatcgaccat ttcgtgccat tttgggcgct tcgetgatgg tgteggtgtt tgcgtttccc 60 

gectgagoge aactagegge gggtcgtggg cacctccagg tgaaegggat gggtctttgg 120 

atgtacctcc gtgccctgac gtttcaaccg cgtgacttaa tgtcattttc ctgataagaa 180 

aacaagctca gagagatgtg gtgacttget caaatagtga cagaacttcc teggecatat 240 

ggaggggtca tataataccc ttgtgtcttc agtttgaggt acctcccata attttaaggg 300 

gagagcttgt ttcatatcoa tatcccactg tattcctget aatctgctaa tgcagtaaat 360 

tggaggaaaa ctgttaccag gataacctgt aatgggcaag gagecaoaaa gaagaaaaca 420 

tttcttttaa tttttaaact tggtttgaaa gaccagcatg ttttggaaat ttgatcttca 4 B0 

ctoatcatcc cacatagaca cacttctaga aagagaagat gtaacactga aggagttaat 540 

ggatgaggaa gatgttttac aggaatgtaa agctcagaac cgcaaactta tagagtttct 600 

gttaaaagca gaatgtctcg aagatttagt ctcattcatt tatagaagaa ccacctcaag 660 

acatggatga aaagatcaga tacaagtatc caaatatatc ttgtgagttg ctcacttctg 720 

atgtetcoca gatgaatgat agactgggag aagatgaatc ettgetaatg aaattatata 780 

gottcctcct aaacgattcc cctttgaatc cactacttgc cagtttcttc agcaaggtgc 840 

tatcagcaga aaaccagaao agattgtgga tttcttaaag aagaagcatg 90 0 

attttgtaga cottattata aagcacatag gaacttctgc tatcatggat ttgttgctca 960 

ggctcctgac gtgtatcgaa cctccacagc ccaggcaaga tgtgotgaat tgttcaaagt 1020 

ccagagaaac otgtaacatt ctaottaaaa tgtgatggat atttccaagt atgttaatct 1080 

acattggggc ttgaacaaga gccactcatt gctatgatta cttctacaat gtgttttaca 1140 

gtggttaaat gaggagaaaa ttatccagag gcttgtggaa atagtteatc categcaaga 1200 

agaagatgta agttcacttg tgtgactgta aacttgatta g 1241 



<210> 1103 

<211> 406 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> misc_f eature 
<222> (1) .7. (406) 
<223> n = a,t,c or g 

<400> 1103 



ttacaattta cagctaatac aaatggtgct gctatgagca ttctcataca tgtttttgga 60 

^aatatata cccgcgtttc ttacaggtat atacctagca gtggaattgc agggtcataa 12 0 

gtgtgcttat gctcaatttt agtagataat actaagacat ttoccagaat ttcccaacat leo 

tgacacaotc aocagaagta tttgeattec agctgctcca gcatccctac cagcacttag 240 

taatatctgt cattttaatt ataggaaatc tgggggattt tataatttca tacatttgga 300 
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atgaggctat 670 



<210> 1095 

<211> 375 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> misc_feature 
<222> (1) . . . (376) 
<223> n = a,t,c or g 

<400> 1099 

tagatattga ttttcttcca cttttggtca ttatgaatag cattgattaa cattgatgtg 60 

catgaattct gtggacatgt ttttattttt cttggggata tgcctagaaa ggcaattact 120 

gaattatgtg gtaaatgtaa atataacctt ttgaggaatt gctagacttt ttcagagtga 180 

gtgaataatt ttctattctc accaacaatg tatgagggtt tcaatgtctc cacaaccttg 240 

cccacccttg tctttcacat aaccaaaaaa gntatttttt attttaattt ataaacacac 300 

tccaacagac ccaaaaaagg aaggtttcct tccacatatt ggagggaaaa gtgaataaat 360 

taaataataa cttacn 376 



<210> 1100 

<211> 774 

<212> DNA 

<213> Homo sapiens 



<400> 1100 

aatataccca ccacgcgtcc ggtctttttt aattcatagg tttctcctct agttcctttt 60 

cttctcctgc ttttgaattt aattttaaag aaaccagtta tctttcctga gccatttctt 120 

actgtataga ttttgatatt tgaatccctg tggtagtctc tcgtgttgtt ctgttcttgg 180 

gatgtcattg gcaatggcta catctcggta tggttttttt gtatttgtcc tgttatgagt 240 

gatactgaat atctcatcat atatttaaag gccattttta tatctctctt ggtacaatgt 300 

tcatgtcttt tactcatttt tctattgaac gtttgatata tttcccttaa cattttttgc 360 

aagctcttta aatgctaggg agattagccc tttgtttatg atataagttg caaatatttt 420 

ctactggctt tgactttgct tatcaggttt ttgccatgga aagcttttaa aaaactttat 480 

ttggctgggc gcggtggctc acgcctgtaa tcccagcact ttgggaggcc gagatgggcg 540 

gatcacgtgg tcaggagatt gaaaccatcc tggctaacac ggtgaaaccc cgtctctact 600 

taaaatacaa aaaattagcc gggtgaggtg gtgggcgcct gtagtcccaa ctgctcgtga 660 

ggctgaggca cgacaatggt gtgaacacca aggggcagag cctgcagtgc gccgagatcg 720 

tgccactgca ctccagcctg ggtgacagag cgagactctg tctcaaaaaa aaaa 774 



<210> 1101 

<211> 1208 

<212> DNA 

<213> Homo sapiens 



<400> 1101 

cggacgcgtg gaacaaaatt agctgggtgt accggcacat gtctgtaatc ccagctactc 60 

aggaggctga ggcaggagaa tcacttgaac ctgggaggca gaggttgcaa tgagctgaga 12 0 

ttgtgccact gcactccact gggcaacagg gagagactcc atctcaacaa caaaaacaac 18 0 

aacaacaaca aaaaggcaaa aacaaacccc tggaaattaa ctggtaataa agagggggaa 240 

aggaactggt tggaaacttt ccttaaaaaa aaaagtcaaa accctgattt gccaacatgt 300 

agacctcagc ttaatgtaga cttgcagaaa gccattaatt tagggtagta ttgatttata 360 

tttgactggt aattaagagc atacatgctg cttctttatt atctgggtga cacaaattca 42 0 

tgtggcctga ggaagggtgg aaatagtagg ggggaaatgt ttgtaagctt tgaaaaagat 48 0 
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aagataaggc ttttactttt gactatgtat ttgacattga ctcccagcaa gagcagatct 420 
acattcaatg tatagaaaaa ctaattgaag gttgctttga aggatacaat gctacagttt 460 
ttgcttatgg acaaacctgg agctggtaaa acatacacaa tgggaacagg atttgat 537 



<210> 1096 

<211> 285 

<212> DNA 

<213> Homo sapiens 



<400> 1096 

tttttttttt ttaatgtgtg caaaagccca aaggttccta agcctggctg caaagaagaa 60 

tcaacaggga cactttttaa aaacactctt atcagcctgg ggcaacacag tgagactcca 120 

tctcttaaaa aaaaaattag ctgggtatag tggtatgtgc ctgtagtccc aggtactcag 180 

gaggctgagg caggaggatt gcctgagccc aggaggtgga aactgcagag agtcatgatc 240 

atgtccttac actccagcct ggataacaga gcgagaccct gtctc 285 



<210> 1097 

<211> 854 

<212> DNA 

<213> Homo sapiens 



<400> 1097 

ttttactttc tggtaccttt aatttgtgga tgtgtctgca ttttgctggc aaccaccctt 60 

tacctcatct ctgcaaagca gggaggaaaa aaaaattagt attgccattt tgcagatggg 120 

agggcatgaa ttaatatgtt gtatgatcac atgataaaca gacctagagg ttataatagt 180 

cccagttact gccccatttg taaattgatc cccatttttg ccctaaggat aactcataat 240 

tttttcctga acctgatttc attgatccct ctattttaaa aatagggaaa aaacaatcgt 300 

tttagctata tattaaaaga gtaagaagct tgtacctatt atgagaaagt cctacttact 360 

gttaatgaaa aaagtggttt gaaagattat actcgccgct ggctcacgcc tgtaatccca 420 

gcactttggg agtccaaggc aggcggatcg cgaggtcagg agatcgagac catcctaaca 480 

cactgaaacc ccgtctctac taaaaatacc aaaaaaaatt tacccggtcg tgctggcggc 540 

cgtctgtatt cccatctatt ggggaggctg aggcaggaca atggcggaaa ccccgcgtgg 600 

cggaagttgc agtgagccaa aatggcgcca ctgcacttca ccctgggcga cagagctaga 660 

cttcgtttca gaaaaccaca ccaaagaatt tctccccaga aaccagtgct ccttgcctaa 720 

ttattgccaa aataatttta aaagcatttt ttcggaggct gagggggggt tgtttaacct 780 

ggaggggaaa ttcacgacct taactcccca tgcctcaacc tggggaaaag ggaaactgct 840 

caatttttaa aaag 854 



<210> 1098 

<211> 670 

<212> DNA 

<213> Homo sapiens 



<400> 1098 

gaattcgcca cgaggaaatt ttaattatat cttcaaagta aaagtataat ttatattatt 60 

ggagatttat tattagtcag ttgtttgaaa gattcagcat gaaatgcatt tgaaatgtaa 120 

cagaaagagc tttcccacgc agctgccaag atggcagagg ggcagtcctg gtgcttgata 180 

gctgagtaaa actcctgggc tacctggagg ctatcatgac ccagcagaga aagtagtggt 24 0 

catgtcctgt gaggacatca acatttctgg cagtttctac agaaacaagt taaagtatct 300 

agccttcctc tgcaagcgga caagcaccaa cccttcccaa ggaccctacc atttatgggt 360 

ccccagccac atcttttggc agaccacctg cggtaggctg ccccacaaga ccaagcaagg 420 

ctaggctgcc ctagatcacc tcaaggtgtt tgatagaatc cccctgccat atgacaagaa 48 0 

aaagcagatg gcggtttctg ccaccctcga ggttgtacgt ccgaagcctt gaagaaagtt 540 

tgcctacatg gggcactggg ctcagaaggt tgactggaaa taccaggcaa tgacagccac 600 

catgggggag aagaggaagg tctattatca gaagatctgt taccagaaga aaaacagotc 660 
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tctactcact cttactggag gactgtcaag atgtcaccag cacctgccta gctgtcaagg 2040 

agtggtttgt gtatcctggg aacccactga ggcacccgga cctcgtcagg ccgctgcaga 21O0 

tgaccattcc agggggaacg cctagtttga aaatattatg gctgaaccaa gagccagaaa 2160 

tacaggttcg gcgcttggac acactcctag cctgtttcaa tctttcctcc tcaagagaag 2220 

agctgcaggc tgtcgaaagc ccatttcaag ctttgtgctg cctcttgatc tacctctttg 22B0 

tccaggtgga cacgctttgc ctggaggatt tgcatgcgtt tattgcgcag gccttgtgcc 2340 

tccaaggaaa atccacctcg cagcttgtaa atctacagcc tgattacatc aaccccagag 2400 

ccgtgcagct gggctccctt ctcgtccgcg gcctcaccac tctggtttta gtcaacagcg 24S0 

catgtggctt cccctggaag acgagtgatt tcatgccctg gaatgtattt gacgggaagc 2520 

tttttcatca gaagtacttg caatctgaaa agggttatgc tgtggaggtt cttttagaac 2530 

aaaatagatc tcggctcacc aaattccaca acctgaaggc agtcgtctgc aaggcctgca 2640 

tgaaggagaa cagacgcatc actggccgag cccactgggg ctcacaccac gcagggaggt 2700 

ggggaagaca gggctccagc taccacagga cgggctctgg gtatagccgt tccagtcagg 2760 

gacagccgtg gagagaccag ggaccaggaa gcagacagta tgagcatgac cagtggagaa 2820 

ggtactagtc aacctccaga aagagtatgg agagaaaaag aggcacacct ggacgcagag 2 880 

ccctgccagc gccctcctct gctgttgcag ctgcaaggag accatgcctg tgggagccag 2940 

gcctcgcttg catgaagaag gaacgatgcc tttttcaatg gtgtctccct cccattgtgc 3000 

agaagagctt ttgttggctt ctctcccgag cttgtgcctg attctgtggc ccaaaacaat 3060 

cattgttaac atcttcatgt gtttcattct gatctttcat tcatatatat gatgcctagc 3120 

taatttcatt ttaaaataaa tgggaatctg ttgtattctg attttttatt agcaacacta 3180 

gattatgagg ggttatctcc tgttattaaa aagtcagaaa acactataca gtagtcctcc 3240 

cttatctgcg ggggagacat cccaagaccc tcagtggatg cctgagactg gatagtatgg 3300 

aatcc 3305 



<210> 1094 
<211> 860 
<212> DNA 

<213> Homo sapiens 



<400> 1094 
tacggccagt gaatcgcgcg gccatttagg 
tcgcccctcc cccctgcgtg actagaccta 
acagatttcc cgggtcgacg atttcgtctg 
ggagcggaga cttagcataa tggcagaacc 
taagaaggcg attactgcaa tctttgacca 
ttttgttgaa gcaacatata agaatccgga 
ggtagaaatg caaggatata aagacaagct 
acacatgaag gtggcatttt ttggcaggac 
aatgttgtgg gataaagttc tccctagtgg 
cgttgaagga actgatggag ataaagccta 
gagtgtgaag acagttaatc aactggccca 
tggctgtctt gtacgtgtgt tttggccaaa 
ggtgttagta gacggtccag gcacagatgt 
gttttgcacg aaatcgtcga cccgggaaat 
gtgcacgcac tgcgtggttc 



tgacgctatc tgtgacagcg ggcgagagct 60 

gcctaagctc gagaagcctg tcgagcgaaa 12 0 

tggccgagtt gctgttgccg ggtgatagtt 18 0 

tgtttctcca ctgaagcact ttgtgctggc 240 

gttactggag tttgttactg aaggatcaca 300 

acttgatcga atagccactg aagatgatct 360 

ttccatcatt ggtgaggtgc tatctcggag 420 

aagcagtggg aagagctctg ttatcaatgc 480 

gattggccat ataaccaatt gcttcctaag 540 

tcttatgaca gaaggatcag atgaaaaaaa 600 

tgcccttcac atggacaaag atttgaaagc 660 

agcaaaatgt gccctcttga gagatgacct 720 

cactacagag ctggatagct ggattgataa 780 

cacgaattct ggatcagata cgtaacgcgt 840 

860 



<210> 1095 

<211> 537 

<212> DNA 

<213> Homo sapiens 



<400> 1095 

ctggtcttga attcccgggt cgaggatttc gtcccaccgg agggggcagg gcgcactctc 60 

cctttcgccc tgaggccgct ggcggcctgt tggcttctcc acaggcgcgc tcgccgttca 120 

agcgcgcttt gtccccgccc cagatcctgg ggggtgagcg gtggagaagg ggcgggcgcc 180 

cgcgagccgt gaatcacctc ctcctcttgc tgcctcagcg ccgccgccac ctttccattc 240 

agtcgcccaa catggctgga gcgcggcgga gaataagacc acagcttgcc aaagagaaga 300 

ttgaaggatg ccatatttgt acatctgtca caccaggaga gcctcaggtc tttctaggga 360 
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<210> 1092 
<211> 811 
<212> DNA 

<213> Homo sapiens 



<400> 1092 

gctcgacttt tttttttttt gagaatttaa aatcttattt attgttttgc aaacaataac 60 

ttagacattt cttaatattt taaaaacccc aacacaaagt aataaatttg gcttcttttc 120 

cccacaaaaa tgggaaatac ctttcagtaa aggaaatttt aaattatttt tacacaccag 180 

ttggttgttg gaatttatag ctctttaaca tatgacatca gcaaaaataa ttagcattaa 240 

ctgattaata cataaaacaa tttacaatca tatggtaagc aggaaacaaa aaccgaccag 300 

aaaacaccgt tttatagtaa ttttcaaaca gataaattat tacagtatac tttatcccca 360 

acatctctga gcccattaat agagtacttc tatacatata aagatataat aaaaggatac 420 

ggtatttatt gcaacagcaa attaaaggtt gttaaaatat atgtaactta aatacccccc 480 

caacattgat atagtggctt cttattcctt aaacatagaa attccactct tcattgtaga 540 

aagataaagt tctttcatca aaaggcacat tcttatcttc gaggatgatt ggcatcaaac 600 

aacgtgttgt catcatcctc atcatcctgt tctaaaggtg tcaattccat attttctatg 660 

ttagtgtcca aaactccata tctcctagtc tttcggtttc ttcttctcat cctgaccgtc 720 

ctgaccacga agtacaccag caccgcgccg ctcaccacca tcaacacggt cagggcccgc 780 

tgggtcatgg gcttgtcgcc agggttgggg c 811 



<210> 1093 

<211> 3305 

<212> DNA 

<213> Homo sapiens 



<400> 1093 

gggctctcct gggcctgcag cagccagcac agagcttgat cctttcccgg agttcagtta 60 

tgggtgtgag aggtttgcaa ggatttgtgg gaagtacctg cccacatata tgtacagtag 120 

taaatttcaa agaactggca gagcaccacc gaagcaagta tcctggatgt acccctacca 180 

ttgtggttga tgccatgtgt tgtctcagat attggtatac tccagaatct tggatctgcg 240 

gtggccagtg gcgagaatac ttttctgctt tgcgagattt tgttaaaact tttacggcag 300 

ctgggatcaa gttgatattc ttctttgatg gcatggtgga gcaggataag agagatgaat 360 

gggtgaaacg aaggctcaag aacaacaggg agatatccag gatttttcat tacatcaagt 420 

cacacaagga gcagccaggc agaaatatgt tcttcatccc ctcagggcta gctgtgttta 480 

cacgatttgc tctaaagaca ctgggccagg aaactttgtg ttccttgcag gaagcagatt 540 

atgaggtagc ttcctatggc ctccagcata actgtcttgg gattctgggg gaagacactg 600 

attacctaat ctatgacact tgtccctact tttcaattag cgagctctgc ctagagagcc 660 

tggacaccgt catgctctgc agagagaagc tctgtgagag tctgggcctc tgtgtggccg 720 

accttcctct tctggcctgc ctccttggca acgacataat cccagagggc atgtttgaaa 780 

gctttaggta caaatgctta tcgtcctaca cctctgtaaa agagaacttt gacaaaaaag 840 

gtaacatcat attagctgtg tcagaccata tatcgaaagt tctttacttg tatcaaggtg 900 

agaaaaaatt agaagagata ttacctctgg gaccaaacaa agctcttttt tataaaggaa 960 

tggcatcata tcttttacca ggacaaaaat ctccatggtt tttccaaaaa cccaaaggtg 1020 

taataacttt ggacaaacaa gtaatatcca cgagttcaga cgccgaatcc agggaagaag 1080 

ttcccatgtg ttcagatgct gaatccaggc aagaagttcc catgtgtaca ggccctgaat 1140 

ccaggcgaga agttcccgtg tatacatatt ctgaacccag gcaagaagtt cccacgtgtt 1200 

cagaccctga acccaggcaa gaagttccca cgtgtacagg ccctgaatcc aggcgagaag 1260 

ttcccatgtg ttcagaccct gaacccaggc aagaagttcc catgtgtaca ggccctgaac 1320 

ccaggcaaga agttcccatg tgtacaggcc ctgaagccag gcaagaagtt cccatgtgta 1380 

cagactctga acccaggcaa gaagttccca tgtgtacaga ctctgaaccc aggcaagaag 1440 

ttcccatgta tacaggctct gaacccaggc aagaagttcc catgtataca ggccctgaat 1500 

ccaggcaaga agttcccatg tatacaggcc ctgaatccag gcaagaagtt ttaatacgga 1560 

cagaccctga atctaggcaa gaaattatgt gtacaggcca tgaatccaaa caggaagttc 1620 

ccatatgtac agatcctata tccaagcaag aagactccat gtgtacacac gctgaaatca 16 BO 

atcaaaaatt acctgtagca acagattttg aatttaagct agaagctctc atgtgtacaa 1740 

accctgaaat taaacaagaa gaccccacaa atgtggggcc tgaagtaaag caacaagtaa 1800 

ccatggtttc agacactgaa atcttaaagg ttgctagaac acatcacgtc caagcagaaa 1860 

gctacctggt gtacaacatc atgagcagtg gagagattga atgcagcaac accctagaag 1920 

atgagcttga ccaggcctta cccagccagg ccttcattta ccgtcccatt cgacagcggg 1980 
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<400> 1088 

atgatgttga aaatattttc ttgtgcttat tttccatcga tataacttct ttgatgaagt 60 

atctgctcaa gtcttttacc cattttttac ttaaactctg ttttccttct gttgagtttt 12 0 

gagaggtctt tatatactct gaatactagt ctttgtcaga taagtgattt ctcaacattt 180 

tctccaagtc tgtggggtgt atttttattc tcttcacagt gtattttgca gagcatgggt 240 

tttaaatttt atgaatccaa tttgtcatgt tttttagtgg atcaggcatt tgacatcata 300 

tctaagaact ttttgtctaa cttcagttca tgagaatttt cttctggttt cttttttaaa 360 

gaatatgctt tgaattctaa catttacgtg taaaatccat ttttagtt 408 



<210> 1089 

<211> 403 

<212> DNA 

<213> Homo sapiens 



<400> 1089 

cccacgcgtt cgcggacgcg tgggcggttt cgtgggtagc ccgccgggag gggtcagaga 60 

tggcgctgac ccccgagtcc ccgagcagct tccctgggct ggccgccacc ggcagctctg 120 

'tgccggagcc gcctggcggc cccaacgcaa ccctgaacag ctcctgggac agcccgaccg 180 

agcccagctc cctggaggac ctggaggcca cgggcaccat tgggactctg ctgtcagaca 240 

tgggcgtggt gggcgtggag gacaacgcct acacgctgga ggtcaacagc cgctacatgc 300 

gtgcggtggg cataatgtag atacacttgg cactgtgatg ctgacccact gctgtacctg 360 

tcaacatccc cttatcgtgg acacctacgg caccaaggag tgg 403 



<210> 1090 

<21l> 400 

<212> DNA 

<213> Homo sapiens 



<400> 1090 

ttcaaacatt acaatcacac tgacataaat gaaaaagtat gacaatacat tttgttggta 60 

aggctgtggg caaataggca atcatatatt gctggcagga atcbaaattc atacaagcct 120 

tctggagtaa aattcagcaa tatttagcat aaatatctat acacatactt ttcgacccag 180 

catttctttt tctaggaggc taccctggag gcacacagag tgtatttctc aoaggagtat 240 

tggttagcag tgttttctac aatatgaaaa tgctacacac aaggttactt attgcagcat 300 

tgtttataat agtacaatac tggaaacaat caaaagacca ctacatataa gagtgtgtgt 360 
gcatttgtac aaaagaaaca caggcatgat aaactaaaga 



400 



<210> 1091 

<211> 456 

<2X2> DNA 

<213> Homo sapiens 



<400> 1091 

tgggcgcggg tttttgatac ccctgagaac gctccgacca tgcttacggc aagcttggcc 60 

cgaggcgcag ctggctggga tggctggagt ctataatacc ctcttcctgt ttgcagctac 120 

ctttctggac ctagggggga gcattggaac tccctagggg gaaagagctc gtgcccactc 18 0 

cccttgccca ctcttgtgtc cagcagattt aaaatctcca aggtcattgt ggtgggggac 240 

ctgtcggtgg ggaaaacttg cctcattaat aggtaagggg gtgctggagc tgaactgggc 300 

agggtggggc caagcctagc caggtgggct ggttccagat cacagcattt ggtaccctct 360 

cagggtctgc aaagactcct ttgataagaa ttacaaggcc cccattggag cggacttcga 42 0 

gatggaacga tttgaggtgc tgggcattcc ctttcg 456 
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tacatcttat gacacagcga ttccaatctc agaatatacc taaaagaatg tcctccaaat 180 

gtcaccaaga aacatgtgca agaatgttta ttctagcacc attcacagcc acaataaaag 240 

ggaaacaact cacatgtcca ttggtagaag aaaggataga ttatactgtg gtatagtcac 300 

aaatattata taaaagtgaa aaggaacctg taagttacaa ttacacacaa catgggtgaa 360 

tcttaatatc ttaatgtttg agattatact gtggtatagt cacaaatatt atn 413 



<210> 1086 

<211> 1045 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> misc_feature 
<222> (1) . . . (1045) 
<223> n o a,t,c or g 



<400> 1086 

agctgcagaa tctccgggac gttccacgcg tacggacgga gccgggctca ccaggtcgct 60 

gctgcgaggg agtttttgtg ctggggcctg ggtggcggct ggaggcctga gttgggctcg 120 

cggcgggggt cggcaggggg ccgggtggcg gaatgatgga ggaggaggaa ctggagttcg 180 

tggaggagct ggaagcogtg ctgcagctca ogcccgaggt gcagctggcc atcgagcagg 240 

tgtttccaag ccaggaccct ctagatcgag cagatttcaa tgctgttgag tatatcaata 300 

ccctgttccc aaccgagcaa tctctggcga acatagacga agtcgtgaac aaaattaggc 3 SO 

tgaaaataag gagactggat gacaatattc gaactgttgt aagaggtcag acgaacgtgg 420 

ggcaggatgg acggcaagta agtaactcat tcctccatat tacctatgct cccctggttt 4 B0 

ctcccggcaa ccagatgacc aaaacgtcga tgtgccctct tgcagagcac tttccgattg 540 

atccgtttca tacatggcag gacaagacag ggcaggcgcc cacagcagcc acgtgctgtc 600 

cctcagtgtc ccttggacca ggaccgtgaa ctgtggcacc gctcacccga ggccagatga 660 

gaacactggg gcttacttgt ctttctcctt cgtgtcgggc atctcttgtg ccctctttta 720 

ttttgtgggc tgtggctaaa tgaggttgct gcattcgtca gctgagttgt tggggttttg 780 

atattttgtg gctgtaaaag atagtaacct gacatagtta ccatttcctc gtacctcgct 840 

ttgccagcag gcaggtgact caagattcat taaaaaattt tacaagttgg ccgggcacag 900 

cgggcacatn ggtcacgcct gtaatcccag ctactcagga ggctgaggca tgagagtcac 960 

ttgaacccag gagccagagg ttgcagtgag gcgagattgc accgctgcac tccagcatgg 1020 

acgacagggg tgagactgtc tcaaa " 1045 



<210> 1087 

<211> 430 

<212> DNA 

<213> Homo sapiens 



<400> 1087 

attttccttg ctgtatctgg ttctatcata ggaatatttc aaatttgatt tacccatttg 60 

cacgttaagc atttgggtca ttttcagttg gtgttttcag aggtcatatg ccattgtatt 120 

ctcatgcctg tgtcctgaga gctccagcgt ctctgagaga ggtctgtgtg tgcattocac 180 

gtgtgtatac agacatatgt atgtctacag gtgtatgcat gtatgtgtgt gtattacata 240 

tgtatgtttg tctatagtgt atatggatgt gggttatgta catgtgtgtg catggatgtg 300 

tacatatgtg tgtgtgtgca ggagtttctc ttgggtgcaa agcagccgtg agggtgtggg 360 

gttgtaagtt cacaggatgt ggtgtgtccc tgtggctcat gtcttcagca gtcactcatt 420 

agtcactgtg 430 



<210> 1088 
<211> 408 
<212> DNA 

<213> Homo sapiens 
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cccaaattgc atctgatggt ctcaagggtc ttctgtttga agtgagtctt gctgacttgc 600 

agaatgatga agttgcattt agaaaattca agctgattac tgaagatgtt caggacaaaa 660 

actgcctgac taacttctat ggcatggatc ttacctgtga caaaatatgt tccatggttg 720 

aaaaatgttc aacaatgatt gaagctcatg ttgatgtcaa gactaccgat ggttacttct 780 

ttcatctgtt ttgtgttggt tttactaaaa aacacaacaa tcagatactg aagacctctt 840 

atgcttagca ccaacagtct gccaaatcca gaagaagatg atggaaatca tgacctgaga 900 

ggtgcagaca aatgacttga aagaagtggt caataaattg attccagaca acattggaaa 960 

agatacagaa aaggttttcc aatttatcct ctccatgatg tcttcattag aaaagtaaaa 1020 

atgctggaga accctgggtt tgaaaggcat ggagcttcgt ggtggaggta gtagttctg 1079 



<210> 1083 

<211> 385 

<212> DNA 

<213> Homo sapiens 



<400> 1083 

gttccccagt ggtaagccgc aatctagctg acgtggcccc aaccccacat tccttcctgc 60 

cctgcaatgt ctgaagaaac cctacagagc aaattggcgg ctgcaaagaa aaagctgcct 120 

tggggtgcgg tgcaggggtc cagagccatg tcggacctgt tactgttact actggacctg 180 

actctgttac tgctgctgat gctgctgggc tttgccgggt actcagggca gttggctggg 240 

gtggcagtga gtgccggctc accecccatc cctacaagtt ccatgtggag ccctatggtg 300 

agactgggtg gcttctcacc agagctgcag catctccccc aaactctgct ccatcgctgt 36 0 

ccactaggat aaccctgcat ggttc 385 



<210> 1084 

<211> 357 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (357) 
<223> n = a,t,c or g 

<400> 1084 

acaaacaatc caaacagaaa ataacaaaac atatgaagtg atttcaccaa agaggacatg SO 

ccgatggcac ataagcacga gaagacatcc agcctctcca gccattgagt cactgccaat 120 

taagggagat gcagactcag actgctgtga gctagcacta cacacctatt aacacagata 180 

caatagaaaa tagtgaaaat aacaaatgct ggtgaggata ctgagaagct gggtctcatt 240 

catcactggt ggggaggtaa aagggtacaa ccgttctgga aaagagtttg gcagaaaaga 300 

acgctgaact taagggttta gatgtagatt ctttggtcac tgagcatatt caagtgn 357 



<210> 1085 

<211> 413 

<212> DNA 

<213> Homo sapiens 

<220> 

c221> misc feature 
<222> (1) .7. (413) 
<223> n = a,t,c or g 



c400> 1085 

ccatattctc tttaacatat gggtcaactg ggatatttta tacaatgctg gtgggagtgt 60 
aaacggctaa tatcatttta ggaaaacaat ttgacaatct cctgcaaagt agaccattta 120 
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gggaatgtgg ttgatcaact tgatatgttg gccaaatgtg ccccatgtaa taaaatgaaa 180 

agaagagaca agatgatgtc attttcccat attgtgaaac caaaaacaaa cgccttttgt 240 

gagaccaagc taacaaacct ctgacggtgc gaagagtatt taactgtttg aagaatttaa 300 

cagtaagata cagaagaagt accttcgagc tgagacctgc aggtgtataa atatctaaaa 360 

tacatattga ataggcctga tcatctgaat ctccttcaga cccaggaagg atggctatga 420 

cttggattgt cttctctctt tggcccttga ctgtgttcat ggggcatata ggtgggcaca 480 

gtttgttttc ttgtgaacct atbaccttga ggatgtgcca agatttgcct tataatacta 540 

ccttcatgcc taatcttctg aatcattatg accaacagac agcagctttg gcaatggagc 600 

cattccaccc tatggtgaat ctggattgtt ctcgggattt ccggcctttt ctttgtgcac 660 

tctacgctcc tatttgtatg gaatatggac gtgtcacact tccctgtcgt aggctgtgtc 720 

agcgggctta cagtgagtgt tcgaagctca tggagatgtt tggtgttcct tggcctgaag 780 

atatggaatg cagtaggttc ccagattgtg atgagccata tcctcgactt gtggatctga 840 

atttggctgg agaaccaact gaaggagccc cagtggcagt gcagagagac tatggttttt 900 

ggtgtccccg agagttaaaa attgatcctg atctgggtta ttcttttctg catgtgcgtg 960 

attgttcacc tccttgtcca aatatgtact tcagaagaga agaactgtca tttgctcgct 1020 

atttcatagg attgatttca atcatttgcc tctcggccac attgtttact tttgtaacct 1080 

ttttgattga tgtcacaaga ttccggtatc ctgaaaggcc cattaaatgt tatgcagtct 1140 

ggcacatgat ggtatcctta attttcttca attggatttt tgcttgaaga tcgagtagcc 1200 

tgcaatgcaa tccatccctg cacaatataa ggcttccaca gtgacacaag gatctcataa 1260 

taaagcctgt accatgcttt ttatgatact ctattttttt actatggctg gcagtgtatg 1320 

gtgggtaatt cttaccatca catggttttt agcagctgtg ccaaagtggg gtagtgaagc 13 80 

tattgagaag aaagcattgc tgtttcacgc cagtgcatgg ggcatccccg gaactctaac 1440 

catcatcctt ttagcgatga ataaaattga aggtgacaat attagtggcg tgtgttttgt 1500 

tggcctctac gatgttgatg cattgagata ttttgttctt gctcccctct gcctgtatgt 1560 

ggbagttggg gtttctctcc tcttagctgg cattatatcc ctaaacagag ttcgaattga 1620 

gattccatta taaaaggaga accaagataa attagtgaag tttatgatcc ggatcggcgt 1680 

tttcagcatt ctttatctcg taccactctt ggttgtaatt ggatgctact tttatgagca 1740 

agcttaccgt ggcatctggg aaacaacgtg gatacaagaa cgctgcag 1788 



<210> 1081 

<211> 420 

<212> DNA 

<213> Homo sapiens 



<400> 1081 

ggcacgagag gatcctgcac tcttcctccc tcagtaagta aatgccagtc cctaggaaga 60 

gagaaccaaa atgtctaccg gaccagatgt caaggctaca gtgggggaca tttccagtga 120 

tggcaattta aacgtggctc aagaggaatg ctccaggaaa gggatagtgg atgaattctt 180 

cccgctgttg tcaaactaat gtatatggac tcaaccacag ggatatcccc agagctccta 240 

tggaacacta gcaaattttg tgtttttgtt cagtccgaca tgggctggcc ctcatcttgc 300 

agctctgtaa tttttcaatt tacacccaac aaatgaactt gagcattgcc atcccagcta 360 

tggtgaacaa cacagcccca cctagccagc ccaatgcctc cacagaacgg ccctccactg 420 



<210> 1082 
<211> 1079 
<212> DNA 

<213> Homo sapiens 



<400> 1082 

acgccaagct tggcacgagg aacagcccaa gttgcaattt tattcaacgc ttgattggct 60 

ttaaaaatag attccaggct gggcatggtg gctcacacct gaaatcccag tgctttggga 12 0 

ggctgtggtg ggaggattgc ttgaagccag gagttccagg ccagccttgg caacatggca 180 

agaccctgtc tgtacaaaaa aagaaaaaat aaataacagc tgggtgcagg ggtccacact 240 

tgtaatccca goactttggg aggcagaggc gggcagatca cctgacatca ggagttcaag 300 

agcagcttgg ccaacatcct gaaatcccgt ctctaccaaa aatataaaat ttagcctttt 360 

ggtactccaa gcagcacoat ggcggttgtt aagaacaagt gccttatgaa aggtggcaaa 420 

aagggagtta agaagaaagt agttggtcca ttctctaaga aagatcagta tgatgtgaaa 480 

gcacctgcta tgttcaatat aagaaatact ggaaagactt ggtcgccagg acccaaggaa 54 o 
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cttgctcctc tgcaacggac tgaagacttt gggcaaactt taactagtta actccatgat 60 

ggacaggctt gccgttaagt tacagcctta ggaactgggc atttccagcc accacggcga 120 

acacaaatcc tatatataat gtaaccttgc ttggctttgt agcccagtcg gcatgcttta 180 

tcgggctggg tggagcgggg agccctgtgg agagcagaga gctgccactc tgtgccagcc 240 

ctgtggagag cagggtactg ccagcagcgg accctcagaa gaaagtgcat gacatcagac 300 

tgcttctttc tccacagctc ctggatgtac ttgtaagcac ctatcttggc ctacctgatg 360 
get 



363 



<210> 1078 

<211> 1035 

<212> DNA 

<213> Homo sapiens 

<400> 1078 

gcacgagcca gaagccagcc ccctctgaca gcttcctctt tggccaagcc ctgcctctgt 60 

acagcctcga gtggacagcc agaggctgea gctggagccc agageccaag atggagcccc 120 

agetggggee tgaggctgee gccctccgcc ctggctggct ggccctgctg ctgtgggtct 180 

cagccctgag ctgttctttc tccttgccag cttcttccct ttcttctctg gtgccccaag 240 

tcagaaccag ctacaatttt ggaaggactt tcctcggtct tgataaatgc aatgectgea 300 

tegggacate tatttgeaag aagttcttta aagaagaaat aagatctgac aactggctgg 360 

cttcccacct tggactgect cccgattcct tgctttctta tectgeaaat tactcagatg 420 

attccaaaat ctggcgccct gtggagatct ttagactggt cagcaaatat caaaacgaga 480 

tctcagacag gagaatctgt gcctctgcat cagccccaaa gacctgcagc attgagegtg 540 

tectgeggaa aacagagagg ttccagaaat ggctgeagge caagcgcctc acgccggacc 600 

tggtgcaggg cctggccagc ccgctcctgc gctgcccttc gcagcgactc ctggatcgcg 660 

tggtcaggcg etatgeagag gtggccgacg ccggcagcat cttcatggac cacttcaccg 720 

accgtgacaa gctgcgcctg ctctacacgc tggctgtcaa ctcgcacccc atcctcctac 780 

agatcttccc tggggctgag ggatggccgc tgcccaagta cctgggctcc tgtggcagat 840 

tcctcgtcag caccagcacc agaccgctgc aggaattcta tgatgcaccc ccagatcagg 900 

cagccgacct tgcctaccag ctcctgggtg tcctggagtc tttgaggagc aagatattta 960 

ggcaatagaa ttgatttgea gaaggagaat gtattgegge cgctctagag gatcaagagt 1020 

cgtacgaaga atacg 1035 



<210> 1079 

c211> 376 

<212> DNA 

<213> Homo sapiens 

<400> 1079 

ctgactcgtg gggatcggga gcgaccctcc tttgtttatt tggggttgtt ctaggagggg 60 

ggggtgttgc ttgttcccgc tgttccaacg aaaaataacc tttgggtatg ccgagtttga 120 

aacttgatct ggaagctgtg cgtaaccgaa aggaggcttg taattcttga taactatgac 180 

ttggctagtg aatagaagca aacaaataca tctgtaatcg catcattcaa ttcaaacctg 240 

gacaggacaa atattttaca ctgggtttac caacagggag tacaccttta tgatgetate 300 

ccaaactaat tgaatataat aaaaatggac acotttcttt taaatatgtg aagacctttt 360 

ctatggatga atatgt 376 



<210> 1080 

<211> 1788 

<212> DNA 

<213> Homo sapiens 



<400> 1080 

ttttgaatcg cgctgccgga atteggcacg agcaagacct gacttatgga gcacttgtaa 60 
cctgagatat ttcagttgaa ggaagaaata gctcttctcc taagatggaa tctgtggttt 120 
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tttatttgtc atccttccct ttggtctttt ctgtaaacca ttttctcgaa aactggccag 240 

aatcttgttc tctctctttc gtctctcttc ttgggttaaa cggatgcaag ggctctcttc 300 

tcatcagcac tgtagattct ggttctcttt tcgcagtccg cacagcctcc attcggcgat 3 SO 

gcctgcttac cactcattac ataacctgag cattcaaatg atggcaattt ctttaccttg 420 

tcaagccaat ttcacctctt cgtgggatac gttttccagc ttttacatat tcagccatag 480 

ctgcaccttc accaggtaac agagcatggc catagttcaa aggtttatca tcttgagagg 540 

taagtgtttt tggagcctct gggccaatta aatctgatgg ttcttcagcc tttgttcgat 600 

ccttccaggg attttccaga aactcttctt gggattcttt agagcttgaa tcactggact 660 

cttttctgct cttcttagac ctctttttct tatatttctt cgatctgtgt ttcttcttct 720 

tttccttttt cttggctttc tttgctctcc ttttgttatc ttcatcactg gagtctgttt 780 

cagaatcaga gtcactgtcg ctatcttcag aatacttctt atgttttctt ttcgatgatt 840 

ttttctttct ccttttcttg gacctttctt ttgaacggct agacttcttc tttttttctt 900 

cttctgaagt agaagctgaa gtagtgcttt tctttggctc ttcatcctcc actggtgtat 960 

gttcatcaga atctggttca ggattctttg gagaaagtcc ccatacttca ggagctccca 1020 

attctccaat tctctctctc tcacttaatc tcttctgccg caggctctcc tccctctcct 1080 

tgtcgaggag gctaggccaa ggcttgtcgc tcccgtaggg gcgcgagtag ctgccgtaat 1140 

agactgacga ggaggcagaa gcgaagggga tgccccgggg cgcagagggc cgctctctag 1200 

aacgcgaccg cgagcgtgag cggtaggact ggtttcggga gccttggctg aggccaccca 1260 

gctgatgggt gagtccattc cggtccccgg accgagagca agagtgcgag cgagagcggc 1320 

ggccccgcgg ggagcgggca gatttgctgg gcttcggact cttcgacgaa ctgcgacgtc 1380 

ttccccccga gcccgaggcc tccctatccg ggctgcgtga gccggacacc ggagccatgg 1440 

ctactggggg gccccagcag ccgtgggaca agggggcgct ctcgcgagcc taggaagatg 1500 

tctgttgcct tggttcccgg gacctgccgc tgcggaacag cccaaatctg aggaaaectt 1560 

ggacacagtt ctgggtactt ctgcaaaacc 1590 



<210> 1076 

<211> 870 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> mis cofeature 

<222> (1) . (870) 

<223> n ■ a,t,c or g 



<400> 1076 

cgttgctgtc ggccggcagg aaatttaaac tgaagccgcg gccgaaaacg ccaagagatt 60 

gatgctgtag ctgccctgag ataaccagga ctgtggaatc gggaagagct catggagctc 120 

gcgaatgtaa tacggaggcc tctgaggaag gagtacggag gccgagaagg agccggcatt 180 

tgatgagcga accgggaaag ggagacgatt gcctcgagct ggagagttcc atggctgaga 240 

gtaggctccg ggccccggac ctaggagttt ccaggtgtct aggaaaatgc cagaagaact 3 00 

caccaggtgc caggaagcat cccttttccg gaaagtcctt ttacttggat ctgcctgctg 360 

gcaagaatct ccagtttttg acgggggcca ttcagcaact gggtggggta attgagggtt 420 

ttctgagcaa agaagtaagt tacatcgtgt ccagccgcag agaagtaaag gcagagagca 4 80 

gtgggaaaag ccatagaggc tgccctagcc ctagccccag tgaggtcaga gtggaaacat 540 

oggccatggt tgatccaaaa ggcagccacc ccaggccttc acggaaaccc gttgactcgg 600 

bgcctctaag cagagggaag gagctgctgc agaaggctat eagaaaccag aaatgatgat 660 

gcaccgtgca acagctgtct cattgccgtc tttatgtgtg aaaaaacaac agccaaaaga 720 

agccagaggg aacatgtcca gcagcagagt caagaacacg gaaagtggcc agacttgaaa 780 

ggcccccgtn cctcaaaaat cgaagatgaa aagcaggaag tttcgtcctt tccnatcatc 840 

agtttaaatc cttttccctg aaatttcttt 870 



<210> 1077 

<211> 363 

<212> DNA 

<213> Homo sapiens 



<400> 1077 
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<223> n - a,t,c or g 



<400> 1072 

cggtggaatt ggcccaggat gacagctggt gaatggagtc agttttatcc aagtatgaag 60 

atcagattac tattttcact gactacctag aagaatatcc agatacagat gagctggtat 120 

ggatcttagg gaagcagcat ctccttaaaa cagaaaaatc taagctgttg tctgatataa 1B0 

gtgctcgtct atggtttaca tacagaagga aattttcacc aattggtgga acgggccctt 240 

catcagatgc tggttgggga tgtatgctac gctgtggaca gatgatgctg gctcaagccc 3 00 

ttatctgtag acacttggga agggactgga gctgggagaa acaaaaagaa caacccaaag 3 60 

aataccaacg catcctacag tgcttcttag atagaaaaga ttgttgctac tctatccatc 420 

aaatggcaca aatgggtgta ggagaaggga aatcaattgg agaatgggtt ttgggaccaa 480 

atacagttgg cacagggtgt ttaaaaaaac ctggccttta tttgacgaat gggaattccc 540 

ttgggctggt ttatgtttca atgggataac cccagtgggt ccattgnaag atttccaaaa 600 

aaattgtgcc gtgtccttcc ccttgagtgc tgacacagct gggttgacag ggcctncccg 660 

attcct 666 



<210> 1073 

<211> 412 

<212> DNA 

<213> Homo sapiens 



<400> 1073 

aatctggttt acaccggctc ctgccctgcc ttcactcttc tttcctgatt catgactcct 60 

ctgctttgga ctgaagcact gcaggagttt gtgaccaaga acttcaagag tcaagacaga 120 

aggaagccaa gggagcagtg caaaggattt ctcagtatag ggagacgtag acatagaggt 180 

gacctgtccc atctgcctgc aactcctgac agaacctctg agcctaaatt gtggcctcag 240 

attatgacaa gtctgcataa ctgcttagat caaggagtca gtgatcatct caggagggta 300 

aagcagtagt cctgtgtgtc ataccacatt ccagcctgcg aacctgcgaa ctagtcgata 360 

tttgccaaca tagtcgataa agtcattggg tcctgatgag ccccaggagg gg 412 



<210> 1074 

<211> 435 

<212> DNA 

<213> Homo sapiens 



<400> 1074 

tgtgattcca atacactaga caactcagaa gacactattt aacagcagtc ttatctaaag 60 

aaataacacc tccagggacg aagcatcaga acgcttcaat taactgggga aaatgagaag 120 

aattgtgaag tttcagaacg tattagaagg tccggaccat ggaaagagat ttcttttggg 180 

gattatattt gccacacatt tcagggagat tgctgggctg atcgatcccc acttcatgaa 240 

gctgcagctc atgggcgctt actggccctt aaaactttaa ttgcacaagg tgtcaatgtg 300 

aacctttgga cattaaccgg gtgtcttctc tccacgaggc atgcctttga ggtcccgtgg 360 

cctgtgccaa gccttattgg aaaatggtgc cacgtcatgg agggacagtt acgggccccc 42 0 

cccttttaat ggttg 435 



<210> 1075 

<211> 1590 

<212> DNA 

<213> Homo sapiens 



c400> 1075 
tttttttttt ttaaagttat atcaataagc 
atagaaggca cagtagcact gtaaagcttt 
gtgtggaacc cagactttct tttttgttgt 



agctttttat tgaaggactg aaagaattaa 6 0 
ctcagaacat aataatcttt ttctatgtat 12 0 
taaaaatgtc ttctggacaa tcagaaaatc 180 
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<210> 1070 

<211> 1776 

<212> DNA 

<213> Homo sapiens 



<400> 1070 

agcggccgcg cagcggacac cgtgcgtacc ggcctgcggc gcccggccac cggggcggac 60 

cgcggaaccc gaggccatgt cccatgaaaa gagttttttg gtgtctgggg acaactatcc 120 

tccccccaac cctggatatc ggggggggcc ccagccaccc atgcccccct atgctcagcc 18 o 

tccctaccct ggggcccctt acccacagcc ccctttccag ccctccccct acggtcagcc .240 

agggtacccc catggcccca gcccctaccc ccaagggggc tacccacagg gtccctaccc 300 

ccaagggggc tacccacagg gcccctaccc acaagagggc tacccacagg gcccctaccc 360 

ccaagggggc tacccccagg ggccatatcc ccagagcccc ttccccccca acccctatgg 420 

acagccacag gtcttcccag gacaagaccc tgactcaccc cagcatggaa actaccagga 480 

ggagggtccc ccatcctact atgacaacca ggacttccct gccaccaact gggatgacaa 540 

gagcatccga caggccttca tccgcaaggt gttcctagtg ctgaccttgc agctgtcggt 600 

gaccctgtcc acggtgtctg tgttcacttt tgttgcggag gtgaagggct ttgtccggga 660 

gaatgtctgg acctactatg tctcctatgc tgtcttcttc atctctctca tcgtcctcag 720 

ctgttgtggg gacttccggc gaaagcaccc ctggaacctt gttgcactgt cggtcctgac 7B0 

cgccagcctg tcgtacatgg tggggatgat cgccagcttc tacaacaccg aggcagtcat 840 

catggccgtg ggcatcacca cagccgtctg cttcaccgtc gtcatcttct ccatgcagac 900 

ccgctacgac ttcacctcat gcatgggcgt gctcctggtg agcatggtgg tgctcttcat 960 

cttcgccatt ctctgcatct tcatccggaa ccgcatcctg gagatcgtgt acgcctcact 1020 

gggcgctctg ctcttcacct gcttcctcgc agtggacacc cagctgctgc tggggaacaa 1080 

gcagctgtcc ctgagcccag aagagtatgt gtttgctgcg ctgaacctgt acacagacat 1140 

catcaacatc ttcctgtaca tcctcaccat cattggccgc gccaaggagt agccgagctc 1200 

cagctcgctg tgcccgctca ggtggcacgg ctggcctgga ccctgcccct ggcacggcag 1260 

tgccagctgt acttcccctc tctcttgt:cc ccaggcacag cctagggaaa aggatgcctc 1320 

tctccaaccc tcctgtatgt acactgcaga tacttccatt tggacccgct gtggccacag 1380 

catggcccct ttagtcctcc cgcccccgcc aaggggcacc aaggccacgt ttccgtgcca 1440 

cctcctgtct actcattgtt gcatgagccc tgtctgccag cccaccccag ggactggggg 1500 

cagcaccagg tcccggggag agggattgag ccaagaggtg agggtgcacg tcttccctcc 1560 

tgtcccagct ccccagcctg gcgtagagca cccctcccct cccccccacc cccctggagt 1620 

gctgccctct ggggacatgc ggagtggggg tcttatccct gtgctgagcc ctgagggcag 1680 

agaggatggc atgtttcagg ggagggggaa gccttcctct caatttgttg tcagtgaaat 1740 

tccaataaat gggatttgct ctctgcaaaa aaaaaa 1776 



<210> 1071 

<211> 358 

<212> DNA 

<213> Homo sapiens 

<400> 1071 

ggcacgaggc aacacgttat accatttacc caggctgtgt agaaagctga accttcgttg 60 

gtttagtgcg agtacacttt atgatgtgca gcatgatgac aagatgggta gcaacacatt 120 

ttttaaacgg aatgattgcc gctatgtgat gatttcatgc aaagctgaca tggcatatga 180 

taatgtgcgc catcctttca tgatataatc tattagaact gattatggag gaaacatacc 240 

ttaacataat aaaagccgta tatgacagac ccacagctag tatcatactg aatggtgaaa 300 

aactgaaagt ctttcctgta agate tggaa catgacaagg atgctcagtg tggccccg 358 



<210> 1072 

<211> 666 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (666) 
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gttccttggg gaagacccac cctacgaagt tggaatgaga ccatcagatg tgataagaaa 360 

ctcttctaga tgtcaacata accaacctta taaagactaa aattcatgag tagaacagga 420 

aaatcatcct gactcatgtg ttgtgttctt tatttttaat tttcaaagag gctcttgtat 480 

agcagttttt gtctatttta . acattgtagt catttgtact ttgatatcag tattttctta 540 

acctttgtga ctgtttcaat attacccccg tgaaagcttt tcttaatgta actttgagta 600 

cattttaatt gccttctatt tttaaaactc aaaatcatta gttgggcttt actgttcttg 660 

ctattgtatg gcatatacat ctgcctggat atatttctac tcttgaccaa agttttgtaa 720 

agaacaatat aagatttcgg gtaggggtat ggggagggaa gatattttat tgagaactac 780 

ttaacaaaag atttatctgt aagcttgaac tcaggagtac agttttagct atctagactc 840 

taacagcttt tgctttaaaa ttattaaagt gtttcttaat gaaaaagaaa agatcttgct 900 

aaagttaaaa taaggaacat ttcacctttt aaatatttaa ttcttatgtg gacttatttc 960 

cagaaaactt tggtgataat fccttgagaca aaaggtggtt aagtagcatt attatgtaat 1020 

gcttatatac catagagttt ttaatagaag agaaatccat ttcctccgag ggtcactatt 1080 

aacaatgtac ttccttaaat ttagtttaat gattgtaatg ggtgctgcat ttgcacattg 1140 

cattaagtta tgatgagacg aattgttgtt aaaaattata gcaaaaagaa atgtaaactt 1200 

ggttaaaatc ctttcactct ttgtattgtt ttttttaagg tttttattcc ttaaatgtaa 1260 

aatgactacc taattttttg atgtaaatac attaaattca aagagaaaaa aaatcagctg 1320 

atgtagcagt atatcttttc cttgatggtt aaatattgat ctagtattta tattgctgaa 1380 

ttattttctg tggaggacca gataagcagt aagtatgtct tatcctatat gttttgcaac 1440 

ataaaaatat tgctaattga aaagaattag gcaattatgt gtgttgctgg gttgtttttt 1500 

tgtttttttt tttttgagac ggagcttgac cctgtcgccc agggatggag tgcaacagca 156 0 

tgatctcggt tcactgcaac ctccatctcc tggggatcca agtgattctc ctgcctcagc 1620 

ctcctgaata gctggggttt acagggcacc tgccaccatg cccgggtaat tttttgt 1677 



<210> 1069 

<211> 1677 

<212> DNA 

<213> Homo sapiens 

I 

c400> 1069 

tacggctgcg agaagacgac agaaggggag actgacgtgt gagctgcatc gcgggaggcg 60 

catggcgggg atggcgctgg cgcgggcctg gaagcagatg tcctggttct actaccagta 120 

cctgctggtc acggcgctct acatgctgga gccctgggag cggacggtgt tcaattccat 180 

gctggtttcc attgtgggga tggcactata cacaggatac gtcttcatgc cccagcacat 240 

catggcgata ttgcactact ttgaaatcgt acaatgacca agatgcgacc aggatcagag 300 

gttccttggg gaagacccac cctacgaagt tggaatgaga ccatcagatg tgataagaaa 360 

ctcttctaga tgtcaacata accaacctta taaagactaa aattcatgag tagaacagga 420 

aaatcatcct gactcatgtg ttgtgttctt tatttttaat tttcaaagag gctcttgtat 480 

agcagttttt gtctatttta acattgtagt catttgtact ttgatatcag tattttctta 540 

acctttgtga ctgtttcaat attacccccg tgaaagcttt tcttaatgta actttgagta 600 

cattttaatt gccttctatt tttaaaactc aaaatcatta gttgggcttt actgttcttg 660 

ctattgtatg gcatatacat ctgcctggat atatttctac tcttgaccaa agttttgtaa 720 

agaacaatat aagatttcgg gtaggggtat ggggagggaa gatattttat tgagaactac 780 

ttaacaaaag atttatctgt aagcttgaac tcaggagtac agttttagct atctagactc 840 

taacagcttt tgctttaaaa ttattaaagt gtttcttaat gaaaaagaaa agatcttgct 900 

aaagttaaaa taaggaacat ttcacctttt aaatatttaa ttcttatgtg gacttatttc 960 

cagaaaactt tggtgataat tcttgagaca aaaggtggtt aagtagcatt attatgtaat 1020 

gcttatatac catagagttt ttaatagaag agaaatccat ttcctccgag ggtcactatt 1080 

aacaatgtac ttccttaaat ttagtttaat gattgtaatg ggtgctgcat ttgcacattg 1140 

cattaagtta tgatgagacg aattgttgtt aaaaattata gcaaaaagaa atgtaaactt 1200 

ggttaaaatc ctttcactct ttgtattgtt ttttttaagg tttttattcc ttaaatgtaa 1260 

aatgactacc taattttttg atgtaaatac attaaattca aagagaaaaa aaatcagctg 1320 

atgtagcagt atatcttttc cttgatggtt aaatattgat ctagtattta tattgctgaa 1380 

ttattttctg tggaggacca gataagcagt aagtatgtct tatcctatat gttttgcaac 1440 

ataaaaatat tgctaattga aaagaattag gcaattatgt gtgttgctgg gttgtttttt 1500 

tgtttttttt tttttgagac ggagcttgac cctgtcgccc agggatggag tgcaacagca 1560 

tgatctcggt tcactgcaac ctccatctcc tggggatcca agtgattctc ctgcctcagc 162 0 

ctcctgaata gctggggttt acagggcacc tgccaccatg cccgggtaat tttttgt 1677 
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ctcgactctt tctggaggca ctttcccacg agtttgcatc ctttcggcca cattgtggta 3120 

gaaatcctga gcacactctg actgttcttc aatgcttaga tcccttttgt aatgcattcc 3180 

ttccaaaaac agcttggtct gtttatagat ttcttggcct gtcttgtgga aggtcttgag 3240 

aaattctatg aactccttag acactctatc cgtttcaatg ctggtttgcc ggtttatgga 3300 

aggactggga gcttttgctt cctgaatttc cttctttgat ccgaccctgg aagatgcact 3360 

gaagaatttc ttcactgtgg taaccttgcg ggtcttctcg ttggttttct tttcttcaaa 3420 

cttggagaat gtgagggatt gggccccttg gctgctctga ctgctggcaa aggcctcttc 3480 

ttcctcccgc tggagtcgct ccgccagctc ccagtcctcc tgaatctgct tctgcctggc 3540 

tttgtggtac tcttcectcc agcacttgga gcagaaaccc tgccaggcag ggttgccgta 3600 

gtaaccacat cctttcttgc acaggagatc cgattgatcc acatgaattc ctcggcgttc 3660 

agacttaagg ctcatcttct tcctgctaac cactcgcccg cgtctccgcc ggcgtccaaa 3720 

ccaccgctcg cccgcttcgc ccgggtaggt ctgggctccg cggccagctc ccgcctcaca 3780 

cccaccctcc tgctcgccca cgaaa 3805 



<210> 1067 

<211> 1513 

<212> DNA 

<213> Homo sapiens 



<400> 1067 

cccacgcgtc cggaaaaatg cagagaaaca ggagtcttgg ctactccttt agaggcagaa 60 

tcagaccctc ctgcctcaca gctttatctt tgtatttgcc ccttacttta tcttgtgcct 120 

tgagaaattg ctggggagag aggtatgtcc actgggcagc tgtacaggat ggaggatcta 180 

gggcgtttcc actcccagca gccaggttcc ctcaccccaa gctcacccac tgttggggag 240 

attatctaca ataacaccag aaacacattg gggtggattg ggggtatcct tatgggttct 300 

tttcagggaa ccattgctgg acaaggcaca ggagccacct ccatttctga gctctgcaag 360 

ggacaagaac tagagccatc aggggctggg ctcactgtgg ccccacccca agccgtcagc 420 

ctccagggat ctacaccctg ccttggctgc tacagctttt tcactccact gccctagggg 480 

agttcagcaa cctaatgatc tctatctctg aacatctctt catcccatgc tccaagtcca 540 

gcaacctgca ccctggaacc aggagtggac cctacccgag ctgtctgtat taatccccat 600 

cccccaccac caatcttaaa aagccctctg tccccctacc ctaaacccca gttaggtacc 660 

catgctgggc aggtcagtta acaatttatg cacaggtact agttttattg tattaccgtt 720 

ccagggtagc tttgaaaaaa gtatctcaaa aaggcaacac tgcgcctggc tgatcccagc 780 

acttttcaaa tgatgccgct caaagccgtg acttggccta ctttgaacag caaacttgtt 840 

gctgctgttg tcaacctgaa ggcctctcaa atgccagctt caagcagggt gtgaattggc 900 

cagtgtcaga tctcaggagt cctgtgttga gagtgtggct ttcagctgcg gggagctgca 960 

cttggtgggg aaagccaggc aggtcaccct cacagccaga taatgtggag gtcagaaccc 1020 

aaggaaggga gtgagacctc cactcccagt gggggacctg gccacccatc cttggggacc 1080 

tgagaaagcg tacttcacct tggggtgaag gctgggtggg gccagaggga ccagtgccct 1140 

cctcagtgct taggggcaga gccacctgca gcaatggtat ctgcatatta gcccctctcc 1200 

accttctttc tcccgctgaa tcatttccct caaagcccaa gagctgtcac tgcttctttc 1260 

tccctgggaa gaatgegtgg actctgcctg gtgatagact gaagccagaa cagtgccaca 1320 
ccctcgcctt aattccttgc taggtgttct cagatttatg agacttctta gtcaaatatg . 1380 

agggaggttg gatgtgggtg gcttgtgcct gtaatcccag cattttggga ggccgaggtg 1440 

ggaggatccc ttgaagccag gagtttgaga caagcctggg caacaaagca agaccctatc 15 oo 

tctaaaaaaa aaa ~ 1513 



<210> 1068 

<211> 1677 

<212> DNA 

<213> Homo sapiens 



<400> 1068 

tacggctgcg agaagacgac agaaggggag actgacgtgt gagctgcatc gcgggaggcg 60 

catggcgggg atggcgctgg cgcgggcctg gaagcagatg tcctggttct actaccagta 12 0 

cctgctggtc acggcgctct acatgctgga gccctgggag cggacggtgt tcaattccat 18 0 

gctggtttcc attgtgggga tggcactata cacaggatac gtcttcatgc cccagcacat 240 

catggcgata ttgcactact ttgaaatcgt acaatgacca agatgcgacc aggatcagag 300 
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agatgatgaa gctggagcca gggctgccgg tccgagtctc ctacctcccc caaccctgcc 
cgcccctgaa ggctacctgg cgccttgggg gctgtccctc aagttatctc ctctgctaag 
acaaaaagta aagcactgtg gtctttgaaa aaaaaaa 



<210> 1066 

<211> 3805 

<212> DNA 

<213> Homo sapiens 



<400> 1066 

tttttttttt ttggaagagg gacggattgt gaaactttat tgataaagaa ttccgttcca 60 

aaggtgtatt ccagtcacat ttaccctaca taaaatacca acatcttctt attgcaaaaa 120 

cagaaactcc ggccgttgta ttgatgctga cttaagagaa atagaagcct ctatataagg 180 

caagagtcca taccagaaga attccgacca atatgaggat acctccaaaa aaaatcaact 240 

tcaataacct actttatatg gtaaggagga cccaaaaaag gtcaggcttt tgtgggaagt 300 

tgatatgcag tttattgaac aaacagagtg tacagtaact aaacgaactg tgtatttcca 36 0 

aaggaattaa gaccgcatat ctggattcac acctaaaagc acatagaaaa ttaaaccaaa 42 0 

gaagggcaag ttttgtacta aaatcacttg ggcccaggtt attctataag aagattctca 48 0 

ctggcatttg atagtaactt atcaccttct gtgcgagctt gggaaccagc tgactcagtg 54 0 

aactgcttcc tgtcttcagt gcgtgatgac acagatgtgt caagcttaat agatcttata 60 0 

tgtaaattta agaataagaa gttttatacc caccctggtt ttattccaaa gttactgctc 660 

tgcaattttg ggctccatcc ttaggaagat actggaaaag caagagaace tttctcagct 720 

gcctgtgtga agtgacgttg ttctagaacg gtgccctggg gcctcatgca cgatttcaca 78 0 

agtatagctg cataatctgt ggatgtcact gaatggaaga agaatcatca atggtatatt 840 

taggttatag aaggttccac tgagataaga aaaggttcta caatgcaggt agctgtcaag 900 

cctcctaaat atttaactcg ttttagttaa catcacactg tgcattgagt gcaagattct 960 

ttggttacac catattaacc accaggagga taactcctgg tttgtaaaag acatcagtgg 1020 

ttcttaacgg aggggtgata tggccccagg agacatctga ctatgtctgg agagaatttt 108 0 

tcacagctct agcgggggtg ctactggcac ctaatggata tggatggcag gaatgctgct 1140 

gaacattcta ccatgcacag ggtggcccca caacaaacac ctctcaggcc actaatatga 1200 

atagtcccga ggttgaaatg tcctgaaaaa ggttcagaaa acatgtctag acgtttgcaa 1260 

agtcaaatgt atattatgga ggctgcaagg cgccccttgc atctcacagc tgagggaccc 1320 

cgtcacctct caccatcaga ggcccattca ttcccgcctt ccattccagg cccagtgcct 1380 

gctccttctc actgaagaac tcaatagaga tttgctgaat gaatgaggga aaaataagct 1440 

agaagcatag tttaaagtct tccatcgact acattaaaca gcaattttat gtggcctaaa 1500 

ctjttattctg aaccttagtg gtgtcatagt ctctgactat atagaacctc aaagttaagg 1560 

ctaacacgtt cttaaagatg gagtgcacat cttaagggga gtttgtctaa acacttctcg 1620 

agtcatttta gtgggacaaa ccaaataaaa tggtgctaaa ggcaaacatt caatatactt 1680 

cattttaaac taaaaaatta acatataaaa tgccatgcac agcagacacc attctttttt 1740 

ttacatattt acaattttac atatttactt atcaatataa tttctatctt tacaattata 1800 

aaattattcc aaactgtgga agagtggtac catttaattt tcttgaacat acactttgta 1860 

gcattcattt gtttaatcct ttaaaaggca attatttacc aaaaccacag tgaatgccag 1920 

aggaagcaca taggaaaatc atggagggaa aaaaagattg agacaaaatt tgcacacaag 1980 

ccttaaatga atctgtatca gtaactcaaa taagtagtat tttattatta actaaggttc 2040 

ccctgctagg aaaaacgaaa caatccccat atactgtacc tttaaaaaat gctctgacat 2100 

fctataagcaa tttagttaca ttctagatcc caatcagttg agtgtagtaa gggctaccta 2 ISO 

caatttaggc tcaaataaat actctccact aaattgtgat catcctgcat aaacttgagg 2220 

ttgcagtggt ggaggaagtt tatcattttc aacgttttca gagtcaatag ctgctaacgg 2280 

ttgattcgga ggcttaattt ccagtgggta tttctcaacg atgtcttgaa cttctcttgc 234 0 

aattccatct gtccaatcta tgaggtcttt ttccagtttc ttggcttcat tcatgatcct 2400 

ttcttgtcgt tcattcaact gagacaagag atccaagttc ttatacattt gcttgacgcc 2460 

taagcaagca tcaggagacc aactctcagc ttcttgcttc ctgggagagg tctggccaga 2520 

catgtagcga tcaaaatcct cctgacttag attcaaagac tgggcgtcta gcttctcaat 2580 

gaaagccaca gcacagcaca gattggtgaa atagtagcca tcctctccag tcatcagtcg 2640 

gcttggattg cagaagcgcg tgatatactg gatattagac tgaaggcgtg gggggttgcc 2700 

cttcaaaaca atgtagatga gggtggggag gaagtcatcc gctgacgccg gctcattctt 2760 

ggtgatcttg atggcattga agatgtgctt gctgcacttg gtgatgcagg ccagcttgtc 2820 

tcgaggcaca cgcttggaat ccatttcaat gatatctgtg atcgccttca ccaccatatc 2880 

agacacttct gggatgtctt cattaacagg gacacacagc atctgaggcg taacccagcg 2940 

cagggctctg attctctttt gaatggcaag atctttcttc tcatcatcag tagtttctgg 3 0O0 

acagaataca tatttataga gacgagtcat gatgtacttt tcaatctgat ccattatctt 3060 
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gtgctcatca aactgaatat tgataagcag ggtgatgaga tatataaggc agatgggaag 1320 

aaaacatgga attagagttt ttaaatccac aggatatcat gatgaagggt tttaagcaga 1380 

tacttcataa ctagtgccat actaatttag ttagaaatta aatcatgttt tggaattgaa 1440 

agccaaaggc aaaaagagct ctcctgtgct gaatggcact gcccgagtac aggaatggaa 1500 

ggagcattca ctgcaggagg cctcagcaca tcactcggtg gtgataaagc cactcagcca 1560 

gtcagggatg gaggaggggg cccccctgcc agcatcagga ccagacctct gggcatggct 1620 

gatcccagct ctggaatctg aagggatgac agggactttc acctctgctg gtttgaagtc 1680 

tctaagcagt tctgaggcgg gcagtcttct cctgggagaa gtcctcagaa acctttggaa 1740 

agggaagaag ctacgctagg ccacagtgca taccacgaat gagaacaatg gcagcggctg 1800 

ccgacaactc tggatctaac acaaagacag atgacaaggg gcagtgtcct gccaaggaat 18,60 

ccactttaet tcttttgaga ctggttttta cacatggtaa ggatttgctt cagtactttc 1920 

tggacatctt catccatctg gccctgcaca gcatacagaa gatgcattct gtaaactgat 1980 

atgacctcct ggtgttgttt cttgcattcc gccagctggt tctggagctg tttgacttgc 2040 

tgctgcagcg cctccagctg ctgactctgc cttttggatg agcttgttga gtaggagagc 2100 

tgggagaggc tgttcaaggc ctccttcaat ttggtgactt ccttcgacat ctcatttatc 2160 

tttttatctt tatcttcctc cagttttgaa gagctctcag agtatctttt catttctgca 2220 

agttcttcct gagcttgctg gaatttttgc agaagttcat ttacttcttg ctctttggat 2280 

ttcaagagag tctgaatatt ttccttttct cttttcacct gtgagacctc acttctaatc 2340 

tggacaacct ctgaatggac cttctctttc tctttcacag attcctttaa tttcgatgcc 2400 

aacacactca cttcactctc taaggatgac tggagttttt cataggaaga ccgaggtacc . 2460 

attgcatcag tcatagcagc tttctcttct aagagttgtt tctccagctt tgctacttcc 2520 

acttccttgc ttgcaaggtg ttccttaaga ttgcttattt tttcttccat ctcttttgct 2580 

gcagtccgca gcgtggttat cacttgcaaa tgttctgtga tagagacaga gttctctttt 264 0 

tgtgcatcca ccagttgttt gagctgggtc aactcattca acacttttga atactgagac 2700 

ttcatttcag acagtgcatc ttctgcttta gccctggaca cgtttgtcaa ttgcatcagt 2760 

ttctcatgct ctgctttatg gatatattca gctgtgacat cctctagaga tttcctcttc 2820 

ctgtaatcct ccagctcagc ctgggcttct ttgtacagct gtgacagctc gctcacctgt 2880 

ttattgagtt catctatcat cctattcatg gcttctttca tgtcctcagc ttcatcactg 2940 

gcttcctgtg tcatctgact ttttagtgtg tcttttaatt acatgatttc ttcttgggct 3000 

tcttgggatt tctcaaacaa aaatgctttc tccttattca tattctcaat aacagagcaa 3060 

tatgaacttt tcatttcctc gtactcttcc acaggtggct taatcactgt acctttctcc 3120 

ctctctacca gtttttcctc taactctctc actttctctt tatttctttc actttcttct 3180 

aatgcattct gcagatcctg ctttagcaca tttatttcct cttccgtgac cctcagctcg 3240 

tggaaatgtg aataattatc catgctttca ggtgagacaa gaccgagttt catctgcttc 3300 

tgcacactaa ggacttcttt catagcctcc tcgtatttgc tctgagtttc tttaagtttc 3360 

tggctgaggt cagagctgtt ctctgaaatc tcagtgttgt ttaagcatac cagttctgcc 3420 

cttcgggatt ggagttcgac ctgtagctgt tttctctctg cttcagagct ctctaatctc 3480 

ttctgtagat cttgcaaaat ctcttgcagt tgctgaattc tgacatcatt gtcagtagtg 3540 

gatttaccta aagaatgtat taagacagat ggagatgatt tggagtctgg gggagaggtt 3600 

tcaccaggtt ttcccaggga tgggcccaag tcagtttggg tggaatggta tgagtcaaag 3660 

cttaggtctg cttccgcctc cttgg 3685 



<210> 1065 

<211> 937 

<212> DNA 

<213> Homo sapiens 



<400> 1065 

acgcagcagc caccgccgcg tccctctctc cacgaggctg ccggcttagg acccccagct 60 

ccgacgtagg gccctctcgc gcgccacctc catccgcfcgc ccctctgccc acgggccggg 120 

ctcagatgtc gccctctggt cgcctgtgtc ttctcaccat cgttggcctg attctcccca 180 

ccagaggaca gacgttgaaa gataccacgt ccagttcttc agcagacgca actatcatgg 240 

acattcaggt cccgacacga gccccagatg cagtctacac agaactccag cccacctctc 300 

caaccccaac ctggcctgct gatgaaacac cacaacccca gacccagacc cagcaactgg 360 

aaggaacgga tgggcctcta gtgacagatc cagagacaca caagagcacc aaagcagctc 420 

atcccactga tgacaccacg aogctctctg agagaccatc cccaagcaca gacgtccaga 480 

cagaccccca gaccctcaag ccatctggtt ttcatgagga tgaccccttc ttctatgatg 540 

aacacaccct ccggaaacgg gggctgttgg tcgcagctgt gctgttcatc acaggcatca 600 

tcatcctcac cagtggcaag tgcaggcagc tgtcccggtt atgccggaat cattgcaggt 660 

gagtccatca gaaacaggag ctgacaacct gctgggcacc cgaagaccaa gccccctgcc 720 

agctcaccgt gcccagcctc ctgcatcccc tcgaagagcc tggccagaga gggaagacac 780 
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gatgtaagtt tacctatgta acaaacctgc acttataccc atgaacttaa aatgaaagtt 2400 
aaaaataaaa aacatataca aataaaaaaa tcccgacttt gggatgagtg ctagg 2455 



c210> 1063 

<211> 1225 

<212> DNA 

<213> Homo sapiens 

<400> 1063 

agcttggaga ttgaccaagc agccaagaaa cccaagaaag gcaaagagat ggtggataac SO 

cagaaacaag tcaaatgtcc ggaagatcaa gttggacagg tggactgcaa cattttcaaa 120 

gcaaaagaat cccgttgctg tcgtgatgtg aaaccagcac cagttctgct ggccacgcgc 1B0 

cttgtcggca tgcagcacag ggtcccccag cagagcccac aggcctgcgg ctgtgctctg 240 

aacaccaaag actgcacgcg tggccgccag gtcccagaag accttctctc tggccaccaa 3 00 

agaacggtaa gtggcattca gggaagagga cagctggtgg cagaccacaa agacgcccaa 3S0 

gtagaagaca aagccagcga ccatcagcgt ggagcggatc ccccaggatg catagtccag 420 

gtcaaaaatg ctctctgatg tgcccccatc gctcgcagga ttcattgtcc acagctatat 4 B0 

tccaaaggag tcctggggcc aacacgggcc gggccctaca ctgtgtcttg tctaaggaaa 540 

tgaagtcagt gcagcggtcc ctgggattgt cacgtatcca tcttcaatct aaaagaaaga 600 

tcattcattt tgtgttgact cgatagaaac aaggacacat cacttacccc aggaacgcaa 660 

acattatact acaaaatatt taattctgta ccttattctt aatgaactta caaggatgca 720 

taaacatacc aagggaacat ccactgacag tataggagga aagaaaatga aacttaagcg 780 

ttagagcggt ccaccaccaa tcagaaggcc gaatcgttgc tggcaggaac acacggtcct 840 

atgctcgtcc tatgtgcacc ccaccagcaa gtctcccgcc ttcacagcag tcccaatcag 900 

tcacacaatt caggcatcgc acgatgaaac atgattaagt cattacactg ggatacactt 960 

tgttacagca ctgaacttct gctgtttgat tctacgtgac actcccagga tgtcacgaaa 1020 

acctgtgctc ccgggcttca agggatttcc ctggtaaagg gcccggaagg cttttcaaca 1080 

gaacaaggaa aggctgaact tcctccttgg acctacggac ctttgaaaag ggaatataaa 1140 

ttatcctttc ttgtttcact ctaaccatcc ctgcattcac ttcatgctat actttcaatc 1200 

tttgaaaaat tacactctct ggacc 1225 



<210> 1064 

<211> 3685 

<212> DNA 

<213> Homo sapiens 

<400> 1064 

tttttttttt ttgcaaaatg aaacaagttt attttctcca ataacttctg taaattacaa 60 

agacaaaata ctaaaaacta cagcatataa gcttttcaat atttaaccag agtactcgta 120 

ataaatatgc atccggaaac aagataaaag gctacacctc gtcaggcatc ctacaaaaat 180 

gtctcaagtt ttatatactc tgcagcattt ctgtgcgggg gcagaagggg ctgttgtgta 240 

ttttctgaag tgctgtgaca aaaggtcctt tcacatttct ttggagcatt tttgaaattg 3 00 
cttaactata attaaacaac ttaagaaaag taacaccaag ctttaaagcc atttttgctt 
tgctgtcatt ggtccttatc caatacagat caacatatca tccagcacag ccaagcaccc 
actgaggcca agcagccttg tgggacatgg gccctgtcag agcaggocct actttcagtt 

aaatactttg gagagtccag gattctgtct ctctccctca acaagattaa tgccataagg 540 

gaagttgcaa gcgtgttaga aacattttta acctgaaagt aaagtgaaca gaaatatttt 600 

ttttccgaga cctctgctat gcacccataa tattacccat atcagggttt ttagcttcaa 660 

agttgaaaaa cagaattggt acctaacagt cccctcctag agatcattta tgggcgctgg 720 

tagagtcagg gcattcaaaa cattcaacgg gtaaaaggag gatttgctag attcagaaat 780 

gcgctacaat tctgaagaca ccatggctga aagtt ctagg ggtgttggtg gcagctcata 840 

ttaggtctgg catacataac taccttttgc tatagctgaa aactttaagg aaaaagttat 900 

atttttaaaa agtctcaagc atggctacct aaaaagtatt ttgttaatat aatctactgt 960 

aatttcactt atttaggagt tcagatatga aaacatcttt atgagccaat aaaaatatta 1020 

cagagaaaaa aatacttcta caaaagttga ggttaagaac tatgaggcat ttcttttggc 1080 

tgtaaacaca cagtttactg tcccttgttg aaacacaaat gtttggattt cctgagcttc 1140 

acagataaca gcaggaggca agtttgcata gaaaatttgc agtatgtcaa caatttactt 1200 

aaaaaaagaa cttttaagga caacttgctt ttgtttttaa gtttcatatt ttagttaata 1260 



360 
420 
480 
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agtgatcatg tgaagcacat aacctttgtc ctcggggttc caatggagtt tctgttctaa 1080 

atcagtccca aaattgccac tgtgcaaaac tgatgagcaa gtcagcatgc taagtgcact 1140 

tactccacac cagataacca acaacagtct gatccagaag acttgtttgc catggatttt 1200 

gggctgcatt tggtaggaaa ggatggtctg aacaaacata tataatgagc ccataccaaa 1260 

ggtaagcaca gctccactta catgtgcagc aaaaagggtt gttttctgga agtttgccac 1320 

aatagaaagt cctaaacaac tcagtattcc aagtacaagg ccagccttgt ttaatttgat 1380 

gataacgttc tcttcaggac tcagagcatg aacttgctta taacgaacat aaatggtagc 1440 

aatgcataaa actgccgcaa tatttagcat tgccccaaat aagcattttt ctggagctac 1500 

tgtaccagtg tcactgatat aaggtaaagc cgggtctata tggtggagtg ttactgcagt 1560 

aatgtatgaa aatatgaaag cagcagatgt ccaaattaca agggctgaag gaaggaaact 1620 

gaggccttgc tgaaaccacc acatttctaa caggttttct gttttacaac ttcacaaaat 1680 

gttagtcttc agacctgctc atacctgcac cttttgtaaa tccagaggaa ttaattagac 1740 

cgctgatttt ctccggaagc gcgaagcact aggccgtttg aggatctccg ctccgctttg 1800 

cctgggacca ggaaaagacg cgagagacgg aactcggcat caggcactgc ttggggcagg 1860 

aggagagtag gggaaactta cc 1882 



<210> 1062 

<211> 2455 

<212> DNA 

<213> Homo sapiens 



<400> 1062 

ggcggggcac cacccgcttc cgtgcccgct cgagaatccc ccgtatctgg cgcgcaggga 60 

agttcccgaa cgcgcgggca taaaagggca gccggcgccc gcgcgccaca gctctgcagc 120 

tcgtggcagc ggcgcagcgc tccagccatg tcgcgcggcc tccagcttct gctcctgagc 180 

tgcgcctaca gcctggctcc cgcgacgccg gaggtgaagg tggcttgctc cgaagatgtg 240 

gacttgccct gcaccgcccc ctgggatccg caggttccct acacggtctc ctgggtcaag 300 

ttattggagg gtggtgaaga gaggatggag acaccccagg aagaccacct cagaggacag 360 

cactatcatc agaaggggca aaatggttct ttcgacgccc ccaatgaaag gccctattcc 420 

ctgaagatcc gaaacactac cagctgcaac tcggggacat acaggtgcac tctgcaggac 480 

ccggatgggc agagaaacct aagtggcaag gtgatcttga gagtgacagg atgccctgca 540 

cagcgtaaag aagagacttt taagaaatac agagcggaga ttgtcctgct gctggctctg 600 

gttattttct acttaacact catcattttc acttgtaagt ttgcacggct acagagtatc 660 

ttcccagatt tttctaaagc tggcatggaa cgagcttttc tcccagttac ctccccaaat 720 

aagcatttag ggctagtgac tcctcacaag acagaactgg tatgagcagg atttctgcag 780 

gttcttcttc ctgaagcfcga ggctcagggg tgtgcctgtc tgttacactg gaggagagaa 840 

gaatgagcct acgctgaaga tggcatcctg tgaagtcctt cacctcactg aaaacatctg 900 

gaaggggatc ccaccccatt ttctgtgggc aggcctcgaa aaccatcaca tgaccacata 960 

gcatgaggcc actgctggct tctccatggc caccttttca gcgatgtatg cagctatctg 1020 

gtcaacctcc tggacatttt ttcagtcata taaaagctat ggtgagatgc agctggaaaa 1080 

gggtcttggg aaatatgaat gcccccagct ggcccgtgac agactcctga ggacagctgt 1140 

cctcttctgc atcttgggga catctctttg aattttctgt gttttgctgt accagcccag 1200 

atgttttacg tctgggagaa attgacagat caagctgtga gacagtggga aatatttagc 1260 

aaataatttc ctggtgtgaa ggtcctgcta ttactaagga gtaatctgtg tacaaagaaa 1320 

taacaagtcg atgaactatt ccccagcagg gtcttttcat ctgggaaaga catccataaa 1380 

gaagcaataa agaagagtgc cacatttatt tttatatcta tatgtaattg tcaaagaagg 1440 

tttgtgtttt tctgcttttg aaatctgtat ctgtagtgag atagcattgt gaactgacag 1500 

gcagcctgga catagagagg gagaagaagt cagagagggt gacaagatag agagctattt 1560 

aatggccggc tggaaatgct gggctgacgg tgcagtctgg gtgctcgccc acttgtccca 1620 

ctatctgggt gcatgatctt gagcaagttc cttctggtgt ctgctttctc cgttgtaaac 1680 

cacaaggctg ttgcatgggc taatgaagat catatacgtg aaaattcttt gaaaacatat 1740 

aaagcactat acagattcga aactccattg agtcattatc cttgcctatg catgatggtg 18 00 

ttttggagga tgagagggtg ctatccattt ctcatgtttt cccattgttt gaaacaaaga 1860 

aggttaccaa gaagcctttc ctgtagcctt ctgtaggaat tcttttgggg aagtgaggaa 192 0 

gccaggtcca cggtctgttc ttgaagcagt agcctaacac actccaagat atggacaaac 1980 

ggtggacgcg gctggcagaa gggacttcac gaagtgttgc atggatgttt ttagccatcg 2040 

ttggctttcc cttatcaaac ttgggccctt cccttcttgg tttccaaagg cattcttatt 2100 

gcttgagtta tatgttcact gttcccccct aatattaggg agtaaaacgg aataccaagg 2160 

ttgatttagt gtttttacct ctgtccttgg ctttcatgtt attaaacgta tgccatgtga 2220 

agaaagggtg tttttctgtt ttatattcaa ctccataaga ctttgggata ggaaaaaatg 228 0 

agtaatggtt actaggctta atacctgggt gattacataa tctgtacaac gaacccccat 2340 
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aggcctattc acttagaagc agttaccagt gctgggcagt gtcctccaag tgccagagga 18 0 

gtgctgtgga gaaaagaagt ccatggaagc caggagatgg gcaagatttt gcctcttcaa 240 

ggtgaatgcg gcttcaaggg gctatctttg tgctcctgcc ccacctgggg cccatcctgg 300 

tctggctgtt cactcgtgat cacatgtctg gttggtgtga gggcccgagg atgctgtcct 360 

ggtgcccatt ctacaaagtc ttattgcttg tacagacagc catctactct gtcgtgggct 420 

atgcctccta cctggtgtgg aaggacctgg gagggggctt ggggtggccc ctggccctgc 480 

ctcttggcct ctatgctgtt cagctcacca tcagctggac tgtcctggtt ctctttttca 540 

cagtccacaa ccctggtctg gccctgctgc acctgctgct gctgtatggg ctggtggtga 600 

gcacagcact gatctggcat cccatcaaca aactggctgc cctgttactg ctgccctacc 560 

tagcctggct caccgtgact tcagccctca cctaccacct gtggagggac agcctttgtc 720 

cagtgcacca gcctcagccc acggagaaga gtgactgagg ccctagggca tgggagagga 780 

gggacgccca gggtggggag gaagagtctg caagcagggc tgtggagtta gggttcaccc 840 

caatgggacc accctcctgg gtcccctgga gccgtttttc cttagaaatc agagaaatgg 900 

gaaagggggg gaaagggatt tcacacttaa ataaaaaaat accaccagca actctgaaaa 960 



aaaaaaaa 



968 



<210> 1060 

<211> 381 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (381) 
<223> n o a,t,c or g 



<400> 1060 

tctcncgcca gaatcctgat agtcaggatc aaagagaatg gcaccggtga acacagatgc 60 

cacagataaa gacatatcca agttcaaggt cacctccact ttggtggtct ccggaataga 120 

gtgcatcact ggcatccttg ggagtggctt catcacggcc atctatgggg ctgagtgggc 180 

caggggcaaa acactcccca ctggtgaccg cattatgttg atgctgagct tttccaggct 240 

cttgctacag atttggatga tgctggagaa cattttcagt ctgctattcc gaattgttta 3 00 

taaccaaaac tcagtgtata tcctcttcaa agtcatcact gtctttctga accattccaa 360 
tctctggttt gctgcctggc t -381 



c210> 1061 

<211> 1882 

<212> DNA. 

<213> Homo sapiens 



<400> 1061 

tttttttttt ttatggttat gacttttatt aatcatatct gctgttattc ccaaacttct 60 

caatgttaca tgaatactaa cccttgtttt atataaaata tgactaaagt aaatttacct 120 

acaggtgcct ctctccttca ttggtgatta aaatttcacg ccagagacta aacttcattg 180 

aaactactgc aagcatgtgt atgatagacc catttagcta agtatctggc attgtggcca 24 0 

gaaaaaaaaa aaaatcggtt cctacaaaat ctcttgggca acacttaagc catggaagag 3 00 

cccacatgaa tccaggtcta ctttccttta caggtagatt ccagaacaac aacaaaaaat 360 

gtaagactac aagaaatgat ttaatatgat aaaactccca tttcaaaacc cagttctaaa 420 

ggatttactg actaatgctg attatttagt catggaaaat gtctctcata aaagtgctcc 480 

taacaaaaca tgatctacaa taatttataa aatgtgaagg gttgggatgt gcagactgat 540 

tggfcgcacgt caggttgttt ctcttaaata aggtataaaa aactatgata tcatagtctt 600 

ttgactttat tttctgagat aaaaaagtat aggcataggt gtttttaata gtcttcttga 660 

tgatatcctt tagaataatc tatcaaatgg cttctttcat gtttcctgat tatcagcatt 720 

catcagtgtt actgtcagcc ttgattaagt ggttgaaaat ttcagagaag aataagcaac 780 

ttctgtgaac ctttccccaa tccctgagaa tcataatcat tacagaaata ttttatcctt 84 0 

tcatcaaata tctctggaaa gtagccgtgt tcgttcattg ttaatagggc aaggtgcagt 900 

gtcatagagg gttaatccat gtaaattggc ttccacccgt aaagaaattt tctgaaaatc 960 

acgaatgtaa gtcaggaaaa aaccaaagaa ggaaaatgac atagaccatt ctgctgcagt 1020 
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gtcgcaaagg tcatgctgtt ggtgatattc ctggagtccg ctttaaggtt gtcaaagtag 420 

ccaatgtttc tcttttggcc ctatacaaag gcaagaagga aagaccaaga tcataaatat 480 

taatggtgaa aacactgtag taataaattt tcatatgcca aaaaatgttt gtatcttact 540 

gtcccctgtt ctcaccatga agatcatgtt cattaccacc accacccccc cttatttttt 600 

ttatcctaaa ccagtaaacg caggacctgt accaatttta ggaaacaata agacagggtt 660 

gtttcaggat tctctagagt taataacatt tgtaacctgg cacagtttcc ctcatcctgt 720 

ggaataagaa aatgagatag atctggaata aatgtgcagt attgtagtat tactttaaga 780 

actttaaggg aacttcaaaa actcactgaa attctagtga gatactttct tttttattct 840 

tggtattttc catatcgggt gcaacacttc agttaccaaa tttcattgca catagattat 900 

cttaggtacc cttggaaatg cacattcttg tatccatctt acaggggccc aagatgataa 960 

atagtaaact caaaattgct ccccactctg tttattattt aaaggtgtca ggatctgtgt 1020 

tgtaatgtgt ctacattaat gtgtttagga gaatacaggc attggttcat ttagttgatg 108D 

gaagtatatg ccaggcaggg aaataaggat ctgtctgttt agtggatacc gtgtatcctt 1140 

taatagacca ggtaacagtt cgtgttagtt tagactattg ttttgtactg tactttcttg 1200 

ggtggcagag gaaagaaaag taaaacatta a 12 31 



<210> 1058 

<211> 1575 

<212> DNA 

<213> Homo sapiens 



<400> 1058 

tttcgtcccg cgcccggact ttgccatcgg cggggcagtc gcgggatgcg cccgggagcc 60 

acagcctgag gccctcaggt ctctgcaggt gtcgtggagg aacctagcac ctgccatcct 120 

cttccccaat ttgccacttc cagcagcttt agcccatgag gaggatgtga ccgggactga 18 0 

gtcaggagcc ctctggaagc atggagactg tggtgattgt tgccataggt gtgctggcca 240 

ccatctttct ggcttcgttt gcagccttgg tgctggtttg caggcagcgc tactgccggc 300 

cgcgagacct gctgcagcgc tatgattcta agcccattgt ggacctcatt ggtgccatgg 360 

agacccagtc tgagccctct gagttagaac tggacgatgt egttatcacc aacccccaca 42 0 

ttgaggccat tctggagaat gaagactgga tcgaagatgc ctcgggtctc atgtcccact 480 

gcattgccat cttgaagatt tgtcacactc tgacagagaa gcttgttgcc atgacaatgg 54 0 

gctctggggc caagatgaag acttcagcca gtgtcagcga catcattgtg gtggccaagc 600 

ggatcagccc cagggtggat gatgttgtga agtcgatgta ccctcogttg gaccccaaac 660 

tcctggacgc acggacgact gccctgctcc tgtctgtcag tcacctggtg ctggtgacaa 72 0 

ggaatgcctg ccatctgacg ggaggcctgg actggattga ccagtctctg tcggctgctg 780 

aggagcattt ggaagtcctt cgagaagcag ccctagcttc tgagccagat aaaggcctcc 840 

caggccctga aggcttcctg caggagcagt ctgcaattta gtgcctacag gccagcagct 900 

agccatgaag gcccctgccg ccatccctgg atggctcagc ttagccttct actttttcct 96 0 

atagagttag ttgttctcca cggctggaga gttcagctgt gtgtgcatag taaagcagga 102 0 

gatccccgtc agtttatgcc tcttttgcag ttgcaaactg tggctggtga gtggcagtct 1080 

aatactacag ttaggggaga tgccattcac tctctgcaag aggagtattg aaaactggtg 1140 

gactgtcagc tttatttagc tcacctagtg ttttcaagaa aattgagcca ccgtctaaga 1200 

aatcaagagg tttcacatta aaattagaat ttctggcctc tctcgatcgg tcagaatgtg 1260 

tggcaattct gatctgcatt ttcagaagag gacaatcaat tgaaactaag taggggtttc 132 0 

ttcttttggc aagacttgta ctctctcacc tggcctgttt catttatttg tattatctgc 138 0 

ctggtccctg aggcgtctgg gtctctcctc tcccttgcag gtttgggttt gaagctgagg 1440 

aactacaaag ttgatgattt cttttttatc tttatgcctg caattttacc tagctaccac 1500 

taggtggata gtaaatttat acttatgttt caaaaaaaaa tcatcaactt tgtagttcct 1560 

cagcttcagt cgacg ~ 1575 



<210> 1059 

<211> 968 

<212> DNA 

<213> Homo sapiens 



<400> 1059 

atcagcttag gtagaacagt tctcggtgag ggccagctac atacctggct aagcgctgcc 60 
cactgcagaa aagctcatca cccgggacct gatctccagg actcagaagc acttggagga 120 
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ccttatgtcc tcatagggac ccagattgat ctccgtgatg acccaaaaac cttggcccgt 900 

ttgctgtata. tgaaagagaa acctctcact tacgagcatg gtgtgaagct cgcaaaagcg 960 

atcggagcac agtgctactt ggaatgttca gctctgactc agaaaggtct caaagcggtt 102 0 

tttgatgaag caatcctcac cattttccac cccaagaaaa agaagaaacg ctgttctgag 108 0 

ggtcacagct gctgttcaat tatctgaggt tgtctgggac ctgcctccac cccatccagg 1140 

gatgagaatg gcagccaatc tctgtggcca agctccagcc aaaaaggagg gcacgaccag 1200 

aaaggaactc cctttgcacg gaggcttgcc ccatcaccct ctgagccctc ccaacacagc 1260 

acactagtca gcccactgcc acgacctccc tgccagccag aagcatccgt actgcacgct 1320 

gtctgagaat gctgggcctg gattgcagac agtgccgctg ctgatcgcat caaaaacaaa 1380 

gtcaaaggcc atctcacatt ttacaaatcc ccagctcatg aacgtgaagc tgataggaaa 144 0 

tcaccccagg gaacccgaaa aagaaacttg attcctctat tgctggcctt acttgatgtc 1500 

ttttataaaa cttgggacta caatactaac ctttttttct gaatctgctg ttctacccat 1560 

gtgtctcaca ttcatttgta ttatttcaag aaatgtacta atttccagtt cactcaggcc 1620 

ttactaatcc ataccaaatt agcctaaaga caaggcattt tatattcatt tctattttca 1680 

gcatgtttct accaaagcta ttagaaccaa cacgtacctc tgaatgcccg attataagaa 1740 

gacatgagaa gactttaaaa gttttggaaa tttacagagc catgattttt gaacctaatt 1B00 

gaaagaaaac catctgaatt gttgcaggtc cacatttttg ccaaagatac actctataga 1B60 

tgcttagtag tggcctgatt tttttccatg tattgccacg acaaactaaa aatgaactgt 192 0 

gtttaagaat gtagtatttc tgtttttcat ccaagttgat tgggggaaga atatggcagg 1980 

atccatcttt tacagtattt tgtattcagt aaaggggaca ttcctgctcc tcccttcccc 2040 

cattgcatgc cctcttcctc ccttgatttc actttctctc atgcccggat ccttttattc 2100 

tccccagtta taacccagtt ataaaagaaa gatctgagca taaagatacg tgtttaaaaa 2160 

taactaaaag taaaggaaag tgccttaaaa aaaaaa 2196 



<210> 1056 

<211> 846 

<212> DNA 

<213> Homo sapiens 



c400> 1056 

aaccttccaa attgtatcag atattccgtg agatgtatgt gcgttttttc ttcagactcc SO 

attccatctg cttctcatcc ttctggttat tgtgtcactc tgtctgctgt ttgaaactct 120 

tcttcaaact tatcttcccc aactctttta tcatctacga gaaattgggg ctcaaaccac 180 

tccgcatatc atttaagtgg gatggttcga gctttctctg gatacttagc tacagatcag 240 

ctcttgcttt tatgggatag aatcctagga tacaactctc tggaaattct tgctgtgctg 300 

gcagctgccg tgtttggctt tccgagcagt gaacctgatg gaggggacat cactggctgc 360 

agctgaagca gttcttgctg acctttctac tttaaaagtt atgcctcttc ttcagatttt 420 

tctgtttgct actgtcacct gatcttcttc acagtcactg gcaacacatc tagtttttca 480 

ttagaaacaa atcatgaact atgcaaactc tgcataaaac caaaatgaaa ctttgcatat 540 

aagccaataa agatcatgtt ccctcttcag ttaaacctaa gtagtttctc actttttgaa 600 

acaataactc tgcaccaaat attgcatcgc atgctgctga ttttcaagag agaagcaata 660 

aacacaactt ctgctaaatt gagcattata tatataatat tataatatat atataatcct 720 

gacttgtaaa tggcatgtaa taatatatgc aataagaact aaagatactg taataaactt 780 

caagaggtaa tgtagcttct tggataattc ttttatgtca gtttataaat ttatctctag 840 

ataatg 846 



<c210> 1057 

<211> 1231 

<212> DNA 

<213> Homo sapiens 



<400> 1057 

cgcctgcagg aattcggcac gagcaggccc gtggcgccga caggatgggc aagtgtcgtg 60 

gacttcgtac tgctaggaag ctccgtagtc accgacgaga ccagaagtgg catgataaac 120 

agtataagaa agctcatttg ggcacagccc taaaggccaa cccttttgga ggtgcttctc 180 

atgcaaaagg aatcgtgctg gaaaaagtag gagttgaagc caaacagcca aattctgcca 240 

ttaggaagtg tgtaagggtc cagctgatca agaatggcaa gaaaatcaca gcctttgtac 300 

ccaatgacgg ttgcttgaac tttattgagg aaaatgatga agttctggtt gctggatttg 360 
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ctccatctta gtatcaacat atttaaagaa attgatggtg ttcatcaagc tggggcctgt 13 80 

ggcagttgtt gcctgagcac caagtaaccc aagccaccta tgtgacaact tctgggccca 1440 

ggagtaattt ctcagcattg agggtaaaat aggatggagt gctctgttga tcatttggga 1500 

gatgtaggtt acctgatttg tgccttagga tgcagcgtga agcagaagtc catattgcaa 1560 

ttatgatttt agaaggaact aagcatttta ctcacaccca cagcagcaag aatgacctcc 1620 

tgcagcagat attccacctg taatagcact ttggaactgt gggcaaaacc aaaaggctag 1680 

tgtttccatt tattccatgt tggtgtatgg ggttgaactg gaaaattccc tgaggcaaaa 1740 

ctcactggcc aaattttgag agggtataga aaatgacttt agagatgagt ggttttgtgt 1800 

atgtgtctga tgatattcag tctgatgttc cgcaatttta aaagttataa taaaatacca i860 

tttttttaat ctggaaggac attgatatat gaattcttag aatttgctat taaaaagggt 1920 

agcccccatt ccacaagctg gttttgaggg tgatcttgct ctaaaaaacc tcattcatca 1980 

taggctcagt ctgacaggtt ctgtacgggg ctatcatctt tctcctcctc tgctaaatgc 2040 

ctctttcttc cagctgctca ctgggtcaaa gggatgtcct ttctcagatg tattcttgat 2100 

acatctcaga tgtattcgta gctgtgctcc ttccatactt ccaaggagtc cggcttctac 2160 

agaattcctc tgtacctcac actgcaacac atgtagatag cgcttttgaa aaatacatat 2220 

atttttacta tagtatgaga ggtcctgggg ctcaaacttt aaacatttcc taactcagct 2280 

tacactgagt taaaatgtcc aggtctctgc tgaattctct tgttgaattc atagctctcc 2340 
aacctcctc ~ 



<210> 1054 

<211> 694 

<212> DKA 

<213> Homo sapiens 



<400> 1054 

tccctctctc ctgcctgtgc tcaaacaccc acagagaact ctggaaggag aagaaaaaca 60 

tacctctctc cttccccggc ctttccccac acacactgag gttgagaagc tgggaataaa 120 

cagcgtccaa cacttttaaa tggcggtggc agctccagac aagggagaag ggaaggactg 180 

agagaagaaa ttattagact ttttagactg gctgaaccca gaacctttac attggttaca 240 

aaatcatgcc tggaggtgaa aaattcaata gcattatacc aagtgtttgg gcaacggtgt 300 

agagacaata gtagagacaa gctacagctt tagacagtgg tagagagaag ctacaacttt 360 

agcttgtaga aacagctgtt gggtgttcag cagatgcagt ctaggtgoat gcaaacccac 420 

tgtgtgcagc atgccttcac tctcacgaca agggagccag accttgtgtc tgcggctggc 480 

tgaatattgc atggaatctg tggattcaca gaggcttctt ctcagctaag agggagtgtg 540 

gctggatgca tttctctgtg gctcattcaa tttggggtat actcataota ctgagtctct 600 

atgaaggagt gataagctgg gtcttcaatt tccaaatgtt taccaaactc ctactatgtg 660 

ccaagcacta ttcccactgc tttgagagct aacg 694 



<210> 1055 

<211> 2196 

<212> DNA 

<213> Homo sapiens 



<400> 1055 

cggcaactga gaggaagcaa agggaaaaaa actccattaa aaagcccagc tttcctccat 60 

gttagatgtg acttggaaaa tgagaaagat ttagcaaaat tccaccgtgt cttttgccag 120 

gctagagaca gggagagcag agtaaaaccc tcaggctgct gaaatttcta ggctgttagg 180 

aagcccctcg aattctgtga aaatgagggt ttcttaactc acactgagag cggaaagggg 240 

cagacccttt tcataactcc ctcaagtgtg tgttaccttt ctttaccagc atggtaagca 300 

acaggacata tcccagcctc ggacatgtct gtatgatcca aggtacccaa agtcagacag 360 

agtaaactca agcctggcac tggctttctg ccgcttcatg tgctttggaa aaagcaggag 420 

aagcaatagc agcaggagtc cccagcagct ggagccgcaa gaatgaactg caaagaggga 480 

actgacagca gctgcggctg caggggcaac gacgagaaga agatgttgaa gtgtgtggtg 54 o 

gtgggggacg gtgccgtggg gaaaacctgc ctgctgatga gctacgccaa cgacgccttc 600 

ccagaggaat acgtgcccac tgtgtttgac cactatgcag ttactgtgac tgtgggaggc 660 

aagcaacact tgctcggact gtatgacacc gcgggacagg aggactacaa ccagctgagg 72 0 

ccactctcct acccoaacac ggatgtgttt ttgatctgct tctctgtcgt aaaccctgcc 780 

tcttaccaca atgtccagga ggaatgggtc cccgagctca aggactgcat gcctcacgtg 840 
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aggatcattc ccacgtattt gtagccactg taggccagca ggtgaaaggt gctcaggtca 360 
ctgcgcacgg tggccaggta gaggcccagg agcagggcca gcacctccat caccacccac 420 
accagcgctg tgcttgcaca caggcccagc acctccgggg agaacctttt ctgaatgccc 480 
agtgccatcc cagccaggag cacgtaagta atgaaggcca tcgtggggat atagaggtca 540 
ggggcgttga ggtcttgccg ggggggcaga ggagcatcac gactgtactg cacttcccag 600 
ttctggtgtg tgtaggggaa gaccagcagc cctagcttct tggccacgta ggctgtgtcc 660 
acagcaaaaa aatacttgag tttgctcaca gacacaaaac ggtgcagctc cttgtgcacc 720 
atgtccttcc catgggatgc gatggagctg ccataggcca tagccacatt ggccattggg 780 
tccccaagca agtggttgac actgaaggcc acgtctgctc ctgtggctgg gtatcccccg 840 
ggctggctgg aataaccacc gcttgtgtca tcgaagaggg gagggggatc cggggctgcc 900 
cgggccctgt gcttggagcc gtgggctccg tagcccgagt gataagccat ggccgcgacg 960 

ctcgctgtcc ccgagggccc gctgcgccgc ctcgtgggta cgaatactaa tgaggcagct 1020 

gctccgcgcc cagggtaccg accgaggcca cccggccgcg cgacacgtcc cccaccccgc 1080 

cggtctcggc caccatgtcc gtggcgtcat cccccgcgcc tgccattggc tcttcggcgg 1140 

cgccggctcg cccctcccct ctcccaattg gccactgacg agctctggcc tgagcggatt 12 00 

cggcagaagg caacatccgg gtgagggaca ggcggagcga cttgcggtgc ctgggattgg 1260 

atcacgggct tgccagttca cggtgggaac agccaataga agagttaaga aagaaggtgg 1320 

gcgagaatta tttgcgcgcc tgcgcggtga ggcacttgac gcaccctgcc acgactacac 1380 

cagggagtcg agaggtaacc tgcagccgga gtcaggagca aagcttcctt ggtgggacgt 1440 

actccaggag ggaacggggc ggtcgagttc caaccaagcc ctgcccttcg gggcgcctgt 1500 

ttctccctct ctgggcttgt tttcctcccc cgtcacctac acttcaccca atcttggaac 1560 

ggagccccgg cagacccgga ggtggtggtg ggaggccgga cctatcagtg acagagctgc 1620 

caagcaagcc ccaggatgct gactccaccc gcctcccact cctcttctcc gcgcgggtgc 1680 

tgtccgtcgt ccggtgctga aaatgtcctc ccgcctcagc cgccatcctg tagactcccg 1740 

ggggcctgcg tatgggaaag ttttggggtc tcgaaccaca cgctcctagc gagcgcgtgg 1800 

ccgcacgcac acatacacgc atactgcaaa actggggccc agaggatccg aagtctgaga 1860 

gattgggtgg tataggtggg gcaggatcct gccccgggcc tgtcccatag actctcccgt 1920 

agtccagcag atttgggggc agaggtgtgc tgatttgcgt cctgaagctg cagcctaaac 1980 

tcctgagtca tcgccgggcc tgtggtcttc ttgaagtgag gcccctaagc ctcacttgta 2040 

gtcccggggg ttcctttctc tccacccagg ttctgatcac tcccaacccc gcggagacag 2100 

tcttcagggg cctccctctc acagaccttc agccaccgct ttctagagag catgagcagg 2160 

ttctctgcga cctctctaat tagctaccag gtatccagtt acaccag 2207 



<210> 1053 

<211> 2349 

<212> DNA 

<213> Homo sapiens 



<400> 1053 

gcggccgccg cgagtctggt atcctgagct tcgtgagttg agcgctgctg ctccgcggtg 60 

gagtcaccgc accgctcccg ggatcatggt gttctacttc accagcagca gcgttaattc 120 

atctgcctac actatttaca tgggaaaaga taaatatgaa aatgaagatc tgatcaagca 180 

tggctggcct gaagatatct ggtttcatgt ggacaaactc tcttcggctc atgtatacct 240 

tcgattacat aagggagaga atatagaaga catcccaaag gaagtgctga tggactgtgc 300 

ccaccttgtg aaggccaata gcattcaagg ctgcaagatg aacaacgtta atgtggtata 360 

tacgccgtgg tctaacctga agaaaacagc tgacatggat gtggggcaga taggctttca 420 

caggcagaag gatgtaaaaa ttgtgacagt ggagaagaaa gtaaatgaga tcctgaaccg 4 BO 

attagaaaag accaaagtcg agcggttccc agacctagca gcagagaaag aatgcagaga 540 

tcgtgaagag aggaatgaga aaaaagccca aattcaggaa atgaaaaaga gagaaaaaga 6 00 

agaaatgaag aagaagaggg aaatggatga acttaggagc tattcatcac taatgaaagt 660 

tgaaaatatg tcttcaaatc aggatggcaa tgattcagat gaattcatgt aaaaggagaa 720 

aaggagaaaa ggacctttga aagatgtgaa tgtagagaca attgcagacc ttttggtttc 780 

atctgtgttc tgaagtataa aatacaacca aaattctacc ttcatcctac ccagaaatta 840 

ttgattttca agttttaaaa aaattgtacc ttttttgctg acagaaaagg atcagatatg 900 

tataaaatag ttgaacttga cagcatataa cttaaagtga aaatgttttt gccagaacat 960 

gtcttggtac cttgtgaaag caggctgccc ttgttcttga gatagacttt aaaatgaacc 10 20 

agctctgaaa agtacttctg ctgctctggt ctatccctga aaacagatgt ettgaaacac 1080 

ttttcatatt cttaaaataa tcttcacttc tgttaagaag aacatgttgg tgggtaatta 1140 

tgcgaatgtt tccctgtccc tgatttctcg attaggcgta tgggttttga aaaagagatt 1200 

tttcagaaga ttgtcagctt cagtattcac gttccatcgt gtcatctggg tctgttagtg 1260 

tagtgaccct cagtgcagtc tgtcccagcg tttatgtcct tgcttcctct gagcagaggc 1320 
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aacccactgg gtctcatgcc caaaagaaga agttgaaggc atggggagcc aacattttat 2460 

ttgaaggaag ccacagaggc ttgaaatttc aattaaaaca caaagtttta tgagtacctt 2520 

gaagctccag aatgtgctgg ggaaaggggt tgtgatggcc aggaggagga tacccttcaa 2580 

aacgggctgt tccctaacca gatagaaatg ggaaagggaa aaaattggca gagaaagtct 2640 

agactctctg gcctaccatg gagcctaggc ccaggccccc aagatcccac cttccccaac 2700 

ccccatggga ctggagattt ttgtagcttc cattggacca tgaggggcat gatgggaggc 2760 

ctgagttagg gtgacctttt ttgtgagcgt ctcatttgaa ttttatcttc actggggtca 2820 

tagatgtagc agcccacatc gccaatgttc acacctttgg ggacaaacag gtagccgtag 2880 

cangggacgt ggca&taggg gactccatca tgctcagcat gacttccagc agtcagggtc 2940 

ttgtggcaac gcttgcacct cagaca 2966 



<210> 1051 

<211> 1726 

<212> DNA 

<213> Homo sapiens 



<400> 1051 

atctgcttac gccaagcttg gcacgagggt ttgtctgagc cgcctcggaa gacctccggc 60 

tcttgtcagg ctcttgtttg gtaattcctg ggaatttacc tgggctcatg cttgaagaag 120 

cagagggacc atctcggctg attagacacg ccccagaccc aaccccaggg gtcaggtgaa 180 

cagccaggog gctaagtgac cagctttctt gtcctctcct ttttggcaga tacagatcac 240 

ttggattcag tcgagtttgc tttgctccgt gggaactgca ccagagctgg aggttagcat 300 

cttgcaagga ggtagtaaca tatccagtcg tgaaactggg aaagaccaga gctcttgcat 360 

cagggaaaca tgtcccgtcg gaaacagaca aatccaaata aagttcactg ggatcaagta 420 

tttgctgggc tagaagagca agcccgccag gcgatgatga aaactgattt tcctggagac 480 

cttggcagtc agcgacaagc tatccaacaa ctaagagatc aggactccag tagcagtgag 54 0 

ttctgcacct tctggtgaca gtgagggtga tgaagaggag aogacacaag atgaagtctc 600 

ttcccacaca tcagaggaag atggaggggt ggtcaaagtg gagaaagagt tagaaaatac 660 

agaacagcct gttggtggga acgaagtggt agagcacgag gtcacaggga atttgaattc 720 

tgaccccttg cttgaactct gccagtgtcc cctctgccag ctagactgcg ggagccggga 780 

gcagttgatt gctcacgtgt accagcacac tgcagcagtg gtgagcgcca agagctacat 84 0 

gtgtcctgtc tgtggccggg cccttagctc cccggggtca ttgggtcgcc acctcttaat 900 

ccactcggag gaccagcgat ctaactgtgc tgtgtgtgga gcccggttca ccagccatgc 960 

cacttttaac agtgagaaac ttcctgaagt actaaatatg gaatccctac ccacagtcca 102 0 

caatgagggt ccctccagtg ctgaggggaa ggatattgcc tttagtcctc cagtgtacec 1080 

tgctggaatt ctgcttgtgt gcaacaactg tgctgcctac cgtaaactgc tggaagccca 1140 

gactcccagt gtacgcaagt gggctctacg tcgacagaat gagcctttgg aagtacggct 1200 

gcagcggctg gaacgagagc gcacggccaa gaagagccgg cgggacaatg agacccccga 1260 

ggagcgggag gtgaggcgca tgagggaccg tgaagccaag cgcttgcagc gcatgcagga 1320 

gacagacgag cagcgggcac gccggctgca gcgggatcgg gaggccatga ggctgaagcg 1380 

ggccaatgaa accccggaaa agcggcaggc ccggctcatc cgagagcgag aggccaagcg 144 0 

gctcaagagg aggctggaga aaatggacat gatgttgcga gctcagtttg gccaggaccc 1500 

ttctgccatg gcagccttag cagctgaaat gaacttcttc cagctgcctg taagtggggt 1560 

ggagttggac age cage ttc tgggcaagat ggcctttgaa gagcagaaca gcagctctct 1620 

gcactgaacc acaccctcct gcctgccctc cttcccacct acctacccac ccacccacac 1680 

ccacaggcac gaggaccagt gctgctgcca cccacgaggc cctgcc 1726 



<210> 1052 

<211> 2207 

<212> DNA 

<213> Homo sapiens 

<400> 1052 

tttttttttt ttcaaggaaa tcaaatcttc aatgaatgaa aaactcagtg ccatctgggg 60 

ccagggggtc accggaccag gtggaaagtc agecagtata tgatgagggg ctggaaggct 120 

gcagctccca gagtcaggta gagctggaga cgctgccggg ggaeggggee ccccatgctg 180 

tcggggccca gggctgctgt cegcaaagag cgcacaatga agtacatgag cgecgatgag 240 

gtccaggcca gcgccacgta gtagecateg ctgccgaaca gcagccccgt gagcacactg 300 
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acagtctcct ccagttccag caatgcctag agacatgctc cctgccctct ccacagtgct 1980 

gctccccaca cctagccttt gttctggaaa ccccagagag ggctgggctt gactcatctc 2040 

agggaatgta gcccctgggc cctggcttaa gccgacactc ctgacctctc tgttcaccct 2100 

gagggctgtc ttgaagcccg ctacccactc tgaggctcct aggaggtacc atgcttccca 2160 

ctctggggcc tgcccctgcc tagcagtctc ccagctccca acagcctggg gaagctctgc 222 0 

acagagtgac ctgagaccag gtacaggaaa cctgtagctc aatcagtgtc tctttaactg 2280 

cataagcaat aagatcttaa taaagtcttc taggctgtag ggtggttcct acaaccacag 2340 

ccatgattgt cttgtgtctt ctgtctgcgc aactcccctc aaacaatttt gttcctctgg 2400 

ggtcctgagt atcttaattc tgggataact tttagactaa gaaaaaattg ttttctccaa 2460 



<210> 1050 

<211> 2966 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (2966) 
<223> n = a,t,c or g 



<400> 1050 
ggtgggtgag cagcatgggc tttgaggagc 
tccaactgcg gaatgtggca ctgctggccc 
tcctgcccat cttcctggct gccgtgcctg 
ccaacttcag ccatcaggat gtgtggctgg 
cgctcagctc ctgcctccgc tttgcctatc 
aagaaaggca gagccgtggg gagctggagg 
gctgggagta cgaccactca gaattctcct 
tggtgtgtga gcagaaaggt ctgaacagag 
tggtgggggc tgtggccttt ggatatctgt 
tggtagccta cgtgagtacc ctggtgctgg 
taatgtttgc catcacccgc acccttactg 
tgatgccact ggagctggag tggctggatg 
gcagcacctt ctggacaggg ggcgtgatgc 
actggcgatg gcttctgcta gctgtcaccc 
ggtgggtgcc tgagtctgca cgctggcttc 
ggtacttgct ccactgtgcc aggctcaatg 
aggaggctgt gagcaaagtg gccgccgggg 
acctgttccg cacaocaogg ctccgacaca 
gagtgaactt ctcctattac ggcctgagtc 
accagacaca gctgttgttc ggggctgtgg 
cggtgcgcta cgcaggacgc cgcctcacgc 
cgttcggcac tagactgcta gtgtcctccg 
tgatggggaa agctttttct gaagctgcct 
tgtaccctac ggtgctcaga cagacaggga 
ggggctcttt ggccccactg gcggccttgc 
ttacttatgg ggggatcgcc ctgctggctg 
ggcaggcaca gctgccagag accatccagg 
ttcaggagga agagatgccc atgaagcagg 
ctccacagaa gctctgcagc aggggctggg 
ctgggagtat cgaaccctct gcctagggcc 
tcatccatcc ttgattattt ggcttctagg 
gctgggcacc cctctcacgg ttggggagga 
ggcagtggtg acgagctgtg ggaagagccc 
ctctgataaa accttcacca ttaacttgct 
ctctgggcct cagtctgttc atcctcccca 
cttacaatag gatctgttgc catgctcaaa 
cttcctccta gagatgggtg cctaaagaaa 
aatggggctg ggtgggcatg cttgtccact 
ggcccaaggg acaaaaagaa cagagctttt 
gagggcaccc tgcagggcaa ttgcatgttc 



tgctggagca ggtgggcggc tttgggccct 60 

tgccccgagt gctgctacca ctgcacttcc 120 

cccaccgatg tgccctgccg ggtgcccctg 180 

aggcccatct tccccgggag cctgatggca 240 

cccaggctct ccccaacacc acgttggggg 300 

atgaacctgc cacagtgccc tgctctcagg 360 

ctaccattgc aactgagtcc cagtgggatc 420 

ctgcgtccac tttcttcttc gccggtgtgc 480 

ccgacaggtt tgggcggcgg cgtctgctgc 540 

gcctggcatc tgcagcctcc gtcagctatg 600 

gctcagccct ggctggtttt accatcatcg 660 

tggagcaccg caccgtggct ggagtcctga 720 . 

tgctggcact ggttgggtac ctgatacggg 7 80 

tgccttgtgc cccaggcato ctcagcctct 840 

tgacccaagg ccatgtgaaa gaggcccaca 900 

ggcggccagt gtgtgaggac agcttcagcc 960 

aacgggtggt ccgaagacct tcatacctag 1020 

tctcactgtg ctgcgtggtg gtgtggttcg 1030 

tggatgtgtc ggggctgggg ctgaacgtgt 1140 

aactgccctc caagctgctg gtctacttgt 12 00 

aagccgggac actgctgggc acggccctgg 1260 

atatgaagtc ctggagcact gtcctggcag 1320 

tcaccactgc ctacctgttc acttcagagt 1380 

tggggctgac tgcactggtg ggccggctgg 1440 

tggatggagt gtggctgtca ctgcccaagc 1500 

ccggcaccgc cctcctgctg ccagagacga 1560 

acgtggagag aaagagtgcc ccaaccagtc 1620 

tccagaacta agtgggagtg gaggcaggcc 1680 

agagcagaag ggcaggccct gcaactcagg 1740 

ggagttgctg ccagtacccg ctccctctgc 1800 

aacagttgac ttcccagaat gcagtgggct 1860 

ttctgtaaat aaaggtgccc cttgggttgg 1920 

tggataggaa gccactgagt ctgccctggg 1980 

gtgtgaacct tgggcatgtg gctttccctt 2040 

aatggataaa tgaaaacctc ttgggaggcc v 2100 

atgaagttac ctgaaataag gtgcttcctg * 2160 

ggacttagca tatgagactt ctgggtaccc 222 0 

tgtgtggtgc ttaggacttg ccaatgccca 2280 

tgttctcatg ggctgggccc tgctacctcc 2340 

atccccaacc cccacattcc ccatcctcca 2400 
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tagccacaca ggaagccaat atgcacaaaa atggcgctat agtggcccct ggtaaaaccc 3B40 

ggggagggtc accgtacaac cagtttgata tcatccctgg tgacacactg ggtggccata 3900 

cgggtcctgc tggtgatagc tggttacctg ccaaatctcc accaacaaat aaaatcggaa 3960 

gtaaatccag caatgccagt tggcctccag aattccaacc aggagtgcca tggaaaggta 4020 

tccaaaacat tgaccctgaa tctgacccct atgtcacccc aggaagtgtg ctggggggta 4080 

cagccacatc tcccattgta gatactgacc accaactgct gcgggataac accacagggt 4140 

ctaattcttc cctcaacacc tcgctgcctt cacctggtgc ctggccctac agtgcctctg 4200 

acaactcctt taccaacgtt catagcactt cagcaaagtt ccctgattac aaatcaacat 4260 

ggtccccaga tcccatagga cacaacccca ctcatctctc caacaagatg tggaaaaacc 4320 

atatttcctc caggaacact acaccgctgc cccgcccacc tcctggtctg accaacccca 4380 

aaccatcatc tccctggagc agcacagcac cccgatcagt cagggggtgg gggacacagg 4440 

actcacggct cgcctcggcc tctacctgga gtgatggtgg ctcagttcgt cctagttact 4500 

ggctggttct tcacaatctc accccacaga ttgatgggtc aaccttgaga acgatctgca 4560 

tgcagcatgg cccactgctg acattccatc tgaatctaac ccagggcact gccctgatcc 4620 

gatacagcac caaacaggag gcggccaagg cccaaactgc actgcacatg tgtgtgttgg 4680 

gaaacactac catccttgct gagtttgcca ctgatgatga agtcagccgc tttctggcac 4740 

aagctcagcc ccctacacct gcagcaaccc caagtgcgcc agctgcgggg tggcagtcgc 4800 

tggagaccgg ccagaaccag tcagatcccg tgggacctgc tctgaatctt tttggtgggt 4860 

ccactgggct cgggcagtgg agcagcagcg ctggtggcag cagcggggcc gatcttgctg 4920 

gcgcttcatt gtgggggccc ccaaactatt cttctagctt atggggagtc ccaacggtgg 4980 

aagatcccca taggatgggc agccctgctc ctttactacc tggtgacctt ctgggaggag 5040 

ggtcggattc aatc 5054 



<210> 1049 

<211> 2460 

<212> DNA 

<213> Homo sapiens 



<400> 1049 

ctcgctgttg tcctccccgt tcctcaaggg attcctggct ggctatgtgg tggccaaact 60 

gagggcatca gcagtattgg gctttgctgt gggcacctgc actggcatct atgcggctca 120 

ggcatatgct gtgcccaacg tggagaagac attaagggac tatttgcagt tgctacgcaa 180 

ggggcccgac tagctctagg tgccatggaa gaggcaggat gagcagctca gccttcaggt 240 

ggagacactt tatctggatt ccccagctgt catccatttg ctatctccaa ctttcctgcc 3 00 

accttcatcc ttgcctccct tcctgcagat tgtggacagt agttcctcag cctgcaccct 3 60 

ggattccttc ttccccttcc tagctccatg ggactcgccc caagactgtg gcttcaagga 420 

ccaccagccc cttactcttc aagccctgac tgtggagttg gcccgctgga ccctgatgct 480 

actcctatcc actgccatgt acggtgccca tgccccattg ctggcactgt gccatgtgga 540 

cggccgagtg cccttccggc cctcctcagc cgtgctgctg actgagctga ccaagctact 600 

gttatgcgcc ttctcccttc tggtaggctg gcaagcatgg ccccaggggc ccccaccctg 660 

gcgccaggct gctcccttcg cac tat cage cctgctctat ggegctaaca acaacctggt 720 

gatctatctt cagegttaca t^gaccccag cacctaccag gtgctgagta atctcaagat 780 

tggaagcaca gctgtgctct actgcctctg cctccggcac cgcctctctg tgcgtcaggg 840 

gttagcgctg ctgctgctga tggctgcggg agectgetat gcagcagggg gecttcaagt 900 

tcccgggaac acccttccca gtccccctcc ageagctget gccagcccca tgcccctgca 960 

tatcactccg ctaggcctgc tgctcctcat tctgtactgc ctcatctcag gcttgtcgtc 1020 

agtgtacaca gagctgetea tgaagegaca gcggctgccc ctggcacttc agaacctctt 1080 

cctctacact tttggtgtgc ttctgaatct aggtctgeat gctggcggcg gctctggccc 1140 

aggcctcctg gaaggtttct caggatgggc ageactegtg gtgetgagee aggcactaaa 1200 

tggactgetc atgtctgctg tcatgaagca tggcagcagc atcacacgcc tctttgtggt 1260 

gtcctgctcg ctggtggtca acgccgtgct ctcagcagtc ctgctacggc tgcagctcao 132 0 

agccgccttc ttcctggcca cattgetcat tggcctggcc atgcgcctgt actatggcag 138 0 

ccgctagtcc ctgacaactt ccaccctgat tccggaccct gtagattggg cgccaccacc 1440 

agatccccct cccaggcctt cctccctctc ccatcagcag ccctgtaaca agtgccttgt 1500 

gagaaaagct ggagaagtga gggcagccag gttattctct ggaggttggt ggatgaaggg 1560 

gtacccctag gagatgtgaa gtgtgggttt ggttaaggaa atgettacca tcccccaccc 1620 

ccaaccaagt tcttccagac taaagaatta aggtaacatc aatacctagg cctgagaaat 1680 

aaccccatcc ttgttgggca gctccctgct ttgtcctgca tgaacagagt tgatgaaagt 1740 

ggggtgtggg caacaagtgg ctttccttgc ctactttagt cacccagcag agccactgga 1800 

gctggctagt ccagcccagc catggtgcat gactcttcca taagggatcc tcacccttcc 1860 

actttcatgc aagaaggece agttgccaca gattatacaa ccattaccca aaccactctg 1920 
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<400> 1048 

tgcccgaagt gacgaaacca agtttaagcc aaccaacggc cgccagccca attggcagct 60 

ctccatcgcc accagtcaat ggtggcaaca atgccaaaag ggtggcagtg ccgaacggac 120 

aaccgccaag cgccgcccgc tacatgcctc gggaggtgcc gccgcgattc cgttgccagc 180 

aggaccacaa agtgttacta aaacgtgggc agccccctcc accgtcctgc atgctccttg 240 

ggggtggggc agggcctcct ccctgcacag cacctggagc aaacccaaac aacgcacaag 300 

tgacaggagc gctgctgcag agtgagagtg ggactgcgcc agactcaacc cttggaggtg 360 

ctgctgcttc aaattatgca aattccactt ggggctcggg agcctcctcc aacaacggca 420 

cctcccccaa cccaattcac atctgggaca aggtgattgt agacgggtct gacatggaag 480 

agtggccttg tattgccagc aaagacactg aatcttcttc cgaaaacacc accgataaca 540 

acagtgcctc gaaccctggc tctgagaaga gcactctgcc aggaagcacc actagtaaca 600 

aaggaaaagg gagccagtgc cagtctgcaa gttctgggaa cgaatgtaat cttggggtct 660 

ggaaatctga ccctaaggct aaatctgttc aatcttccaa ctctactaca gagaacaaca 720 

atggactagg aaattggagg aatgtgagtg gtcaggatag aattggacct ggctctggct 780 

tcagcaactt taacccaaat agcaacccat ctgcctggcc agcactggtc caagaaggaa 840 

cttctaggaa aggggcattg gaaacagata atagtaattc cagtgcacag gttagcacag 900 

taggtcagac atccagggaa cagcagtcaa agatggaaaa tgcgggtgtt aattttgttg 960 

tctctggcag agaacaggct caaattcata acactgatgg accaaaaaat ggaaacacta 1020 

actccttgaa cttaagttca ccaaacccca tggagaataa gggaatgccc tttggaatgg 1080 

gcttggggaa cacctccagg agcactgatg ccccttcaca aagcactgga gatcgaaaga 1140 

ctgggagtgt tggatcttgg ggtgcagcta gggggccttc tggaactgac acagtctctg 1200 

gacaaagcaa ttctggaaac aatgggaaca atggaaaaga gagagaggac tcctggaaag 1260 

gagcttctgt tcagaaatca actgggtcaa aaaatgactc ttgggacaac aataacaggt 1320 

ctacgggtgg gtcctggaac tttggccccc aggactctaa tgacaacaaa tggggtgaag 1380 

ggaacaaaat gacatctggg gtctctcagg gagaatggaa acagccgact gggtctgatg 1440 

agttgaaaat tggagaatgg agtggtccaa accaaccaaa ttctagcact ggagcatggg 1500 

acaatcaaaa gggccacccc ctccttgaaa accaaggcaa tgcccaggct ccctgttggg 1560 

gaagatcttc cagctccaca ggaagtgaag ttgaaggtca aagcactgga agcaaccaca 1620 

aagcaggaag tagtgacagt cataactctg gccgtcggtc gtacaggccc acacatcctg 168 0 

attgtcaggc tgtcttgcag actcttttga gccgaactga tttggacccc agggtgctct 1740 

caaacactgg ctggggccaa actcaaatta agcaggacac agtgtgggac attgaagagg 1800 

tgccaaggcc tgaggggaaa tctgacaaag gaactgaggg gtgggagagc gctgccacac i860 

agaccaagaa ctcagggggc tggggagatg cacccagcca aagcaatcaa atgaagtctg 1920 

gatgggggga gctctcagcc tctacagagt ggaaagaccc caagaacaca ggaggctgga 1980 

atgactacaa gaacaacaac tcttccaact ggggaggagg acgacctgat gaaaagacac 2040 

cttcctcttg gaatgagaat cccagcaagg atcaggggtg gggaggtgga cgccagccca 2100 

atcaaggatg gtcttctgga aagaatggtt ggggggagga agtcgatcag acaaaaaaca 2160 

gcaattggga aagttctgca agtaaacctg tgtctgggtg gggtgaagga gggcagaatg 2220 

aaatcgggac ttggggtaat ggtggcaatg caagcctagc ttcaaaaggt gggtgggagg 2280 

attgcaaaag atccccagca tggaatgaga cgggccgaca gcccaattcc tggaataaac 2340 

aacaccaaca gcagcagccc ccacageagc cgccgccacc acaaccagag gcttctggtt 2400 

cgtggggagg cccaccccca ccacctccag gcaacgttcg accttccaat tccagctgga 2460 

gcagcgggcc acagcctgca acacctaagg atgaggaacc cagtggttgg gaagagccat . 2520 

ccccacagtc aattagtcgg aaaatggaca ttgatgatgg cacttcagca tggggagacc 2580 

ctaacagtta taactacaag aatgtgaatc tgtgggataa gaattcccaa gggggcccag 2640 

cacctcgaga accaaacctg cccaccccaa tgaccagtaa atcggcatca gattccaaat 2700 

ctatgcaaga cggctggggg gagagtgacg ggccagtcac aggagctcgc catcccagct 2760 

gggaagagga ggaggatgga ggagtctgga acaccactgg ctctcagggc agtgcttcct 2820 

cccacaactc agcaagctgg ggacaaggag gaaagaaaca aatgaagtgc tcactcaaag 2880 

gaggaaacaa tgattcatgg atgaatcctc ttgccaaaca gttttcaaat atgggattgc 2940 

tgagtcagac tgaagataat ccaagcagca aaatggattt gtctgtagga agcctttcag 3000 

ataaaaaatt tgatgtggac aagcgagcga tgaatctcgg ggattttaat gatatcatga 3060 

ggaaggatcg atctgggttc cgtccaccta attccaaaga catgggaacc acagatagtg 3120 

ggccttattt tgagaagggc ggtagtcatg gtttgtttgg aaacagcaca gcacaatcga 3180 

gaggtctgca cacacccgtg cagccactaa attcttctcc cagtctccgg gcgcaagtgc 3240 

ctccccagtt tatttccccc caggtttctg cctcaatgct caagcagttt cccaacagtg 3300 

gcctgagtcc aggtcttttc aatgtggggc cccagttatc tcctcaacaa attgccatgc 3360 

tgagccagct tccacaaatt ccccagtttc agttggcatg tcagcttctc ttgcagcagc 3420 

agcaacagca gcagttgtta cagaaccaga gaaagatttc tcaagctgta cgccaacagc 3480 

aagagcagca gctggctcga atggtgagtg cactgcagca gcagcagcag cagcagcaga 3540 

ggcagccagg catgaagcac tcgccctctc atcctgttgg gcccaagccg catctggaca 3S0O 

acatggtacc caacgcattg aatgtggggc tcccagacct tcaaaccaaa gggccaatac 3560 

ctggatatgg ttctggcttc agctctggcg gcatggacta tggcatggtt ggtgggaagg 3720 

aggctggaac cgagtctcgc tttaaacagt ggacctccat gatggagggg ctgccctctg 3 780 
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<22X> misc_ feature 
<222> (1) . . . (1088) 
<223> n » a,t,c or g 



<400> 1046 

gtcgfcgaggc gggccttcgg gctgngctcg ccgtcggctg ccggggggtt ggcctgggtg 60 

tcattggctc tgggaagcgg cagcagaggc agggaccact cggggtctgg tgtcggcaca 120 

gccatggcgg gcgcgttggt goggaaagcg gcggactatg tccgaagcaa ggatttccgg 180 

gactacctca tgagtacgca cttctggggc ccagtagcca actggggtct tcccattgct 240 

gccatcaatg atatgaaaaa gtctccagag attatcagtg ggoggatgac atttgccctc 300 

tgttgctatt ctttgacatt catgagattt gcctacaagg tacagcctcg gaactggctt 360 

ctgtttgcat gccacgcaac aaatgaagta gcccagctca tccagggagg gcggcttatc 420 

aaacacgaga tgactaaaac ggcatctgca taacaatgga aaaggaagaa caaggtcttg 48 0 

aagggacagc attgccagct gctgctgagt cacagatttc attataaata gcctccctaa 540 

ggaaaataca ctgaatgcta tttttactaa ccattctatt tttatagaaa tagctgagag 600 

tttctaaacc aactctctgc tgccttacaa gtattaaata ttttacttct ttccataaag 660 

agtagctcaa aatatgcaat taatttaata ctttctgatg atggttttat ctgcagtaat 720 

atgtatatca tctattagaa tttacttaat gaaaaactga agagaacaaa atttgtaacc 780 

actagcactt aagtactcct gattcttaac attgtcttta atgaccacaa gacaaccaac 840 

agctggccac gtacttaaaa ttttgtcccc actgtttaaa aatgttacct gtgtatttcc 900 

atgcagtgta tatattgaga tgctgtaact taatggcaat aaatgattta aatatttgtt 960 

aaatgagtat gattnnnnnn nnrmnnrmnn nnnnnnnggg gcgcccgctt taaaggatcc 1020 

aagtttacgt ccgcggggag gcgaggaaat cttttttata gggcgcccaa atcaaatccc 1080 

gggccggg 1088 



<210> 1047 

<211> 1197 

<212> HNA 

<213> Homo sapiens 



<400> 1047 

tttttttttt ccaaaacaaa agccaaattt attcagcaga cattttaatt atgaaatcct 60 

ataaatcagg accaccacaa tttcagacac tccgttgcga agtgtacatc aatagctaca 12 o 

tctggaggat gaacaagcca ttgaatcttt taaaaattgg tttagctacc ttaaagtttg 180 

ggggtggcac cttacaaaag cgccgtcaag tttcatacag ccagcggctt cttctctggg 240 

agagtcacat tttaaaaccg gtttcagaca caaaagaagg gctggcacgg gaggaggaaa 300 

taaattgtga gggtgaggag ccgccgaggc cgaggcccat ggctccatgg agggccagaa 360 

gagagcagaa aaacgtccag ggtctctcat gcattcctat agacaccaga aagggtggaa 420 

taagaaagct cagctgggag gacaagaaag agactcaaga gatcgtttat gactgtttct 480 

gagaaagctc ctggcatggc catgagtggc cttccgggag tcctgtaaaa aggaaagcac 540 

agaaaacagg aaagaactct ccctacacgt ccctctctgc ctgtttgtgt cctcgggaga 600 

ctccaagcgg tggtaaagca ccaacagggc tcttcttgga gcaagagaaa gaaaagactc 660 

cggggtgagt aagctctccc aggaacccca cagcaaaccg tgaccttgaa cacagatggc 720 

aaggtcaagt catttacaag tccacattca aatccaaatc tcccacctgc aaaattcttc 780 

acctctctcc agtcccttaa ttggagttca catctcccac cttcaccagc caccgaatcg 840 

gtgggaaaaa ggggcaatgc caagccaccc accaccaaac ttttacattc ttctcccctc 90 D 

tggaatttct ttgcacagca attgtagcac cacttactaa gctcctccac cagaaaataa 960 

gaaaatgtat gcgtgtcgtt agttttcaag tattgttata aagccatcgc gattcctacc 102 0 

cctgagccct ccttaaacaa tccaagctca cgacgccccc aagggctaag tgaggtacaa 108 0 

gtcgatgcaa gtagctgcca tagttctccc agtttatccc aggtccttgg gcttggatgg 1140 

cccgggaaat tctcatgccc cacggaagca ccctggcgct cgtgcgaatt ccgcaga 1197 



<210> 1048 

<211> 5054 

<212> DNA 

<213> Homo sapiens 
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<400> 1045 

tttcgtcttc aaggggacaa aaagagagct agaaaaaata gggggagggg gtcatattga 60 

ttcctgtggg agatgaaatt cggatattaa acaactgacc taagtcgctt acagttcttc 120 

ctcccacctt tctattttgc ctcttaatca gcccaggcgt cctttccctg agattaaaaa 180 

aaagagagag gggagcgtta acaattaaat gtaataagca actccaaaga tggggatgct 240 

gtcgaggtgg tagttccgtg caaaccttgc tattaccgtt gcaaatagac gcggagccca 300 

aggaggtaaa atgcacactt gctgcccccc agtaactttg gaacaggacc ttcacagaaa 360 

aatgcatagc tggatgctgc agactctagc gtttgctgta acatctctcg tcctttcgtg 420 

tgcagaaacc atcgattatt atggggaaat ctgtgacaat gcatgtcctt gtgaggaaaa 480 

ggacggcatt ttaactgtga gctgtgaaaa ccgggggatc atcagtctct ctgaaattag 540 

ccctccccgt ttcccaatct accacctctt gttgtccgga aaccttttga accgtctcta 600 

tcccaatgag tttgtcaatt acactggggc ttcaattttg catctaggta gcaatgttat 660 

ccaggacatt gagaccgggg ctttccatgg gctacggggt ttgaggagat tgcatctaaa 720 

caataataaa ctggaacttc tgcgagatga taccttcctt ggcttggaga acctggagta 78 0 

cctacaggtc gattacaact acatcagcgt cattgaaccc aatgcttttg ggaaactgca 840 

tttgttgcag gtgcttatcc tcaatgacaa tcttttgtcc agtttaccca acaatctttt 900 

ccgttttgtg cccttaacgc acttggacct ccgggggaac cggctgaaac ttctgcccta 96 0 

cgtggggctc ttgcagcaca tggataaagt tgtggagcta cagctggagg aaaacccttg 1020 

gaattgttct tgtgagctga tctctctaaa ggattggttg gacagcatct cctattcagc 1080 

cctggtgggg gatgtagttt gtgagacccc cttccgctta cacggaaggg acttggacga 1140 

ggtatccaag caggaacttt gcccaaggag acttatttct gactaogaga tgaggccgca 1200 

gacgcctttg agcaccacgg ggtatttaca caccaccccg gcgtcagtga attctgtggc 1260 

cacttcttce tctgctgttt acaaaccccc tttgaagccc cctaagggga ctcgccaacc 1320 

caacaagccc agggtgcgcc ccacctctcg gcagccctct aaggacttgg gctacagcaa 1380 

ctatggcccc agcatcgcct atcagaccaa atccccggtg ectttggagt gtcccaccgc 1440 

gtgcfccttgc aacctgcaga tctctgatct gggcctcaac gtaaactgcc aggagcgaaa 1500 

gatcgagagc atcgctgaac tgcagcccaa gccctacaat cccaagaaaa tgtatctgac 1560 

agagaactac atcgctgtcg tgcgcaggac agacctcctg gaggccacgg ggctggacct 1620 

cctgcacctg gggaataacc gcatctcgat gatccaggac cgcgctttcg gggatctcac 168 0 

caacctgagg cgcctctacc tgaatggcaa caggatcgag aggctgagcc cggagttatt 1740 

ctatggcctg ca gagcctgc agtatctctt cctccagtac aatctcatcc gcgagattca 1800 

gtctggaact tttgacccgg tcccaaacct ccagctgcta ttcttgaata acaacctcct 1860 

gcaggccatg ccctcaggcg tcttctctgg cttgaccctc ctcaggctaa acctgaggag 1920 

taaccacttc acctccttgc cagtgagtgg agttttggac cagctgaagt cactcatcca 198 0 

aatcgacctg catgacaatc cttgggattg tacctgtgac atbgtgggca tgaagctgtg 2040 

ggtggagcag ctcaaagtgg gogtcctagt ggacgaggtg atctgtaagg cgcccaaaaa 2100 

attcgctgag accgacatgc gctccattaa gtcggagctg ctgtgccctg actattcaga 2160 

tgtagtagtt tccacgccca caccctcctc tatccaggtc ccfcgcgagga ccagcgccgt 2220 

gactcctgcg gtccggttga atagcaccgg ggcccccgcg agcttgggcg caggcggagg 2280 

ggcgtcgtcg gtgcccttgt ctgtgttaat tctcagcctc ctgctggttt tcatcatgtc 2340 

cgtcttcgtg gccgccgggc tcttcgtgct ggtcatgaag cgcaggaaga agaaccagag 2400 

cgaccacacc agcaccaaca actccgacgt gagctccttt aacatgcagt acagcgtgta 2460 

cggcggcggc ggcggcacgg gcggccaccc acacgcgcac gtgcatcacc gcgggcccgc 2520 

gctgcccaag gtgaagacgc ccgcgggcca cgtgtatgaa tacatccccc acccactggg 2580 

ccacatgtgc aaaaacccca tctaccgctc ccgagagggc aactccgtag aggattacaa 2640 

agacctgcac gagctcaagg tcacctacag cagcaaccac cacctgcagc agcagcagca 2700 

gccgccgccg ccaccgcagc agccacagca gcagcccccg ccgcagctgc agctgcagcc 2760 

tggggaggag gagaggcggg aaagccacca cttgcggagc cccgcctaca gcgtcagcac 2820 

catcgagccc cgggaggacc tgctgtcgcc ggtgcaggac gccgaccgct tttacagggg 2B80 

cattttagaa ccagacaaac actgctccae cacccccgcc ggcaatagcc tcccggaata 2940 

tcccaaattc ccgtgcagcc ccgctgctta cactttctcc cccaactatg acctgagacg 3000 

cccccatcag tatttgcacc cgggggcagg ggacagcagg ctacgggaac cggtgctcta 3060 

cagccccccg agtgctgtct ttgtagaacc caaccggaac gaatatctgg agttaaaagc 3120 

aaaactaaac gttgagccgg actacctcga agtgctggaa aaacagacca cgtttagcca 3180 

" ^ ^ 3184 

gttc 



<210> 1046 

<211> 108B 

<212> DNA 

<213> Homo sapiens 

<220> 
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<400> 1043 

ggaaaaactt atttataaga atcctgttat ataagaacat ataggaaata tgttttttga 60 

aatatattta gggctaggct ccccttctgt cctcagtatt ctcttttgcc actgcagcag 120 

ctctgagtgg tctccttgaa gtccccctct atcaccgagg gtgtcagcat gatgacagct 180 

ctcaccagta aatcctccac ttttccatct tttgtagtct ctccaccttc ttttaatggg 240 

cttcaggagg gaggtcataa gaccaattct tggacacctc ctttgcatgt cctgcttagc 300 

tgggcctaga acctccctct gaaatgtggg agtagctggt gctcttgtct tgagacctca 360 

gtcaaaatag accaaaagtt ctattttcac atcctgttac aaagagacaa aatggaagag 420 

gccaaacaaa attaaacatc aacagcaagg ccaggtgtgg tggctcacac ttgcaattcc 480 

agggcttttg ggaggctgag gtgagagaag tgcttgagac ttgcagttca agaccagcct 540 

ggataacata gtgagacccc atctcttaaa aaaaaaa 577 



<210> 1044 

<211> 1886 

<212> DNA 

<213> Homo sapiens 



<400> 1044 

cattcagaga cagaaggtgg atagacaaat ctccaccttc agactggtag gctcctccag 60 

aagccatcag acaggaagat gtgaaaatcc ccagcactca tcccagaatc actaagtggc 12 0 

acctgtcctg ggccaaagtc ccaggacaga cctcattgtt cctctgtggg aatacctccc 180 

caggagggca tcctggattt cccccttgca acccaggtca gaagtttcat cgtcaaggtt 24 0 

gtttcatctt ttttttcctg tctaacagct ctgactacca cccaaccttg aggcacagtg 300 

aagacatcgg tggccactcc aataacagca ggtcacagct gctcttctgg aggtgtccta 360 

caggtgaaaa gcccagcgac ccagtcagga tttaagttta cctcaaaaat ggaagatttt 420 

aacatggaga gtgacagctt tgaagatttc tggaaaggtg aagatcttag taattacagt 48 0 

tacagctcta ccctgccccc ttttctacta gatgccgccc catgtgaacc agaatccctg 540 

gaaatcaaca agtattttgt ggtcattatc tatgccctgg tattcctgct gagcctgctg 600 

ggaaactccc tcgtgatgct ggtcatctta tacagcaggg tcggccgctc cgtcactgat 660 

gtctacctgc tgaacctagc cttggccgac ctactctttg ccctgacctt gcccatctgg 72 0 

gccgcctcca aggtgaatgg ctggattttt ggcacattcc tgtgcaaggt ggtctcactc 780 

ctgaaggaag tcaacttcta tagtggcatc ctgctactgg cctgcatcag tgtggaccgt 84 0 

tacctggcca ttgtccatgc cacacgcaca ctgacccaga agcgctactt ggtcaaattc 900 

atatgtctca gcatctgggg tctgtccttg ctcctggccc tgcctgtctt acttttccga 960 

aggaccgtct actcatccaa tgttagccca gcctgctatg aggacatggg caacaataca 102 0 

gcaaactggc ggatgctgtt acggatcctg ccccagtcct ttggcttcat cgtgccactg 1080 

ctgatcatgc tgttctgcta cggattcacc ctgcgtacgc tgtttaaggc ccacatgggg 1140 

cagaagcacc gggccatgcg ggtcatcttt gctgtcgtcc tcatcttcct gctttgctgg 1200 

ctgccctaca acctggtcct gctggcagac accctcatga ggacccaggt gatccaggag 1260 

acctgtgagc gccgcaatca catcgaccgg gctctggatg ccaccgagat tctgggcatc 1320 

cttcacagct gcctcaaccc cctcatctac gccttcattg gccagaagtt tcgccatgga 1380 

ctcctcaaga ttctagctat acatggcttg atcagcaagg actccctgcc caaagacagc 1440 

aggccttcct ttgttggctc ttcttcaggg cacacttcca ctactctcta agacctcctg 1500 

cctaagtgca gccccgtggg gttcctccct tctcttcaca gtcacattcc aagcctcatg 1560 

tccactggtt cttcttggtc tcagtgtcaa tgeagccccc attgtggtca caggaagtag 1620 

aggaggccac gttcttacta gtttcccttg catggtttag aaagcttgcc ctggtgcctc 1680 

accccttgcc ataattacta tgtcatttgc tggagctctg cccatcctgc ccctgagcce 1740 

atggcactct atgttctaag aagtgaaaat ctacactcca gtgagacagc tctgcatact 1800 

cattaggatg gctagtatca aaagaaagaa aatcaggctg gccaacgggg tgaaaccctg 1860 

tctctactaa aaatacaaaa aaaaaa 1886 



<210> 1045 

<211> 3184 

<212> DNA 

<213> Homo sapiens 
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<212> DNA 

<213> Homo sapiens 



<400> 1041 

gtcggaaaat ccgcgagacc aogcgtccgg gttgaggaca ccttgactaa cctccaaggg 60 

caactaaagg atcaagaaag gcccagcaca gcagaagatc agctggatct agctcctgca 12 0 

ggagatgtgt acaaagacaa tcccagtcct ctggggatgt ttcctcctgt ggaatctcta 180 

tgtctcatcc tctcagacca tttaccctgg aatcaaggca aggattactc agagggcact 24 0 

tgactatggt gttcaagctg gaatgaagat gattgagcaa atgctaaaag aaaagaaact 300 

cccagattta agcggttctg agtctcttga atttctaaaa gttgattatg taaactacaa 360 

tttttcaaat ataaaaatca gtgccttttc atttccaaat acctcattgg cttttgtgcc 42 0 

tggagtggga atcaaagcgc taaccaacca tggcactgcc aacatcagca cagactgggg 480 

gttcgagtct ccactttttg ttctgtataa ctcctttgct gagcccatgg agaaacccat 540 

tttaaagaac ttaaatgaaa tgctctgtcc cattattgca agtgaagtca aagcgctaaa 600 

tgccaacctc agcacactgg aggttttaac caagattgac aactacactc tgctggatta 660 

ctccctaatc agttctccag aaattactga gaactacctt gacctgaact tgaagggtgt 720 

attctaccca ctggaaaacc tcaccgaccc ccccttctca ccagttcctt ttgtgctccc 780 

agaacgcagc aactccatgc tctacattgg aatcgccgag tatttcttta aatctgcgtc 840 

ctttgctcat ttcacagctg gggttttcaa tgtcactctc tccaccgaag agatttccaa 900 

ccattttgtt caaaactctc aaggccttgg caacgtgctc tcccggattg cagagatcta 960 

catcttgtcc cagcccttca tggtgaggat catggccaca gagcctccca taatcaatct 1020 

acaaccaggc aatttcaccc tggacatccc tgcctccatc atgatgctca cccaacccaa 1080 

gaactccaca gttgaaacca tcgtttccat ggacttcgtt gctagtacca gtgttggcct 1140 

ggttattttg ggacaaagac tggtotgctc cttgtctctg aacagattcc gccttgcttt 1200 

gccagagtcc aatcgcagca acattgaggt cttgaggttt gaaaatattc tatcgtccat 1260 

tcttcacttt ggagtcctcc cactggccaa tgcaaaattg cagcaaggat ttcctctgcc 1320 

caatccacac aaattcttat tcgtcaattc aga.tattgaa gttcttgagg gtttcctttt 1380 

gatttccacc gacctgaagt atgaaacatc ctcaaagcag cagccaagtt tccacgtatg 1440 

ggaaggtctg aacctgataa gcagacagtg gagggggaag tcagcccctt gattgccggt 1500 

ttgcaattca ccccaggaag taaatggtcc ttaatcctac aactaotgta aacccagaag 1560 

ggaaagacag tacacactgg aattgtaaag cccttgtgaa ttgcttaggc agaaagtttt 1620 

ctttcttaag ccttcaggaa cccagaataa ggcagactct gttaaaggga taaatagagg 16B0 

tgtctgaatg tgagtgtatg catgctgcgt gtgtctgtgt ttatgtttgt ttgtttgttt 1740 

ggggcaagaa agattctagg acaagagcta ggcatgtact tctgaccagg tgggtaagca 1800 

actctaagtc tgtatttgta ttggtcattc tcagtggaaa tcccttaggc cctctagtgg 1860 

ttttccccta cctgcatatt ggttttcatg ttttatatte actgttacta tcttctgtgg 1920 



<210> 1042 

<211> 5B5 

<212> DNA 

<213> Homo sapiens 



<400> 1042 

aaaactgtag cttaaaaata aaaattagta atataacttg tgtaaaccta cacaaaagat 60 

aaaagatatc ttattgcaaa aatagggcaa cattttgttt taaagaccaa atagtgaatt 120 

gaatttaatg catatcttta aatccttaat agtatctcaa atctggttta aatctgtctc 180 

tccttaacag aatagaaagt gaaacaaatc cagaaatctt gttcgagtac atggtctgtg 240 

ctagtaatca tatctaaagt ggtaatgtta ccatatgctg ggtactgggc tgagtaaatc 300 

acatatttta acttatttaa acactgcact gtattgcctg ctagcgatgt cattttttta 360 

aagttggatg gtgaatacat gagttgtttt ttaaactctt ttgggagcct aaaaaatttg 420 

aatttttttt ttttcccccc caaacggagt ttcttttttt tgccaggctg gagggcaggg 48 0 

acattatctt ggctcactgc agcctttgat tccctggttc gggcgattct tcgtgcctaa 540 

agcctcccga ggagctgggg atatacaggg cttcccacca ccacg 585 



<210> 1043 

<211> 577 

<212> DNA 

<213> Homo sapiens 
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agctgccggg ggaggggagt tgtaagcaga gcgctgagcc tcgcagctcg cattcggagg 120 

gaagctgaca tccacaccaa gtcgagactt ccagggatgt ggccggggag cagtcacatg 18 0 

ctgtagcttt catgagcaca ggcatcagtc aggcagatgt ttgtcgactg gaatggcgcc 24 0 

aaatcttaaa ggcagaccac gcaaaaagaa accatgccca caaagaagag attcattcag 300 

tggtgttaag gattccaaca acaattccga tggcaaagcc gttgccaagg tgaaatgtga 360 

ggccaggtca gccttgacca agccgaagaa taaccataac tgtaaaaaag tctcaaatga 420 

agaaaaacca aaggttgcca ttggtgaaga gtgcagggca gatgaacaag ccttcttggt 480 

ggcactttat aaatacatga aagaaaggaa aacgccgata gaacgaatac cctatttagg 540 

ttttaaacag attaaccttt ggactatgtt tcaagctgct caaaaactgg gaggatatga SOO 

aacaataaca gcccgccgtc agtggaaaca tatttatgat gaattaggcg gtaatcctgg 560 

gagcaccagc gctgccactt gtacccgcag acattatgaa agattaatcc taccatatga 720 

aagatttatt aaaggagaag aagataagcc cctgcctcca atcaaacctc ggaaacagga 780 

gaacagttca caggaaaatg agaacaaaac aaaagtatct ggaaccaaac gcatcaaaca 840 

tgaaatccct aaaagcaaga aagaaaaaga aaatgcccca aagccccagg atgcagcaga 900 

ggtttcatca gagcaagaaa aagaacaaga gactttaata agccagaaaa gcatccctga 960 

gcctctccca gcagcagaca tgaagaaaaa aatagaaggg tatcaggaat tttcagcgaa 1020 

gcccctggca tccagagtag acccagagaa ggacaacgaa acagaccaag gttccaacag 1080 

tgagaaggtg gcagaggagg cgggagagaa ggggcccaca cctccactcc caagtgctcc 114 0 

tctggcccca gaaaaagatt cagccttggt ccctggggcc agcaaacagc cactcacctc 1200 

tcctagtgcc ctggtggact caaaacaaga atccaaactg tgctgtttta cagagagccc 1260 

tgaaagtgaa ccccaagaag catccttccc caggcttccc caccacacag gccaccgctg 1320 

gcaaaccaga atgagacgga ggatgacaaa ctgcccgcca tggcagatta cattgccaac 1380 

tgcaccgtga aggtggacca gctgggcagt gacgacatcc acaatgcgct caagcagacc 1440 

ccaaaggtcc ttgtggtcca gtpgtttgac atgttcaaag acaaagacct gactgggccc 1500 

atgaacgaga accatggact taattacacg cccctgctct actctagggg caacccaggc 1560 

atcatgtccc cactggccaa gaaaaagctt ttgtcccaag tgagtggggc cagcctctcc 1620 

agcagctacc cttatggctc cccaccccct ttgatcagca aaaagaaact gattgctagg 1680 

gatgacttgt gttccagttt gtcccagacc caccatggcc aaagcactga ccatatggcg 1740 

gtcagccggc catcagtgat tcagcacgtc cagagtttca gaagcaagcc ctcggaagag 1800 

agaaagacca tcaatgacat ctttaagcat gagaaactga gtcgatcaga tccccaccgc i860 

tgcagcttct ccaagcatca ccttaacccc cttgctgact cctacgtcct gaagcaagaa 1920 

attcaggagg gcaaggataa actcttagag aaaagggccc tcccccattc ccacatgcct 19B0 

agcttcctgg ctgacttcta ctcgtcccct catctccata gcctctacag acacaccgag 2040 

caccatcttc ataatgaaca gacatccaaa tacccttcca gggacatgta cagggaatcg 2100 

gaaaacagtt cttttccttc ccacagacac caagaaaagc tccatgtaaa ttatctcacg 2*>60 

tccctgcacc tgcaagacaa aaagtcggcg gcagcagaag cccctacgga tgatcagcct . 2220 

acagatctga gccttcccaa gaacccgcac aaacctaccg gcaagggcct gggcctggct 2280 

cattccacca cagggcccca ggagagcaaa ggcatctccc agttccaggt cttaggcagc 2340 

cagagtcgag actgtcaccc caaagcctgt cgggtatcac ccatgaccat gtcaggccct 2400 

aaaaaatacc ctgaatcgct ttcaagatca ggaaaacctc accafcgtgag actggagaat 2460 

ttcaggaaga tggaaggcat ggtccaccca atcctgcacc ggaaaatgag cccgcagaac 2520 

attggggcgg cgcggccgat caagcgcagc ctggaggatt tggaccttgt gattgcaggg 2580 

aaaaaggccc gggcagtgtc tcccttagac ccatccaagg aggtctctgg gaaggagaag 2640 

gcctctgagc aggagagtga aggcagcaaa gcagcgcacg gtgggcattc cgggggcgga 2700 

tcagaaggcc acaagcttcc cctctcctcc cctatcttcc caggtctgta ttccgggagc 2760 

ctgtgtaact cgggcctcaa ctccaggctc ccggctgggt attctcattc tctgcagtac 2820 

ttgaaaaacc agactgtgct ttetccactc atgcagcccc tggctttcca ctcgcttgtg 2880 

atgcaaagag gaatttttac atcaccgaca aattctcagc agctgtacag acacttggct 2940 

gcggctacac ctgtaggaag ttcatatggg gaccttttgc ataacagcat ttacccttta 3000 

gctgctataa atcctcaagc tgcctttcca tcttcccagc tgtcatccgt gcaccccagt 3060 

acaaaactgt aggctcagct ctgcccagca gtccaaagcg gcatggccaa cagagcttca 3120 

ctccttaccc aggagtgctg gcttatagag ttagaagtca gtatttcttc taatctgagg 3180 

ctatgatcag tcccagctgt aggggcccag aggggaggtg aacatgcctg atttttgtgg 3240 

gacaactgta gcccacaaac tgactggctg gtgagtcttg actcccttcc aacacagatg 3300 

cccaggcacc tccagatcat tcacttcgca cgtgggcctt gtgaagggat ttgtgaatat 3360 

ccaggaagaa cttagaggac cccatctgag ttcggatggt caggaaacaa tctgggcaaa 3420 

aaagaggcag gcatttcaaa ggaaggggca aggaagactg gcaaacagat ggcaagggat 348 0 

gcccctcttt ttcataaaac tctccaaggt tcaatcaatg caatgtatag tgaaacttca 3540 

atagatcttt cattttgaca ctattaaaca atccagagaa gtaaacactg tt 3592 



<210> 1041 
<211> 1920 
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tattgctccg cgcggaggag ctgatactga aaaagccacg gagcgagctc gtgtttgagg 1200 

ggcagaggca ccggcagggg acctggacgg ctgccttctg ccagagcctg ggcgccgccg 1260 

cccccgaggt ccgctgctgt gtggatgccg tgaacttcgt ggccgagagc acgagagatc 1320 

aggaggccac cggcgaggaa gtgtccgact gggtgcgcat ggggaatgcc cttgacaaca 1380 

tctgcttctg ggccgctctg gtgctcttca gcgtgggctc cagcctcatc ttcctcgggg 1440 

cctacttcaa ccgagtgcct gatctcccct acgcgccgtg tatccagcct tagctcgcac 1500 

cgacttcaat ttcccaccca tctccagtag gaaattgatt ttgaaaaagt aggctgccgc 1560 

caccacggca ttatgatccc ttccccctgc tgatcaatct gcagtttgtg aacttcacaa 1620 

gaatggtgtg tgcccgttcc ctggcgtgtg taggcctggc cgcagtccag gggtcagcag 1680 

gaggaaaggg ttcacatagg ctctcaggtg ccagtcttcc agaaagcaag gactgccctt 1740 

cattcagcct tgctgacctc ccagcctttc taaggctcag ccccacggga ctctggtggc 18 00 

tgccagcttg tgagctatct atctatattc atttcatagc caaacaggag acccctttgc 1860 

aggacttgca cacagggagg ctgtagccag gaaaccctct tcttccctgg tctggctctg 1920 

ctggagcggg tgggaaccaa acaccttcag tgctggtggc cctcaggccc acaggtttaa 1980 

ggctgaggct gccctgaccc ttccacagtc atttcttcta ggttttcttg gcccagcact 2040 

gcccatccca ccccatgagg ctcactcatt gcagatccca gcccaccctg cccctttctt 2100 

ccccaccctg gaggctctct ctgcctagtc tacagtactg acagaaagca aggacatgcg 2160 

gcctgcatgg tgggagctgg ttgaattgtc tttattaaca aacaggatat ccaaggccac 2220 

tacattgagg aggggggagg ggggagggag gagaagggtt acttgctgct cacactatat 2280 

acagatgcaa gcaaggggcg tggagagtga gggctccctg ctccctccct ccgccgggga 2340 

agggcatggg ctagaagagg agaggggggt cgggaatggg gggaatgttt tggctggcgg 2400 

ggtcccccct ccattccctg gagtttgggg gaaggggaat cattaaagtg ctttcagaaa 2460 

atgaagaaat ggtccctgcc cctggagtgg ctggtgaccc cccaaaaatc tagggcccag 2520 

tgaccccccc cagggtctgg gtacattcaa ggggggagcc ggctcccctg acgtgcaaat 2580 

aaaggggtcc aggggccttg ccagttcagc agcagtgggg taaggggttc aagccccaag 254 0 

cactctcctc tcaaatggag aaaagggggg aggggctagg cccactcaat tcctgggaag 2700 

gggaagctgt gtccctcccc agaagctggg gacaggcaca gttttgggaa gaggacatgt 2760 

tggggaagag gatggtcacg tgatcacgaa agcatcaggg gtcagaggtc ac 2 812 



<210> 1039 

<211> 900 

<212> DNA 

<213> Homo sapiens 



<400> 1039 

cccgggagag agcggccagg tggaggagga gcgcggaggc gaccgcagca tctgcctgcc 60 

cttctgccat ccgagcgccc tgactgcgcc acactgcagg ccatggagaa tgagctgcca 120 

gtcccacata catctagcag tgcctgtgcc accagcagta ccagcggggc cagtagcagc 180 

agtggctgca acaacagcag cagtggtgga agtggccgcc ccaccgggcc ccagatttct 240 

gtgtacagtg gtattccaga ccggcagacc gtgcaggtga tccagcaggc cctgcacaga 300 

cagcccagca cggccgctca gtacctgcag cagatgtacg ccgcccagca gcagcacctc 360 

atgctgcaga ccgcggcgct ccagcagcag cacctcagca gcgcccagct ccagagcctg 420 

gcagccgtac agcaggcaag cctggtatcc aatagacaag gaagcacttc aggcagcaat 4B0 

gtgtctgcgc aggccccggc ccagtcatct tcgatcaacc tggcagcctc cccagcagca 540 

gcccagctcc tcaaccgggc ccagagtgtg aactctgcag cagcctcagg catcgctcag 600 

caggctgtgc tcttgggcaa cacgtcttcc ccagccctga ctgcaagcca agcacagatg 660 

tatctgaggg cacagatgct catcttcacg cccacggcca ccgtcgctac tgtgcagcct 720 

gagctcggca ctggctcccc cgcccggccc cccacccccg cccaggtaca gaacttgacc 780 

ctccgaacac agcagacacc agcggcagca gcctcgggcc ccacccccac tcagcctgtc 840 

ctgcccagct tggccctgaa acccacgccg ggcggtagcc agcctctgcc taccccagca 900 



<210> 1040 

<211> 3592 

<212> DNA 

<213> Homo sapiens 



<400> 1040 

ctcaggctca taccacacgg ggggtgctag tgggctgctg tgtgtttaca tgagtaatgg 60 
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gagcttcaag aaaaactatg ctggcatctt ccattttcag atttggcagt ttggacagtg 540 

ggtgaacgtg gtggtagatg accggctgcc cacaaagaat gacaagctgg tgtttgtgca 600 

ctcaaccgaa cgcagtgagt tctggagtgc cctgctggag aaggcgtatg ccaagctgag 660 

tgggtcctat gaagcattgt cagggggcag taccatggag ggccttgagg acttcacagg 720 

aggcgtggcc cagagcttcc aactccagag gccccctcag aacctgctca ggctccttag 780 

gaaggccgtg gagcgatcct ccctcatggg ttgctccatt gaagtcacca gtgatagtga 840 

actggaatcc atgactgaca agatgctggt gagagggcac gcttactctg tgactggcct 900 

tcaggatgtc cactacagag gcaaaatgga aacactgatt cgggtccgga atccctgggg 960 

ccggattgag tggaatggag cttggagtga cagtgccagg gagtgggaag aggtggcctc 1020 

agacatccag atgcagctgc tgcacaagac ggaggacggg gagttctgga tgtcctacca 1080 

agatttcctg aacaacttca cgctcctgga gatctgcaac ctcacgcctg atacactctc 1140 

tggggactac aagagctact ggcacaccac cttctacgag ggcagctggc gcacaggcag 1200 

ctccgcaggg ggctgcagga accaccctgg cacgttctgg accaaccccc agtttaagat 1260 

ctctcttcct gagggggatg acccagagga tgacgcagag ggcaatgttg tggtctgcac 1320 

ctgcctggtg gccctaatgc agaagaactg gcggcatgca cggcagcagg gagcccagct 1380 

gcagaccatt ggctttgtcc tctacgcggt cccaaaagag tttcagaaca ttcaggatgt 1440 

ccacttgaag aaggaattct tcacgaagta tcaggaccac ggcttctcag agatcttcac 1500 

caactcacgg gaggtgagca gccaactccg gctgcctccg ggggaatata tcattattcc 1560 

ctccaccttt gagccacaca gagatgctga cttcctgctt cgggtcttca ccgagaagca 162 0 

cagcgagtca tgggaattgg atgaagtcaa ctatgctgag caactccaag aggaaaaggt 1680 

ctctgaggat gacatggacc aggacttcct acatttgttt aagatagtgg caggagaggg 1740 

caaggagata ggggtgtatg agctccagag gctgctcaac aggatggcca tcaaattcaa 1800 

aagcttcaag accaagggct ttggcctgga tgcttgccgc tgcatgatca acctcatgga 1860 

taaagatggc tctggcaagc tggggcttct agagttcaag atcctgtgga aaaaactcaa 1920 

gaaatggatg gacatcttca gagagtgtga ccaggaccat tcaggcacct tgaactccta 1980 

tgagatgcgc ctggttattg agaaagcagg catcaagctg aacaacaagg taatgcaggt 2040 

cctggtggcc aggtatgcag atgatgacct gatcatagac tttgacagct tcatcagctg 2100 

tttcctgagg ctaaagacca tgttcacatt ctttctaacc atggacccca agaatactgg 2160 

ccatatttgc ttgagcctgg aacaggtact tggagaaggg tgggaaggaa tctgcaggat 2220 

tgcacctgcc tgcccctcaa ccccaccccc acccagctct gatgtccccg ggccagcatc 2280 

ctgcccccgt ctcttcccac cctgggatct gcttcctgtc tccacagtgg ctgcagatga 234 0 

ccatgtgggg atagaggcgc tgtaggagcc tggtcatctc taccagcagc agcagcagcg 2400 

aggttctagc ccaggagggt ggggtgcttc ttgtagccct cagctctcca gtctctgctg 2460 

atgaaatggg ctccaagtgg cagtgccccg gtcccaggtg ccgngttact gcagcagtgg 252 0 

gaccttcctg c 2531 



<210> 1038 

<211> 2812 

<212> DNA 

<213> Homo sapiens 



<400> 1038 

cacgcagcag gatggcaagg gctccgcttg gggtcctgct cctcttgggg cttctcggca 60 

ggggtgtggg gaagaacgag gaactgcgtc tttat caeca tctcttcaac aactatgacc 120 

caggaagecg gecagtgegg gagectgagg atactgtcac catcagcctc aaggtcaccc 180 

tgacgaatct catctcactg aatgaaaaag aggagactct caccactagc gtctggattg 240 

gaatcgattg gcaggattac cgactcaact acagcaagga cgactttggg ggtatagaaa 300 

ccctgcgagt cccttcagaa ctcgtgtggc tgecagagat tgtgctggaa aacaatattg 360 

atggccagtt cggagtggcc tacgacgcca acgtgctcgt ctacgagggc ggctccgtga 420 

cgtggctgcc tccggccatc taccgcagcg tetgegcagt ggaggtcacc tacttcccct 480 

tcgattggca gaactgttcg cttattttcc gctctcagac gtacaatgee gaagaggtgg 540 

agttcacttt tgeegtagae aacgaeggea agaccatcaa caagatcgac atcgacacag 600 

aggectatae tgagaaegge gagtgggcca tcgacttctg cccgggggtg atccgccgcc 660 

accacggtgg cgccaccgac ggcccagggg agactgacgt catctactcg ctcatcatcc 720 

gccggaagcc gctcttctac gtcattaaca tcatcgtgcc ctgtgtgctc atctcgggcc 780 

tggtgctgct cgcctacttc ctgccggcgc aggceggegg ecagaaatge acggtctcca 840 

tcaacgtcct gctcgcccag accgtcttct tgttcctcat tgcccagaaa atcccagaga 900 

cttctctgag cgtgccgctc ctgggcaggt tccttatttt cgtcatggtg gtcgccacgc 960 

tcattgtcat gaattgcgtc ategtgetea acgtgtccca gcggacgccc accacccacg 1020 

ccatgtcccc gcggctgcgc cacgttctcc tggagctget gccgcgcctc ctgggctccc 1080 

cgccgccgcc cgaggccccc cgggccgcct cgcccccaag gegggegteg tcggtgggct 1140 
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<210> 1036 

<211> 1990 

<212> DNA 

<213> Homo sapiens 



c400> 1036 

cccacgcgtg cgcactcctt cgacctctgc tgcagcccgt gccgccgccg cctcctggga 60 

agagaggaag cgggagagga gcccacgtcg cctgtcaccc aatatctcca gccgcgcagt 120 

cccgaagagt gtaagatgtt cgcctgcgcc aagctcgcct gcaccccctc tctgatccga 180 

gctggatcca gagttgcata cagaccaatt tctgcatcag tgttatctcg accagaggct 240 

agtaggactg gagagggctc tacggtattt aatggggccc agaatggtgt gtctcagcta 3 00 

atccaaaggg agtttcagac cagtgcaatc agcagagaca ttgatactgc tgccaaattt 360 

attggtgcag gtgctgcaac agtaggagtg gctggttctg gtgctggtat tggaacagtc 420 

tttggcagcc ttatcattgg ttatgccaga aacccttcgc tgaagcagca gctgttctca 480 

tatgctatcc tgggatttgc cttgtctgaa gctatgggtc tcttttgttt . gatggttgct 540 

ttcttgattt tgtttgccat gtaacaaaat aaagaatgcc accatcaaac taataatacc 600 

ctccgctgaa acagcaggtg tcctaatagg caatccagag actggactat ggctgaaata 660 

tgaatgtacg ttatttccaa agtcatttca ttaaagatga aaactttaaa aaaatactgc 720 

ttgacatgtt ggcattcata ttaattacgg atgtaattct gtgtatctta ctgggactcc 780 

gaaaactgta gtattggggc catgggaatg tacgttattt ccaaagtcat ttcattaaag 840 

atgaaaactt taatttcttc tgtgatttgt acttacacta agtttagatt atcacaaaga 900 

agaacgtgca ttcaggcaga tgctgtccca ttcagaggaa gctacagcag ttgctccact 960 

gatgaaaaat attccaatgt aatttttatg ggaattcttt tatatagtgt tctgcatatt 102 0 

gtaattcata gggcttttgt ttattcatat aaaggataaa tatttgggtg ttttgagctt 1080 

ctataaaata tgattaatta aaggtagtta atactcaaga tggtcttgag tttttaaggt 1140 

ctaacatcag ttagaatact tcaaatcaga atcaccttcc aagactgact tgacaggtgg 1200 

ttctaaaaat aaatcacgtc agctttttag gaaatgaagc cttaagctag ggggtaatgt 1260 

gacttttgtt tttcagtaag tctcacatta agcaattgtg tgcctctaat gaatcttcca 1320 

tgtcttttca gaacagaaac tagcagctag tttcttactt gaacaagact attaaaaacc 1380 

aaatatcaaa aaactgaatt ggctagattt ttacagccaa aaattgctgt aaggcagtgt 1440 

gtatcactgt tgctaacatg tttatagtgg gagtcttggg gatgatagct ggttcaacag 1500 

tattttgctg ctaatacttt atgttgcttc ttggtcaaac ttttcccatt caaaggaaga 1560 

agatggtgct actatagaca gtttttcccc tagcaaatat attgtaccat aatatctatc 162 0 

atccaagttt cagggttttt tgaaagttga taattaggaa agtgacattt tacttttctt 168 0 

agtgcccttt gcctgtttga tttccattga gaaagagcag tcaccaaagt tcctcaagtg 174 0 

tcggaagacc accaccatca gaatcagggc ttgtttaaaa aataaaaatc cctaggttcc 1800 

agacctactg aattggactc tttggacatg agactcagca atctacatct ttaaaaaggc 1860 

ttcccaggtg gtttttgtgc atactgtttg agaggcacta agttatatat atatcctacc 1920 

ttctgtaaag ggaaatgagg ccccaaaaag ctaaagaggt agagctgcta cctcgttttc 1980 
agttgattca 



1990 



.<210> 1037 
<211> 2531 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (2531) 
<223> n « a,t # c or g 



<400> 1037 

ctccccaggg ccgagtcttc cggagtcagc agagagcctg gatggatcac aggaggataa 60 

gcctcggggc tcatgtgcgg agcccacttt tactgatacg ggaatggtgg ctcacataaa 120 

caacagccgg ctcaaggcca agggcgtggg ccagcacgac aacgcccaga actttggtaa 180 

ccagagcttt gaggagctgc gagcagcctg tctaagaaag ggggagctct tcgaggaccc 240 

cttattccct gctgaaccca gctcactggg cttcaaggac ctgggcccca actccaaaaa 300 

tgtgcagaac atctcctggc agcggcccaa ggatatcata aacaaccctc tattcatcat 360 

ggatgggatt tctccaacag acatctgcca ggggatcctc ggggactgct ggctgctggc 420 

tgccatcggc tcccttacca cctgccccaa actgctatac cgcgtggtgc ccagaggaca 480 
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gaaagattcc aggaaactgt agcttcctag ctagtgtcat ttaaccttaa atgcaatcag 340 

gaaagtagca aacagaagtc aataaatatt tttaaatgtc acagatcaaa attgtttcct 900 

tcaaatgggg tctgccaatt cacaaccaga tgacccattt taccctattc actgcagact 960 

gaatccagat tctacacata cttatccccc ccaagaccct cactctgtct ccattggcct 1020 

acttgttcat ctttcactca ttcgacaaat ctttttgagg taagagcgag gtggggcaaa 1080 

aaaaaaaaag cataccaatg aaccagaccc ggtcttatta aagataatat aggtttaaaa 1140 

aaaaaaaa 1148 



<210> 1034 

<211> S10 

<212> DNA 

<213> Homo sapiens 



<400> 1034 

tttttttgca ggtcaaaatt cttcctttaa tgtgattcat gttattttaa tgacttttag 60 

gtcaaactca gattcccagt tacaggtgcc cttggctagt tttatctgtg taacatttga 120 

ggctgcatat gtgatcatgg tcttgggttt catctgagat gttagaagcc atgtctcttg 180 

aggtacttgg ctcgtgcaag gacatcattg cagaagtcac agctcaggtc ctggctgctt 240 

cggacatagc cagcaccccc actgtaggca cagagtccac ctctcaggta ctggtcaggg 3 00 

gtccaggttg gaaacctcct ctggagttct gtgattctag tagtcagaac ttcagttgtc 360 

tggaaaacct gagactcact aatccaggat gtgggagctt gagagccagg gtcctgcacc 420 

atgctagtcc tatcgcccat gttgaccaga attttgtcac cgggagactt cctggacaag 480 

acaccagcga tcacggcagg atccatgcag tacttttggc caatggtttg catcatgggt 540 

tgatatttca ggaggtatgg catgtctatt tcagccagcc tttcagaagc acgaactcct 600 

aaaccaaacg caaaaggaat gatgcagctt gttgtgactt atgctgcaac aggagctcaa 660 

ggggagagag aaagaacaat ccaaggatct gagtaatggt cgaggactga caatcccaga 720 

ttttggtctt aaatctttag tagtggccac tccctgacct gaggttaggg ctctcctcct 780 

gtgagcttga gtcagcgaat tccaccgcac 810 



c210> 1035 

<211> 1154 

c212> DNA. 

<213> Homo sapiens 



<400> 1035 

ccctcttaga gccatcgtac atttacacct tggcatttgg tgtgtacctc agttttccag 60 

ggcctgacag tcctggatga acttataggg tccaaaccag aaaagcaagg gctcagaccc 120 

tggcaccaag gctgctccat gtaaagaatg ctaccccgtg tggccagact cgggtaagcc 180 

accttttaac tgcttcagtg taatttattt tcccacatcc cagaaagctc tggaaaaaca 240 

cataaatgaa tacatttatt ctctcacagg atactacact gttacccagt gtgaagggag 3 00 

cagccatgtg gctcccaagc tcccttagca aaagggtggt tctcagaact gctccattca 360 

cgagtcctgc aaccagaggc ctgggctcaa ctcacacaaa gttctgagca atggccagca 420 

ccttggaata ctcgccttcc cgcttgcgca ggctggtggg gatgggtgtc ttaattcgtg 48 0 

tccccacagg gttcccgttg tcctcaatga ggaccacgtt gttggagtca aatctggggg 540 

tcattcgggg gccaggcatg cagtgcccca caatgagcgc ctttttcttc tgtcccttga 600 

tggccagtag tatctggtcg cccaccttgc ccactccatt cttcttatag acatggatgc 660 

agcgaggagc ccgatggtat gggctgttcc ccagggcact gttgtccacc actcgtaccc 720 

gcgtcatctt ctgaatcgca ctcagactcc cagtggtgct gaaacagtga tggctcagca 780 

ctctgcttac acaggtgaag gggccccaga" gcccagtaaa gaaagccatg ggatcccaag 840 

atagatccgc tctcgccgcc ogggaaaatc ccgccgcggg ccccaccagc ctgcgcaacg 900 

gggaaggcga gtattccaag gtgctggcca ttgctcagaa ctttgtgtga gttgagccca 960 

ggcctctggt tgcaggactc gtgaatggag cagttctgag aaccaccctt ctgctaagga 102 0 

agcttgggag ccacatggct gctcccttca cactgggtaa cagtgtagta tcctgtgaga 108 0 

gaataaatgt attcatttat gtgtttttcc agagctttct gggatgtggg aaaataaatt 1140 

acactgaagc agtt 1154 
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aggcagggcc cccaggcctc ttcacctcag cctgggcacc tataatctga gggaccctgt 180 

gagggggtgg gggcagctcg ggggcacagc ctgcggccac ttcggccaga gagtggccgg 240 

ctcagtccat aggatgatgt cagtttaggc tggaggaaaa gggcgccaga caacccgatg 300 

cagtgcctgt gaagacttcg gggggatcaa agtccggccg gggtgggcgg agaccctcgg 350 

gcagctgcac agggcatctt gtgctcactc cattgttttc ogaggcctgt gtaaaggcgc 420 

tttgcctggc ctggcaggta gaccaaggcc aaagctcgtg gccagggcct gggcactgag 480 
tccccactga atttggcaca ggaaggcggc actcccagcc tggcccgtcc tgcatgggga 540 

gccaccacac cgggactgca gtgtttcacc ttggagggga ggaagcctgg gcccaacggc 600 
tgaacgggac aggccaggct cacccgagga aggggacgca ggacccacag cccctgtggt 660 
caggcctgtg ggccacgtgg agagaaggtt ccagaacagt gcttgttgac gagcctctcc 720 
ctacaagtcc cttcagcagc agctccatcc ctgagtgtct gcacaagcct gcacgcatgt 780 
gtgtatgtgt gccagggcgt gtgtgcaggt gtgcaacagg cacatggcag ctgggaggct 840 
caggctgtgg ggctgggggg ctgtccgctg ggagagtccg ggagaagcgg ggtgtagggg 900 
ctggggggcc ggtcaggccc agcggccagg cctggctggc tcacggtgtc ctcaggaccc 960 

tacagttttg cttcctgcag cacagagccc ttgggagctg atgtcatcag ggattcagaa 1020 

taggcctgaa tggcctcctt atcctttgag ccctttttac tactactcca aaataaatag 1080 

catttctctt ggctccggat ttggcagatg acagggacca gcagcaggac gcagcccagc 1140 

gccaggagga cgtactgggc atagtgcatc accttgggca tcaacaccag ctgagtgtag 12 00 

aatgtgtgaa gagtctcccc ctccatggcc ccgctctctg caaaccagag cagcggcagg 1260 

accacaggct caatcttccc agtttgtcca atgcctgcga cagatttcat gtagaggctc 1320 

agctgcagtt tcacagagca gttcatgggg attcccgtga ccgggtggat gtccaggaac 1380 

aaggagtgtg cctcctggtt agggtgcagg ccagtcaccg cttctgccag aaccgggtcg 1440 

gcgttgagga agtgaggatg ggagagaaac aagggggcac tgaacctgca ggtgctgacg 1500 

ttctgaattc cagactccag gcacgggcag aagccttcgt tgggtgggta gatggacccg 1560 

ttggcaaaca gggttttggg agecacgaag cgataggtgg ggatgccttc aaacacccct 1620 

gactccttgt acattagctt catggatcgg caggcctccg ggctgtagaa ctccagcgag 1680 

gactcaggag tcatgaaggg cggccacatt tgcccagaag ttccattgat catgttgcac 1740 

tgatcggaat gccagaagtc aaccttgctc agcccgttcc acttgtccac gaggtggatc 1800 

ctgctgatgt tctggacccc cgtgaacccc gtgaagagcc cagagtcgga gttgttgagc 1860 

tcagcaaata atccgaactt gtccttgaag gggaacatgc ctggaaagta cttgttgatg 1920 

agattcacaa gggggtcctt gtagccccac atgatctcac ccacagtgcg gttcatgaag 1980 

gcacgttcgc cgagggtggt gaatgccaag gtcatgatga gcttcagggt catgggctta 2040 

ttctccatca tcaccgccgc acccaagacc aggatgttgg gcatgacgat gtagtcgctc 2100 

tccgagccgt gggacttgga gggctggaac tggaaggtgc ggtactcgag gaaggacacg 2160 

gtgtcgttgt tgttgaaggt gatgttgctt ttgtgcctga actccctgta cacgtagggc 2220 

ccgcgctccc gcacctgcgg cttctcgccc ttcaggatct cgctggggtt catgacgtca 2280 

aagaagtaga cggagagata gaaggggata gggatctcct tccacatgtt gaaggacagg 2340 

ctactggggt cgatgcgcac gttcttaagg acctgctgct tgatgagcga cggcaccatc 2400 

acgatcatga cagcgcccag cacagcgcac agtagccccg cgacgcccag cgccccggca 2460 

gcccagcgcg ctttggcgga gcagcccatg tctgcgcgcc tggggcccac ccgcggctcg 2520 

cagggctccg cgcctggcag gagacgggga cggcgacg 2558 



<210> 1033 

<211> 1148 

<212> DNA 

<213> Homo sapiens 



<400> 1033 

tctattccag tgtgctggaa ttcctgttct cgccctcaaa tgggaacgct ggcctgggac 6 0 

taaagcatag accaccaggc tgagtatcct gacctgagtc atccccaggg atcaggagcc 120 

tccagcaggg aaccttccat tatattcttc aagcaactta cagctgcacc gacagttgcg 180 

atgaaagttc taatctcttc cctcctcctg ttgctgccac taatgctgat gtccatggtc 240 

tctagcagcc tgaatccagg ggtcgccaga ggccacaggg accgaggcca ggcttctagg 300 

agatggctcc aggaaggcgg ccaagaatgt gagtgcaaag attggttcct gagagccccg 360 

agaagaaaat tcatgacagt gtctgggctg ccaaagaagc agtgcccctg tgatcatttc 420 

aagggcaatg tgaagaaaac aagacaccaa aggcaccaca gaaagccaag caagcattcc 480 

agagcctgcc agcaatttct caaacaatgt cagctaagaa gctttgctct gcctttgtag 540 

gagctctgag cgcccactct tccaattaaa cattctcagc caagaagaca gtgagcacac 600 

ctaccagaca ctcttcttct cccacctcac tctcccactg tacccacccc taaatcattc 660 

cagtgctctc aaaaagcatg tttttcaaga tcattttgtt tgttgctctc tctagtgtct 720 

tcttctctcg tcagtcttag cctgtgccct ccccttaccc aggcttaggc ttaattacct 780 
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ttcagacctc attcctatat cattgcagtg tggatgctcc tggatgaagg ctcttgtagg 180 

taactctcct ccagtcggtg attcagggac ccagcctcct tctgccttgc ggctttgcct 240 

tttaaaggtc ctcagggtgc tctccatgta tcttgccaat ggggaacgag tgtggaggac 300 

tcacaagcgg gtctcacatc. acgtcctccg gggctaatac acatcccttc tccccacact 360 

ctgttggtca gaagtcactg cttggcgccc tgctaccttt ccttctcctc caccacagga 420 

ggaggaggca cagcagtccc aaaatgacag ttttgagcac agcgacagcc aatgcaaccc 480 

tgatggcagt gtccagactt aggtgccatg attctgagtg ccctttgctt tctgtgaccc 540 

tgaggccggc tatggtggtt gtgctgctgg gcctccaggt ggtggtggtt gtgacagcct 600 

gggtgatggt gagtttggtc cccttgatgg actgcaactg ctgcctccct gatctccggg 660 

tgtccagctc gactcggcag aaatacacag actggtcctc cttccgcagg tttgagatcc 720 

tgaggaagcc gctctcctga ccctctgtcc agttcagaaa gagccggttc acataatcct 780 

tgtgaatgga aggcggcctt gtgctgtaga aggactgccc gtggaagtgg ccccgtctcc 840 

aggatattct cacgttggga actatggcta actcccaggg gtaatagaag gagaagggga 500 

tttccacaga gccacccatg gaggctgaga ggtgttttgg ttgagtgacc ccataaaggt 960 

agcttggacc agate ctgtg gagccaccag getgeagaaa tgctggcggc tgcagcagga 1020 

gcagcagggg cagcagcagg ggccgaccca tggccttgtt cttctccagg ggaeggggag 1080 

accagcagag ctgtccaggc aggagagggg ccctgtggag gggctgcctg agggcctggg 1140 

tgatggtgag gtgggtcccc ttgatggact gccacgacag cctccctgat ctgtatgtcc 1200 

agctggactt ggcagaagta cacagactgg tcctccttcc gcaggttcga gatcctgagg 1260 

aagcctccct tgttcttgct ttccccttga gatcaggaat gaggcacaga tgtctgetet 1320 

cactgcctcc ettcaeggta ctggagtcct agccagcgcg etatgectgg cttctgcctc 1380 

ccaggggtgg agacttcctc cccaatctct tcacccccaa agaagcacag ccaaggccca 1440 

tgtcagagga actgtgttgc tgacttagtc acagcaggaa acgactggaa tggggtactg 1500 

ttgctcacac actcacacct gtgcccacac acacccacac atgcacacac acagaccaca 1560 

tetgeagcag gtgggcctgg ccaggcacct gtgggactct tanaattccg cgncnctgcg 1620 

ggactanact taagggnege tgaaanggcg cctcngccac ct 1662 



<210> 1031 

<211> 905 

<212> DNA 

<213> Homo sapiens 



<400> 1031 

tttttttttt ttaaagatca acatatcatt ttattaatfcc 
ttttttatac aaagcacttt caaatacatt acattatctt 
ttteggatte agtttaaaaa tgacaaatag cattcgttgt 
aaaattacca tgtgctggca cataccatca tcccactggt 
ggagtgtctg tcactgagat gggccaccac cccagtggcc 
ggatggacta gaagcaagct gggtcttctg ggtegtctet 
ccgttttccc cactgagctt gaacacagga atetgetgae 
acctcgtcaa ggtgccacct ctgaaagggg ccacctctgg 
ccctctgatt tggatccaga gacaggaatc ttcaacttgg 
ttttccctgt cgatgagctt gagataatgg atgttgagag 
gectegggat ggctctgcag ctgctccact gecaacttgt 
aacttttgaa tgaggtaata cacaatggca aagcccccgg 
aggatccttg ctcccagagg cattgaccgc ctgcttcctg 
gcacaactct cttgaaaatc atcaaaggca agttgtcctg 
ctacaaagag catgacgagt tcttccaggc ttgggaaagc 
ctgcg 



tgattccttt 


tatcatgtgc 


60 


aaatttataa 


taggagtttc 


120 


geccaagtta 


gaattacacc 


180 


ggctggaaaa 


ctgggttgca 


240 


atatggtaga 


gatgagggaa 


300 


actccttttt 


cacttcatca 


360 


catccttgag 


ctctaaaaag 


420 


atgagtggac 


gtagagaagg 


480 


catcaacaat 


gtccacgaa'g 


540 


gagggeccag 


agcttcctgt 


600 


aatataaagc 


cctggaatga 


660 


catagaacac 


accgtggaaa 


720 


catacttttg 


ccacatcata 


780 


tgagcaacag 


aagcaccacg 


640 


aegggtaaat 


gcccgcggtc 


900 






905 



<210> 1032 

<211> 2558 

<212> DNA 

<213> Homo sapiens 



<400> 1032 

tttttttttt ttaaacgttt attacttcaa gagtgaatta tttttcaaag atgataaaac 60 
tcatttctat tccagtagaa aagggtcaca ggtttgcccc agggtccagg agcgcccgga 12 0 
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■ ctgagccctc ctgctgccac cacttttgtg gactgtcaco catgagggta tgggaaggga 102 0 

gcagggcatt ggcctgaggc atgcagcctg gagagtgttc ttgtctctag cagctggttg 1080 

gggactatat tctgtcactg gagttttgaa tgcagggacc ccgcattccc atggttgtgc 1140 

atggggacat ctaactctgg tctgggaagc cacccacccc agggcaatgc tgctgtgatg 1200 

tgcctttccc tgcagtcctt ccatgtggga gcagaggtgt gaagagaatt tacgtggttg 1260 

tgatgccaaa atcacagaac agaatttcat agcccaggct gccgtgttgt ttgactcaga 1320 

aggcccttct acttcagttt tgaatccaca aagaattaaa aactggtaac accacaggct 138 0 

ttctgaccat ccattcgttg ggttttgcat ttgacccaac cctctgccta cctgaggagc 1440 

tttctttgga aaccaggatg gaaacttctt ccctgcctta ccttcctttc actccattca 1500 

ttgtcctctc tgtgtgcaac ctgagctggg aaaggcattt ggatgcctct ctgttggggc 1560 

ctggggctgc agaacacacc tgcgtttcac tggccttcat taggtggccc tagggagatg 1620 

gctttctgct ttggatcact gttccctagc atgggtcttg ggtctattgg catgtccatg 168 0 

ggccttccca atcaagtctc ttcaaggccc tcaagtgaaa gttttggcta aaggttggtg 1740 

taaaaaatca agagaagcct ggaagacatc atggatgcca tggattagct gtgcaactga 1800 

ccagctccag gtttgatcaa accaaaagca acatttgtca tgtggtctga ccatgtggag 186 0 

atgtttctgg acttgctaga gcctgcttag ctgcatgttt tgtagttacg atttttggaa 192 0 

tcccactttg agtgctgaaa gtgtaaggaa gctttcttct tacaccttgg gcttggatat 198 0 

tgcccagaga agaaatttgg cttttttttt cttaatggac aagagacagt tgctgttctc 2040 

atgttccaag tctgagagca acagaccctc atcatctgtg cctggaagag ttcactgtca 2100 

ttgagcagca cagcctgagt gctggcctct gtcaaccctt attccactgc cttatttgac 2160 

2162 

99 



<210> 1029 

<211> 920 

<212> DNA 

<213> Homo sapiens 



<400> 1029 

gcggccgccg cctcccaccg ctcccgcgcc cgctcccgcc cccggcgcgt ctcctccggg 6 0 

cccgcgccgc ggcgggctca gtcctcagcg gggcgcgtgg cgagcggact cgactcggca 12 0 

ccgctgtgca ccatggcccg ggccctgtgc cgcctcccgc ggcgcggcct ctggctgctc 18 0 

ctggcccatc acctcttcat gaccactgcc tgccaggagg ctaactacgg tgccctcctc 240 

cgggagctct gcctcaccca gttccaggta gacatggagg ccgtcgggga gacgctgtgg 30 0 

tgtgactggg gcaggaccat caggagctac agggagctgg ccgactgcac ctggcacatg 360 

gcggagaagc tgggctgctt ctggcccaat gcagaggtgg acaggttctt cctggcagtg 420 

catggccgct acttcaggag ctgccccatc tcaggcaggg ccgtgcggga cccgcccggc 480 

agcatcctct accccttcat cgtggtcccc atcacggtga ccctgctggt gacggcactg 540 

gtggtctggc agagcaagcg cactgagggc attgtgtagg cggggcccca ggctgcccgc 600 

gggtgcaccc caggcttgca gggtgaggcc aggcaggcct gggtaggggc agcttctgga 660 

gccttgggac agagcaggcc cacaatgccc cccttcttcc agccaagaag agctcacagg 720 

agtccagagt agccgaggct ctggtattaa cctggaagcc cccctggctg gaggccaccg 780 

ccaccctagg aagggggcag ggacgtgacc ttgacttacc tctggaaagg gtcccagcct 840 

agactgctta ccccatagcc acatttgtgg atgagtggtt tgtgattaaa agggatgttc 900 

ttgaacttgg aaaaaaaaaa 920 



<210> 1030 

<211> 1662 

<212> DNA 

c213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (1662) 
<223> n * a,t,c or g 



<400> 1030 

tttttttttt ttatggtaag caaaataaat tgtatttttc catccttggg gaggataaag 60 
gaactctttg cactgctata ataaacagcc cccaaatgcc agtggtttaa ttcagtggag 120 
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tttttttttt ttacagaatt ccccaaactt taatgctgtg ctctgaaaag ggaggctgga 60 

ggttgtggtg ggtcacagtg ttgctgacac ctctggcctc cagccctgca tccctaggca 120 

ccatgtgacc aggcagtgag aaggacgggg cctcactccc atgccagact gctcctcggg 180 

ctgagcagga cctgaagctc tcagggcttc caccaaagcc cagcaaactt gggggaggcc 240 

tgagggggca tcagcagtcc ttaaaggcct gagcttgcaa cactcaggca ggactcggct 300 

gagggcctct gtggtgccac catggggtag gaggtaaaga gagaccctgg ttccagcctg 360 

ggaaccagtg ggtgccctga agggagggga ggcctcaggg agttcgggac aggagtgtgc 420 

atggtactgg gcggcccatg ggggctcctg gcctcttggt tcaggcaatc cctgagctgg 480 

ggacacattc catcttaggt ccaagagacg gaggtcagga gcatccctag aacgacctcc 540 

caggcaogag gaaggcccgg ggcagggccg ggcgcagcgt ggctggcttc agtaccctcg 600 

ggcatcttga ctcctgccct ctgggactgc aaagggatct gcgggcgcct ctgctgagtc 660 

aatcgtctgg taggcactac ggtcctgaga agacccaagg aaaccagtgt ggaccaggag 720 

ctcacccccg cgctcccggt acatgtggta gacgaagcag caggagagcg gcttgagcag 780 

caagctgagg atggccatgc ccacgccaaa gcggcccgtg tccgtgaggc tgacccgcgg 840 

gtagaagatg ctgatgtgca cgatgtccag gaagatggtg gccagcaagc cacccagaaa 900 

catgcttatg gcgtcgatgg agtcccgctg agccacagcc cacacgccca aggccaggat 960 

ggtgaagttg gcccaggcat aggagcctga gaatacaatg cagccccagg ttgtcagcag 1020 

ccagtgacct aggagaatca ccttcaggtt cacagcaggc agctccatcc cgactcaggc io8 0 

cgagggcacc tgcgccgcag ccgcgggggg ctcctaggct ccgaactcgg ggaacaaact ki40 

tgcccggccc cgccccgccc gttgcg £ 166 



<210> 1027 i 
<211> 478 ! 
<212> DNA 

<213> Homo sapiens 
<400> 1027 

gattttctcg gccctgccag cccccaggag gaaggtgggt ctgaatctag caccatgacg 60 
gaactagaga cagccatggg catgatcata gacgtctttt cccgatattc gggcagcgag 120 
ggcagcaogc agaccctgac caagggggag ctcaaggtgc tgatggagaa ggagctacca 180 
ggcttoctgc agagtggaaa agacaaggat gccgtggata aattgctcaa ggacctggac 240 
gccaatggag atgcccaggt ggacttcagt gagttcatcg tgttcgtggc tgcaatcacg 300 
tctgcctgtc acaagtactt tgagaaggca ggactcaaat gatgccctgg agatgtcaca 360 
gattcctggc agagccatgg tcccaggctt cccaaaagtg tttgttggca attattcccc 420 
taggctgagc ctgctcatgt acctctgatt aataaatgct tatgaaatga aaaaaaaa 478 



<210> 1028 

<211> 2162 

<212> DNA 

<213> Homo sapiens 



<400> 1028 

cgtctcgacg atttcgtgaa agatggcggc gactctggga ccccttgggt cgtggcagca 60 

gtggcggcga tgtttgtcgg ctcgggatgg gtccaggagg ttactccttc ttcttttgtt 120 

ggggtctggg caggggccac agcaagtcgg ggcgggtcaa acgttcgagt acttgaaacg 180 

ggagcactcg ctgtcgaagc cctaccaggg tgaggcgccc aggccatgtt tcctgagaga 240 

ctgggagttg caggtgcact tcaaaatcca tggacaagga aagaagaatc tgcatgggga 300 

tggcttggca atctggtaca caaaggatcg gatgcagcca gggcctgtgt ttggaaacat 360 

ggacaaattt gtggggctgg gagtatttgt agacacctac cccaatgagg agaagcagca 420 

agagcgggta ttcocctaca tctcagccat ggtgaacaac ggctccctca gctatgatca 480 

tgagcgggat gggcggccta cagagctggg aggctgcaca gccattgtcc gcaatcttca 540 

ttacgacacc ttcctggtga ttcgctacgt caagaggcat ttgacgataa tgatggatat 600 

tgatggcaag catgagtgga gggactgcat tgaagtgccc ggagtccgcc tgccccgcgg 660 

ctactacttc ggcacctcct ccatcactgg ggatctctca gataatcatg atgtcatttc 720 

cttgaagttg tttgaactga cagtggagag aaccccagaa gaggaaaagc tccatcgaga 780 

tgtgttcttg ccctcagtgg acaatatgaa gctgcctgag atgacagctc cactgccgcc 840 

cctgagtggc ctggccctct tcctcatcgt ctttttctcc ctggtgtttt ctgtatttgc 900 

catagtcatt ggtatcatac tctacaacaa atggcaggaa cagagccgaa agcgcttcta 960 
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cctcccccac cataacgact gctattgggc tatatcgcaa acgtaccccc 1730 



<210> 1025 

<211> 2249 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (2249) 
<223> n = a,t,c or g 

<400> 1025 

ggaattcctg ccaagggctc cctgaatggt gtccacacag cgaggaagcc acgcttgatt €0 

cttttatcca ggacattctc cacactctgc cggtcctaac tcaggcagca gcataactgg 120 

tgactcggct gaggccatgc cagcccccat gcactgtggc aggaccaggt gttcatgact 180 

gactctatgc tggagcttct ggaatgtggg cgtgcccggg tgctggagca gtgtgcccgc 240 

tgcatccagg gtggctggag gcgacaccgg caccgagagc aggagcggca gtggcgggcc 300 

gtcatgctca tccaggcagc cattcgttcc tggttaactc ggaaacacat ccagaggctg 360 

catgcagctg ccacagtcat caagcgtgca tggcagaagt ggagaatcag aatggcctgc 4 20 

cttgctgcta aagagctgga tggtgtggaa gaaaaacact tctctcaagc tccctgttcc 480 

ctgagcacct cgccgctgca gaccaggctc ctggaggcaa taatccgcct ctggcccctg 540 

ggactggtcc tggccaatac ggctatgggt gtaggcagct ttcagaggaa attagtggtc 600 

tgggcttgcc tccagctccc caggggcagc cccagtagct acactgtcca gacagcacaa 660 

gaccaggctg gtgtcacgtc catccgagcg ctgcctcagg gatcgataaa gtttcactgc 720 

agaaagtctc cactgcggta tgctgacatc tgccctgaac cttcacccta cagcattaca 780 

ggctttaatc agattctgct ggaaagacac aggctgatcc acgtgacctc ttctgccttc 840 

actgggctgg ggtgatcctt ggtgcctttg tttccacaag gccttttcct gccccctgcc 900 

ttgccaaaga catttaatca gcacacagct gccagactat tcccacagtg ctccaaatgc 960 

acatgaacaa cagtgacggc tccagccttc gacccagagc cccgtgccca gtgcgtcagt 1020 

gggcctgggg ttccaggcta catcaagcac tgatggtgtc agggctggta gttaccaaat 1080 

cagggttaag aaacatcagg gccacatttc actaccttca cagatcaaac tcagcagcag 1140 

tcatgactgt ctgtcactac actggggatc ccaattccac ataagcactt ttggaagaaa 1200 

acagccaaag ttggcctaaa attggcgctg gaatttgggc tgggaaaaat cttgtggtta 1260 

tttcctttaa aaaggaacaa aactttagta tttaattagt tgatttattt aatgtaattt 1320 

caaacaatta aattatgaat aatgcaatgt acagtagaat cacgttttga ttttattaac 1380 

actgaccaag tttaactcca tatgaagtgt aagcttgata tcgtttatga tgtctatcaa 1440 

ctgtaccaaa agtaaaacat ttaaaaacaa tcatctgaat gtcaagtttt ctctccataa' 1500 

aggacttgcc accttaagga ccccaagtct gcctgaaaca tgagccacat caatgccggt 1560 

aaaggcctgc atgacctaat ctgcatcctg gaaacctctt ttgcctgagc tccccagccc 1620 

caaactagct ggtctgggag agggagcagg caggttccag gagtcaagca cacgcttgag 1680 

caagcagcac aataatccat cttaagactc ctcattctgg gatggctcca caattcctaa 174 0 

acagcagtct gcaaactcca caaacaaagg ctcttgcatg taagctctca tgagctttgc 1800 

tttgtcttct ccctgatcga ggttgaccat caactgcctg aggtgtggat tgagcaataa 186 0 

gcttcttaat gttgcagatt cccctaaatt ctttaaattc tgcaaagaaa ctctgtcttc 1920 

ttcctcatca ctattgagaa aatcagctat agagtcatca tcatctttgt tttccacagg 1980 

ctttacggtt ttggtaggaa gagctgatct tatttttttc tcaacaggac gagtttcagg 2040 

gttgcactgt tctttgtgct tccggaagca gactaccgag cagtagggca cgcggcaggc 2100 

tggacagcgg tatttgggct tctccaagca gatcacgcag acgacggtgc tacatttgag 2160 

cgacgccatg gttttgtgga aggagactgt tcactgcgcc gccgcgcgcg aattccacca 2220 

cactgagtat ggacatcgat anngacctc 2249 



<210> 1026 

<211> 1166 

<212> DNA 

<213> Homo sapiens 



<400> 1026 
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tgtagttcct gctgatagaa aggaaatatt ttgtcaagag ctttcattta aaagctacta 1200 

cctccacaat cacccccaaa cccagaaaat ccccactggc tcttgccagt ctggttttcg 12 SO 

tattgcagtt attccaattg tatttgatct ccctgataac gtattttcat gggtttgggt 1320 

agaagatgct aatcagatta gaagcaggaa tagttatttg ctgtctgtga aattgagcct 1380 

tttggtgcgc caogtggtgc cagatcaaca cttctatccc tctgcactga ccacgttgtg 1440 

aactgggaga cccaaatgca agccatttca tggacatagc aatatacaac caaactctgt 1500 

tccttggagt tatattgtaa actcttgcag gtgggagagc agttcacctc cttagctctg 15S0 

tttgccagct cttacagggt aaaataaacc tgggcaattt atcctcaaaa aa 1612 



<210> 1023 

<211> 460 

<212> 1?NA 

<213> Homo sapiens 



<400> 1023 

aattcaaaac acacttgata actgaaggat gatgaagtgt ccacaggctt tactagctat 60 

cttttggctt ctactgagct gggtgagcag tgaagacaag gtggtacaaa gccctctatc 120 

tctggttgtc cacgagggag acaccgtaac tctcaattgc agttatgaag tgactaactt 180 

tcgaagccta ctatggtaca agcaggaaaa gaaagctccc acatttctat ttatgctaac 240 

ttcaagtgga attgaaaaga agtcaggaag actaagtagc atattagata agaaagaact 3 00 

ttccagcatc ctgaacatca cagccaccca gaccggagac tcggccatct acctctgtgc 360 

tgtggaggca cagtgctccc tagtcacctg cagcctgtac tcaaattcta cagctgaggc 420 

tctgcaactg taagatgggg aacttgctac attgagcaag 460 



<210> 1024 
<211> 1730 
c212> DNA 

<213> Homo sapiens 



<400> 1024 

tttttttttt ttcaaaagga aatcccaatc tttttattac ggaaagccat caactgggtg 60 

tggggagtat gtcagagggt tagtgaaagt ccaggggatt tctcctccaa gtcctaccac 120 

acaaaggaaa gtctcaagcc tctattcacc ccttctcaat ccccacaaaa tagggggttg 180 

ttcaatattg tcttcaatga taaaaacttt gtggttaaag gtttctcctt aggactagcg 240 

acaaagttag gcttatactt ttaatgaaga ccataaacga agccagaagg gcttaaggaa 300 

goaagagtcc ttgggggaaa attcttagcg ttctataccc cagcatctta ccttagggtt 360 

aaatctaggt ctaaccaagc tgtgcaggtc aactaagaag gaatgatgaa accacagagt 420 

ttcatggaga aaccatggag atgtctgaat agctgataag cagttaacac actgacccaa 480 

gcttggaggg aaaccatttc cccctccgtc ctatgagatc tctttcttgc tccagtgaaa 540 

cagttggcca cagcatggca ggccttcctg tagggtgcct gacaattccc tagatgcctc 600 

tttaaaatca gaagctgcat gctgccccac ccagtcacag ccaaagggaa aacataaata 660 

aaaggctgca gcctcaggct tgtggttatg gaaagagcct ggaattgaca ggagaggaag ,720 

cactgccaaa gtgaggatct tatttatcct tcttgttttc cccatctgac actgtggtgg 780 

gggttgaagc cacaggctgc tcctcaggga tattgtctcc agcctttgat agtttcttgg 84 0 

cocgctggta tagctcattt aagttaaatt ctcggatcac attctcctca gagaaggtcc 900 

atgagacagc ccgtcctttc ttgtcaatct gtggccgccg cattgcctcc ttgccacctt 960 

ggaacaggat cagggtaggg agttgcttgg tgaggggtga tgtgctcact ttgtaccgcg 1020 ' 

tactaacatc agtatagcgt ccaacatcca ccttcccaaa atttagccct gtacagttgt 1080 

atttaaggga gaggtcagca tagatagggg caaatgattg gcagtcatta gaccaattgg 1140 

caaagaactc cacaatccaa gtgaccctct tgtcccgttc tagttcctca tcaatggttt 1200 

tatcattgaa gtacttgata tactcagggc ccatatatag ggggggtttg cacgtcatca 1260 

ggaacactat gcagagtgtg atgtaaagta ggcccatgcg aatatccaag cggaagaaaa 1320 

gaattgtgtt ggccacttta ctaaacatga aaatgttgcc tatatgttgc tccacagtga 1380 

tggatctgcg gttcttcatc atcacaatgg cactgagaaa catcaggatc tccacttctc 1440 

tccagtcaaa gtcacacggg ttaccgtctt cgcgttgggt gggcagaccg tggcagagcg 1500 

goggcagttt cctcacgagt aggaaggcag cagagagcag ggccgacaga aggtagtaag 1560 

gttgggcgag ccatcgtgaa agtcgcggca ccgaatacac gagagcaatt agaggtgcca 1620 

agaccgccat cttttcggcc gtaacggcca ctgctcgccg gcgtcgtagg tctcgccccg 16 B0 
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tgtgctctac tccagcctca tggcgctgct ggtcctcgcc accgtgctgt gcaacctcgg 780 
cgccatgcgc aacctctatg cgatgcaccg gcggctgcag cggcacccgc gctcctgcac 840 
cagggactgt gccgagccgc gcgcggacgg gagggaagcg tcccctcagc ccctggagga 
gctggatcac ctcctgctgc tggcgctgat gaccgtgctc ttcactatgt gttctctgcc 
cgtaatttat cgcgcttact atggagcatt taaggatgtc aaggagaaaa acaggacctc 
tgaagaagca gaagacctcc gagccttgcg atttctatct gtgatttcaa ttgtggaccc 
ttggattttt atcattttca gatctccagt atttcggata ttttttcaca agattttcat 
tagacctctt aggtacagga gccggtgcag caattccact aacatggaat ccagtctgtg 1200 
acagtgtttt tcactctgtg gtaagctgag gaatatgtca cattttcagc ggc 1253 



900 
960 
1020 
1080 
1140 



<210> 1021 

<211> 930 

<212i> DNA 

<213> Homo sapiens 



<400> 1021 

cggcgtggtg aaatagatat ggcgaccgag ggggatgtgg agctggagtt ggagactgag 60 

accagtggac cagagcggcc tccggagaag ccacggaaac atgacagcgg tgcggcggac 120 

ttggagcggg tcaccgacta tgcagaggag aaggagatcc agagttccaa tctggagacg 180 

gccatgtctg tgattggaga cagaaggtcc cgggagcaga aagccaaaca ggagcgttag 240 

tctttcaggg gcagccaact ttaccagttc tttcctcccc gggtccccag acaaaaataa 300 

aaaccattat taagccttta taccgttctt caaatttatc accaattcct gcagatctag 360 

gcgccacaac tttactcttg ttagcagaag gcctcctggc aacacctgct gccaagactc 420 

caggggaaag gagtattagt gggagttttt attttcaatc aagggtttat caagatttat 480 

ttacagggca cttctgggaa tgacccttcc tgggagttta tggtgttggt tgagaatgag 540 

gactaatata tttaaatatt tttgcaggga gaaagaactg gcaaaagtca ctatcaagaa 600 

gaaagatctg gagctaatag tgagtggtag tgcctaacta gtgtatgcgg aggggaggct 660 

attctgctta atttgggttg tttcctgaaa caagcggagt cagtatattt ggtggcacat 720 

taatgcctgg gaacctatgt aacatgattt ttttctgcag atgactgaga tggagatatc 780 

tcgagcagca gcagaacgca gtttgcggga acacatgggc aacgtggtag aggcgcttat 840 

tgccctaacc aactgatgcg tgctttctca aatataccta ctggattaat ttatggcaat 900 

aaaatttttt tttgtcttac aaaaaaaaaa 930 



<210> 1022 

<211> 1612 

<212> DNA 

<213> Homo sapiens 



<400> 1022 

cccacgcgtc cgcccacgcg tccgggccac acgcctcagc cagccccggc aagggcctat 60 

caggggtggg tcggggcatc cgagcgggtt tgacggaagg agcggcggcg acggaggagg 120 

aggatggagg cggtggtgtt cgtcttctct ctcctcgatt gttgcgcgct catcttcctc 180 

tcggtctact tcataattac attgtctgat ttagaatgtg attacattaa tgctagatca 240 

tgttgctcaa aattaaacaa gtgggtaatt ccagaattga ttggccatac cattgtcact 300 

gtattactgc tcatgtcatt gcactggttc atcttccttc tcaacttacc tgttgccact 360 

tggaatatat atcgatacat tatggtgccg agtggtaaca tgggagtgtt tgatccaaca 420 

gaaatacaca atcgagggca gctgaagtca cacatgaaag aagccatgat caagcttggt 480 

ttccacttgc tctgcttctt catgtatctt tatagtatga tcttagcttt gataaatgac 540 

tgaagctgga gaagccgtgg ttgaagtcag cctacactac agtgcacagt tgaggagcca 600 

gagacttctt aaatcatcct tagaaccgtg accatagcag tatatatttt cctcttggaa 660 

caaaaaacta tttttgctgt atttttacca tataaagtat ttaaaaaaca tgaattgagt 720 

ttctgtagat ttctagttct caactttagc ctgaacgcca acacttgaag gtgtttttca 780 

tcctctgtat gttgaaggtg gttatttgta tgtaggaaca ggactgccat cccagctttg 840 

catgccaaag aaataaagaa cacactttaa agggcaaact gaagagatga gcgagcaaag 900 

gtgcccttca ggtctactga aaagttagag tacaaaacaa cactgttgat ctggacaaaa 960 

gaagaaaaat tacccttttt gcttgtgttg tgacaacttc atttaatatg gtttaaagat 1020 

ttatgagact gtcagctaaa agtcttttca caagaatgtc aacagagaat ggcatctcaa 1080 

aatatatata tttctttgca caatttgtga aaccttataa gccattttcc ccaggtacaa 1140 



522 



WO 01/57188 



PCT/US01/03800 



gcgcttgtct gtacccccgc tggtggaggt gatgcgagga aagtctgtca ttctggactg 180 

cacccctacg ggaacccacg accattatat gctggaatgg ttccttaccg accgctcggg 240 

agctcgcccc cgcctagcct cggctgagat gcagggctct gagctccagg tcacaatgca 300 

cgacacccgg ggccgcagtc ccccatacca gctggactcc caggggcgcc tggtgctggc 360 

tgaggcccag gtgggcgacg agcgagacta cgtgtgcgtg gtgagggcag gggcggcagg 420 

cactgctgag gccgctgcgc ggctcaacgt gtttgcaaag ccagaggcca ctgaggtctc 480 

ccccaacaaa gggacactgt ctgtgatgga ggactctgcc caggagatcg ccaccagcaa 540 

cagccggaac gggaacccgg cccccaagat cacgtggtat cgcaacgggc agcgcctgga 600 

ggtgcccgta gagatgaacc cagagggcta catgaccagc cgcacggtcc gggaggcctc 660 

gggcctgctc tccctcacca gcaccctcta cctgcggctc cgcaaggatg accgagacgc 720 

cagcttccac tgcgccgccc actacagcct gcccgagggc cgccacggcc gcctggacag 780 

ccccaccttc cacctcaccc tgcactatcc cacggagcac gtgcagttct gggtgggcag 840 

cccgtccacc ccagcaggct gggtacgcga gggtgacact gtccagctgc tctgccgggg 900 

ggacggcagq cccagcccgg agtatacgct tttccgcctt caggatgagc aggaggaagt 960 

gctgaatgtg aatctcgagg ggaacttgac cctggaggga gtgacccggg gccagagcgg 1020 

gacctatggc tgcagagtgg aggattacga cgcggcagat gacgtgcagc tctccaagac 1080 

gctggagctg cgcgtggcct atcfcggaccc cctggagctc agcgagggga aggtgctttc 1140 

cttacctcta aacagcaggg cagtcgtgaa ctgctccgtg cacggcctgc ccacccctgc 1200 

cctacgctgg accaaggact ccactcccct gggcgatggc cccatgctgt cgctcagttc 1260 

tatcacctte gattccaatg gcacctacgt atgtgaggcc tccctgccca cagtcccggt 1320 

cctcagccgc acccagaact tcacgctgct ggtccaaggc tcgccagagc taaagacagc 1380 

ggaaatagag cccaaggcag atggcagctg gagggaagga gacgaagtca cactcatctg 1440 

ctctgcccgc ggccatccag accccaaact cagctggagc caattggggg gcagccccgc 1500 

agagccaatc cccggacggc agggttgggt gagcagctct ctgaccctga aagtgaccag 156 0 

cgccctgagc cgcgatggca tctcctgtga agcctccaac ccccacggga acaagcgcca 1620 

tgtcttccac ttcggcaccg tgagccccca gacctcccag gctggagtgg ccgtcatggc 168 0 

cgtggccgtc agcgtgggcc tcctgctcct cgtcgttgct gtcttctact gcgtgagacg 1740 

caaagggggc ccctgctgcc gccagcggcg ggagaagggg gctccgtgag tggcctgcta 1800 

tctgcaatga ccaccatagc ttaaccccat ccccaccctc aaccccaagc tcaacccata 1860 

acctcaacca catcttatcc tccaccccac atcccaccac atccacctcc atccccaacc 1920 

catcctcatc cccaactaca gccccaaacc cagccccaga ctaatccaca gccatcccca 1980 

actcatcctc atccccaact gcagccccaa acccaaccca gggccatccc caaacccatc 2040 

cccaagccaa actcaacacc atccccttcc ctaatcacct ctcctgcccc tagctcagcc 2100 

tcatccccaa ctccatgcct gtctccaatc ccaaccctgc ccccaatctc ccctcaactc 2160 

caatccataa cscccttcaa accatcctca actaagctcc tctccagccc tggccacatc 2220 

cccatcctcc cccaacctcc agccccaaca cccatcatcc ccctgagctc acccttaact 2280 

ccaatttatc ctccaagcct atctctcacc atccagccct cacctagcca tttcccaacc 234 0 

ctagtcctcc accgtcccga agccaacttc acccatgtcc ccatccccaa tcttgtcccc 2400 

attcctgact ccaaatccaa cccctaagcc tccccaagct cctcctcatc taaccttgtc 2460 

tccagcccca accacatggc cgtcctcacc tccaatccgt aaccatccca gaccgatccc 2520 

aaagccaact ccagctacat tcccacctcc aaccccaata gcatctgcat ccccatgccc 2580 

aaccctaacc ccagtgccat tgtcgacggt ttttatt 2617 



<210> 1020 

<211> 1253 

<212> DMA 

<213> Homo sapiens 



<400> 1020 

cccacgcgtc cggcttctcc gcccgagccg ttcgcggagc tgccgggggc tccttagcac 60 

ccgggcgccg gggccctcgc ccttccgcag ccttcactcc agccctctgc tcccgcacgc 120 

catgaagtcg ccgttctacc gctgccagaa caccacctct gtggaaaaag gcaactcggc 180 

ggtgatgggc ggggtgctct tcagcaccgg cctcctgggc aacctgctgg ccctggggct 240 

gctggcgcgc tcggggctgg ggtggtgctc gcggcgtcca ctgcgcccgc tgccctcggt 300 

cttctacatg ctggtgtgtg gcctgacggt caccgacttg ctgggcaagt gcctcctaag 36 0 

cccggtggtg ctggctgcct acgctcagaa ccggagtctg cgggtgcttg cgcccgcatt 42 0 

ggacaactcg ttgtgccaag ccttcgcctt cttcatgtcc ttctttgggc tctcctcgac 48 0 

actgcaactc ctggccatgg cactggagtg ctggctctcc ctagggcacc ctttcttcta 540 

ccgacggcac atcaccctgc gcctgggcgc actggtggcc ccggtggtga gcgccttctc 600 

cc tggctttc tgcgcgctac etttcatggg cttcgggaag ttcgtgcagt actgccccgg 660 

cacctggtgc tttatccaga tggtccacga ggagggctcg ctgtcggtgc tggggtactc 720 
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tgttcctggg agaattctcc tgcctggctg ccttctacct cctccgatgc agagctgcag 300 

ggcaatcaga ctccagcgta gacccccagc agcccttcaa ccctcttctt ttcctgcccc 360 

cagcgctctg tgacatgaca gggaccagcc tcatgtatgt ggctctgaac atgaccagtg 420 

cctccagctt ccagatgctg cggggtgcag tgatcatatt cactggcctg ttctcggtgg 480 

ccttcctggg ccggaggctg gtgctgagcc agtggctggg catcctagcc accatcgcgg 540 

ggctggtggt cgtgggcctg gctgacctcc tgagcaagca cgacagtcag cacaagctca 600 

gcgaagtgat cacaggggac ctgttgatca tcatggccca gatcatcgtt gccatccaga 660 
tggtgctaga ggagaagttc gtctacaaac acaatgtgca cccactgcgg gcagttggca • 720 

ctgagggcct ctttggcttt gtgatcctct ccctgctgct ggtgcccatg tactacatcc 780 

ccgccggctc cttcagcgga aaccctcgtg ggacactgga ggatgcattg gacgccttct 840 

gccaggtggg ccagcagccg ctcattgccg tggcactgct gggcaacatc agcagcattg 900 

ccttcttcaa cttcgcaggc atcagcgtca ccaaggaact gagcgccacc acccgcatgg 960 

tgttggacag cttgcgcacc gttgtcatct gggcactgag cctggcactg ggctgggagg 1020 

ccttccatgc actgcagatc cttggcttcc tcatactcct tataggcact gccctctaca 1080 

atgggctaca ccgtccgctg ctgggccgcc tgtccagggg ccggcccctg gcagaggaga 1140 

gcgagcagga gagactgctg ggtggcaccc gcactcccat caatgatgcc agctgaggtt 1200 

ccctggaggc ttctactgcc acccgggtgc tccttctccc tgagactgag gccacacagg 1260 

ctggtgggcc ccgaatgccc tatccccaag gcctcaccct gtcccctccc tgcagaaccc 1320 

ccagggcagc tgctgccaca gaagataaca acacccaagt cctctttttc tcactaccac 1380 

ctgcagggtg gtgttaccca gcccccacaa gcctgagtgc agtggcagac ctcagctctc 1440 

tggacccctc ctacagcact agagctaaat catgaagttg aattgtagga atttaccacc 1500 

gtagtgtatc tgaatcataa actagattat catagttatc tagtttatga gtcataagct 1560 

agatttgatt cttcaaagaa gaaaagtcag tgagcaaatt taaaa 1€05 



<210> 1018 
<211> 1094 
<212> DKA 

<213> Homo sapiens 
<400> 1018 

ggaattcaca gagattcccc gcccgggtcc ccgccaacgg cgctagccgc gatgccccgc 60 

ctcactcccc gcccccggga tgcacggcgc gtgctggtaa tccgcggctc aagccccgcc 120 

cccactgtcc ccattctccg ctcacctctc tccaaggaca ctgcgcacgc gccacgacgt 180 

cccgcctttc tceccgccct gccgcggccc cggggcgcag cgcgcacgca atcgcgtttc 240 

cggagagacc tggctgctgt gtcccgcggc ttgcgctccg tagtggactc cgcgggcctt 300 

cggcagatgc aggcctgggg tagtctcctt tctggactga gaagagaaga atggagaagc 360 

ccctcttccc attagtgcct ttgcattggt ttggctttgg ctacacagca ctggttgttt 420 

ctggtgggat cgttggctat gtaaaaacag gcagcgtgcc gtccctggct gcagggctgc 480 

tcttcggcag tctagccggc ctgggtgctt accagctgta tcaggatcca aggaacgttt 540 

ggggtttcct agccgctaca tctgttactt ttgttggtgt tatgggaatg agatcctact 600 

actatggaaa attcatgcct gtaggtttaa ttgcaggtgc cagtttgctg atggccgcca 660 

aagttggagt tcgtatgttg atgacatctg attagcagaa gtcatgttcc agcttggact 720 

catgaaggat taaaaatctg catcttccac tattttcaat gtattaagag aaataagtgc 780 

agcatttttg catctgacat tttacctaaa aaaaaaaaga caccaaattt ggcggagggg 840 

gggaaaatca gttgttacca ttataaccct acaaaggggg ggagcatgta acatgagctt 900 

attgagacca tcataaagac cgattcttga tattgatttt atctctttct gtatctatag 960 

ggaaacctca agggtaaaat gttaggggtt gacattgaaa accctgaaac cccattccct 1020 

gctcaaagga acagtgtgaa aaaaaatctc ttgagagatt aaaaatatct ttttttttgc 1080 

tcatcttaaa ccac 1094 



<210> 1019 0 
<211> 2617 
<212> DNA 

<213> Homo sapiens 
<400> 1019 

agtctccgcc gccgccgtga acatggagcc cccggacgca ccggcccagg cgcgcggggc 60 
cccgcggctg ctgttgctcg cagtcctgct ggcggcgcac ccagatgccc aggcggaggt 120 
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ccctcctctc ccatcccagc tacctcaagg tctttgtccc cgattacacg cgggagcttc 
tgctggagct gcgggactgc gtgtccaatg ggagcctggg ctgccccgtg cgtctcaccg 
tgggcccggt caccctgcct agcaacttcc agaaggtgct cacctgcacc ggtgccccct 
ggccctgccg cctgctgctg ccctcaccgc cctgggaccg gtggctgcaa gtgacagctg 
agagcctggt ggggcccctc gggacagtgg ctttcagtgc tgtagctgcc ctcacagctt 
gcaggccacg gagcgtgacc atccagcccc ttctgcagag cagccaaaac cagagcttca 
atgcctcctc tggtctgctg tccccgagcc ccgaccacca ggacctgggc aggagtggca 
gggtggaccg cagccccttc tgcctcacaa actacccagt cacgcgggag gacatggacg 
tggtgtcggt gcacttccag cccctggaca gggtctcggt gagggtgtgt tcggacacgc 
cctccgtgat gcggctgcgc ctgaacaccg gcatggacag cgggggttcc ctcaccatct 
ccctgcgggc caacaagaca gagatgcgga acgagaccgt cgtagtggcc tgcgtgaatg 
ctgcctcgcc cttccttggc ttcaatactt cgctcaactg caccacagcc ttcttccagg 
gctacccttt gtctctgagc gcctggtctc gcagggccaa cctcatcatc ccctacccag 
agacagacaa ctggtacctc tccctgcagc tcatgtgccc tgagaatgct gaggactgtg 
agcaggctgt ggtccacgtg gagaccacct tgtacctggt gccctgtttg aacgattgtg 
gaccctatgg ccagtgcctc ctgctccgca gacacagcta cctgtatgcc agctgcagct 
gcaaggcagg ctggcgtggg tggagctgca cggacaacag cacagcccag acggtggccc 
agcagagggc ggccacactg ctgctcacgc tcagcaacct catgttcctg gcccccatcg 
ccgtctcagt gcggcgattc ttcctggtgg aggcctccgt ctacgcctac accatgttct 
tctccacgtt ctaccacgcc tgcgaccagc ccggggaggc ggtgctgtgc atcctcagct 
acgacacgct gcagtactgc gacttcttgg gctccggggc ggccatctgg gtcaccatcc 
tgtgcatggc acggctcaag acagtcctga aatacgtgct gtttcttctg ggtacactgg 
tcatcgccat gtccttgcag ctggaccgca ggggcatgtg gaacatgctg gggccctgcc 
tctttgcctt cgtgatcatg gcctccatgt gggcttaccg ctgcgggcac cggcgccagt 
gctaccccac ctcgtggcag cgctgggcct tctacctcct gcccggcgtc tctatggcct 
ctgtgggcat cgccatctac acctccatga tgactagcga caactactac tacacccaca 
gcatctggca catcctgctg gccgggagcg cagccttgct gctgccgcca cctgaccagc 
ccgccgagcc ctgggcctgc tcgcagaaat tcccctgcca ctatcagatc tgcaagaacg 
at cgggagga actgtacgca gtgacgtgac actggcctgg ggacagctgc tgctctgatg 
acctcttcag ccaggagctg tatcgagggg gaggcgcctg gtccagccct ggacagattg 
atttccagct gaataaattg gcctagatac cctaaaaaaa aaa 



<210> 1016 
<211> 507 
<2X2> DNA 
. <213> Homo sapiens 



<400> 1016 

aagtggtacc cctcaggtcc cgtccggatt cccggtcgat tctactacaa attgccggcc €0 

ggtcaccgac gctgcagaat ggctcccgca aagaagggtg gcgagaagaa aaagggccgt 12 0 

tctgccatca acgaagtggt aacccgagaa tacaccatca acattcacaa gcgcatccat 180 

ggagtgggct tcaagaagcg tgcacctcgg gcactcaaag agattcggaa atttgccatg 240 

aaggagatgg gaactccaga tgtgcgcatt gacaccaggc tcaacaaagc tgtctgggcc 300 

aaaggaataa ggaatgtgcc ataccgaatc cgtgtgcggc tgtccagaaa acgtaatgag 360 

gatgaagatt caccaaataa gctatatact ttggttacct atgtacctgt taccactttc 420 

aaaaatctac agacagtcaa tgtggatgag aactaatcgc tgatcgtcag atcaaataaa 480 

gttataaaat tgccttcaaa aaaaaaa 507 



<210> 1017 

<211> 1605 

<212> DNA 

<213> Homo sapiens 



<400> 1017 

atgtggaagc gctcgcgcag gagaccccgg gtgacggggc ccggcgccgc taactggagc 60 

gaaccccagc gtccgccgac atggcctgga ccaagtacca gctgttcctg gccgggctca 120 

tgcttgttac cggctccatc aacacgctct cggcaaaatg ggcggacaat ttcatggccg 1B0 

agggctgtgg agggagcaag gagcacagct tccagcatcc cttcctccag gcagtgggca 240 
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tggaggagct tgtgtgggaa ccccaccaag tgtctgtaaa tatggaagca gtataaaaca 2400 

ggagcggaag aggggtctcc tttttatctc tctcctgaag aatgaattgt ggaggatgta 2460 

gtggttattc cacatcataa atcgaacctc tttcagaccc cgagagttgg cttcttcaat 252 0 

caatcgaatg acagactcgg gatactctct ccatccaaag tggtccctac agaagaattt 2580 

ccagactgtg tggtaaatag agttgacatt gctagagggt ggtgtggaca gccttcgtag 2640 

ttggtcaaat tcagttgttt catacacgtt catggcattc aaatctgccc aaaattcttg 2700 

tcctccatac ttcattctca ttctatcatt ttctgggtta cagtaaaatc tttccaagtg 2760 

ctcctgagaa tcattgaata cactctgcca cttttgagta gaagtccttn gnntctgcca 2820 
aagatatcag ttcccgccnc tnccaaggtc tccagtg ' 2857 



<210> 1013 

<211> 582 

<212> DNA 

<213> Homo sapiens 



<400> 1013 

cattgaaaac tgtaggacac gcttacgcca agcttggcac gaggtttgcg ggaacaagat 60 

ggcagccccc atacctcaag ggttctcttg tttatcgagg tttttgggct ggtggtttcg 12 0 

gcagccagtt ctggtgactc agtccgcagc tatagttcca gtaagaacta aaaaacgttt 180 

cacacctcct atttatcaac ctaaatttaa aacagaaaag gagtttatgc aacatgcccg 24 0 

gaaagcagga ttggttattc ctccagaaaa atcggaccgt tccatacatc tggcctgtac 300 

agctggtata tttgatgcct atgttcctcc tgagggtgat gcacgcatat catctctttc 360 

aaaggaggga ctgatagaga gaactgaacg aatgaagaag actatggcat cacaagtgtc 42 0 

aatccggagg ataaaagact atgatgccaa ctttaaaata aaggactttc ctgaaaaagc 480 

taaggatatc tttattgaag gctcaccttt gtactaaata acttcaggac catggaccga 540 

ctttcattac ctcgggtaac tggaacactg ttttttccag ga 582 



<210> 1014 

<211> 362 

<212> DNA 

<:213> Homo sapiens 



60 



<400> 1014 

cccacgcgtc cgcttattcg tccgacatat agctgtgcgt atagaataca tatgtataca 

taagctgtgc gtatagaata catatgtata cataatctgt gcgtatagaa tacatatgta 120 

tacataatct gtgcgtatag aatacatatg tatacataat ctgtgcgtat ataatacata 180 

tgtatacata agctgtgcgt atagaataca tatgtataca taagctgtgc gtatataata 240 

catatgtata cataagctgt gcgtatagaa tacatatgta tacataagct gtgcgtatat 300 

aatatgtata cataagctgt gcgtatataa tacatatgta tacataacct gtgcgtatat 36 0 
ag 



362 



<210> 1015 

<211> 2323 

<212> DNA 

<213> Homo sapiens 



<400> 1015 

ggaattcgtc cgagcacttc tcgcaggccc cgcagaggct gtccttctac agctggtacg 60 

gcagtgccag gctcttccgc ttccgcgtgc ccccagatgc tgtgcttcta cgctggctcc 120 

tgcaggtctc ccgggagagc ggcgctgcct gcaccgacgc ggagatcacc gtgcacttcc 180 

gttccggcgc ccctccggtc atcaacccgc tgggcaccag cttcccggac gacaccgcgg 240 

tacagccctc cttccaggtc ggggtgccgc tgagcaccac accgagaagc aatgcctccg 300 

tcaacgtttc ccacccggcc cccggggact ggttcgtggc cgcccacctg cccccctcat 360 

cccagaagat cgagttgaag ggcttggctc ccacctgtgc ctacgtcttc cagcctgaac 42 0 

tgctggtcac gcgggtggtc gagatttcca tcatggagcc ggacgtgccc cttcctcaga 480 
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<400> 1011 

gtgaacggag ctttcgcagc tggagaaggc tcatccacct gcagacatgg ggcgcagaaa 60 

gtcaaaacga aagccgcctc ccaagaagaa gatgacaggc accctcgaga cccagttcac 12 0 

ctgccccttc tgcaaccacg agaaatcctg tgatgtgaaa atggaccgtg cccgcaacac 180 

cggagtcatc tcttgtaccg tgtgcctaga ggaattccag acgcccataa cgtgtatcct 240 

tggaaacctg ggctttttcc agagggtggg gagggggctg gagtccggac cctgctcatc 300 

tggcccactg tgtgccctgg tgcagggcca aagccgtcca gaggaacagg tgccacctag 360 

tgatttctgt ggggtgagaa gatgcagggc agggttccaa tgccaatgat cgcccttgac 420 

ctatgtgggc cagatctgtc agaacctcgg gatgtgtaca gtgattgcat agactcctgc 480 

catgcggcca atcagtaacg acacagagga 510 



<210> 1012 

<211> 2857 

<212> DKA 

<213> Homo sapiens 

<220> 

<221> misc_£eature 
<222> (1)...(2857) 
<223> n « a,t,c or g 



<400> 1012 

tttttttttt ttaaagaatt accataagtt ttatttttgc ttagntttat taaaaaaata 60 

aatatgtcat aaagctttct ttttccttag ggagaaaaaa aggaacaagt ctcataaaac 120 

caaataagca atggtaaggt gtcttaactt gaaaaagatt aggagtcact ggtttacaag 180 

ttataattga atgaaagaac tgtaacagcc acagttggcc atttcatgcc aatggcagca 240 

aacaacagga ttaactaggg caaaataaat aagtgtgtgg aagccctgat aagtgcttaa 3 00 

taaacagact gattcactga gacatcagta cagatacatc ttgcttaaac aacacagaag 360 

ttcctgaaaa gttttgtgta aatgatataa ccacaaacat taccaggaga gcttggtaac 420 

tgaaagaatt ccatggcgaa ttcttttgtg aacaactact ttcacttttg taaatccagg 48 0 

tatttgcttt ttataaggag tttacctagt tgctacctct ctgaactgag gaaacagcat 540 

attcaccaaa cgttgtgctc cagctggacc actggcacaa tttccaagtt tgtgtttcta 600 

ttaagtaagt agtgtaagta aggtacagag tcagccaggg aacccagctg tatctgacaa 660 

agcaggtgta ggagtgggac tgccatctac caataattcc agcaaatact tttgctaata 720 

tactttgtgc aaaacacagt aataacctta tcaattcggc tatagatgta cttccttttt 780 

ctaaaacttt cagtcacaag ctaggtctgg aacccgaaaa ggaagtaata cttctaaccc 840 

tcaagactgc ctttaaccaa attagctgcc caactccttc aaattggaat ggatgataat 900 

gaaagagact gagttttcca aagctgaagt ttaacaacac aaaaatcaca tttcatatca 960 

ctaattagtg aaaagttttg ctggtgacaa aaatttttca aatggttgtt ttttgttgtt 1020 

gttttaactt cctctaaata gaactctgaa ttctggggca aactctgcag aagttaaagt 1080 

cactgatgtt ctctggttgg ctgatacatt ttagtactgc tgatagaaat aaaaatttct 1140 

ttctacccac cagaatttca tgaacttata ctataccaaa gcagtgatgc tttggacagg 1200 

gaatacgcat ggtagtacta gttccagtaa gttttatcaa acgtaaataa ataaatagaa 1260 

tcctcacatt gctcacagcc tccattccat btggtcaaac ttctaccagg cccaagccac 1320 

atttaaatta ggctgttcag ttttttaatt taatgctcct aataacattg ctgtctatat 1380 

gtacaagtgt gaatgaaaag agtgtgtaat ctgtagtctt ttcccccctg agtcccctag 144 0 

caattagtaa ataattaaag agtaagtggt cattttaaaa cttgtatttt ttttttaaaa 1500 

aaagcatttt ctagcacttt aaaaaatggg tctgaaaagt gccctattaa tgtccaatgc 1560 

tgttccccac ccagtcccac ccattcaaaa cctgctacaa atgctggatt gagttcatat 1620 

caaataattt agcagtacca agatttttca aatggaaaca gtgttactga cttcttcata 1680 

ttggataaca aaataagggt aactctggtc atcattaaaa atgacaaaaa tctgaggctc 1740 

aaagaaatta tccacacaag agtcataaag gtcactggtg acactgccag gattgactgg 1800 

ogggggcctt ctcatgccat gactgcccat tgtgtatctg cccgtcagca ctttggccag 1860 

aaacatgaag tggactcctt tggaggactt cttagaaaag ttatgagagt agcttgcctt 1920 

ctttgcaaaa taactgcctt gtccaaacat tgtagcatgc tttccacaga ctcgagggtc 1980 

aaagttgtgt ttgcagattc catctaccac atcctgggat gttccatgaa ataaatgtct 2040 

ctcatttatt atcctgtcac ggccaaacat tttcctgttc atatattcct ttttcctttt 2100 

atatttctcc caaagaaact ggttttggac tctcaatatc tgcaaaattc tgtatttaaa 2160 

ctcaggcaca gtcttatgaa aaagattgta aatgatccga taacttttat cctctgcaga 2220 

aacagggact tggatgaagt cctgagatgg atgcatataa acccaagttt cagggtaaaa 2280 

gtttgctgaa gtgaccccat ctgggcagat aatttgtgat gatgaagttg cttcaagagg 2340 
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<400> 1009 ^ , . . 

acggaagtgc aggaacattt cacaaatcta caatctgtga gtatcacato otgtatagct 60 

gtaaacactg gaataaggaa gggctgatga ctttcagaag atgaaggtaa gtagaaaccg 12 0 

ttgatgggac tgagaaacca gagttaaaac ctctttggag cttctgagga ctcagctgga 18 0 

accaacgggc acagttggca acaccatcat gacatcacaa cctgttccca atgagaccat 240 

catagtgctc ecatcaaatg tcatcaactt ctcccaagca gagaaacccg aacccaccaa 300 

ccaggggcag gatagcotga agaaacatct acacgcagaa atcaaagtta ttgggactat 360 

coagatcttg tgtggcatga tggtattgag cttggggato attttggcat ctgcttcctt 420 

otctcoaaat tttaoccaag tgacttotac actgttgaaa totgcttaco cattoatagg 480 

accctttttt tttatcatct ctggctctct atcaatcgcc acagagaaaa ggttaaccaa 540 

gcttttggtg catagcagcc tggttggaag cattctgagt gctotgtctg ccctggtggg 600 

tttcattatc ctgtctgtca aacaggccac cttaaatcct gcctcactgc agtgtgagtt 660 

ggacaaaaat aatataocaa caagaagtta tgtttcttac ttttatcatg attcacttta 720 

taccaoggac tgctatacag ccaaagccag tctggotgga aotctctctc tgatgctgat 780 

ttgcactctg ctggaattct gcctagctgt gctcactgct gtgctgcggt ggaaacaggc 840 

ttactctgac ttccctggga gtgtactttt cctgcctcac agttacattg gtaattctgg 900 

catgtcotca aaaatgactc atgactgtgg atatgaagaa ctattgactt cttaagaaaa 960 

aagggagaaa tattaatcag aaagttgatt cttatgataa tatggaaaag ttaaccatta 1020 

tagaaaagca aagcttgagt ttcotaaatg taagctttta aagtaatgaa cattaaaaaa 1080 
aacccattat ttoactgtca tttaaa 



<210> 1010 

<211> 1402 

<212> DMA 

<213> Homo sapiens 



<400> 1010 cn 

caaatatcgt taccggaggc cttatceagt catgaggaag atctgtcaag tggggccagc 60 

aggtctggct tttatcctaa acatcagccc tgtggcacac cgtgtggcgc tctgtcacct 120 

ggctggotgc caggagcaag eagectggta coacaocotc cagatcctot tcttootggt 180 

tagcgcttat ttcttctcct gccccgtgcc tgagaagtac ttcccgggtt cctgtgacat 240 

cgtgggccat gggcatcaaa tcttccatgc atttctgtcc atctgtacgc tctcocagct 300 

ggaggcoatc ctcotggaot aocaggggog gcaggagatc ttcctgcago gcoatggaco 360 

cctatctgtc cacatggcct gcctctcctt cttcttcctg gctgcotgca gtgctgccac 420 

cgeagcoett ctgaggcaoa aagtcaaggc cagaotgaoc aagaaagatt cetgaggctg 480 

gcaagtgggg caacgtgtgg aggaagcccc tcataatttg gagaaaactt gatacaatag 540 

aagctgactc ttaaggcatt ggottttaaa ttaatacata tatccaagga tatgttatag 600 

otgcagtgtt tgaaagccaa aggatttaag agttttgttg ttgttaataa aaggaatact 660 

ccttttcctt ttggatcata gcttaacaag gcacaggaag ggaagggatc ttgactaaga 720 

ttcatgagac attgaattaa ggagaatoat cttcatgcct gaaaatttag caaaattccg 780 

actatggcct coaggggcaa ttcctaaaag ctgaatggat aataaaattg gactggaaag 840 

taagtaggtg gctggtcctc accctgttgg aatggctatc ctactatgct gttctttggt 900 

aatggaataa attgacocaa ggaccgaatt tcatttggat ttcaaattgt ccagagtgga 960 

aaagccttca agatgacatg atgaattact cagttcatct gatttctggt ccctcctttc 1020 

tcgacaacta taatactaac ccttttctca ggataactgt ctacacctgg cagttttctc 1080 

tgacgtgotg ttcaotcaca tocctacctt gcatggtaat ataaaggaot aggaagcagt 1140 

catacttcca ggaaatgctt ggattcatgt ggacattcag gaagottatt ctcatataat 1200 

aotaatctaa acagtactag aaattacagt gccaagagcc accaggaggc ocagocaata 1260 

agcatagata ctatatggta tcatgggacc catctatttt ttaccagtgg actacaggat 1320 

tacttgagag ttatcagggc tgcctaacag accaggagat ctgggggttg caccagggaa 1380 
tcgccatatt tgaccagcat gt 



<210> 1011 

<211> 510 

<212> DNA 

<213> Homo sapiens 
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<210> 1007 

<211> 1333 

<212> DNA 

<213> Homo sapiens 



<400> 1007 

ggaagagccg tcaacttagc gagcgcaaca ggctgccgct gaggagctgg agctggtggg 60 

gactgggccg caatggacaa gctgaagaag gtgctgagcg ggcaggacac ggaggaccgg 120 

agcggcctgt ccgaggttgt tgaggcatct tcattaagct ggagtaccag gataaaaggc 180 

ttcattgcgt gttttgctat aggaattctc tgctcactgc tgggtactgt tctgctgtgg 240 

gtgcccagga agggactaca cctcttcgca gtgttttata cctttggtaa tatcgcatca 300 

attgggagta ccatcttcct catgggacca gtgaaacagc tgaagcgaat gtttgagcct 360 

actcgtttga ttgcaactat catggtgctg ttgtgttttg cacttaccct gtgttctgcc 420 

ttttggtggc ataacaaggg acttgcactt atcttctgca ttttgcagtc tttggcattg 480 

acgtggtaca gcctttcctt cataccattt gcaagggatg ctgtgaagaa gtgttttgcc 540 

gtgtgtcttg cataattcat ggccagtttt atgaagcttt ggaaggcact atggacagaa 600 

gctggtggac agttttgtaa ctatcttcga aacctctgtc ttacagacat gtgcctttta 660 

tcttgcagca atgtgttgct tgtgattcga acatttgagg gttacttttg gaagcaacaa 720 

tacattctcg aacctgaatg tcagtagcac aggatgagaa gtgggttctg tatcttgtgg 780 

agtggaatct tcctcatgta cctgtttcct ctctggatgt tgtcccactg aattcccatg 840 

aatacaaacc tattcagcaa cagcacataa gccttgggtg caagtgattc ccaggtggca 900 

aaaggcagcc ccatcagaga tcacgggagc aacagtaagg gacagagttt tggggtccac $60 

ttgtccctca gcatggaagc catcaccgtg gtcctgcata gagtgagtct acttctactc 1020 

tggcatctga gaacaagtga ctctgcttta gacaagcccc tggagagcct ggccatggag 1080 

tgaggtagaa aagaagcact ttttggtggt atatgctgtt tctgaatttg aatctaagca 1140 

ttcttggtgt tctgattctg cgcctgactg tggaatgtat tttctgacat taggtgcaga 1200 

ctctttttct cttgggtttt atttcccatc cctccctccc tctccctgca tatctttctt 1260 

tatgacctcc tggcactaga tggggaaaga acagagcagc agcagcagaa aatgctgctg 1320 

ttttttttgg aca 1333 



<210> 1008 
<211> 485 
<212> DNA 

<213> Homo sapiens 
<220> 

c22l> misc_feature 
<222> (1) . . . (485) 
<223> n o a,t,c or g 



<400> 1008 

gcgccgaacg gacccgcaan nntggnnnnn nccacgcgtc cgaacagctt ggcagcacag 60 

aggcaaacca cagagtacat tttaggccca gatctgctta tttcgagggt ggggccgcgt 120 

ttttctcctg ccacagtgag ctaattaaag aaaacaagct tcgggagttg ggagagaact 180 

gtccacagga cacttgggga ggcttgcttt ggttgtggag gcctccacag cccccggaag 240 

gcaggtggaa gtgggcatgg agggtcctac gcatccccag cgggggtctg agggcccact 300 

gttgctcagc tgggggattt ggggacggtg ggagggcata catggatggg agggtggact 36 0 

ccgttcctga gggggccagt gtggaggagg gtcaggcagc ccatggagat gggacagtgt 42 0 

tctgaaatgc ttcacaaatg tggacttttg ccccaaactg tggacagagc gtatgtcctg 480 

agcgn 485 



<210> 1009 
<211> 1106 
<212> DNA 

<213> Homo sapiens 
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ccattctcta gagtacattt tatttttetc aagaaatacg ttaagtccaa ctgctgaaca 660 

tacatcttga atctctgtag ctgtaggatt ttcaacagcc ttacttatgg ggattcgcct 720 

tccctctgcg atggtcttct tattatttaa ataagcagga tagatacaaa taaacctgtc -780 

ctggtcggcc ggggaccgcg cggcagcgca agccatcttc acaagagtct caacaaccca 840 

ggagccgcag ggagaaaccc ggcagaaacc cgggaggaac ccggctctga gtttccgaga 900 
cagcccgc 



<210> 1005 
<211> 879 
<212> DNA 

<213> Homo sapiens 



<400> 1005 _ n 

cagaaaccct cctcccctcc cagcctcagg tgcctgcttc agaaaatgaa gtagtaagtc 60 

tgctggcctc cgccatctta gtaaagtaac agtcccatga aacaaagatg cagtcgggca 120 

ctcactggag agttctgggc ctctgcctct tatcagttgg tgtttggggg caagatggta 180 

atgaagaaat gggtggtatt acacagacac catataaagt ctccatctct ggaaccacag 240 

taatattgac atgccctcag tatcctggat ctgaaatact abggcaacac aatgataaaa 300 

acataggcgg tgatgaggat gataaaaaca taggcagtga tgaggatcac ctgtcactga 360 

aggaattttc agaattggag caaagtggtt attatgtctg ctaccccaga ggaagcaaac 420 

cagaagatgc gaacttttat ctctacctga gggcaagagg taatccaggt ctccagaaca 480 

ggtaccaccg gctctttagg gaggaccatt caaaagggca ttctcagtga ttttccctaa 540 

cccagctcac agtgcccagg cgtctttgcg cttcctccca cactcaatcc tgggactctc 600 

tggtaccaca cggcatcagt gttttctgga atatagatta aacaccaata tgaggcttct 660 

gggtaacccc agtctgtgcg agatctaaaa tagcaactcc ctaagagaca ggactgggtc 720 

atttgcaccg catcacaccc aggttcatag cacaccaaca tgagtttatc taatgcttcc 780 

tccagagata aatttttcag aaaggtttgc aaaaaaacac tcaaggccac tatagtaaaa 840 

tggcataagc taaggtataa taataaaata ataacaata 879 



<210> 1006 
<211> 1319 
<212> DNA 

<213> Homo sapiens 



<400> 1006 

aggctgtaca gagaattcgt cacgagatga acattttccg gctgactggg gacctgtccc 6 0 

acctggcggc catcgtcatc ctgctgctga agatctggaa gacgcgctcc tgcgccggta 120 

tttctgggaa aagccagctt ctgtttgcac tggtcttcac aactcgttac ctggatcttt 180 

ttacttcatt tatttcattg tataacacat ctatgaaggt atggtatgcc atccacagga 240 

atgtatttca tctacagtgc acaggtctat ggacacttaa tttatgtcag ctgtgtattt 300 

ttaattaaaa tgctccaaaa ataatgtctt aatatgctgt tcttgacttt aaaactttca 360 

gaccaccttg tatatataac tgggactaaa cgagctatca gtaagcatac atttttggtt 420 

tcaaaacagt agttaattaa aatactttga agttagaact tttttatttt aggttcctta 480 

agtatgataa atctaaagct cttgataact ctgtaagtaa gagcggtaac tattatattt 540 

tcaagccgtg gggaaattac agagtcccca gaggaaatcc agccaagttg ggtacataac 600 

aagggaacgg aaagccaggg actcctagtt gcagtgtctc atttcgctgc tgtgttgagg 660 

aactgtctat aggctttcta tcttttttct ttgccactga gtcagtttta cttaaactgt 720 

tgtgtgtgtg tcatttttat tacatttgcc atgcttaaat gagtctctat accatcattt 780 

acttactaac gtattttttt aaacctttca acttggccta attattagta tctataacac 840 

ctttgttggc tttcttatat tttttctaat tcacattaaa acaagtgtat aactattaaa 900 

atacaaaatg tttgcacacc acctaacact ttgtgtagca ctggttggca cacaccccac 960 

actgggggga agttgtggac tacgtgagct tcagttcttt cgcacagtgt tgaattcatg 102 0 

cttgtgaaca cctacagagc tgggaactga ggatgcggca gaaaataagc agaagtctct 1080 

aggctggtgt gggagagtac acagatcatg gcagtacaaa tgactgcgat ttatgatggg 1140 

tgccacaaag gaaaagtata agagttgcga acctatggat ataaaaaaca tgaaacaggc 1200 

ccagtagctc ccgcctgtaa tcccagcact ttgggaggcc aaggtgggtg gattgcttga 1260 

gccaaggaat ccgagaccag cctgagcaac atagttagac ccctgtctca aaaaaaaaa 1319 
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ttttaatcaa acataaatga atttgtagaa gaagtcactg accatgggaa tgttgttctt 1680 

gctgctgtgt attcatagga gcttagtgaa ggcaaactta ccaacacaaa taagcaaagt 1740 

ggttgcaata aagacagata cgtcccagag gaagtgatgg ttaaaaaaaa aaaactttac 1800 

attaaaagat atttaatgtg aatatagaaa tgttttcaca acattgaaag cacaagcaat 1860 

aaagggtgga agctgaccca aacttaaaag gagtatgggc agtttgccgt gaacataaaa 1920 

gatgcttact cagtatggta agttacttgc cagaaaaaaa ggcaagccct attcaaacta 1980 

ctttgttttt acaatgaaat aaaac 2005 



<210> 1003 

<211> 1612 

<212> DNA 

<213> Homo sapiens 



<400> 1003 

cgacagaatg gggcctctct ggaagttgtc ccgggtgttc gccgctggag cccgggtcga 60 

gaggacgagg tgccgctgcc tggagaatcc tccgctgccg tcggctcccg gagcccagcc 120 

ctttcctaac ccaacccaac ctagcccagt cccagccgcc agcgcctgtc cctgtcacgg 180 

accccagcgt taccatgcat cctgccgtct tcctatcctt acccgacctc agatgctccc 240 

ttctgctcct ggtaacttgg gtttttactc ctgtaacaac tgaaataaca agtcttgata 300 

cagagaatat agatgaaatt ttaaacaatg ctgatgttgc tttagtaaat ttttatgctg 360 

actggtgtcg tttcagtcag atgttgcatc caatttttga ggaagcttcc gatgtcatta 420 

aggaagaatt tccaaatgaa aatcaagtag tgtttgccag agttgattgt gatcagcact 480 

ctgacatagc ccagagatac aggataagca aatacccaac cctcaaattg tttcgtaatg 540 

ggatgatgat gaagagagaa tacaggggtc agcgatcagt gaaagcattg gcagattaca 600 

tcaggcaaca aaaaagtgac cccattcaag aaattcggga cttagcagaa atcaccactc 660 

ttgatcgcag caaaagaaat atcattggat attttgagca aaaggactcg gacaactata 720 

gagtttttga acgagtagcg aatattttgc atgatgactg tgcctttctt tctgcatttg 780 

gggatgtttc aaaaccggaa agatatagtg gcgacaacat aatctacaaa ccaccagggc 840 

attctgctcc ggatatggtg tacttgggag ctatgacaaa ttttgatgtg acttacaatt 900 

ggattcaaga taaatgtgtt cctcttgtcc gagaaataac atttgaaaat ggagaggaat 960 

tgacagaaga aggactgcct tttctcatac tctttcacat gaaagaagat acagaaagtt 102 0 

tagaaatatt ccagaatgaa gtagctcggc aattaataag tgaaaaaggt acaataaact 1080 

ttttacatgc cgattgtgac aaatttagac atcctcttct gcacatacag aaaactccag 1140 

cagattgtcc tgtaatcgct attgacagct ttaggcatat gtatgtgttt ggagacttca 1200 

aagatgtatt aattcctgga aaactcaagc aattcgtatt tgacttacat tctggaaaac 1260 

tgcacagaga attccatcat ggacctgacc caactgatac agccccagga gagcaagccc 1320 

aagatgtagc aagcagtcca cctgagagct ccttccagaa actagcaccc agtgaatata 1380 

ggtatactct attgagggat cgagatgagc tttaaaaact tgaaaaaeag tttgtaagcc 1440 

tttcaacagc agcatcaacc tacgtggtgg aaatagtaaa cctatatttt cataattcta 1500 

tgtgtatttt tattttgaat aaacagaaag aaattttggg tttttaattt tttttctccc 1560 

cgactcaaaa tgccattggt catttaatat tagtagcctc ttaaaaaaaa aa 1612 



<210> 1004 

<211> 908 

<212> DNA 

<213> Homo sapiens 



<400> 1004 

tttttttttt ttcagtttct acattttatt tcattaactt aaaaggtgga caaaatgttt 60 

attttaaatc taattgaaat ttatctgaaa caacttattt caagtaactt attgtacagt 120 

ccattgtcca tttaaaaata ttttcttcca aaaaactgca ttgaaagaca aaaaaattct 180 

tttatacggc atatacgcga gatgcaaact tctgatgtaa atttgtttca ctgtcaactc 24 0 

cgatgataaa gatgagaggc acaagggttc acagttcagt taaatgatgc aaacaaaaag 300 

cttctgtttc cctccgataa aattagaagt ctccattcat gtctcttaca gtagtaccac 36 0 

atacttgatg ctgatactag gttacttctt tttctttcct ttcccttttt tacttccctc 420 

tccttgttga agactttggt cagcacctcc tgttttttgt gtccttgttt ttagtttagg 480 

tatcatttct gctgcataca acattactga cttacgtgat gggaactgta caaggcagag 540 

gctcccatct tcctgtttga gctggacccg gactctgcct ctgtattgga catcacgatt 600 
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<400> 1001 ' , n 

tttttcactt tacaagaagt tcactcttat tcatggaggc atcatgctga caggactgga 60 

tccaaggaaa atgctagtga otttoccaac ttcattccco aatcaaagag gacagtttct 120 

ggtttgccac tggtgagttt attacacgao taaagttcaa ataaaaaaat aaaaaccaaa 180 

Itcttggcag ggaagctaga gccagaatca ggaaaatctg cttccttgtc cccagactcc 240 

ctggcSage ccagctcclc taactcatct tgactcgatc aagttcctca tcaagacttg 300 

catctgtacc ctggacatct ctgctgctcc cactggagag tgagtctgga gtccctggca 360 

otggggcttt ggtgagggot ooatataoao ocatggcctg agccacoatg ctggtgacat 420 

cgccagggtt ggagggcagt aggatagtgt tggagtcctt ggccagtttg gagaacgcgc 480 

tglcaSctg llcgjlcaca gtcagtgaag ctgctgcatc tceattatgt tgtgtcagag 540 

ctgcagocag gattogaata gottcagctt tagccttggc cttcgccaga actgcactgg 600 

cctctcctgc tgcctgattt atctgttcag ccttttctgc ttcggaggcc aggatctggg 660 

cctgtttctt cccttctgcc acattgatgg ocgactctcg ggtcccotca gactotagaa 720 

ctgtggcccg tttccgccgc tctgcctoca cctgcatctg catagactct ttcacccggg 780 

gtggcacatg gatatccttg atctcataac ggaggcagcg gataccccag cagtcagcag 840 

ottggttgat ggcatccaca atgctggcat tcagggacto ccgttocogg aagactttgt 900 

ccagagagag tttgccgagc tctgatctca tggttgtttg agctagctgg gtgaoggcat 960 

actcagggtc ctccacaccg tagcttgcct tgtaagggtc catgatgcgc aggtaaagga 1020 

fctccatogat ttgoagagtt acattgtoga gagtcacago cgactgctca ggcacgttga 1080 

tgacaatttc cttgagactc tgcacatatc ggatccggtc taacacaggg atgaggatgt 1140 

tcaaaccagg ctccaggatc cggtggaate ggcccattcg ctccacoacc oaggcotoct 1200 

gctgcggcac gaacagtacc acggtgtttc ggggcaatco agaggaggcg cggcgcggag 126 0 

cgcggccaga agccagtaga gagcccctca gcaaaagggc cccagtgccc "20 

gcgcoagoat ttcccaccgo cgcagcgacc tcoggaacca acgagacgag oggagcggtc 13 80 
gctcccagaa gcctaccc 



1398 



<210> 1002 

<211> 2005 

<212> DNA 

<213> Homo sapiens 



60 
120 
180 
240 
300 
360 
420 



<400> 1002 

tttcgtcggg gactggctgg gaagcggtcg gtcgagtgtg gcctgtgtgg actcgcatct 
tgcccgaago cgggcggagg agagcteaag ctaagggtga teageccatg acctaaacct 
ccagacaaaa taaaacaggg aaaatttgct agaatcaaga atgatggatc catgttcagt 
tggagtccag cttcgtacta caaatgagtg ccataaaacc tactatactc gtcacacagg 
ttttaagact ttgoaagaat tgtcatcaaa tgatatgctt ttacttcaac ttagaactgg 
aatgacactt tctgggaaca atacaatttg ctttcatcat gtaaaaattt acattgacag 
atttgaggat ttacagaagt catgttgtga cccatttaac atacacaaga aattagccaa 

aaaaaatttg catgtaattg aottagatga tgccactttt ctgagtgcta aatttggaag 480 

acagettgta cctggttgga agctttgtcc aaaatgoaca cagataatca atggaagtgt 540 

ggatgttgat actgaagacc gccagaaaag gaaacctgag tcagatggaa gaactgctaa 600 

agctttgagg tcattacaat ttacgaatcc aggaaggcaa actgaatttg ctccagaaac 660 

tggtaaaaga gaaaaaagaa ggcttacaaa aaatgcaacc gctggttcag acagacaagt 720 

gI?aocagca aagagtaagg tctatgatag ccagggtctc ctgattttta gtgggatgga 780 

cctctgtgac tgcctggatg aagactgctt aggatgtttc tatgcttgtc ctgcctgtgg B40 

ttctaccaag tgtggagctg aatgccgctg tgaccgcaag tggetgtatg ageaaattga 900 

aattgaagga ggagaaataa ttcataataa aoatgotgga taatctgcgg taccaaacta 960 

tgaagocttt aaaggtcttt atttotaaaa atctgttact ctaagataca ttttaagctt 1020 

gattatcata tgacaaagat tttaaaaoca tcteagtgtg eectaatttt tcatcttggg 1080 

tgctttaaga ttcactattt gatataaatt cagataggct atttttcagt agtcagcgtt 1140 

aagcctgtct ggatoaatat aaacaagtag ggtgtaggca gtcotctatt tgoatgtttc 1200 

ccatgggcac aaatttcagt gaoctagatt tagtttaaat aocagtttcc ttaccaggaa 1260 

ggaaagaaaa ctggtaagga aactgttgtt gttaaaatct aggttaaaat tttagttagc 1320 

Hattgtaac tgagtaatta catgaagtac aaacctctct gctagotctt «gtctacaa 1380 

atcgctatgt aaataacaga tatgcttcat gattgtgaoc agtoatgtta tttctttcaa 1440 

attcttccag tggtttgtcc ctgtgcatct gttaattcag ttcacgtaca gcagagcatg 1500 

tagttatgct gtctctctgt catctaottg acattetata gaagtgaaca otcgaaagaa 1560 
□tggtcaaoa aagatgaaag tgcagoaaag caatgaaaaa tgataacact ggaagtgaaa 



1620 
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atgaagctgc tgggtttgga ggtgtcccca cggctctgct agtgcttgct ctcctcttct 900 

ttggtgctgc agctggtctt ggattttgct atgtcaaaag gtatgtgaag gccttccctt 960 

ttacaaacaa gaatcagcag aaggaaatga tcgaaaccaa agtagtaaag gaggagaagg 1020 

ccaatgatag caaccctaat gaggaatcaa agaaaactga taaaaaccca gaagagtcca 1080 

agagtccaag caaaactacc atgcgatgcc tggaagctga agtttagatg agacagaaat 1140 

gaggagacac acctgaggct ggtttctttc atgctcctta ccctgcccca gctggggaaa 1200 

tcaaaagggc caaagaacca aagaagaaag tccacccttg gttcctaact ggaatcagct 1260 

caggactgcc attggactat ggagtgcacc aaagagaatg cccttctcct tattgtaacc 1320 

ctgtctggat cctatcctcc tacctccaaa gcttcccacg gcctttctag cctggctatg 1380 

tcctaataat atcccactgg gagaaaggag ttttgcaaag tgcaaggacc taaaacatct 1440 

catcagtatc cagtggtaaa aaggcctcct ggctgtctga ggctaggtgg gttgaaagcc 1500 

aaggagtcac tgagaccaag gctttctcta ctgattccgc agctcagacc ctttcttcag 1560 

ctctgaaaga gaaacacgta tcccacctga catgtccttc tgagcccggt aagagcaaaa 1620 

gaatggcaga aaagtttagc ccctgaaagc catggagatt ctcataactt gagacctaat 1680 

ctctgtaaag ctaaaataaa gaaatagaac aaggctgagg atacgacagt acactgtcag 1740 

cagggactgt aaacacagac agggtcaaag tgttttctct gaacacattg agttggaatc 1800 

actgtttaga acacacacac ttactttttc tggtctctac cactgctgat attttctcta I860 

ggaaatatac ttttacaagt aacaaaaata aaaactctta taaatttcta tttttatctg 1920 

agttacagaa atgattacta aggaagatta ctcagtaatt tgtttaaaaa gtaataaaat 1980 

tcaacaaaca tttgctgaat agctactata tgtcaagtgc tgtgcaaggt attacactct 204 0 

gtaattgaat attattcctc aaaaaattgc acatagtaga acgctatctg ggaagctatt 2100 

tttttcagtt ttgatatttc tagcttatct acttccaaac taatttttgt ttttgctgag 2160 

actaatctta ttcattttct ctaatatggc aaccattata accttaattt attattaaca 2220 

tacctaagaa gtacattgtt acctctatat accaaagcac attttaaaag tgccattaac 2280 

aaatgtatca ctagccctcc tttttccaac aagaagggac tgaa 2324 



<210> 1000 

<211> 1310 

<212> DNA 

<213> Homo sapiens 



<400> 1000 

aaaagaacgt tgtcaattcg tagtcaaacc aatgttgtca acagttggtt cattccttca 60 

ggacctacaa aatgaagata agggtatcaa aactgcagcc atcttcacag cagatggcaa 120 

catgatttca gcttctacct tgatggatat tttgctaatg aatgatttta aacttgtcat 18 0 

taataaaata gcatatgatg tgcagtgtcc aaagagagaa aaaccaagta atgagcacac 240 

tgctgagatg gaacacatga aatctttggt tcacagacta tttacaatct tgcatttaga 300 

agagtctcag aaaaagagag agcaccattt actggagaaa attgaccacc tgaaggaaca 360 

gctgcagccc cttgaacagg tgaaagctgg aatagaagct cattcggaag ccaaaaccag 420 

tggactcctg tgggctggat tggcactgct gtccattcag ggtggggcac tggcctggct 48 0 

cacgtggtgg gtgtactcct gggatatcat ggagccagtt acatacttca tcacatttgc 540 

aaattctatg gtcttttttg catactttat agtcactcga caggattata cttactcagc 600 

tgttaagagt aggcaatttc ttcagttctt ccacaagaaa tcaaagcaac agcactttga 660 

tgtgcagcaa tacaacaagt taaaagaaga ccttgctaag gctaaagaat ccctgaaaca 72 0 

ggcgcgtcat tctctctgtt tgcaaatgca agtagaagaa ctcaatgaaa agaattaatc 78 0 

ttacagtttt aaatgtcgtc agattttcca ttatgtattg attttgcaac ttaggatgtt 840 

tttgagtccc atggttcatt ttgattgttt aatctttgtt attaaattct tgtaaaacag 900 

aagtattgtt tgaagttctc aactgagatt tttacttttt ggatttttat gacttgctaa 960 

tgttagaaag ggcttgtatg cgtctatcaa agcaacagtg gctgctgtta gctaaaaatc 1020 

cttgtcagct tgtcccacgt ttattctcta tgtggaggtg aaagggtctg tgcttggcat 1080 

tcacttccat tcttagactt aatttggaat catcctttta aaaaaatcag agaccaggtc 1140 

ttgccaaatc aaactcctgg gctcaagcaa ccctcctgcc tcaacctccc acggaatcgt 1200 

cttgtcatta acttcttttt ttaatatgca gtagttggga gtaagatctt tttatcattt 1260 

atcaaaaagg cataaatgtt ccaccaacca taaagtatag ttggtacttt . 1310 



<210> 1001 

<211> 1398* 

<212> DNA 

<213> Homo sapiens 
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aactgcaccc agctggggga gcagtgctgg accgcgcgca tccgtgagtg gggggacgac 540 

agccgccagg cctaggtctc tgccactgaa ctattaatct ttctggccat ctgtccgcat 600 

ctgtgtgctg ttttccttcc acctgtcccc gacccgtccc gcacctgcac ccccaacaat 660 

cacccagcat ctgtccctcc agccatcctc ctccatctgc cactcctcca ctcatctgtc 720 

cctccccatc ctccatcttc cactcctcca cccatctgtc cctccccatc cctgagctca 78 0 
cttactcact caccccattt c 



801 



<210> 998 

<211> 1429 

<212> DNA 

<213> Homo sapiens 



<400> 998 

tttttttttt ttcagagtga aaaactttat taacaacagg tttcaacgag aaagcaaatg 60 

aataccccta gaaacatgga cagcatctcc cccagcagca ggcaggggaa gggaggcagg 120 

aggggtaagc ctagggtgtt ccctaggaaa gggccaggtt ccctctatcc agctgggggc 180 

accgagacgg cctcattcag ggaagtccag gatggcagct gaaggcagca ggtttagcag 240 

ccaaagccca ggcctagtgg atagacaggg tccaaaatgt gacccttcta ggctggtatc 3 00 

accatggggg cgtcatgggc tgaggattct gcagatagga catcaccacg gcagagatgg 360 

acagcatgaa gctactcatc atttgcttcg tgtcctccga gctccgagag ttggcaaagc 420 

tgatgaagga gcagtagaca gcgacccaag cacaccactt cagcttaagc atgaggccgc 480 

acatgctgaa gatcatgccc agcaggttca tgtagtccgg cgtcgggtcg tccaaggccg 540 

ggttacattc gctcggcggg ggcttgtacc tcagcacttt gttcggcctc cgtgggtccg 600 

acatattgtt agtggaccat accgagtcga aggccagatc acgccctctt ccgctgcagg 660 

aatcgcagct tccgggcgtg caagctgagg gcggatttta gagtaacacc cgagggccct 720 

cgcatttccg ttcctcatga cagaggcttg gactcccctt acccagagaa cggagattta 780 

ggagaagcca gaagtcttcc tttcaaaggg aaaatgggga aaagaacctg aaagcgggct 840 

tcaatagttc caacccgatc accgaaatgc caaaatgatg aacccggaag tgataaacag 900 

gaagtaggtc aggaagaaca ataataaggt tacacccaag cgtgggtttc taaggcgcgg 960 

aattttccgt acagaccgat ttaaggctgc aaggaaggag tcctgggagc atggctttcc 102 0 

ctgagccaaa gccgcggcct ccagagctgc cgcagaaacg gttgaagacg ctggactgcg 1080 

ggcagggggc agtgcgagcc gtacgattta atgtggatgg caattactgc ctgacgtgcg 1140 

gcagtgacaa gacgctgaag ctgtggaacc cgcttcgggg gacgctgctg cggacgtaca 1200 

gcggccacgg ctacgaggtg ctggatgcgg ccggctcctt tgacaacagt agtctctgct 1260 

ccggcggcgg ggacaaggcg gtggttctgt gggatgtggc atcagggcag gtcgtgcgca 132 0 

aattccgggg ccacgcaggg aaggtgaaca cggtgcagtt taatgaagag gccacagtta 138 0 

tcctgtccgg ctctattgat tccagtatcc gctgttggga ttgccgctc 1429 



<210> 999 

<211> 2324 

<212> DNA 

<213> Homo sapiens 



240 
300 
360 



<400> 999 

ggcacgagat ccggatgtct cggttatgaa gtggagcagt gagtgtgagc ctcaacatag 60 

ttccagaact ctccatccgg actagttatt gagcatctgc ctctcatatc accagtggcc 120 

atctgaggtg tttccctggc tctgaagggg taggcacgat ggccaggtgc ttcagcctgg 180 

tgttgcttct cacttccatc tggaccacga ggctcctggt ccaaggctct ttgcgtgcag °' n 
aagagctttc catccaggtg tcatgcagaa ttatggggat cacccttgtg agcaaaaagg 
cgaaccagca gctgaatttc acagaagcta aggaggcctg taggctgctg ggactaagtt 

tggccggcaa ggaccaagtt gaaacagcct tgaaagctag ctttgaaact tgcagctatg 420 

gctgggttgg agatggattc gtggtcatct ctaggattag cccaaacccc aagtgtggga 480 

aaaatggggt gggtgtcctg atttggaagg ttccagtgag ccgacagttt gcagcctatt 540 

gttacaactc atctgatact tggactaact cgtgcattcc agaaattatc accaccaaag 600 

atcccatatt caacactcaa actgcaacac aaacaacaga atttattgtc agtgacagta 660 

cctactcggt ggcatcccct tactctacaa tacctgcccc tactactact cctcctgctc 72 0 

cagcttccac ttctattcca cggagaaaaa aattgatttg tgtcacagaa gtttttatgg 78 0 

aaactagcac catgtctaca gaaactgaac catttgttga aaataaagca gcattcaaga 840 
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aagtcgtctt ctgaccggtc aaggcgctcc tcatcctccc gttcttcctc caaccatagc 720 

cgagttgaat cttctaagcg caagtctgca aaggagaaaa agtcctcttc taaggatagc 730 

cggccatctc aggctgccgg ggataaccag ggagatgagg tcaaggagca gacattctct 840 

ggaggcacct ctcaagatac aaaagcatct gagagctcga agccatggcc agatgccacc 900 

tacggcactg gttctgcatc acgggcctca gcagtttctg agctgagtcc tcgggagcga 960 

agcccagctc tcaaaagccc cctccagtct gtggtggtga ggcggcggtc accccgtcct 1020 

agccccgtgc caaaacctag tcctccactt tccagcacat cccagatggg ctcaactctg 1080 

ccgagtggtg ccgggtatca gtcbgggaca caccaaggtc agttcgacca tggttctggg 1140 

tccctgagtc catccaaaaa gagccctgtg ggtaagagtc caccatccac tggctccaca 1200 

tatggctcat ctcagaagga ggagagtgct gcttcaggag gagcagccta tacaaagagg 1260 
tatctagaag agcagaagac agagaatgga aaagataagg aacagaaaca aacaaatacc - 1320 

gataaagaaa aaataaaaga gaaagggagc ttctctgaca caggcttggg tgatggaaaa 13 80 

atgaaatctg attcttttgc tcccaaaact gattctgaga agccttttcg gggcagtcag 1440 

tctcccaaaa ggtataagct ccgagatgac tttgagaaga agatggctga cttccacaag 1500 

gaggagatgg atgatcaaga taaggacaaa gctaagggaa gaaaggaatc tgagtttgat 1560 

gatgaaccca aatttatgtc taaagtcata ggtgcaaaca aaaaccagga ggaggagaag 1620 

tcaggcaaat gggagggcct ggtatatgca cctccaggga aggaaaagca gagaaaaaca 1680 

gaggagctgg aggaggagtc tttcccagag agatccaaaa aggaagatcg gggcaagaga 1740 

agcgaaggtg ggcacagggg ctttgtgcct gagaagaatt tccgagtgac tgcttataaa 1800 

gcagtccagg agaaaagctc atcacctccc ccaagaaaga cctctgagag ccgagacaag I860 

ctgggagcga aaggagattt tcccacagga aagtcttcct tttccattac tcgagaggca 1920 

caggtcaatg tccggatgga ctcttttgat gaggacctcg cacgacccag tggcttattg 1980 

gctcaggaac gcaagctttg ccgagatcta gtccatagca acaaaaagga acaggagttt 2040 

cgttccattt tccagcacat acaatcagct cagtctcagc gtagcccctc agaactgttt 2100 

gcccaacata tagtgaccat tgttcaccat gttaaagagc atcactttgg gtcctcagga 2160 

atgacattac atgaacgctt tactaaatac ctaaagagag gaactgagca ggaggcagcc 2220 

aaaaacaaga aaagcccaga gatacacagg agaatagaca tttcccccag tacattcaga 2280 

aaacatggtt tggctcatga tgaaatgaaa agtccccggg aacctggcta caaggctgag 2340 

ggaaaataca aagatgatcc tgttgatctc cgccttgata ttgaacgtcg taaaaaacat 2400 

aaggagagag atcttaaacg aggtaaatcg agagaatcag tggattcccg agactccagt 2460 

cactcaaggg aaaggtcagc tgaaaaaaca gagaaaactc ataaaggatc aaagaaacag 252 0 

aagaagcatc ggagagcaag agacaggtcc agatcctcct cctcttcctc ccagtcatct 258 0 

cactcctaca aagcagaaga gtacactgaa gagacagagg aaagagagga gagcaccacg 2640 

ggctttgaca aatcaagact ggggaccaaa gactttgtgg gtccaagtga aagaggaggt 2700 

ggcagagctc gaggaacctt tcagtttcga gccagaggaa gaggctgggg cagaggcaac 2760 

tactctggga acaataacaa caacagcaac aacgattttc aaaaaagaaa ccgggaagag 2820 

gagtgggacc cagagtacac acccaaaagc aagaagtatt acttgcatga tgaccgtgaa 2880 

ggcgaaggca gtgacaagtg ggtgagccgg ggccggggcc gaggagcctt tcctcggggt 2940 

cggggccggt tcatgttccg gaaatcaagt accagcccca agtgggccca tgacaagttc 3000 

agtggggagg aaggggagat tgaagacgac gagagtggga cagagaaccg agaagagaag 306Q 

gacaatatac agcccacaac cgagtagggg ccacccttga cgggattcct gcccagggga 3120 

gagaggcgct gggaagatgg ctggtgagga gcttaacaga ggaacctcaa gaagattctg 318 0 

aaaatcctac ccccaccccc caccagccgc acagattgta ctaccgcgag aggcatccct 3240 

ggcgctgtct cccactggac agaggaggct ggccatgggg cccaggggtc aggcccagct 3300 

tttgagcaga atacaacgca ttgggcttta gctgtttttc tcatttggtg gagtgtgggg 3360 

tggg *" * " 3364 



<210> 997 
<211> 801 
<212> DMA 
<213> Homo sapiens 



<400> 997 

ggagccagac gcatgcttta aaagagctgc ttggccgcgg agggcgtggt aggacaggag 60 

gcctggagga gaggagagag ggatgtgtgt tccaccatgg gaccatgagg ggccccaaaa 120 

ggtggggggg ggactccctg caaggtgagt cagctcccat aagccccagg gcctggttcg 180 

gctgtcctgg ccccggcctg atgccctgca ctaggtggaa gacaggatct ccagggaacc 240 

cggctgcttt gggcccatga cagtggggtg ggtgggcaga aggccaagag caaacaggaa 300 

aatctggagt ccctggaggc aactggcaga gaagaggaag gaggccaagg cccaccagtg 360 

accacgaagg gtgtgctgct tgccctgttg atggcaggct tggccctgca gccaggcact 420 

gccctgctgt gctactcctg caaagcccag gtgagcaacg aggactgcct gcaggtggag 480 
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tggcgatgac agtcatggac tcctgccctg taggtccttc tgtgaggctg caaaagaagg 960 

ctgtgaatca gtcctgggga tggtgaatta ctcctggccg gatttcctca gatgctccca 1020 

gtttagaaac caaactgaaa gcagcaatgt cagcagaatt tgcttctcac ctcagcagga 1080 

aaacggaaag caattgctct gtggaagggg tgagaacttt ctgtgtgcca gtggaatctg 1140 

catccccggg aaactgcaat gtaatggcta caacgactgt gacgactgga gtgacgaggc 1200 

tcattgcaac tgcagcgaga atctgtttca ctgtcacaca ggcaagtgcc ttaattacag 1260 

ccttgtgtgt gatggatatg atgactgtgg ggatttgagt gatgagcaaa actgtgattg 1320 

caatcccaca acagagcatc gctgcgggga cgggcgctgc atcgccatgg agtgggtgtg 1380 

tgatggtgac cacgactgtg tggataagtc cgacgaggtc aactgctcct gtcacagcca 1440 

gggtctggtg gaatgcagaa atggacaatg tatccccagc acgtttcaat gtgatggtga 1500 

cgaggactgc aaggatggga gtgatgagga gaactgcagc gtcattcaga cttcatgtca 1550 

agaaggagac caaagatgcc tctacaatcc ctgccttgat tcatgtggtg gtagctctct 1620 

ctgtgacccg aacaacagtc tgaataactg tagtcaatgt gaaccaatta cattggaact 1680 

ctgcatgaat ttgccctaca acagtacaag ttatccaaat tattttggcc acaggactca 1740 

aaaggaagca tccatcagct gggagtcttc tcttttccct gcacttgttc aaaccaactg 1800 

ttataaatac ctcatgttct tttcttgcac cattttggta ccaaaatgtg atgtgaatac 1860 

aggcgagcat atccctcctt gcagggcatt gtgtgaacac tctaaagaac gctgtgagtc 1920 

tgttcttggg attgtgggcc tacagtggcc tgaagacaca gattgcagtc aatttccaga 1980 

ggaaaattca gacaatcaaa cctgcctgat gcctgatgaa tatgtggaag aatgctcacc 2040 

tagtcatttc aagtgccgct caggacagtg tgttctggct tccagaagat gtgatggcca 2100 

ggccgactgt gacgatgaca gtgatgagga aaactgtggt tgtaaagaga gagatctttg 2160 

ggaatgtcca tceaataaac aatgtttgaa gcacacagtg atctgcgatg ggttcccaga 2220 

ctgccctgat tacatggacg agaaaaactg ctcattttgc caagatgatg agctggaatg 2280 

tgcaaaccat gcgtgtgtgt cacgtgacct gtggtgtgat ggtgaagccg actgctcaga 2340 

cagttcagat gaatgggact gtgtgaccct ctctataaat gtgaactcct cttcctttct 2400 

gatggttcac agagctgcca cagaacacca tgtgtgtgca gatggctggc aggagatatt 2460 

gagtcagctg gcctgcaagc agatgggttt aggagaacca tctgtgacca aattgataca 2520 

ggaacaggag aaagagccgc ggtggctgac attacactcc aactgggaga gcctcaatgg 2580 

gaccacttta catgaacttc tagtaaatgg gcagtcttgt gagagcagaa gtaaaatttc 2640 

tcttctgtgt actaaacaag actgtgggcg ccgccctgct gcccgaatga acaaaaggat 2700 

ccttggaggt cggacgagtc gccctggaag gtggccatgg cagtgttctc tgcagagtga 2750 

acccagtgga catatctgtg gctgtgtcct cattgccaag aagtgggttc tgacagttgc 2820 

ccactgcttc gaggggagag agaatgctgc agtttggaaa gtggtgcttg gcatcaacaa 28 80 

tctagaccat ccatcagtgt tcatgcagac acgctttgtg aagaccatca tcctgcatcc 2940 

ccgctacagt cgagcagtgg tggactatga catcagcatc gttgagctga gtgaagacat 3 000 

cagtgagact ggctacgtcc ggcctgtctg cttgcccaac ccggagcagt ggctagagcc 3 060 

tgacacgtac tgctatatca caggctgggg ccacatgggc aataaaatgc catttaagct 3120 

gcaagaggga gaggtccgca ttatttctct ggaacattgt cagtcctaet ttgacatgaa 3150 

gaccatcacc actcggatga tatgtgctgg ctatgagtct ggcacagttg attcatgcat 3240 

gggtgacagc ggtgggcctc ttgtttgtga gaagcctgga ggacggtgga cattatttgg 33 00 
attaacttca tggggctccg tctgcttttc caaagtcctg gggcctggcg tttatagtaa 3360 
tgtgtcatat ttcgtcgaat ggattaaaag acagatttac atccagacct ttctcctaaa 3420 

3421 



<210> 996 

<211> 3364 

<212> DNA. 

<213> Homo sapiens 



<400> 996 

aggttcgggc tggttgttcc gttgcgagct gcagctgcga tctctgtggt aggcccagat 60 

attttttacc gtcatttgct ttcttaagtg tatgctgact tgtaaagtga agaagccagt 120 

ggtgctgcgg gtgttctttt ggggtagtgt ctgggatcca gtacgagttg aatcattgtt 180 

caaataaggt gtaattgaaa agtgatcctc tcttcagaga tgtcaaaaac aaacaaatcc 240 

aagtctggat ctcgctcttc tcgctcaaga tctgcatcaa gatctcgttc tcgttcattt 3 00 

tcgaagtctc ggtcccgaag ccgatctctc tctcgttcaa ggaagcgcag gctgagttct 360 

aggtctcgtt ccagatcata ttctccagct cataacagag aaagaaacca cccaagagta 420 

tatcagaatc gggatttccg aggtcacaac agaggctata gaaggcccta ttatttccgt 480 

gggcgtaaca gaggctttta tccatggggc caatataacc gaggaggcta tggaaactac 540 

cgctcaaatt ggcagaatta ccggcaagca tacagtcctc gtcgaggccg ttcaagatcc 600 

cggtccccaa agagaaggtc cccttcacca aggtccagga gccattctag aaactctgat 660 
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aaaccagaaa 
gataaaagca 
caagcaaatc 
aaaagtcata 
gtaattgtta 
aagtagacct 
tcttaaaatt 
aaggatactt 
ttaatagttt 
ttttcatact 
caaattgcat 
gcaaataaac 



atatctcaga 
atttgacatc 
ctgatgacat 
attctggagt 
actttatttt 
agaagagagt 
catcccatgt 
tgattaaata 
catttatttg 
gatacctggt 
caagaaatta 
aacatttgg 



agaaaatgca 
aaaagtatcc 
tgatcctaca 
taatatttct 
aagtaccacc 
tttaaaaaac 
gtgatcataa 
aaaacactca 
ttattttatt 
tgtatattat 
aaatcatcta 



acccacatat 
aacattgcac 
cctactccta 
acgctggtat 
atttgaacct 
aaaacaatgt 
actcataaaa 
tggatatgta 
tgtaagaaaa 
ttgatgcaac 
tctgagtagt 



ttattgccat 
aagtaacttt 
ctcctactcc 
tgtctgtgat 
taacgaagaa 
aagtaaagga 
ataattttaa 
aaaactgtca 
tagtgatgaa 
agttttctga 
caaaatacaa 



taaaagtata 
gtttatccct 
tactcctgat 
tgggtctgtt 
aaaaatcttc 
tatttctgaa 
gatgtcggaa 
agattaaaat 
caaagatcct 
aatgatattt 
gtaaaggaga 



2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3199 



<210> 994 
<211> 987 
<212> DNA 

<213> Homo sapiens 



<400> 994 

cggacgcgtg ggctgccacc tcattatttt gcattgaaga tacattgcca gctactgcag 60 

ccgaggaact aagagttgct aatgaattat gaatggaagt gatcattcat ctccagttgt 120 

cttcctcttt ctgtgattga aacccagatt tggagctgag tcagctttga gcagacaaga 180 

atgctaatgc ttaagagcca cagcttgttc tcggctctct ccctgcatga atcaacagca 240 

gtcccaggac aggcagagac catcaggagc ttaaccttca cacagagaga gactccagat 300 

ctcagagagc agtgctcaag attccaagac agaaccctgg gattttctac tggatatttc 360 

ttccttcaag gagtcacagt gcttcacatg ggtcaaggca aagacaggtc tcctgccaag 42 0 

gcacccaaga tgaaatcttg aaaatgagaa acacatttgc tgaactgaag aattcattag 480 

aggctctcag cagtagaatg gaccaggcag aggaaagaat tgggacccag gctggagtgc 540 

agtggcgtga tcatggctca ctgcagcctc aacctcctga attcaagcaa tgctttcacc 600 

tcagtctccc aagtagctgg gactacaggg cgtgcctttc ttagagcaat cctggtgcca 660 

ctaaaagctg cattttcaat atgagataaa aatgtatttt acaaaaagtg caaggtcttc 720 

atgtctgctg gcattgctgc aacagtggct tgtgtgagag atcacttttt acggcaatac 780 

ccaatttatt ggagagacaa actgctcaag caaggatgat tagcattcta tggcatttta 840 

aaaggatact tgcaatgctt gaccttacca caatagcaac aggaggtagc tacaaaatta 900 

ttacaatagt agagtatggt accacagtta attttatgta gctataattt aatactgcat 960 

ctttaatgtt gttcacattt ctctgga 987 



<210> 995 

<211> 3421 

<212> DNA 

<213> Homo sapiens 



<400> 995 

actttccata tgcccctgaa gaataacttc tttgaatgca aagaggtggg gacacggagg 60 

ctctgtcatt acgggttatt atgggtggga cccagagacg ggagtgaagg gagggtgtgg 120 

cccgcgggtg ggatctgtag agcagacaaa atatggggcc cctggcgctt aaagttcagt 180 

ttgtctctct tgagcttgga gaaaatcatc cgtagtgcct ccccggggga cacgtagagg 240 

agagaaaagc gaccaagata aaagtggaca gaagaataag cgagactttt tatccatgaa 300 

acagtctcct gccctcgctc cggaagagcg ctgccgcaga gccgggtccc caaagccggt 360 

cttgagagct gatgacaata acatgggcaa tggctgctct cagaagctgg cgactgctaa 420 

cctcctccgg ttcctattgc tggtcctgat tccatgtatc tgtgctctcg ttctcttgct 480 

ggagatcctg ctttcctatg ttggaacatt acaaaaggtc tattttaaat caaatgggag 540 

tgaacctttg gtcactgatg gtgaaatcca agggtccgat gttattctta caaatacaat 600 

ttataaccag agcactgtgg tgtctactgc acatcccgac caacacgttc cagcctggac 660 

tacggatgct tctctcccag gggaccaaag tcacaggaat acaagtgcct gtatgaacat 720 

cacccacagc cagtgtcaga tgctgcccta ccacgccacg ctgacacctc tcctctcagt 780 

tgtcagaaac atggaaatgg aaaagttcct caagtttttc acatatctco atcgcctcag 840 

ttgctatcaa catatcatgc tgtttggctg taccctcgcc ttccctgagt gcatcattga 900 
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gtatctttct ggggctcgat cagggtctct gctttcattc aaagtttctc caaagacttc 3 00 

ttttgccaag gaaatccttc cacaaaccaa aatccgggga actctccgaa acttggcatc 360 

tgcctgtccc tctctgccca aggtgcagga tcctctgtaa cccacagtaa tgaaacccca 420 

cttgcggtcg gcagggagca gggaggaagg ggggcagatt cttgtgtcgc ttccttggga 480 

ggcatcttca aagtcactgt ggcagaattc atctgggctt tgcttgattt catcgggggt 540 

caggagtttg accaagtctg ggagctggaa gtattcagct tcccttttca gtcttccttt 600 

ttctggaaag tgatcaggca ggaccacctg cctgtccctg agatagtcca gaatataacg 660 

gaacaagaat ccatctctgt caatgaaaaa ccttcccttg gagtccttgg ctagatcatt 720 

agccgtgtct ctctttgggg aaaacatttt ccacaggagg gaatgaggga tgcttatcaa 780 

tgtggaatgg cgagtaaaat aaacttgacc cccgacattc agctctacca cctcagggaa 840 

ggagttggga actgcggacc cttgttctcg aggataataa cgactacagt ttccactcag 900 

. 906 
agccat 



<210> 993 

<211> 3199 

<212> DNA 

<213> Homo sapiens 



<400> 993 cn 

atgaggatgc aaaggcataa gaacgacaca atggactttg gggactcggg gaaaaggata 60 

ogagggggag ttctgtgcct gctgcaccag tcaaatactt ccttcattaa gctgaataat 120 

aatggctttg aagatattgt cattgttata gatcctagtg tgccagaaga tgaaaaaata 180 

attgaacaaa tagaggatat ggtgactaca gcttctacgt acctgtttga agccacagaa 240 

aaaagatttt ttttcaaaaa tgtatctata ttaattcctg agaattggaa ggaaaatcct 300 

cagtacaaaa ggccaaaaca tgaaaaccat aaacatgctg atgttatagt tgcaccacct 3 60 

acactcccag gtagagatga accatacacc aagcagttca cagaatgtgg agagaaaggc 420 

gaatacattc acttcacccc tgaccttcta cttggaaaaa aacaaaatga atatggacca 480 

ccaggcaaac tgtttgtcca tgagtgggct cacctccggt ggggagtgtt tgatgagtac 540 

aatgaagatc agcctttcta ccgtgctaag tcaaaaaaaa tcgaagcaac aaggtgttcc 6 00 

gcaggtatct c tggtagaaa tagagtttat aagtgtcaag gaggcagctg tcttagtaga 660 

gcatgcagaa ttgattctac aacaaaactg tatggaaaag attgtcaatt ctttcctgat 720 

aaagtacaaa cagaaaaagc atccataatg tttatgcaaa gtattgattc tgttgttgaa 780 

ttttgtaacg aaaaaaccca taatcaagaa gctccaagcc tacaaaacat aaagtgcaat 840 

tttagaagta catgggaggt gattagcaat tctgaggatt ttaaaaacac catacccatg 900 

gtgacaccac ctcctccacc tgtcttctca ttgctgaaga tccgtcaaag aattgtgtgc 960 

ttagttcttg ataagtctgg aagcatgggg ggtaaggacc gcctaaatcg aatgaatcaa 1020 

gcagcaaaac atttcctgct gcagactgtt gaaaatggat cctgggtggg gatggttcac 1080 

tttgatagta ctgccactat tgtaaataag ctaatccaaa taaaaagcag tgatgaaaga 1140 

aacacactca tggcaggatt acctacatat cctctgggag gaacttccat ctgctctgga 1200 

attaaatatg catttcaggt gattggagag ctacattccc aactcgatgg atccgaagta 1260 

ctgctgctga ctgatgggga ggataacact gcaagttctt gtattgatga agtgaaacaa 1320 

agtggggcca ttgttcattt tattgctttg ggaagagctg ctgatgaagc agtaatagag 138 0 

atgagcaaga taacaggagg aagtcatttt tatgtttcag atgaagctca gaacaatggc 1440 

ctcattgatg cttttggggc tcttacatca ggaaatactg atctctccca gaagtccctt 1500 

cagctcgaaa gtaagggatt aacactgaat agtaatgcct ggatgaacga cactgtcata 1560 

attgatagta cagtgggaaa ggacacgttc tttctcatca catggaacag tctgcctccc 1620 

agtatttctc tctgggatcc cagtggaaca ataatggaaa atttcacagt ggatgcaact 1680 

tccaaaatgg cctatctcag tattccagga actgcaaagg tgggcacttg ggcatacaat 1740 

cttcaagcca aagcgaaccc agaaacatta actattacag taacttctcg agcagcaaat 1800 

tcttctgtgc ctccaatcac agtgaatgct aaaatgaata aggacgtaaa cagtttcccc 1860 

agcccaatga ttgtttacgc agaaattcta caaggatatg tacctgttct tggagccaat 1920 

gtgactgctt tcattgaatc acagaatgga catacagaag ttttggaact tttggataat 1980 

ggtgcaggcg ctgattcttt caagaatgat ggagtctact ccaggtattt tacagcatat 2040 

acagaaaatg gcagatatag cttaaaagtt cgggctcatg gaggagcaaa cactgccagg 2100 

ctaaaattac ggcctccact gaatagagcc gcgtacatac caggctgggt agtgaacggg 2160 

gaaattgaag caaacccgcc aagacctgaa attgatgagg atactcagac caccttggag 2220 

gatttcagcc gaacagcatc cggaggtgca tttgtggtat cacaagtccc aagccttccc 2280 

ttgcctgacc aatacccacc aagtcaaatc acagaccttg atgccacagt tcatgaggat 2340 

aagattattc ttacatggac agcaccagga gataattttg atgttggaaa agttcaacgt 2400 

tatatcataa gaataagtgc aagtattctt gatctaagag acagttttga tgatgctctt 2460 

caagtaaata ctactgatct gtcaccaaag gaggccaact ccaaggaaag ctttgcattt 2520 
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ctctccagga aggcgggggg tttctaatgg ctgcagctgc gctgggggct gggggctccc 180 

gctgggactc cacttccgtg gatgtctaag cttcaccttt cttgcgcccg caggggcatg 240 

actcaggtga aagggagcca ttttctcaga cccctggcct catgcagccc ttcagcatcc 3 00 

ccgtgcaaat cacacttcag ggcagccgga ggcgccaggg gaggacagcc tttcctgcct 360 

cagggaagaa gagagagaca gactacagtg atggagaccc actagatgtg cacaagaggc 420 

tgccatccag tactggagag gaccgagccg tgatgctggg gtttgccatg atgggcttct 480 

cagtcctaat gttcttcttg ctcggaacaa ccattctaaa gccttttatg ctcagcattc 540 

agagagaaga atcgacctgc actgccatcc acacagatat catggacgac tggctggact 600 

gtgccttcac ctgtggtgtg cactgccacg gtcaggggaa gtacccgtgt cttcaggtgt 660 

ttgtgaacct cagccatcca ggtcagaaag ctctcctaca ttataatgaa gaggctgtcc 720 

agataaatcc caagtgcttt tacacaccta agtgccacca agatagaaat gatttgctca 780 

acagtgctct ggacataaaa gaattcttcg atcacaaaaa tggaaccccc ttttcatgct 840 

tctacagtcc agccagccaa tctgaagatg tcattcttat aaaaaagtat gaccaaatgg 900 

ctatcttcca ctgtttattt tggccttcac tgactctgct aggtggtgcc ctgattgttg 960 

gcatggtgag attaacacaa cacctgtcct tactgtgtga aaaatatagc actgtagtca 1020 

gagatgaggt aggtggaaaa gtaccttata tagaacagca tcagttcaaa ctgtgcatta 10 80 

tgaggaggag caaaggaaga gcagagaaat cttaagacgg tggccaaatt aaagtgctgg 1140 

ccttcagatg tctgtgattt ctgcaactga ggacctaatt atgcctgtct gcaaactaat 12 00 

aatgtaaaag gtaataatta aagtatcata ttttcatgtg ggaaaaaatt t 1251 



<210> 991 

<211> 1258 

<212> DNA 

<213> Homo sapiens 



<400> 991 

acctctagtc cagcgtggtg gaattcagtg ccctgagcgt ctccatggcc tgcctgagcc 60 

cctcgcagct ccagaagttc caacaggatg gattcctggt gctggaagga ttcttgtctg 12 0 

cggaagagtg tgtggccatg caacaaagga ttggcgagat agtggctgaa atggatgttc 180 

ctctccactg ccgcacagaa ttctccaccc aggaagagga gcagcttcga gcccagggca 24 0 

gcacagacta tttcttgagc agtggtgaca agattcgatt cttctttgag aaaggcgttt 300 

ttgatgagaa aggaaatttc cbggtccctc cggagaaatc catcaacaaa attggccacg 360 

ctctgcacgc ccacgacccc gtcttcaaga gcatcacaca ctccttcaag gtgcagacct 42 0 

tggccagaag tctgggcctc cagatgcccg tggtggtgca gagcatgtac atctttaagc 480 

aaccfccactt tggcggtgaa gtctcccctc atcaggacgc ctccttcctg tacacggagc 540 

ccctgggccg ggtgctgggc gtgtggatcg cagtggagga tgccacgctg gagaacggct 600 

gtctctggtt catccctggc tcccacacca gtggtgtgtc aagaaggatg gtccgggccc 660 

ctgttggctc agcgcctggt accagcttcc ttgggtcaga gccagcccgg gataacagcc 720 

tctttgtgcc caccccagtg cagagagggg ccctggtcct catccatgga gaagtggtac 780 

acaagagcaa gcagaacctc tctgaccgct cgcgccaggc ctacactttc cacctcatgg 840 

aggcctctgg caccacctgg agcccggaga actggctcca gccaacagct gaactgccct 900 

ttccccaact gtacacctaa aggctctcgc agggcaggag ccctcgcccc tcccgggtga 960 

agctgtgggc tgtaaacacc agtgccttgc tcagcctcct ggttgcaaca gggaggtctt 1020 

gtctcccctc ctgggctttc ctcctgccct gtgggcagca gcctaggctg ggtcaggggc 1080 

ttccctaaga tcttcacctc tctgcctccc tactgcccca acatagcctt gaggaggctt 1140 

ctcagccacc aaagggttct ggccccttct cactctcctc tcctctcaga tggaactctg 1200 

gttattatgg tgttagttat cgaataaaaa cgacttcaga atgcaaaaaa aaaaaaaa 1258 



<210> 992 
<211> 906 
<212> DNA 
<213> Homo sapiens 



<400> 992 

tcagagatgc tctgggtcac ccaaccacct tctcctcctg gacacctcct gggcatctcc 60 

ttttcctttg aggtcaccag ccttttttga agttagatca ggccgtataa ctgacctctg 120 

ctgtaagtat atgttaacag gatgcttatc ttggttctgg ccaaggcccc agaagccaag 180 

aataaaatta gatgcaggtg cccccattag gtgcttgaat ttgagataaa atctggaggt 240 
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ctctgtagca gaaactgagc tccgggtggc tggttctcag tggttgtctc atgtctcttt 
ttctgtctta ggtggtttca ttaaatgcag cacttgggtt agcagatgtt taattttttt 
tttaacaaca ttaacttgtg gcctctttct acacctggaa atttactctt gaataaataa 
aaactcgttt gtcttgtcaa aaaa 



<210> 988 

<211> 1204 

<212> DNA 

<213> Homo sapiens 



<400> 988 

tttttttttt ttaggttttt caataccttc tttattatgt ctataaaatt atatgtagca 60 

ttggaaatgt tattgaatat gacaccaaca acgtgctatt ggatttttta aattttgact 120 

tcttttaaag aaggggataa caatctgtgg aaaatgcttt tactcgtatc atgccaatat 18 0 

actgcaagga gtatttcaaa ataatataaa agtaattcac agacttagat taagtgaaga 240 

tcaaatgacc ccaaaatttt tcttccttag tttttcacag caactgctaa agtccataag 300 

ctgatttttc caagaaaatt attctaataa ttttgagtgt tcaatccgtg caatggtcca 36 0 

gtcaggcttt actccttgtg tgaactccct ctgaaactca tagcttgcac taagaagttg 420 

tttagtttcc acattctgat tccccaactt aacctggaat acactggctc ctcttaaagt 48 0 

ttcactgggg atgttggcac tggttagata ccaaaagcac atcaggatgt taacaaactt 540 

ccttcctttc tcatcatagt aaatggagat gtctcctgtt gatgtaaata caatttcatc 600 

tatgttagca gcaagggcat ttttatggtt gtcaggtagt gaagtaacct tttctttcaa 660 

tgcatgtagc acctctttgg acacaagttc ttccaacaga tcaaatttac actgtgacag 72 0 

caacttggat acatgagcaa aagcctgctt cgctccctcg gagaactctg tgatgctgaa 780 

ctctttgtcg aaataggccc agataaggaa ggccttaatt cgagtcctaa cccagttgat 84 0 

ggggttggag aatcccagga cgatcatctt ggttttctgg tgctgctggg gcttctcctc 900 

cgtgctgtag ctgcgctgag ggcaggcagg gaaagaagcg aaggctgcgg ggagtcccgg 96 0 

gctgctgagc actggccacc gggagccctg ggcaggtagc gccgaggctg ccaaggccct 102 0 

agcgcttcgt ggaaataacg ccgctcccaa gccgaggcga cagcggcaga agtagcaaag 1080 

tgtggccgac ggcagcctca cctcggccac agcaggagtc cggagtcgga cggccccgca 114 0 

gggcagcgac cgagagtgca ggaactgggg tagcaaacga gcggccagcg ccatttttat 1200 
gacg 



1204 



<210> 989 
<211> 395 
<212> DNA 
<213> Homo sapiens 



<400> 989 

tcaccatctg ttttctccat gccaggtcat tcatgtaaca ttcattcaca taacaaatac 60 

aaataaatga gtggattcat tcatcagcta ttaattcaga atctcttttg • tgtctaccac 120 

actaggctca agacttccca gggtctttgt ctcctctccc tcaaatctct ccacccaatg 180 

tcttgacaaa tactgtagat ccttcctgca cagcatcacc agaatgtttt tctttctttt 240 

cattcacctc tgtcatcatc catgctatgg agtttatgga ggatgtattc tgcagcagga 300 

agtgtgatgg gcactgacgc tgcagaaaga ctcctgttgt ccacctcggg agctgacacg 360 

ataaatgcgg gtaaatctca atcctttaat atctt 395 



<210> 990 

<211> 1251 

<212> DMA 

<213> Homo sapiens 



<400> 990 

ggagagaagc agcttcggct gcagcaaacc acgcaggtcc ttcttgatca tctagaactg 60 
accgctccgc cttgccagga gtctgcagaa ccacgtggct agcctgcctg aagttctcac 120 
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acaattacat aatgtctcct ttcctcgccc gaaattagaa tcatagatag tatcacctcc 300 

tacacgtatt agaggaatac acatcagcat aatgccctaa ctggaatatg aagaagaaat 360 

aacataagac aattcataat gaaagtgtgc atttcaggcc aggcgaggtg gctcacgccc 420 

gtagtcccag tactttggga gactgaggcg ggcagatcac ttgagctcaa gagtttgaga 480 

ccagcctggg caacatgggg aaaccccatc tctacgaaaa taaataaata aagtgcattt 540 

cagcatatca atgctcgggc caggccacac caacagaaga cacagtaaga gacagacact 600 

taggtctatc cacggcgaca gctacgaata caagggaaaa ggggcagttc aggcactggg 660 

aatgttggcc ttggattttc • cagaatggca actgactctc agtgaagcgc tgaaccaaag 720 

aacaatcttc tctagagtca cacagaaggg atattcctgg attaaacaac atttttaaac 780 

acttgttgaa ggctttcatt taaaagccta aaaaatcttg aaccagcccc agaggggctc 840 

acacctggta 850 



<210> $86 

<2I1> 1327 

<212> DNA 

<213> Homo sapiens 



<400> 986 
tttcgtagac cttcctcaga gccgctttca 
acctgccttg aggagcctgt agagttaaaa 
cctcgatgaa agcatataca gcaattacta 
caaagaaggc atcaaggcat ttggggagct 
tgtatttggt ctgcttggaa attctgtggt 
caggtccatg actgatgtgt acctgctcaa 
ttccctccct ttttggggct actatgcagc 
caagatgatt tcctggatgt acttggtggg 
catgagcatt gatagatacc tggcgatagt 
cttgacttat ggggtcatca ccagtttggc 
tcctggcttt ctgttcagca cttgttatac 
gtactctctc aactccacga cgtggaaggt 
attggtgatc cccttaggga tcatgctgtt 
gcattgtaaa aatgagaaga agaacaaggc 
cttccttggg ttctggacac cttacaacat 
agaagtcctt caggactgca cctttgaaag 
aactctggct tttgttcact gctgccttaa 
atttcgcaag tacatcctac agctcttcaa 
atactgtggg ctcctccaaa tttattctgc 
caccatggat catgatctcc atgatgctct 
caatgaactt tccacattca gagcttactt 
ccagtgtcag gaggaaggct tacacccaca 
gcttttt 



gaaaagcaag ctgcttctgg ttgggcccag 60 

aatgaacccc acggatatag cagacaccac 120 

tctgtatgaa agtatcccca agccttgcac 180 

ottcctgccc ccactgtatt ccttggtttt 240 

ggttctggtc ctgttcaaat acaagcggct 300 

ccttgccatc tcggatctgc tcttcgtgtt 360 

agaccagtgg gtttttgggc taggtctgtg 420 

cttttacagt ggcatattct ttgtcatgct 480 

gcacgcggtg ttttccttga gggcaaggac 540 

tacatggtca gtggctgtgt tcgcctccct 600 

tgagcgcaac catacctact gcaaaaccaa 660 

tctcagctcc ctggaaatca acattctcgg 720 

ttgctactcc atgatcatca ggaccttgca 780 

ggtgaagatg atctttgccg tggtggtcct 840 

agtgctcttc ctagagaccc tggtggagct 900 

atacttggac tatgccatcc aggccacaga 960 

tcccatcatc tacttttttc tgggggagaa 102 0 

aacctgcagg ggcctttttg tgctctgcca 1080 

tgacaccccc agctcatctt acacgcagtc 1140 

gtagaaaaat gaaatggtga aatgcagagt 1200 

aaaattgtat tttagtaaga gattcctgag 1260 

gtggaaagac agcttctcat cctgcaggca 1320 

1327 



<210> 987 
<211> 804 
<212> DNA 
<213> Homo sapiens 



<400> 987 

cttcgttatc cgcgatgcgt ttcctggcag ctacattcct gctcctggcg ctcagcaccg 60 

ctgcccaggc cgaaccggtg cagttcaagg actgcggttc tgtggatgga gttataaagg 120 

aagtgaatgt gagcccatgc cccacccaac cctgccagct gagcaaagga cagtcttaca 180 

gcgtcaatgt caccttcacc agcaatattc agtctaaaag cagcaaggcc gtggtgcatg 240' 

gcatcctgat gggcgtccca gttccctttc ccattcctga gcctgatggt tgtaagagtg 300 

gaattaactg ccctatccaa aaagacaaga cctatagcta cctgaataaa ctaccagtga 360 

aaagcgaata tccctctata aaactggtgg tggagtggca acttcaggat gacaaaaacc 420 

aaagtctctt ctgctgggaa atcccagtac agatcgtttc tcatctctaa gtgcctcatt 480 

gagttcggtg catctggcca atgagtctgc tgagactctt gacagcacct ccagctctgc 540 

tgcttcaaca acagtgactt gctctccaat ggtatccagt gattcgttga agaggaggtg 600 
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gtgaggcatg tgctgagctg cctgggtggg ggactggctc tctggcgggc cgggcagtgg 960 

ctctgggccc agcggctggg gcactgccac acatactggg cagtgagcga ggagctgctc 1020 

cccaacagcg ggcatgggcc tgatggcgag gtccccaagg acaaggaagg aggcgtgttt 1080 

gacctggggc ccttcattgt aggctccctg gggcccccag atctgattac cttcacggaa . 1140 

ggaagcggac gctcaccacg ctatgccctc tggttctgtg tgggggagtc atggccccag 1200 

gaccagccgt ggaccaagag gctcgtgatg gtcaaggttg tgcccacgtg cctdagggcc 1260 

ttggtagaaa tggcccgggt agggggtgcc tcctccctgg agaatactgt ggacctgcac 1320 

atttccaaca gccacccact ctccctcacc tccgaccagt acaaggccta cctgcaggac 1380 

ttggtggagg gcatggattt ccagggccct ggggagagct gagccctcgc tcctcatggt 1440 

gtgcctccaa cccccctgtt ccccaccacc tcaaccaata aactggttcc tgctatgaaa 1500 



<210> 984 

<211> 1705 

<212> DNA 

<213> Homo sapiens 



<400> 984 

gccaacatgg ctccagtgga gcacgttgtg gcggatgctg gggctttcct gcggcatgcg 60 

gctctgcagg acatcgggaa gaacatttac accatccggg aggtggtcac tgagattcgg 12 0 

gacaaggcca cacgcaggcg gctcgctgtc ctgccctacg agctgcggtt caaggagccc 180 

ttaccggaat acgtgcggct ggtgactgag ttttcaaaga aaacaggaga ctaccccagc 240 

ctctctgcca cggacatcca agtgcttgca ctcacataco agttggaagc agagtttgtt 300 

ggggtgtctc acctaaaaca agaaccacag aaggttaagg tgagctcatc gattcagcac 36 0 

ccagaaacac ctctgcacat ttctggtttc catctgccct acaagcctaa acccccacaa 420 

gaaacagaaa aaggacactc agcttgtgag cctgagaacc tggaatttag ttccttcatg 480 

ttctggagaa accctttgcc caacatcgat catgaactgc aggagctgct gattgacaga 540 

ggtgaggacg ttccaagtga ggaggaggag gaggaagaaa acgggtttga agacagaaaa 600 

gatgacagcg atgacgacgg gggtggctgg ataaccccca gtaacatcaa gcagatccag 660 

caggagctgg agcagtgtga cgtccccgag gacgtgcggg ttggctgcct gaccacagac 720 

ttcgccatgc agaatgttct gctgcagatg gggctgcacg tgctggcggt gaacggcatg 780 

ctgattcgtg aggcccggag ctacatcttg cgctgccatg gctgtttcaa gacaacgtct 840 

gacatgagcc gagtgttctg ctcacactgt gggaacaaga ccctgaagaa agtgtccgtg 900 

accgtcagcg acgacggcac cctgcacatg cacttctccc gcaaccccaa ggtgctgaac 960 

• ccccgcggcc tccggtactc gcttcccact cccaaagggg gcaaatacgc catcaacccc 1020 

catctcaccg aggatcagcg cttccctcag ctgcgactct cccaaaaggc caggcagaaa 1080 

accaacgtgt tcgcccctga ctacatcgcc ggggtgtcac cctttgtcga gaatgacatc 1140 

tccagccgct cagctaccct gcaggtccgg gacagcacct tgggagctgg gcggagacgc 1200 

ttaaatccca acgcttccag aaagaagttt gtgaagaaaa ggtgaagagc gagttcccgc 1260 

aggcaaattg gatgggcgtc tggccgccgt ggagttccgg tgacccattt ccccagccgt 1320 

gtcgtctcca ggaccacccg atggaaataa caggcgggct tcacggtgcg gctctgtccg 1380 

cccatgcccc gctgggtctg cagggaactg gactgtccca tggcctgtga gcaccggagc 1440 

gcctggctgc ctgccaagga agtgcaattg cataaaaaca gaaagaacaa cgccctggag 1500 

ccaatcttca agaaaggaat ttccaaagga taatattttt ctaataaatg cggctgcaac 1560 

ctcctgtgca tttaattaaa taggccaaat ttttgctgct taggtcatct caaggctgat 1620 

acttgagctg tgtgcccaga gatcatgcat ttagatttat atttttgcca gaaaatacaa 1680 

ggttataata aaactaagaa ctacc 1705 



<210> 985 
<211> 850 
<212> DNA 
<213> Homo sapiens 



<400> 985 

acaacaatgg ttttattgtg caaaagaagc ggttgtctcc gtaggagggt cagaaagata 
ttttagtgag aaaagatgaa ggaaaaattg cctctgcatt ccaggagaag ggggtctctg 
aactgttgct cgctgagatg gggccctgtg aaagactctt tgcagaaagc tctgctctgc 
tgagcaaatg cacatggtgg tccctgaccc tgtgatcccc aaggcccatt ttagtaacaa 
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<210> 982 

<211> 1544 

<212> DNA 

<213> Homo sapiens 



<400> 982 

gggtcgaccc acgogtccgc ggacgcgtgg gcgcaatggt tctgcactga ggccctcgtc 60 

atgggggcgc ctgtgtggta cttggtagcg gcggctctgc tagtcggctt tatcctcttc 120 

ctgactcgca gccggggccg ggcggcatca gceggccaag agccactgca caatgaggag 180 

ctggcaggag caggccgggt ggcccagcct gggcccctgg agcctgagga gccgagagct 240 

ggaggcaggc ctcggcgccg gagggacctg ggcagccgcc tacaggccca gcgtcgagcc 300 

cagcgggtgg cctgggcaga agcagatgag aacgaggagg aagctgtcat cctagcccag 360 

gaggaggaag gtgtcgagaa gccagcggaa actcacctgt cggggaaaat tggagctaag 420 

aaactgcgga agctggagga gaaacaagcg cgaaaggccc agcgtgaggc agaggaggct 480 

gaacgtgagg agcggaaacg actcgagtcc cagcgcgaag ctgagtggaa gaaggaggag 540 

gagcggcttc gcctggagga ggagcagaag gaggaggagg agaggaaggc ccgcgaggag 600 

caggcccagc gggagcatga ggagtacctg aaactgaagg aggcctttgt ggtggaggag 660 

gaaggcgtag gagagaccat gactgaggaa cagtcccaga gcttcctgac agagttcatc 720 

aactacatca agcagtccaa ggttgtgctc ttggaagacc tggcttccca ggtgggccta 780 

cgcactcagg acaccataaa tcgcatccag gacctgctgg ctgaggggac tataacaggt 840 

gtgattgacg accggggcaa gttcatctac ataaccccag aggaactggc cgccgtggcc 900 

aacttcatcc gacagcgggg ccgggtgtcc atcgccgagc ttgcccaagc cagcaactcc 960 

ctcatcgcct ggggccggga gtcccctgcc caagccccag cctgacccca gtccttccct 1020 

cttggactca gagttggtgt ggcctacctg gctatacatc ttcatccctc cccaccatcc 1080 

tggggaagtg atggtgtggc caggcagtta tagattaaag gcctgtgagt actgctgagc 1140 

ttggtgtggc ttggtgtggc agaaggcctg gcctaggatc ctagataagc aggtgaaatt 1200 

taggcttcag aatatatccg agaggtgggg agggtccctt ggaagctggt gaagtcctgt 1260 

tcttattatg aatccattca ttcaagaaaa tagcctgttg cacatttact ctgtttcttt 1320 

gtgccctgca agccctgccc ccaagaccta gataagatct ttctcttctt ttgcccccac 1380 

tcaaattaga agtggggagc ctcttgggcc acatctctgt taactgggga ggggaggtct 1440 

catgggtctt tttttaactg atcaggagcc ctaagtaggg ctgagagcca gcggggagaa 1500 

gaattaatga gaagcatcaa ggatagagtc ctagggagct gtat ° 1544 



<210> 983 

<211> 1501 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (1501) 
<223> n = a,t,c or g 



<400> 983 

cggacgcggg ggcggttttt gggtctgtta cccaaagaat gataaaggtg gttttatttc 60 

aagaagtcga tcaaaaagaa agccccagcg ctctagagct cagctgacgg gaaagggggt 120 

gcgcagcctc gagtttgaga gctacccgga gctccaagac aggggtgcgt gcgacgacct 180 

gggacgctgg aaacccggag ctgcgcgctg ggcggaaagg actcctagtg ggcccggctg 240 

anaaggcgga ggtggcgcgc gaggggcggg ctcgtgccaa cgotggcctg ggccgaggcc 300 

actggtgcat atgttcccgg gagggataag ccagacctgc caacctggaa gaggaatttc 360 

cgctctgccc tcaaccgcaa agaagggttg cgtttagcag aggaccggag caaggaccct 420 

cacgacccac ataaaatcta cgagtttgtg aactcaggag ttggggactt ttcccagcca 480 

gacacctctc cggacaccaa tggtggaggc agtacttctg atacccagga agacattctg 540 

gatgagttac tgggtaacat ggtgttggcc ccactcccag atccgggacc cccaagcctg 600 

gctgtagccc ctgagccctg ccctcagccc ctgcggagcc ccagcttgga caatcccact 660 

cccttcccaa acctggggcc ctctgagaac ccactgaagc ggctgttggt gccgggggaa 720 

gagtgggagt tcgaggtgac agccttctac cggggccgcc aagtcttcca gcagaccatc 780 

tcctgcccgg agggcctgcg gctggtgggg tccgaagtgg gagacaggac gctgcctgga 840 

tggccagtca cactgccaga ccctggcatg tccctgacag acaggggagt gatgagctac 900 
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<213> Homo sapiens 



agcggccgcc gcgcgccagc gggaggcgct ccctctgccc acctccgccc "tgcggacc SO 

Jlglcccgga gatglcgagt tgtggagttc ggctcggccc ggcgacgggc tagctgcccg 120 

ggaaeccclg cgggtggaca catgcatgcc ggagctcogg gaggggccgo gccgccaccg 180 

?ctgaactag gagtcccga catgaaggtg tcagctgtga tgcatgttta -aggaaatt 240 

ttcgaggtcg cagatataag tgtttaattt gctaogatta cgatctttgt 3°atcttgtt 300 

atglaagtgg tgcaacaaca acaaggcata caaotgacca cccaatgcag tgca.tattaa 360 

t?ttg.ttt* tactatggtg gggaagcttt ctctgtagag cagccacagt 420 

ctttfacttg tccolattgt ggaaaaatgg gctatacgga gacatctctt «agaacatg «0 

ttacttctgl acatgcagaa acatcaacag aagtgatttg tccaatatgt gcagcgttac 540 

ctggScga tcctaatcat gtcaeggatg actttgcagc tcatcttaca cttgaacaca 600 

gagccc^tag agatttagat gaatcgagtg gtgttogaca tgtacgtaga atgtttcacc 660 

ctggccgggg attaggaggt cctcgtgcto gtagatcaaa catgcacttt actagcagtt 720 

ctactggtgg actttcttct tctcagagtt oatattctoc aagoaatagg gaagcoatgg 780 

atcctaKc tgagotttta tctcagttat caggagtgag acgttctgca ggaggacagc 840 

Italic tggcccttcc gcttctcagt tacaacaact gcagatgcag ctgcagctag 900 

aacggcagca tgcocaggca gcacggcaac aactggagac cgcacgcaac 9°aacccggc 960 

crtactaacac aagcagtgtc accactacaa tcacacaatc cacagcaaca accaacatag 1020 

ItaaSga aagcagtclg cagactctac agaattccca gtttctttta -aaggttga 1080 

atgatcctaa aatgtctgaa acggagcgcc agtccatgga aagcgagogt ^agaccgca 1140 

acctatttgt ccaagagctc cttctgtcca ctttagtgcg tgaagagago tcatcctcag 3200 

aSggatga tcggggggag atggcagatt ttggtgctat gggctgtgta gatattatgc 1260 

ctSSaSt tgcSal aacltaaatt taaaagagag taataaagga aatgagcctc 1320 

caccacctcc tctttga?ga catoccaatt cgoagaoaat gtcctctgtg etgtatttgc 1380 

caatgaaagt ggaoaacaac tatottgggt ttgtttggtg attgtaattt c-ggtctgtc 1440 

actcttgtla cattgtgtac attcaaaagg aagagagaaa atatatatga taatcatttc 1500 

caSaacta atttftLtt ctagcaggta aatgtaggta gcagtgcagg OTtgatctot 1560 

gcttcctgta ccttgacatg caaaaggctc tcctaatact ccacattoaa actgaagagg 1620 

afSaa tctclaatgl agctgctgtg tgtatttatg aatattaatg «taaaaact 1«0 

gcttggatgg tttaccttaa otactgcatg aggttttttg cagcgtgcat gagttttagt 1740 

lacctlgtU tttaagaagt taaatacaag gagtaaaact taaaaaaaaa atacaaagcc 1800 

Laagcittc ccaaacatta ttcaatggtt acacgacgaa gtaggctttt ^ataatgtc 1860 

tgcctgaatc acctttcttt gtgtgcctcc taogcacaaa gecagctctg cagtgggaat 1920 

cSgggatt atagccgggt gtggcactcc gccctgtgtg actgtcctgt cgccctgtta 1980 

gtSwttgc o t g?gt|g!g ctoagcotgt ctotttaact catctgtaga agacaoacca 2040 

=taaaqctac tgttggaatc tgctgcaggg gcctttgtgt gccctaaaaa caaatcctgt 2100 

SS ttSStttt tLtttttgt ggttgtttaa aattttttca attgttaaat 2160 

atottttatt caggtgtaga tgaatttcat ttattgactg ttcaacagag ttaacctgaa 2220 

SSSttL aLatctcac attctcaatc atattttgca ttatttatgt 2280 

.tttjctttg tastttgetg agacagatca gtatcagggg agctttgagg atttgccttc 2340 

coagatttgt cagtatatta caaccaaatt ottaatgota attttagcac =t"tattta 2400 

ttgggttttt totggcataa aaagtaaagc cttttaattg aatcatgcoa c°tata^cc 2460 

SSttatta atcclatgtg taaaaaaaat gtacagcttt ttttgggttt gttttggggt 2520 

ttggaagggc cgggttattt tttatttcct gtttcagttt ttgtgcatag actttcacaa 2580 

ta^tccaag gcKgacag ogggtttggg ggttgggagg gcagtttttg aaatgtaaat 2640 

ttlggacttl Laaaaggtg cgoacagctt ctgataaatt tataaotaga «ttaacotaa 2700 

tcatgtctcg ttccagttct cttttctctg agcccttttc aaagtctcct ctctttctcc 2760 

tgtcitcctt ttcctttcct gtccgtgtat cteegtttet tcaacatgac aagcatacag 2820 

acttgaaoae ccctccggtg ttcttccgag aactgtgaag tccatgttca t^aaatgta 2680 

accaaaaaag aagtcaccct acatgtctga aaaactgttg cttctcotct Saaacttcaa 2940 

actccaacga tttcoaaata caatagcttt gttttcttta gttctgtaat S^taatgtt 3000 

taaaggaaaa ctttaoacca ggcttctggt tacactagaa gtcaagccca "agggattt 3060 

tcattltttt tcatttggtt gttgagaagt ttcaaaaatc agttttcaag ctgtggtctt 3120 

tcaaaeacat ctgcacataa gtcacacatt tcaataaagc attttcaaga £gttgacca 3180 

cttaaatttc tttqgtgtta gtggattaao ctaaccatta ctotgagatt ttatatctct 3240 

aa£ccag£t S t ^Itgctaa acatgggaga tcctggtttt gtgtgaatgc 3300 

atStSgg atgtgagaaa taaatgccaa ttatatgtao tttccctttt ctgcacaaat 3360 

tctgggaala tgLLagcc ttcatttttt aacatggttt tagggaaoaa ctgtaagtcc 3420 
attcagagca gg 
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aatccaggca gtgaggaatc ctgaaacacc aggagaggcg tcagaagtag gaagggcagg 3780 

ggaacaggaa tgcaagatta aggaaaccgc agctgagcag gtgtcacaag ctgtaaagga 3840 

ggaagggagt ctgcaggccc ttcacatttt tggcctgggt ggggctgggc ccaggaaggg 3900 

gtgggctgga ttttgtaaag ctggaggcag ccaggaatct gactgtccgg aatgtgagtt 3960 

gaggggtctc ccactgaagt cctcttctgg aagctgcaga tg g g g gcccg ggaggcacac 4020 

acgagtctgg gactcattcc cgggcacacc tatggctcct tcggtatcac ctggggaagc 4080 

cccggaatct tagttcttcc attccctact cttccttccg agggagtcag gatgggacag 4140 

acacccattt tccaaaaggc tccttgcctc cttccctggc ccacctgaag ccaagtccca 4200 

ggtgtcctgg ctgctctcct gggcggggtg ggatttttgc ataagcactt tgcttgccct 4260 

ccagtggctg cttgaggaaa acgcagggcc tggtttggga gagtcaccga gggcccatgt 4320 

ggctggaggt tgggggcagg atctggcccg agctctcctc agacctcccc agacctgtct 4380 

tctcatcagc caccgctgtt ttcttttgcc gaacgatggt tgcatctctc ggacacagtg 4440 

taccccctcc caagccctcc ctgagccgtt ctcctgagtc cctgagggca gacacagctc 4500 

cagggaccca ggccagctgc cacacccccg acactcctgc tgtccactgg ccttagctcc 4560 

tgcaagttcc ccagtgtccg cacctgttcc cttccctgac ctcaccttcc tggggtctgt 4620 

gactgactgg agataaaaat aaaagcaatt gtgacacctg aaaaaaaaaa ~ 4670 



<210> 980 

<211> 1915 

<212> DNA 

<213> Homo sapiens 



<400> 980 

aaattcccgg gtcgacgatt tcgtctgtcc tcggagcagg cggagtgaag ggacttgagc 6 0 

gagccagttg ccggattatt ctatttcccc tccctctctc ccgccccgta tctcttttca 120 

cccttctccc accctcgctc gcgtagccat ggcggagccg tcggaggcca ctcagtccca 180 

ttccatctcc tcgtcgtcct tcggagccga gccgtccgcg cccggcggcg gcgggagccc 240 

aggagcctgc cccgccctgg ggacgaagag ctgcagctcc tcctgtgcgg tgcacgatct 300 

gattttctgg agagatgtga agaagactgg gtttgtcttt ggcaccacgc tgatcatgct 360 

gctttccctg gcagctttca gtgtcatcag tgtggtttct tacctcatcc tggctcttct 420 

ctctgtcacc atcagcttca ggatctacaa gtccgtcatc caagctgtac agaagtcaga 480 

agaaggccat ccattcaaag cctacctgga cgtagacatt actctgtcct cagaagcttt 54 0 

ccataattac atgaatgctg ccatggtgca catcaacagg gccctgaaac tcattattcg 600 

tctctttctg gtagaagatc tggttgactc cttgaagctg gctgtcttca tgtggctgat 66 0 

gacctatgtt ggtgctgttt ttaaoggaat cacccttcta attcttgctg aactgctcat 72 0 

tttcagtgtc ccgattgtct atgagaagta caagacccag attgatcact atgttggcat 780 

cgcccgagat cagaccaagt caattgttga aaagatccaa gcaaaactco ctggaatcgc 840 

caaaaaaaag gcagaataag tacatggaaa ccagaaatgc aacagttact aaaacaccat 900 

ttaatagtta taacgtcgtt acttgtacta tgaaggaaaa tactcagtgt cagcttgagc 960 

ctgcattcca agcttttttt ttaatttggt gttttctccc atcctttccc tttaaccctc 102 0 

agtatcaagc acaaaaattg atggactgat aaaagaacta tcttagaact cagaagaaga 1080 

aagaatcaaa ttcataggat aagtcaatac cttaatggtg gtagagcctt tacctgtagc 1140 

ttgaaagggg aaagattgga ggtaagagag aaaatgaaag aacacctctg ggtccttctg 1200 

tccagttttc agcactagtc ttactcagct atccattata gttttgccct taagaagtca 1260 

tgattaactt atgaaaaaat tatttgggga oaggagtgtg ataccttcct tggttttttt 1320 

ttgcagccct caaatcctat cttcctgccc cacaatgtga gcagctaccc ctgatactcc 1380 

ttttctttaa tgatttaact atcaacttga taaataactt ataggtgata gtgataattc 1440 

ctgattccaa gaatgccatc tgataaaaaa gaatagaaat ggaaagtggg actgagaggg 1500 

agtcagcagg catgctgcgg tggcggtcac tccctctgcc actatcccca gggaaggaaa 1560 

ggctccgcca tttgggaaag tggtttctac gtcactggac acoggttctg agcattagtt 1620 

tgagaactcg ttcccgaatg tgctttcctc cctctcccct gcccacctca agtttaataa 168 0 

ataaggttgt acttttctta ctataaaata aatgtctgta actgctgtgc actgctgtaa 1740 

acttgttaga gaaaaaaata acctgcatgt gggctcctca gttattgagt ttttgtgatc 1800 

ctatctcagt ctggggggga acattctcaa gaggtgaaat acagaaagcc tttttttctt 1860 

gatctttttc ccgaggtttc aaatctccga ttcccatttg gggaaaagat caaga 1915 



<210> 981 
<211> 3432 
<212> DNA 
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<400> 979 

tttcgtctgg aacccacgcg gaggaaggaa gagacgcagg caggctgcgg ttacccaagc 6 0 

ggccacccgg gcctcaggga ccccttcccc gagagacggc accatgaccc agggaaagct 120 

ctccgtggct aacaaggccc ctgggaccga ggggcagcag caggtgcatg gcgagaagaa 180 

ggaggctcca gcagtgccct cagccccacc ctcctatgag gaagccacct ctggggaggg 240 

gatgaaggca ggggccttcc ccccagcccc cacagcggtg cctctccacc ctagctgggc 300 

ctatgtggac cccagcagca gctccagcta tgacaacggt ttccccaccg gagaccatga 360 

gctcttcacc actttcagct gggatgacca gaaagttcgt cgagtctttg tcagaaaggt 420 

ctacaccatc ctgctgattc agctgctggt gaccttggct gtcgtggctc tctttacttt 48 0 

ctgtgaccct gtcaaggact atgtccaggc caacccaggc tggtactggg catcatatgc 540 

tgtgttcttt gcaacctacc tgaccctggc ttgctgttct ggacccagga ggcatttccc 600 

ctggaacctg attctcctga ccgtctttac cctgtccatg gcctacctca ctgggatgct 66 0 

gtccagctac tacaacacca cctccgtgct gctgtgcctg ggcatcacgg cccttgtctg 720 

cctctcagtc accgtcttca gcttccagac caagttcgac ttcacctcct gccagggcgt 780 

gctcttcgtg cttctcatga ctcttttctt cagcggactc atcctggcca tcctcctacc 840 

cttccaatat gtgccctggc tccatgcagt ttatgcagca ctgggagcgg gtgtatttac 900 

attgttcctg gcacttgaca cccagttgct gatgggtaac cgacgccact cgctgagccc 96 0 

tgaggagtat atttttggag ccctcaacat ttacctagac atcatctata tcttcacctt 102 0 

cttcctgcag ctttttggca ctaaccgaga atgaggagcc ctccctgccc caccgtcctc 1080 

cagagaatgc gcccctcctg gttccctgtc cctcccctgc gctcctgcga gaccagatat 1140 

aaaactagct gccaacccag cctgtggcca ggtcactgtc taccccagcc cagcccagcc 1200 

ctctgccgct tgtacatatg ccatggggac cctgaggaac tgaggccacg tcaatccctg 1260 

tgccgcccca ttcgcccgtt acatcttcca aactgggacg gtcaaggctg aaggctcctc 1320 

tgggtttgag ggtccaaggg acaaggagga gaagcctagc aggatttcag atgcaggaga 1380 

gagacccagg aagcccggca gagccctgag ccccactgca attcctccta gggctgcaca 1440 

atcatgtggc cttagggcac actgtcctgc atccagtctg tgtcctcctg tctttctcat 1500 

ccaggtcagg cattgacact ttgtaagaaa gggggtaggg gacacagctg ggcaggtgga 156 0 

gtgggtgggc aggatggctg tcccagtctg cccatcttct cttggctctg ggaccagcgg 162 0 

cttgttctag ggatttggac ctggaggcca agggcaatag gagagggtct gaagcctgtg 1680 

ccgtctgctg cttgctgtga atggccctcc cgggtcatga cagagctctt ttggggcagg 1740 

aggtgagggc agggggcccc gctccttggt aagggcctgc cctggggctc ccagggaagt 1800 

gggagctggg gagccaatcc acccagaccc gcgtccacct gggaggcatt tggggttgca 1860 

ggaccgagac C cacatcctc tcactcactt ctccacccgc caggcagctg ccacaggcct 1920 

aaggctgagt gaggtgtgat tgggccctcc ggctggatgt tctgggggag gaggcaatcg 1980 

ctgtagctgc caggccagcc ccatctggaa ggagtccctg ctctgcctca gccctaaccc 2040 

gaggctgtgt gggagtccct nctgcacctc ttatttccta aacccttcct gtcagctgct 210 0 

gtttgctggc tcgtccccag ccaggcctcc tgaggtctta atagttggca cagtccacat 2160 

ctcttctagc ttcactggcc actcactcag cctagagtcc ctaagtgctc ccccacttat 2220 

ctctgcatct ctccaatttg gaagccatcc agctgatgct aacagccagg gccagtccct 2280 

ccagctggtc ccatgtaatg aggccagggc tccttatcag cttccaggcg gctgggatct 2340 

caggcagggt gtgcgtcagc cctccaaccc ccagaggggc gcctgtgggg agggaaccag 2400 

gaggccacac tgggggagcg tgcagccagc atgtgcagtg gccaactcca ggccagtgga 2460 

aagttactgt gtggatacag gaaggctctg agtggatagc aggaccctcc cttggcttcg 252 0 

ccctctctct ctctctcccc tgtgctggga gctccgtctg cpttgggaag ggagacgagg 2580 

t gtgctgttc cttcccagcc ccatccctcc ccacccttcc tactcccagc tttcaagaaa 264 0 

cattgcagaa gcatttgaag ttttgttcca tcttggatat ttgaagagaa aaggagccaa 2700 

gaactggcgg gtggtgtgtg tgcagcaaag gcattggggg cacgggggag atgcccactg 2760 

tgtgctgggc taaattaatc catcgcagag atcctccaga gacagcgctc tgctcatgtc 2820 

cgtagcagag ggaaaagccg aggtgctcag aaaggctcgg taatgagtcc caggtcatac 2880 

ggctagcgag tggcgggcct ggggttcaga cccacagctg cctcaagcaa acagggtatc 294 0 

acgcttgccc ctgggcctgg gtgggggccg gaatgagacc acatgagagc gcagagaggt 3000 

gggtggtcag gccctgatgt cctggggatt tcttgtcctc agtgccaecc ggcctcccgt 3060 

ctttcctgaa acccctcgcc agattttgca ctctgaggtt tttatcttcc agacaagagc 3120 

tgggaggcaa gatttctggt ttctggttcc tagcctcact gccagcgggc tcctgctatt 3180 

aggtgagggt ttcttgctgt ctggaattca gtttttccat ctgccacatg gaagttcata 3240 

gccaggatag ggcgggagag gcaccagaac atttctctcc actgactttc tcacccggtt 3300 

cccaccctcc tccacctcct ctcctccggg cccctcagtt tcctctcctc atctctggcc 3360 

tcagttccag agggttagcc ccagcacccc actctcctgc cactgtcaga tagccttggt 3420 

catgcttcct agaatctact tgtccaagtt ctcctctccc tgggataagt tactgcagaa 3480 

actggggatt tagaagctta ttcagggctg agtgccaaaa gcttggggga ggagggacag 3540 

gtcctcggca ataaacagtg tcacacacgc atcacagcca tttgagaaat ggcttctttg 3600 

cagagctggg gaagccgggc agaagatgcc gcagcctcct actctgggtc ctgagggggg 3660 

gtggcaggta ccacagtgta ggcagcaggg tcagggccca agtctatgcg tttcatctcc 3720 
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<2X0> 978 

<211> 2737 

<212> DNA 

<213> Homo sapiens 



<400> 978 

ccgaggaggg agcttgcggt gcgttctggg aaagttgctg ggccagctcc tttgtttcca 60 

gtctgagcgt tgcgttcggt ttcccgaggg tcttctgagg caccgcggct gcgggcttct 120 

gagttcccgg ctctccgcag ggaagcctcc tcttcgtacc tcgttttttg gctcgtgggg 180 

ggtcctccca ccgctggccg acgcagccag catgtccggg gtgcgcgcag tgcggatcag 240 

catcgaatcg gcctgcgaga agcaggtcca tgaggtgggc ctggatggca ccgagacgta 300 

cctgcccccg ctgtccatgt cgcagaatct ggcgcgtctg gcccagcgga tagacttcag 360 

ccagggttcg ggctccgagg aggaggaggc ggcggggacc gagggggacg cgcaggagtg 420 

gccgggcgcc gggtccagcg cagaccagga cgacgaggaa ggagtggtaa aatttcagcc 480 

ttccctttgg ccttgggact cagtgaggaa caatttgaga agtgccctga cagagatgtg 540 

tgttctctat gatgttctca gtattgttag ggataaaaaa tttatgactc ttgatcctgt 600 

ctctcaggat gcacttcctc caaaacagaa tcctcagacg ttgcaattga tatctaaaaa 660 

gaagtcactt gctggagcag caeaaatctt attgaagggg gcagaaagac tgactaaatc 720 

agttaccgaa aaccaagaaa acaagctaca aagagacttc aattctgagc ttttgcgatt 78 0 

acggcaacac tggaaacttc gaaaagttgg agataaaatt ctcggagatc tgagctacag 840 

aagtgcagga tctctctttc ctcatcatgg tacatttgaa gtaataaaga atacagatct 500 

cgatctggat aaaaagatac ctgaagatta ctgtcctctt gatgtccaaa ttcctagtga 960 

tttagagggg tctgcatata tcaaggtttc aatacaaaaa caggctccag atataggtga 102 0 

cctcggcaca gttaacctct tcaaacgacc tttgcccaaa tccaaaccag gttccccaca 1080 

ttggcagaca aaattagaag cggcacagaa tgttctctta tgtaaagaaa tttttgcaca 114 0 

gctctctcgg gaagctgttc aaattaaatc acaagtccct cacattgtgg tgaaaaacca 1200 

gattatctct cagccctttc cgagcttgca gttatctatt tctttgtgcc attcctcaaa 1260 

tgataagaaa tcccaaaaat ttgctactga gaagcaatgt ccggaggacc acctttatgt 1320 

cctagagcat aatttgcatc tactgattag agagtttcat aaacagacct tgagttccat 138 0 

catgatgcct catccagcaa gtgcaccttt tggccacaag agaatgagac tttcgggtcc 1440 

tcaagctttt gataaaaatg aaattaattc attacagtcc agtgaagggc ttctggaaaa 1500 

aataattaaa caagcaaagc atatttttct aaggagtaga gctgctgcaa ccattgacag 1560 

cttagcaagc cgaattgagg atcctcagat acaggctcat tggtcaaata tcaatgatgt 162 0 

ttatgaatct agtgtgaaag ttttaatcac atcacaaggc tatgaacaaa tatgcaagtc 168 0 

cattcaactg caattgaata ttggagttga gcagattcga gttgtacata gagatggaag 1740 

agtaattaca ctgtcttatc aggagcagga gctacaggat tttcttctgt ctcagatgtc 1800 

acagcaccag gtacatgcag ttcagcaact cgccaaggtt atgggctggc aagtactgag I860 

cttcagtaat catgtgggac ttggacctat agagagcatt ggtaatgcat ctgccatcac 1920 

ggtggcctcc ccaagtggtg actatgctat ttcagttcgt aatggacctg aaagtggcag 198 0 

caagattatg gttcagtttc ctcgtaacca atgtaaagac cttccaaaaa gtgatgtttt 204 0 

acaagataac aaatggagtc atcttcgtgg gccattcaaa gaagttcagt ggaataaaat 2100 

ggaaggtcga aattttgttt ataaaatgga gctgcttatg tctgcactta gcccttgtct 2160 

actatgattt tttccagatg tttcctaaag aagtttccag aaactttgac ttgaaatgtt 2220 

tgcagatcaa ctataagcac aaagaagaga taacttccaa aagagtgctg tttttaaaaa 228 0 

taataattag gaaatgttta tttagcactt tcaaactttt cactttataa atgacaagtg 2340 

ctttgaaatg cagaagttta tgtacagttg tatatacagt atgacaagat gtaaaataat 2400 

atgtttttca tgcagtttaa aatattacta acttaagggt ttctatgtgc tttttaaaat 2460 

attccttctt tgatgttgac atcaaataaa gtatgtggtt taaaaaaatc tccaaatacc 2520 

tttttttccc cccaaatact ttctaaactt ttttttttga gatggtatct cactctgtag 2580 

cccagtctgg agtgcagtgg tgtgatcatg gttcactgca gtcttgacct cccaggctta 2640 

ggtgatcctt ctgtctcagc cttccgagta gctgggacca caggcatgca caaccacggc 2700 

tggctaattt ttgtattttt tataaagaca gggtttt 2737 



<210> 979 

<211> 4670 

<212> DNA 

<213> Homo sapiens 
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ggg gtggtgt tcttcctcat tactgttctg atccagtaca gattcttcat «ggcccaga 5940 

cKflatg caaagctatc tcctctgaat gatgaagatg aagatgtgag 9CT-»9» f <><> 

cagigaattc ttgatggtgg aggccagaat gaoatcttag aaatcaagga 9ttgacgaag 6060 

atltatagaa ggaagcggaa gcctgctgtt gacaggattt gcgtgggcat tcctcctggt 6120 

gagtgctttg ggctcctggg agttaatggg gctggaaaat catcaacttt ^agatgtta 6180 

Lagiagata ccaotgttac cagaggagat gctttcctta acagaaatag tatcttatca 6240 

aacatccatg aagtacatca gaacatgggc tactgccctc agtttgatgc catcacagag 6300 

rtSSacS Sagaaca ogtggagttc tttgcccttt tgagaggagt cccagagaaa 6360 

galgttggca aggitigtga gtgggcgatt cggaaactgg gcctcgtgaa Statggagaa 6420 

aaaStgctg gtaactatag tggaggcaac aaaegcaagc tctctacagc catggotttg 6480 

atcSS ctcctgtggt g^tctggat gaacccacca caggcatgga tcccaaagco 6540 

cggSStct tgtggaattg tgccctaagt gttgtcaagg aggggagatc agtagtgctt 6600 

S5«t. gtatggaaga atgtgaagct otttgcacta aptggcaat °atggtcaat 6660 

ggaaggttca ggtgocttgg cagtgtccag catctaaaaa ataggtttgg agatggttat 6720 

acaatagttg tacgaatagc agggtccaac ccggacctga agcctgtcca ggatttettt 6780 

ttcctggaag tgllccaaaa gagaaacacc ggaacatgot acaataccag 6840 

cltccaLtt cattalcttc tctggccagg atattcagca tcctctccca ^gcaaaaag 6900 

coactccaca tagaagacta ctctgtttct cagacaacac ttgaccaagt atttgtgaao 6960 

Stgccaagg accaaagtga tgatRcoac ttaaaagacc tctcattaca «aaaaaccag 020 

acagtagtgg aogttgcagt tctcacatct tttctacagg atgagaaagt gaaagaaagc 7080 



tatgta 



<210> 977 
<211> 1958 
<212> DNA 

<213> Homo sapiens 



caattccogg gtLacgatt tcgttttccc tctgttttat ttttcocccg tgtgtcccta 60 

"SS Salcclgtt gtgtccacca tctccaaagg aggttacctg cagggaaatg 120 

SaalSal gctgccticc ctgggcaaca aggagccacc tgggcaggag aaagtgcagc 180 

tgaaglgial agtcacttta ctgaggggag tctcoattat cattggcacc atcattggag 240 

cfggL?ctt catctctcct aagggcgtgc tccagaacao ^agcgtg ^catgtctc 300 

tgllcatctg gacggtgtgt ggggtcctgt cactatttgg agctttgtct tatgctgaat 360 

tgggaacaac tataaagaaa tctggaggtc attacacata tattttggaa 9"tctttggtc «0 

cIILccagc ttttgtacga gtctgggtgg aactcctcat aatacgccct g^agctaotg 480 

rtgtgatatc cctggcattt ggacgctaoa ttctggaacc attttttatt caatgtgaaa 540 

tccctgaact tgcgatcaag ctcattacag ctgtgggcat aactgtagtg atggtcctaa 600 

atagcatgag tgtcagctgi agcgcccgga tccagatttt cttaaocttt tgeaagctca 660 

cagcaSc? gataa^tate gtccotggag ttatgcagct aattaaaggt caaacgcaga 720 

aclttaaaga cgccttttca ggaagagatt caagtattac gcggttgcca ctggcttttt 780 

attatggaat gLtgcatat |ctgictggt tttacctcaa ctttgttact gaagaagtag 840 

aaaaclctga Laaaceatt ccccttgcaa tatgtatatc catggccatt gtcaccattg 900 

gctatgtgct gacaaatgtg gcctacttta cgaocattaa tgctgaggag ctgctgcttt 960 

caaatgcagt ggcagtgacc ttttctgagc ggctactggg aaatttctoa ttagcagttc 1020 

ogatSttgt ?gccctctcc tgctttggct ccatgaacgg tggtgtgttt gctgtctcca 1080 

Stattota tgttgcgtct cgagagggtc aocttccaga aatcctctcc atgattcatg 1140 

Scgcaagoa cactcctcta ccagctgtta ttgttttgca =cctttgaca atgataatgo 1200 

tcttctctgg agacctcgac agtcttttga atttcctcag ttttgccagg tpcttttta 1260 

ttgggotgll a|ttgctggg ctgatttatc ttcgatacaa atgo=oagat atgcatcgt= 1320 

ctttcaaggt gocactgttc atcccagott tgttttoctt oacatgcctc ttcatggttg 1380 

SctttccS ctattcggac ccatttagta cagggattgg cttcgtcatc actctgactg 1440 

gagtccctgc gtattatctc tttattatat gggacaagaa acccaggtgg t tta 9*ataa 1500 

?g?cagagaa aataaccaga acattacaaa taatactgga agttgtccca gaagaagata 1560 

agttalgaac taatggactt gagatcttgg caatctgccc aaggggagao acaaaatagg 1620 

gStttLct toatStotg aaagtctaga gaattaoaac tttggtgata aaoaaaagga 1680 

gtoagttatt tttattcata tattttagca tattcgaact aatttctaag aaatttagtt 1740 

ataaltctat gtagttatag aaagtgaata tgcagttatt ctatgagtog ^caattctt iboo 
gagtctctga tacotaccta ttggggttag gagaaaagac tagacaatta ctatgtggtc 
attctctaca acatatgtta gcacggcaaa gaaccttoaa attgaagact gagatttttc 
tgtatatatg ggttttggaa agatggtttt acacaeta 



1860 
1920 
1958 
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gctgacccct ttgaggacat gcggtacgtc tgggggggct tcgcctactt gcaggatgtg 2100 

gtggagcagg caatcatcag ggtgctgacg ggcaccgaga agaaaactgg tgtctatatg 2160 

caacagatgc cctatccctg ttacgttgat gacatctttc tgcgggtgat gagccggtca 2220 

atgcccctct tcatgacgct ggcctggatt tactcagtgg ctgtgatcat caagggcatc 2280 

gtgtatgaga aggaggcacg gctgaaagag accatgcgga tcatgggcct ggacaacagc 2340 

atcctctggt ttagctggtt cattagtagc ctcattcctc ttcttgtgag cgctggcctg 2400 

ctagtggtca tcctgaagtt aggaaacctg ctgccctaca gtgatcccag cgtggtgttt 2460 

gtcttcctgt ccgtgtttgc tgtggtgaca atcctgcagt gcttcctgat tagcacactc 2520 

ttctccagag ccaacctggc agcagcctgt gggggcatca tctacttcac gctgrtacctg 2580 

ccctacgtcc tgtgtgtggc atggcaggac tacgtgggct tcacactcaa gatcttcgct 2640 

agcctgctgt ctcctgtggc ttttgggttt ggctgtgagt actttgccct ttttgaggag 2700 

cagggcattg gagtgcagtg ggacaacctg tttgagagtc ctgtggagga agatggcttc 2760 

aatct caeca cttcggtctc catgatgetg tttgacacct tcctctatgg ggtgatgacc 2820 

fcggtacattg aggctgtctt tccaggccag taeggaatte ccaggccctg gtattttcct 2880 

tgcaccaagt cctactggtt tggcgaggaa agtgatgaga agagccaccc tggttccaac 2940 

cagaagagaa tatcagaaat ctgcatggag gaggaaccca cccacttgaa gctgggcgtg 3000 

tccattcaga acctggtaaa agtctaccga gatgggatga aggtggctgt cgatggcctg 3060 

gcactgaatt tttatgaggg ccagatcacc tccttcctgg gecacaatgg ageggggaag 3120 

acgaccacca tgtcaatcct gaccgggttg ttccccccga cctcgggcac cgcctacatc 3180 

ctgggaaaag acattcgctc tgagatgagc accatccggc agaacctggg ggtctgtccc 3240 

cagcataacg tgctgtttga catgetgact gtcgaagaac acatctggtt ctatgcccgc 33 00 

ttgaaagggc tctctgagaa gcacgtgaag gcggagatgg agcagatggc cctggatgtt 3360 

ggtttgccat caagcaagct gaaaagcaaa acaagccagc tgtcaggtgg aatgeagaga 3420 

aagctatctg tggccttggc ctttgtcggg ggatctaagg ttgtcattct ggatgaaccc 3480 

acagctggtg tggaccctta ctcccgcagg ggaatatggg agetgetget gaaataccga 3540 

caaggccgca ccattattct ctctacacac cacatggatg aagcggacgt cctgggggac 3600 

aggattgeca tcatctccca tgggaagctg tgctgtgtgg gctcctccct gtttctgaag 3660 

aaccagctgg gaacaggcta ctacctgacc ttggtcaaga aagatgtgga atcctccctc 3720 

agttcctgca gaaacagtag tagcactgtg tcatacctga aaaaggagga cagtgtttct 3780 

cagagcagtt ctgatgctgg cctgggcagc gaccatgaga gtgacacget gaccatcgat 384 0 

gtctctgeta tctccaacct catcaggaag catgtgtctg aagcccggct ggtggaagac 3900 

atagggcatg agctgaccta tgtgctgcca tatgaagctg ctaaggaggg agcctttgtg 3960 

gaactctttc atgagattga tgaccggctc tcagacctgg gcatttctag ttatggcatc 4020 

tcagagacga ccctggaaga aatattcctc aaggtggccg aagagagtgg ggtggatgct 4080 

gagacctcag atggtacctt gecagcaaga cgaaacaggc gggecttegg ggacaagcag 4140 

agctgfccttc gcccgttcac tgaagatgat getgetgate caaatgattc tgacatagac 4200 

ccagaatcca gagagacaga ettgetcagt gggatggatg gcaaagggtc ctaccaggtg 426 0 

aaaggctgga aacttacaca gcaacagttt gtggcccttt tgtggaagag actgetaatt 4320 

gecagaegga gteggaaagg attttttget cagattgtct tgccagctgt gtttgtctgc 4380 

attgeccttg tgttcagcct gategtgeca ccctttggca agtaccccag cctggaactt 4440 

cagccctgga tgtacaacga acagtacaca tttgtcagca atgatgetec tgaggacacg 4500 

ggaaccctgg aactcttaaa cgccctcacc aaagaccctg gettegggae ccgctgtatg 4560 

gaaggaaacc caatcccaga cacgccctgc caggcagggg aggaagagtg gaccactgcc 4620 

ccagttcccc agaccatcat ggacctcttc cagaatggga actggacaat gcagaaccct 4680 

tcacctgcat gccagtgtag cagegacaaa atcaagaaga tgctgcctgt gtgtccccca 4740 

ggggcagggg ggctgcctcc tccacaaaga aaacaaaaca ctgeagatat ccttcaggac 4800 

ctgacaggaa gaaacatttc ggattatctg gtgaagacgt atgtgcagat catagecaaa 4860 

agcttaaaga acaagatctg ggtgaatgag tttaggtatg geggctttte cctgggtgtc 4920 

agtaatactc aagcacttcc tccgagtcaa gaagttaatg atgccaccaa acaaatgaag 4980 

aaacacctaa agctggccaa ggacagttct gcagatcgat ttctcaacag cttgggaaga 5040 

tttatgacag gactggacac cagaaataat gtcaaggtgt ggttcaataa caagggctgg 5100 

catgeaatea gctctttcct gaatgtcatc aacaatgeca ttctccgggc caacctgcaa 5160 

aagggagaga accctagcca ttatggaatt actgetttea atcatcccct gaatctcacc 5220 

aagcagcagc tctcagaggt ggctccgatg accacatcag tggatgtcct tgtgtccatc 5280 

tgtgtcatct ttgcaatgtc cttcgtccca gecagctttg tegtattect gatccaggag 5340 

egggtcagea aagcaaaaca cctgcagttc atcagtggag tgaagcctgt catctactgg 5400 

ctctctaatt ttgtctggga tatgtgcaat tacgttgtcc ctgccacact ggtcattatc 5460 

atcttcatct gcttccagca gaagtcctat gtgtcctcca ccaatctgcc tgtgctagcc 5520 

cttctacttt tgctgtatgg gtggtcaatc acacctctca tgtacccagc ctcctttgtg 5580 

ttcaagatcc ccagcacagc ctatgtggtg ctcaccagcg tgaacctctt cattggcatt 5640 

aatggcagcg tggccacctt tgtgctggag ctgttcaccg acaataagct gaataatatc 5700 

aatgatatcc tgaagtccgt gttcttgatc ttcccacatt tttgcctggg acgagggctc 5760 

atcgacatgg tgaaaaacca ggcaatggct gatgecctgg aaaggtttgg ggagaatege 5820 

tttgtgtcac cattatcttg ggacttggtg ggacgaaacc tcttcgccat ggccgtggaa 5880 
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caataaacct gaggccagct tagagaggca gtgcgtaaac cttgaaaatg aaaaaggaac 900 

aaaaccccct cttcaagagg caggctccaa gaaaggtaga gaatcagttc ctactaaacc 960 

taccccagga gagagacgtt atatatgtgc tgaatgtggc aaagccttta gtaatagctc 1020 

aaatctcacc aaacacagga gaacacacac tggggagaaa ccttacgtgt gcaccaagtg 1080 

tgggaaagct ttcagccaca gctcaaacct caccctccac tacagaacac acttggtgga 1140 

ccggccctat gactgtaagt gtggaaaagc ttttgggcag agctcagacc ttcttaaaca 1200 

tcagagaatg cacacagaag aggcgccata tcagtgcaaa gattgtggca aggctttcag 1260 

cgggaaaggc agcctcattc gtcactatcg gatccacact ggggagaagc cttatcagtg 1320 

taacgaatgt gggaagagct tcagtcagca tgcgggcctc agctcccacc agagactcca 1380 

caccggagag aagccatata agtgtaagga gtgtgggaaa gccttcaacc acagctccaa 1440 

cttcaataaa caccacagaa tccacaccgg ggaaaagccc tactggtgtc atcactgtgg 1500 

aaagaccttc tgtagcaagt ccaatctttc caaacatcag cgagtccaca ctggagaggg 1560 

agaagcaccg taactttcaa gcgctcctgt tgttgtcgtt gttttaaact ttagaatctg 1620 

aaaaccagaa agaagtcttg tcattgcagc agcatcgatt ccggtgatag agtttgtatc 1680 

actcaacatc aggggatgcc tgaggagtgc gagctccaca gcaacatggc aggcaggagg 1740 

tcctcagaag gtgtcaggag gttccacact cgccagttca ctggagcaga gtcccttcgc 1800 

cacacttagg gtcccaggac atggccatag ggtgagtctg ttcccactgg gcccactgag 1860 

atggatttgg gccaggactc catttatcag ctgacctgtg tctggagggc aatggntcat 1920 

cactctgcta tcttctcctg gagtttacac aagcccttca gagtgtaaac accgatgtgg 1980 

attcaatccc actttcggag agaggatc 2008 



<210> 976 

<211> 7086 

<212> DNA 

<213> Homo sapiens 



<400> 
tttcgtgtga 
gcagggcagg 
ttgttttttc 
aaagagacgc 
gagctctggc 
aacatggctt 
agacaaacat 
atctctgttc 
gccatgccct 
ccctgtttcc 
tccattgtgg 
accagcatga 
tcaaacttga 
cacaacctct 
cacaaggtat 
tcagaagaga 
gagaaactgg 
ctgagaacac 
acattgctgc 
gacatgcgac 
atcbaccagg 
aagbctctca 
gaggaagatg 
aagaatttgg 
gttgggaaga 
aacaagacct 
agccccaaga 
ttggacagca 
gcccaagaca 
tctgtgtaca 
cgcttcatgg 
atcaacaagt 
ggaattactc 
attgacaatg 



976 

gtggggccgg 

gcggggagct 

cccggttctg 

aaacacaaaa 

cgctgccttc 

gttggcctca 

gtcagctgct 

ggctgagcta 

ctgcaggaac 

gttacccgac 

ctcgcctgtt 

aggacatgcg 

agcttcaaga 

ctctcccaaa 

ttttgcaagg 

tgattcaact 

ctgcagcaga 

taaactctac 

atagtcttgg 

aggaggtgat 

ctgtgtctcg 

actggtatga 

ctgaaacctt 

agtctagtcc 

tcctgtatac 

tccaggaact 

tctggacctt 

gggacaatga 

tcgtggcgtt 

cctggagaga 

agtgtgtcaa 

ccatggagct 

caggcagcat 

tggagaggac 



gacccgcaga 

ccgcgcacca 

ttttctcccc 

gtggaaaaca 

cagggctccc 

gctgaggttg 

gctggaagtg 

cccaccctat 

acttccttgg 

tcctggggag 

ctcagatgct 

caaagttctg 

tttcctggtg 

gtctactgtg 

ctaccagtta 

tggtgaccaa 

gcgagtactt 

atctcccttc 

gactctggcc 

gtttctgacc 

tattgtctgc 

ggacaacaac 

ctatgacaac 

tctttcccgc 

acctgacact 

ggctgtgttc 

catggagaac 

ccacttttgg 

tttggccaag 

agctttcaac 

cctgaacaag 

gctggatgag 

tgagctgccc 

aaataaaatc 



gccgagccga 

acagagccgg 

ttctccggaa 

gttaatgacc 

gagocacacg 

ctgctgtgga 

gcctggcctc 

gaacaacatg 

gttcagggga 

gctcccggag 

cggaggcttc 

agaacattac 

gacaatgaaa 

gacaagatgc 

catttgacaa 

gaagtttctg 

cgttccaaca 

ccgagcaagg 

caggagctgt 

aatgtgaaca 

gggcatcccg 

tacaaagccc 

tctacaactc 

attatctgga 

ccagccacaa 

catgatctgg 

agccaagaaa 

gaacagcagt 

cacccagagg 

gagactaacc 

ctagaaccca 

aggaagttct 

catcatgtca 

aaggatgggt 



cccttctctc 
ttctcagggc 
ggcttgtcaa 
agccacggcg 
ctgggggtgc 
agaacctcac 
tatttatctt 
aatgccattt 
ttatctgtaa 
ttgttggaaa 
ttttatacag 
agcagatcaa 
ccttctctgg 
tgagggctga 
gtctgtgcaa 
agctttgtgg 
tggacatcct 
agctggccga 
tcagcatgag 
gctccagctc 
agggaggggg 
tctttggagg 
cttactgcaa 
aagctctgaa 
ggcaggtcat 
aaggcatgtg 
tggaccttgt 
tggatggctt 
atgtccagtc 
aggcaatccg 
tagcaacaga 

gggctggtat 
agtacaagat 
actgggaccc 



ccgggctgcg 
gctttgctcc 
ggggtaggag 
tccctgctgt 
tggctgaggg 
tttcagaaga 
cctgatcctg 
tccaaataaa 
tgccaacaac 
ctttaacaaa 
ccagaaagac 
gaaatccagc 
gttcctgtat 
tgtcattctc 
tggatcaaaa 
cctaccaagg 
gaagccaatc 
agccacaaaa 
aagctggagt 
ctccacccaa 
gctgaagatc 
caatggcact 
tgatttgatg 
gccgctgctc 
ggctgaggtg 
ggaggaactc 
ccggatgctg 
agattggaca 
cagtaatggt 
gaccatatct 
agtctggctc 
tgtgttcact 
ccgaatgggc 
tggtcctcga 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 % 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
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taggagatat accaataaca gtaataatta tttaaaaaac cacacacacc agaaaaacaa 4740 

aagacagcag aaaataacca ggtattctta gagctataga tttttggtca cttgctttta 4800 

tagactattt taatactcag cactagaggg agggaggggg agggaggagg gagcaggcag 4860 

gtcccaaatg caaaagccag agaaaggcag atggggtctc cggggctggg caggggtggg 4920 

agtggccagt gttggcggtt cttagagcag atgtgtcatt gtgttcattt agagaaacag 4980 

ctgccatcag cccgttagct gtaacttgga gctccactct gcccccagaa aggggctgcc 5040 

ctggggtgtg ccctggggag cctcagaagc ctgcgacctt gggagaaaag ggccagggcc 5100 

ctgagggcct agcatttttt ctactgtaaa cgtagcaaga tctgtatatg aatatgtata 51S0 

tgtatatgta tgtaagatgt gtatatgtat agctatgtag cgctctgtag agccatgtag 5220 

atagccactc acatgtgcgc acacgtgtgc ggtctagttt aatcccactg ttgacaggat 52 BO 

gcccaggtca ccttacaccc agcaacccgc cttggcccgc aggctgtgca cttgattggt 5340 

ctagggacgt tctctctcca gtcctcaagg aagaggaccc caagacttcg cagcaggccc 5400 

cetctctccc catctctggt ctcaaagcca gtcccagcct gacctctcac cacacggaag 5460 

tggaagactc ccctttccta gggcctcaag cacacaccg 5499 



<210> 974 
<211> 658 
<212> DNA 
<213> Homo sapiens 



<400> 974 

ttttttttgc aatgctcagt atctatttat taaatgaatg cacaattgaa agagtgaaga 60 

ttgaatgtct agatatttgt tcctctaacc cacaagctca catgcagcag agcacacgaa 120 

tgtgtgtgtg ccaaggcccc agaggctgga tgcccacata tgtgctgatg catgtgccct 180 

agggagtccc tcttggttaa catctgttta aaatctctgt cttcttcttg atagagaaac 240 

agcatggttt cctagactga attgaagaat gaaggtgaga gtacaaacag tgggagagac 300 

gtttcctcag ctgtcagaac aggaacgacc tgggttatgg gaagcccaga aagggaggag 360 

gacttctttt ggtcccagtg aaagatgctt ccagaatctg tagccttact tatttgcttg 420 

gatctcactg gaataacttg gtggtgaggt caccggttct ggggtgatca ctgggtttgc 480 

tgcatagatg tttggataga tgacactcac attgcttgat tgacagcaga ccaactggca 540 

gccaaagtgg gaagatgcgc atgcgatgcc aaactccagg aggcagaaga ccagcagcac 600 

gccagaaatc gccattccag ggttcacacc ccaggcgtaa ggataatagt cggggtag 658 



<210> 975 

<211> 2008 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feattire 
<222> (1) . . . (2008) 
<223> n « a,t,c or g 



<400> 975 

cggaatttcc gggtcgacga tttcgtcccg gtacccggag cggctctgat tcatggttta 60 

acttgtggcc ctaaagaact ggaaacccaa aggaacgaat attcctgccc cacagagtcc 120 

cgtctttggt gaggotgttt ctggagttta catgatgacc aaggtactag gcatggcccc 180 

agttctgggc cctaggcctc cacaggagca agtggggcct ctgatggtaa aagtcgagga 240 

gaaagaagag aaaggcaagt accttcctag cctggagatg ttccgccagc gcttcaggca 300 

gtttgggtac catgataccc ctggaccccg agaggccctg agccaactcc gggtgctctg 360 

ctgtgagtgg ctgaggcccg agatccacac caaggagcag atcctggagc tactggtgct 420 

ggagcagttc ctgaccatcc tgccccagga gctccaggcc tgggtgcagg agcattgccc 480 

ggagagcgct gaagaggctg tcactctcct cgaagatctg gagcgggaac tggatgagcc 540 

aggacaccag gtctcaactc ctccaaacga acagaaaccg gtgtgggaga agatatcctc 600 

ctcaggaact gcaaaggaat ccccgagcag catgcagcca cagcccttgg agaccagtca 660 

caaatacgag tcttgggggc ccctgtacat ccaagagtct ggtgaggagc aggagttcgc 720 

tcaagatcca agaaaggtcc gagattgcag attgagtacc cagcacgagg aatcagcaga 780 

tgagcagaaa ggttctgaag cagaggggct caaaggggat ataatttctg tgattatcgc 840 
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ggcgcgcagc ctgcccaagc atgggcgcct gaggctgccc ccacgccggc ggcaaaggac 900 
gcgtccccac gggcggactg accggcggge ggacctggag cccgtccgcg gcgccgcgct 960 

cctgcccccg gcccggtccg accccggccc ctggcgccat ggacaagctg ccgccgtcca 1020 

tgcgcaagcg gctctacagc ctcccgcagc aggtgggggc caaggcgtgg atcatggacg 108 0 

aggaagagga cgccgaggag gagggggccg ggggccgcca agaccccagc cgcaggagca 1140 

tccggctgcg gccactgccc tcgccctccc cctcggcggc cgcgggtggc acggagtccc 1200 

ggagctcggc cctcggggca gcggacagcg aagggccggc ccgcggcgcg ggcaagtcca 1260 

gcacgaacgg cgactgcagg cgcttccgcg ggagcctggc ctcgctgggc agccggggcg 1320 

gcggcagcgg cggcacgggg agcggcagca gtcacggaca cctgcatgac tccgcggagg 1380 

agcggcggct catcgccgag ggcgacgcgt cccccggcga ggacaggacg cccccaggcc 1440 

tggcggccga gcccgagcgc cccggcgcct cggcgcagcc cgcagcctcg ccgccgccgc 1500 

cccagcagcc accgcagccg gcctccgcct cctgcgagca gccctcggtg gacaccgcta 1560 

tcaaagtgga gggaggcgcg gctgccggcg accagatcct cccggaggcc gaggtgcgcc 162 0 

tgggccaggc cggcttcatg cagcgccagt tcggggccat gctccaaccc ggggtcaaca 1680 

aattctccct aaggatgttc ggcagccaga aagccgtgga gcgcgaacag gagagggtca 1740 

agtcggccgg attttggatt atccacccct acagtgactt cagattttac tgggacctga 1800 

ccatgctgct gctgatggtg ggaaacctga ttatcattcc tgtgggcatc accttcttca 1860 

aggatgagaa caccacaccc tggattgtct tcaatgtggt gtcagacaca ttcttcctca 1920 

tcgacttggt cctcaacttc cgcacaggga tcgtggtgga ggacaacaca gagatcatcc 198 0 

tggacccgca gcggattaaa atgaagtacc tgaaaagctg gttcatggta gatttcattt 2040 

cctccatccc 9gtggactac atcttcctca ttgtggagac acgcatcgac tcggaggtct 2100 

acaagactgc ccgggccctg cgcattgtcc gcttcacgaa gatcctcagc ctcttacgcc 2160 

tgttacgcct ctcccgcctc attcgatata ttcaccagtg ggaagagatc ttccacatga 2220 

cctacgacct ggccagcgcc gtggtgcgca tcgtgaacct catcggcatg atgctcctgc 2280 

tctgccactg ggacggctgc ctgcagttcc tggtacccat gctacaggac ttccctgacg 2340 

actgctgggt gtccatcaac aacatggtga acaactcctg ggggaagcag tactcetacg 2400 

cgctcttcaa ggccatgagc cacatgctgt gcatcggcta cgggcggcag gcgcccgtgg 2460 

gcatgtccga cgtctggctc accatgctca gcatgatcgt gggtgccacc tgctacgcca 2520 

tgttcattgg ccacgccact gccctcatcc agtccctgga ctcctcccgg cgccagtacc 258 0 

aggaaaagta caagcaggtg gagcagtaca tgtcctttca caagctcccg cccgacaccc 2640 

ggcagcgcat ccacgactac tacgagcacc gctaccaggg caagatgttc gacgaggaga 2700 

gcatcctggg cgagctaagc gagcccctgc gggaggagat catcaacttt aactgtcgga 2760 

agctggtggc ctccatgcca ctgtttgcca atgcggaccc caacttcgtg acgtccatgc 2820 

tgaccaagct gcgtttcgag gtcttccagc ctggggacta catcatccgg gaaggcacca 2880 

ttggcaagaa gatgtacttc atocagcatg gcgtggtcag cgtgctcacc aagggcaaca 2940 

aggagaccaa gctggccgac ggctcctact ttggagagat ctgcctgctg acccggggcc 3000 

ggcgcacagc cagcgtgagg gccgacacct actgccgcct ctactcgctg agcgtggaca 3060 

acttcaatga ggtgctggag gagtacccca tgatgcgaag ggccttcgag accgtggcgc 3120 

tggaccgcct ggaccgcatt ggcaagaaga actccatcct cctccacaaa gtccagcacg 3180 

acctcaactc cggcgtcttc aactaccagg agaatgagat catccagcag attgtgcagc 3240 

atgaccggga gatggcccac tgcgcgcacc gcgtccaggc tgctgcctct gccaccccaa 33 00 

cccccacgcc cgtcatctgg accccgctga tccaggcacc actgcaggct gccgctgcca 3360 

ccacttctgt ggccatagcc ctcacccacc accctcgcct gcctgctgcc atcttccgcc 3420 

ctcccccagg atctgggctg ggcaacctcg gtgccgggca gacgccaagg cacctgaaac 3480 

ggctgcagtc cctgatccct tctgcgctgg gctccgcctc gcccgccagc agcccgtccc 3540 

aggtggacac accgtcttca tcctccttcc acatccaaca gctggctgga ttctctgccc 3600 

ccgctggact gagcccactc ctgccctcat ccagctcctc cccacccccc ggggcctgtg 3660 

gctccccctc ggctcccaca ccatcagctg gcgtagccgc caccaccata gccgggtttg 3720 

gccacttcea caaggcgctg ggtggctccc tgtcctcctc cgactctccc ctgctcaccc 3780 

cgctgcagcc aggcgcccgc tccccgcagg ctgcccagcc atctcccgcg ccacccgggg 3840 

cccggggagg cctgggactc ccggagcact tcctgccacc cccaccctca tccagatccc 3900 

cgtcatctag ccccgggcag ctgggccagc ctcccgggga gttgtcccta ggtctggcca 3960 

ctggcccact gagcacgcca gagacacccc cacggcagcc tgagccgccg tcccttgtgg 4020 

caggggcctc tgggggggct tcccctgtag gctttactcc ccgaggaggt ctcagccccc 4080 

ctggccacag cccaggcccc ccaagaacct tcccgagtgc cccgccccgg gcctctggct 4140 

cccacggatc cttgctcctg ccacctgcat ccagcccccc accaccccag gtcccccagc 4200 

gccggggcac acccccgctc acccccggcc gcctcaccca ggacctcaag ctcatctccg 4260 

cgtctcagcc agccctgcct caggacgggg cgcagactct ccgcagagcc tccccgcact 4320 

cctcagggga gtccatggct gccttcccgc tcttccccag ggctgggggt ggcagcgggg 4380 

gcagtgggag cagcgggggc ctcggtcccc ctgggaggcc ctatggtgcc atccccggcc 4440 

agcacgtcac tctgcctcgg aagacatcct caggttcttt gccaccccct ctgtctttgt 4500 

ttggggcaag agccacctct tctggggggc cccctctgac tgctggaccc cagagggaac 456 0 

ctggggccag gcctgagcca gtgcgctcca aactgccatc caatctatga gctgggccct 462 0 

tccttccctc ttctttcttc ttttctctcc cttccttctt ccttcaggtt taactgtgat 4680 
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ccgacagccc acgacagcca ggactgccct ccccacccca ccccacccca ggagcacggc 4260 

acacagttca gcctctgagc tggctcacac gtgccatccc cacccpggtg ctccagggaa 4320 

ggaggacacg gacccgacgt gggaggtcct caggcagcag tggcgcctgg tgtcaggtct 4380 

gtctggctga gtcccgggcg tcccctgcca tggcctgtgc cttgcatgga ggcggcggtg 4440 

gcactgaaga gatagctttc aagggcccaa cactttgcac ttcggctggc tgtgagtttc 4500 

tgctttgtag gttgtggtca catttgcagg ctgogggcag tggcaccgac ttgggcctcc 4560 

ctttctatgt ggcatattta tttatttaaa caccccaggg agttacgtgg taacaaggtt 4620 

gtccataaag aggttgcttc tatatactag aggccccaga tggccaggcc ttgggctacg 468 0 

tctggcttgc atggtctccc aagggaatca gccccatcaa caaagttcaa atcggggcag 4740 

aggctgcact tgtgccccca gatgtttctg aggagccaga ctagggctgg cattgctgta 4800 

gagtgacggc tgctgcccag agcgbgtccc agacatcaca gcggggctca gcagttccca 4860 

cagcctctgc ctgccttggc taagcatgag ttaagcagca aaacgctcct ccatgtctgg 4920 

atggggccgg caggtcctgt gtcccctgca cctggaggag agcaggctag aggcacagcg 4980 

gccacatggt gctggctctg aacgttggtt ggtggctgga aaacagccct gcttctgagg 5040 

gccgctcagt tctgcacacg aaaccacctc ctgagggctc agctctgccc ccgccctggg 5100 

ctgcagcctc tgcacgcaag caccaggcat cctttgtgtt gtcaactccg tgtaaccagt 5160 

aactacagcc atttacaatt gactccgttt ccttttgtag gtttccctgt ctgtctgtgt 5220 

tagtagaaaa ataaaatcct atgaaatctg aaaaaaaaaa a 5261 



<210> 972 
<211> 699 
<212> DNA 
<213> Homo sapiens 



<400> 972 

tttttttttt ttgatagtaa gtggaattta tttataagac aatgcatata tctatgtgga 60 

attaggaagc atttcccatt cttattcata aaattattac ttaaaattgc aaaagtagat 12 0 

ttacagaggc acaggtaaca aaacaggaaa tgaaatgttc cagacattcc gaaaagttcg 18 0 

aaagaaacac accctagcct caaaatctcc ggttaaaccg tggttgcaca acaggttcta 240 

tttattcctg cattttctca ataagttctt ctttatattt gcctttctct tttccaactt 300 

gtcgagactt ggctttgcgt tcaagaattt ttttccgatc cttgtccagt tttagcctgg 360 

tgataaccac cttgcttggg tgaatgccca cgtggacagt tgtgccgttg gccttctcac 420 

gctgcacccg ctcgatgtag atgacatatt tctttctgta cacctggact accttgccaa 480 

tttgctgacc tttgtagtgt cctcgaacta cctggacctc gtcgtccttg cggatgggca 54 0 

tggagcggac attgtacttc tgccgcagct ccttggagag cggggatgac atgatcttcc 600 

tgcgcacgtg tgagggggca ttgaagtgac gtttgcggtt tttactgcgg tccgaggtaa 660 

cgaagggatt gaacttcatg gtgaccctfcc ggctcgtgc 699 



<210> 973 

<211> 5499 

<212> DNA 

<213> Homo sapiens 



<400> 973 

tcgacaaaaa tgccagggaa aggcgagccc agagcttggt gatggagaaa ttgggaagcc 60 

accccccacc cttcaatctt aggatgggga attcgcaact gaagccggag cttcagactt 120 

ggggcgcact cccagcttag cccaggaaag agatttaagg gcgcagcagt gtggatacct 180 

ctcaccccgg ccccgaaggt ctagcgaggg tctaacctgg gccccttgcc aggcccgccc 240 

cccgcccctt tccagccccc ggcccgtgcg ccgctgcccc tttaagaagc ccaggtaggc 300 

aggcccggct gctggagccg ctcctatggc aacccgcgag ctgcggcggc ttcatgaata 360 

ttccggggcg" cgggagcccg agcgctgccg gagggcgctt cgggggaggc ggccgctgat 420 

gtaagcccgg cgggtcgctg ggctccgctc ggttgcggcg ggagccccgg gacgggccgg 480 

acgggccggg gcagaggagg cgaggcgagc tcgcgggtgg ccagccacaa agcccgggcg 540 

gcgagacaga cggacagcca gccctcccgc gggacgcacg cccgggaccc gcgcgggccg 600 

tgcgctctgc actccggagc ggttccctga gcgccgcggc cgcagagcct ctccggccgg 660 

cgcccattgt tccccgcggg ggcggggcgc ctggagccgg gcggcgcgcc gcgcccctga 720 

acgccagagg gagggaggga ggcaagaagg gagcgcgggg tccccgcgcc cagccgggcc 780 

cgggaggagg tgtagcgcgg cgagcccggg gactcggagc gggactagga tcctccccgc 840 
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ccaaggctcc gcgcatgggc accttcatcg gcgtctacct gccgtgcctg cagaacatcc 420 

tgggcgtcat cctcttcctg cgcctgacgt ggatcgtggg ggtggctggt gtcctggagt 480 

ccttcctcat cgtggccatg tgctgcacat gtacaatgct gaccgccatt tccatgagtg 540 

cgatcgctac caacggtgtg gtcccagctg gcgggtccta ctacatgata tcgcgctcgc €00 

tgggacccga gtttggaggc gctgtcggcc tctgcttcta cctgggcacg acgtttgcag 660 

gggccatgta tattttgggg accatcgaga tttttctgac gtacatctcc ccgggtgcgg 720 

ccatcttcca ggcggaggct gcaggtggcg aggcggccgc catgctgcac aacatgcgtg 780 

tgtacggcac gtgcacgctc gtgctcatgg ccctggtggt cttcgtgggc gtcaagtatg 840 

tcaacaagct ggcgctggtc ttcctggcct gcgtcgtgct gtccatcctg gccatctatg 900 

ccggcgtcat caagtctgcc ttcgaccccc cggacatccc ggtctgcctc ctggggaacc 960 

gcacgctgtc acggcgcagc ttcgatgcct gcgtcaaggc ctacggcatc cacaacaact 1020 

cagccacctc cgcgctctgg ggcctcttct gcaacggctc ccagcccagc gccgcctgtg 1080 

acgagtactt catccagaac aacgtcaccg aaatccaggg catcccgggc gcggccagtg 1140 

gtgtcttcct ggagaacctg cggagtacgt acgcgcacgc gggggcgttt gtggagaaga 1200 

aaggtgtgcc ctcggtgccc gtggcagagg agagccgtgc cagcacactg ccctacgtgc 1260 

tcaccgacat cgcggcctcc ttcaccctgc tggttggcat ctacttccct tccgtgaccg 1320 

gtatcatggc gggttcaaac cggtccgggg acctcaagga tgcacagaag tccatcccca 13 80 

cggggaccat cctggccata gtgacgacgt ctttcatcta tctctcctgc attgtgctgt 1440 

ttggggcctg cattgaaggc gtggtcttac gagataagtt cggggaggcc ctgcagggga 1500 

acctggtcat cggcatgctg gcctggccct ccccctgggt catcgtcatc ggctccttct 1560 

tctccacctg cggtgccggc ctgcagaccc tcacgggggc accgcgccta ctgcaggcca 1620 

ttgcccgtga cggcatcgtc cccttcctgc aggtgtttgg ccacgggaag gccaacgggg 1680 

agcccacgtg ggcgctgctg ctgacagtcc tcatctgcga gactggcatc ctcatcgcct 1740 

ctctggacag cgtggccccg atcctctcca tgttcttcct catgtgctac ctgttcgtga 1800 

acctggcctg cgccgtgcag accctgctac gtacccccaa ctggcgtcca cgcttcaagt 1860 

tctaccactg gaccctgtcc tttctgggta tgagcctgtg cctggcgctg atgctcatct 1920 

gctcctggta ctacgcgctg tccgccatgc tcatcgctgg ctgcatctac aagtacatcg 198 0 

agtaccgcgg ggccgagaag gagtggggcg atggcatccg tggcctatcc ctgaacgccg 2040 

cccgctacgc cctgctgcgc gtggagcacg gtccccccca caccaagaac tggaggcccc 2100 

aggtgctggt gatgctgaac ctggacgcgg agcaggccat gaagcacccc cgcctgctgt 2160 

ccttcacgtc gcagctgaag gccggcaagg gcctgaccat cgtgggctcg gtgctggagg 222.0 

ggacgtacct ggacaagcac atggaggctc agcgggccga ggagaacata cggtccctaa 2280 

tgagcacaga gaagaccaag ggcttctgcc agctggtggt ctcgtccagc ctgcgggatg 2340 

gcatgtccca cctgatccag tcggccggcc tgggcggcct gaagcacaac acggtgctca 2400 

tggcctggcc cgcatcctgg aagcaggagg acaaeccctt ctcctggaag aactttgtag 2460 

acaccgtccg cgacaccacc gccgcgcacc aggctctgct ggtggccaag aacgtcgact 2520 

cgtttccgca aaaccaggag cgcttcggcg ggggccacat cgacgtgtgg tggatcgtgc 2580 

acgacggcgg catgctcatg ctgcbgccct tcctgctgcg ccagcacaag gtgtggagga 2640 

agtgccggat gcgtatcttc accgtggccc aggtggacga caacagcatc cagatgaaga 27 00 

aggacctgca gatgttcttg taecacttgc gcatcagcgc cgaggtggag gtggtggaga 2760 

tggttgaaaa cgacatatct gctttcacct acgagaggac actaatgatg gagcagaggt 2820 

cgcagatgct gaagcagatg cagctgtcca agaacgagca ggagcgagag gcccagctga 288 0 

tccacgacag gaacaccgcg tcccacaccg cggcggcagc caggacccaa gcgccgccta 2940 

cgccagacaa ggtgcagatg acctggacca gggagaagct gatcgctgag aagtacagga 3000 

gcagagacac cagcctatct ggtttcaaag acctcttcag catgaagccg gaccagtcca 3060 

acgtcaggcg gatgcacacg gctgtgaagc tcaatggcgt cgtcctcaac aagtcccagg 3120 

atgcgcagct ggtcctgctc aacatgccag gtcctcccaa aaaccggcag ggagacgaga 318 0 

actacatgga gtttcttgaa gtcctgaccg aggggctgaa cagagtcctc ctggtcaggg 3240 

gtggcggccg ggaggtgatc accatctact cctaatgcco aacagcatca cggcactctg 3300 

ggacaggcac ggaggacggc gtgggcagcc tgggcctggg cttggcccag ggaaacagac 3360 

ggcagacaca cctgtccccc agtgatgcca cccaagctgc ccatggggct tcctacggaa 3420 

gtttctaggc ccgtcaccta gggctctcct gttcagcctt aacaggctca gcaaatcagg 3480 

gcgtggctgg acgatttcct tgcatctgag ggcagacgct gctaccggag tgacctggac 3540 

gtggccagat cttctcgcag gtcacaagaa gccagtgagc ccttgccttg gtttctggaa 3600 

gttcttttcc ttggctggat ttacccagtg gttaggttgc atttctaccc catccagaac 3660 

attcttggaa gagcacccgg agctgaagct gtccctgatg atgaaggtga aacgtcagcc 3720 

ctggccatgg ctccgctcag ggccccggtc acctccgagt cactctgttc cttgactgtc 3780 

tttgtgtttc tgtacctcaa ggcactgaag ctggaggact ctgtccatgc ccgtgtcacc 3B40 

ctcgtgtggg agcctctggg ctcggcaggt ccacatttca tgagctgagg cgtgggccag 3900 

ggccatctgg aaagggaact cggcttttcc agaacgtggt ggatcatctg tcgggtgtgt 3960 

ggtgaacacg ttcagttcat cagggcctac gctccgggaa ggggccccca gctgtggctc 4020 

tgccatgccg ggctgtgttt gcagctgtcc gagtctccat ccacctttag aaaaccagcc 4080 

acttcttttc ataagcactg acagggccca gcccacagcc acaggtgcga tcagtgcctc 4140 

acgcaggcaa atgcactgaa acccaggggc acacgcgcgc agagtgaaca gtgagttccc 4200 
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<400> 370 

gtatacttgt aactatcaaa atgaatagtt catttttgat agatttgttg tgcagccatt 50 

atgaattaaa tggtttatta ggagtttgac taaattttta tttttagtgt gtatagcatg 120 

aatactacca aaggagacga caaacttgca gcttaaaatg ggcaccagtt cccacactgg 180 

cttaatttat ataactgctt ggctgtattg cgggtaataa tattagaagc aagaagcact 240 

tcatttttaa aagagatgtt actataatat tgcttaaatg ctttagcact tggacttctt 3 00 

gagatgcaga tgtgtgattt ggagtgctgg cttatttaaa ggtcaagcca aggagtttgt 3 50 

ggttcagcca caactactgt ttcctaagac tattgatgtg aaggacttag tgaagtaatt 420 

tttatattct gggcttccca gcaagatgtc ctttttatga ctgccatgct tcttttggac 4 BO 

tcagtaaata tttgtaatgt tagaaaagtc tcattatttt tataaaatgc atgacatttt 540 

aagtatgtgt tgcataaaat ggattatagc agttctcatg gtttaggatt tttaagaaat 600 

agtccattta atttcagctt aaccttttaa atgatctgta aaatttcttt gatagtttag 660 

gaatgttgtg gggagggttc attaataaaa gttcagcaat tttttaactg aaatagttta 720 

tctcttttac ctagtcacaa aaaaggtatg taaacaaggc cattatatgt gtttattgct 780 

ctttatttcc ctatctagat tttctaagta tcttagcttt cttaatataa gtttaacttg 840 

gtacttactg aaaatgcctt tttacccctg ttaacggtat tttgagcttt tgaaaagaac 900 

ttggttgaca ctgcttttat tgtggataaa ggagagatgg tcagtaatta atggcttgaa 960 

gtattattgg agtggtttat catttctgaa actaatcgtg tcagaattga ctttgaaaag 1020 

cattgctttt tacagaaata tattaacttt ttaggagtaa tttctagttt ggattgtaat 1080 

atgaaataat ttaaaagggc ttcgctcata tataggaaaa tcgcatatgg tcctagtatt 1140 

aaattcttat tgcttactga tttttttgag ttaagagttg ttatatgcta gaatatgagg 12 00 

atgtgaatat aaataagaga agaaaaaaga ataaagtaga ttgagtctcc aattttatgt 12 60 

aagcttcaga agaactggtt tgtttacatg caagcttata grttgaaatat ttttcaggaa 1320 

ttacatgaat gacagtcttc gaaccaatgt gtttgttcga tttcaaccag agactatagc 1380 

atgtgcttgc atctaccttg cagctagagc acttcagatt ccgttgccaa ctcgtcccca . 1440 

ttggtttctt ctttttggta ctacagaaga ggaaatccag gaaatctgca tagaaacact 1500 

taggctttat accagaaaaa agccaaacta tgaattactg gaaaaagaag tagaaaaaag 1560 

aaaagtagcc ttacaagaag ccaaattaaa agcaaaggga ttgaatccgg atggaactcc 1620 

agccctttca accctgggtg gattttctcc agcctccaag ccatcatcac caagagaagt 1680 

aaaagctgaa gagaaatcac caatctccat taatgtgaag acagtcaaaa aagaacctga 1740 

ggatagacaa caggcttcca aaagccctta caatggtgta agaaaagaca gcaagagaag 18 00 

tagaaatagc agaagtgcaa gtcgatcgag gtcaagaaca cgatcacgtt ctagatcaca 1860 

tactccaaga agacactata ataataggcg gagtcgatct ggaacataca gctcgagatc 1920 

aagaagcagg tcccgcagtc acagtgaaag ccctcgaaga catcataatc atggttctcc 1980 

tcaccttaag gccaagcata ccagagatga tttaaaaagt tcaaacagac atggtcataa 2040 

aaggaaaaaa tctcgttctc gatctcagag caagtctcgg gatcactcag atgcagccaa 2100 

gaaacacagg catgaaaggg gacatcatag ggacaggcgt gaacgatctc gctcctttga 2160 

gaggtcccat aaaagcaagc accatggtgg cagtcgctca ggacatggca ggcacaggcg 2220 

ctgactttct cttcctttga gcctgcatca gttcttggtt ttgcctatct acagtgtgat 2280 

gtatggactc aatcaaaaac attaaacgca aactgattag gatttgattt cttgaaaccc 2340 

tctaggtctc tagaacactg aggacagttt cttttgaaaa gaactatgtt aatttttttg 2400 

cacattaaaa tgccctagca gtatctaatt aaaaaccatg gtcaggttca attgtacttt 2460 

attatagttg tgtattgttt attgctataa gaactggagc gtgaattctg taaaaatgta 2520 

tcttattttt atacagataa aattgcagac actgttctat ttaagtggtt atttgtttaa 2580 

atgatgggga atactttctt aacactggtt tgtctgcatg tgtaaagatt tttacaagga 2640 

aataaaatac aaatcttgtt ttttctaaaa aaaaaaaaaa g 2681 



<210> 971 
<211> 5261 
<212> DNA 

<213> Homo sapiens 



<400> 971 

gggactgtcg gctgcaggcg gccatgccca ccaacttcac cgtggtgccc gtggaggctc 60 

acgccgacgg cggcggggac gagactgccg agcggacgga ggctccgggc acccccgagg 120 

gccccgagcc cgagcgcccc agcccgggag atggaaatcc aagagaaaac agcccattcc 180 

tcaacaatgt cgaggtggaa caagagagct tctttgaagg gaagaacatg gcacttttcg 240 

aggaggagat ggacagtaac cccatggtgt cctcgctgct caacaagctg gccaactaca 300 

ccaacctgag ccagggcgtg gtggagcacg aggaggacga ggagagocgg cggcgggagg 360 
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tacaccatct tccagttcaa gaacaagaca ggccctcagc ctgtcaccta ctataagcgg 1920 

ccagtccagg aatgggtgtg agcagcccag agccctctct atceacttgg tctggccagc 1980 

caggcccttc ctcaccaggg tctgaggggc agctctggcc agtgctcacc agggccagca 2040 

gggccctagg ctggggtcgt acagctgaag ttgtgggtgc attggcctag gctgagcgtg 2100 

gggcagggaa ttatgggggc tgtgccgaga ggtgggtgtc tggcacccag ctgccagcct 2160 

tctgtcctgg gcaaactact ccctacttaa gggaataggc caggctccat ccggaggcag 2220 

ggaccatgcc aggaggagcc cctgtggtca cggcatcctg tggtgtccat gaggtaccac 228 0 

agctccactc ctggctggaa cccggcaccc tctgtgggaa gccagcacta gctctcatcc 2340 

cccatccggg agataccacc agtcctggtc cccttttgcc aacacctgct ggtcagatgt 2400 

ccccctaccc ccaccccact gtcctccaag gctacaggac ccctgcttct gacacagtga 24 SO 

gcaacaagcc tgggtttccc tgctggcaga cggcagatcc ctcaggaaac ctgctccact 252 0 

tgtcagggtc tcttcggaga cccaggattt agggtcacat gctgcaggca gggctgtggc 2580 

ccagctgggt ctgacaagga cccagctgtc acatcgtgaa tatttaaatg tcctgtcact 2640 

actgtcccat tttgcaaagg ctgcttgagg ctttaggtga actagaggtg actgtcttgg 2700 

tgatgaggcc agcatagcgg ccctccccca ggcgacaagg accaaggtgc tgctaaggcc 2760 

actctagcgc ccagacaccc cagtagctga gctctgctcc tatggctaca gagctggggc 282 0 

agaagctgac cccatttctg gaggaagatc cgagtttgtg accgtcctcc actcccctct 2880 

attgtcactg tccccagctt tgctgccagt ctgtcacttg cagcctggag ctcaacctca 2940 

ccatttaggt gaggcagaga tggctgcagg gccaacactg ggcagagcct gggagtcctt 3000 

cggaagggga ccagggcgtc tgaagtgctc agtgccccca ctactctgag gccgactcca 3060 

gctactctga ggccgactca atctctcggc tggaagcagt gttttcccag agcttggccc 3120 

ttgctgacct cgctcactgg gcccatcttc ccacactgct cttggaagga cacccctacc 3180 

ggtagcagcc ccaagctgag ggggctccct ttttgacctt cactggcccg cccttcactg 3240 

tctccagcag gagttcctag ggcttggcct gccttgctcc acagtacggc ggaggcagcc 3300 

ctgcttgtca ctgaggagcc ctagacaagg ccaatgggtt catcaatgcc cactggctct 3360 

ctgccaaagc caaaaaggtg tcaggcagtc tccagcgtgc tggccgggtc tcggatgcca 3420 

cccctgctca ctgagcctgc atgggccttg cccccgaccc tgtggtctct gggattgggg 3480 

tcggcttacc ctgtagcaca gacagggact cctgctgccc tgggagctgt ctcaagcaaa 3540 

atctcttgtc ccagaggtgc ccatgtgggt ccgctgtgtc ccctgtcatc atccttgttt 3600 

tttctcattt tggccaaggg caggctccct gggacaggca gggaacaact gcggagatat 3660 

tagtgattca taggtttgta cagtgtttta tactttgcaa agcactttat tagctcacac 3720 

ctgtccactc acatgaaact cgtgttaggc cctgggaggc cgacggtaac tctcaccgtg 3780 

ccctcagatg aagcacagag aggttgttac ttgcccgggc catccagtgg gctggctggg 3840 

tcttgtgtcc ccatctgtgg acccctctag ggtctgagat gagatgagaa gtgtctcctg 3900 

tatccacctc ttcctggcct cccttccccc acttcctggt ccctgtccac tcctcaggtt 3960 

ggtgctctca cttcttgaaa gctctaggca cccccgcctc ccgccaggct ccccgttggc 4020 

tcctggcagg ccagctgaga atgaacagga gatggaggca ggcagcccag gctgcagagg 4080 

tgagggatgt ggggccaggc ccagagggct cagcctagag gcttccaatc tcagattctc 4140 

ctgcctgtgg tcatctgttt gtccatcacc ccaggacagg gcagacagag gggcaaagca 4200 

ctgggggccc cagagcctag cttcccctca gcctggggga catcacagca tttcagtgtc 4260 

agtcacattt taaactgatc agcctttgta taatgttttt taaatcattt ctaaataaaa 4320 

cagaaataca gagtgtgtca tttccctggg atgagggaac aaagatcagg ttccaagagt 4380 

aaccttagga cgctctggga agagaaccgg gtcctttggg gtgtctggga gctgcccacc 4440 

catctcctct gccagaccgg cggtcagata gcctccctct acaacaggct ggccctgggg 4500 

gcccagggtt attggggttc caggaacaca gcctgatgat gcctccttac gatccaggat 4560 

ggagagcagc ccccccagga gtatggggag ggtcactgtg gcacgggctt ctccatgacc 4S20 

tgggacatga cctgggacac atagtcaaga gcacggttat cagcaataca gatattaata 4680 

aaaggcagac gaagtcagga ggtcagcaac tttgcgggct taccaggagg cctgtcctgc 4740 

ctctggaagc cagcgacaga gagggatgcc cccgacccag ccagccggag aaagggatgg 4B00 

ggtggtcacg aaggtctgag ctgggtctgg gtgtaggctg ggaagcaggc tggggtgtag 4860 

actgcgaagg cggccctgcc gggacttctt tccagtcccc ggogacctct tcgaattotc 4920 

tgctatctct ggggagcctc gggtgggagg gggtgtaaga gacgcaggga cgtggggaga 498 0 

ggagacaagg caggcaagaa ceacagggga cggcggacag acgggcgaca tcctgcggag 5040 

gacgccgtca gtaccaggaa gtgcaggcga tgaggaagcg cacgtcgtcc agcggccccc 5100 

acgggctggg ctcgggctcg ggctggggct ggggctgggg ctggggctgg ggctggggct 5160 

ggggcggatg ccggggctgt tccgggccct ccggcgccgc aggctggggc tggggctggg 5220 

gctgggtttg cgcaggctcc ggggcgccgc ggccgc 5256 



<210> 970 

<211> 2681 

<212> DNA 

<213> Homo sapiens 
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<210> 968 
<211> 600 
<212> DNA 
<213> Homo sapiens 

<220> 

<22l> mis cofeature 
<222> (1) . . . (600) 
<223> n - a,t,c or g 



<400> 968 

aatttcatcc tgcccacaca ctgcatatga gggaagcatg tctactttat ccaatttcac 60 

acagacgctg gaagacgtct tccgaaggat ttttattact tatatggaca attggcgcca 120 

gaacacaaca gctgagcaag aggccctcca agccaaagtt gatgctgaga acttctacta 180 

tgtcatcctg tacctcatgg tgatgattgg aatgttctct ttcatcatcg tggccatcct 240 

ggtgagcact gtgaaatcca agagacggga acactccaat gacccctacc accagtacat 300 

tgtagaggac tggcaggaaa agtacaagag ccaaatcttg aatctagaag aatcgaaggc 360 

caccatccat gagaacattg gtgcggctgg gttcaaaatg tccccctgat aagggagaaa 420 

ggcaccaagc taacatctga cgtccagaca tgaagagatg ccagtgccac gaggcaaatc 480 

caaattgtct ttgcttagaa gaaagtgagt tccttgctct ctgttgagaa ttttcatgga 540 

gattatgtgg ttggccaata aagatagatg acatttcaat ctcnnnnnan aaaaaaaaaa 600 



<210> 969 

<211> 5256 

<212> DNA 

<213> Homo sapiens 



<400> 969 

gggatgccga ggagccgggg cggccgcgcc gcgccggggc cgccgccgcc gccgccgccg 60 

ccgggccagg ccccgcgctg gagcogctgg cgggtccctg ggcggctgct gctgctgctg 120 

ctgcccgcgc tctgctgcct cccgggcgcc gcgcgggcgg cggcggcggc ggcgggggca 180 

gggaaccggg cagcggtggc ggtggcggtg gcgcgggcgg acgaggcgga ggcgcccttc . 240 

gccgggcaga actggttaaa gtcctatggc tatctgcttc cctatgactc acgggcatct 300 

gcgctgcact cagcgaaggc cttgcagtcg gcagtctcca ctatgcagca gttttacggg 360 

atcccggtca ccggtgtgtt ggatcagaca acgatcgagt ggatgaagaa accccgatgt 420 

ggtgtccctg atcaccccca cttaagccgt aggcggagaa acaagcgcta tgccctgact 480 

ggacagaagt ggaggcaaaa acacatcacc tacagcattc acaactatac cccaaaagtg 540 

ggtgagctag acacgcggaa agctattcgc caggctttcg atgtgtggca gaaggtgacc 600 

ccactgacct ttgaagaggt gccataccat gagatcaaaa gtgaccggaa ggaggcagac 660 

atcatgatct tttttgcttc tggtttccat ggcgacagct ccccatttga tggagaaggg 72 0 

ggattcctgg cccatgccta cttccctggc ccagggattg gaggagacac ccactttgac 780 

tccgatgagc catggacgct aggaaatgcc aaccatgacg ggaacgacct cttcctggtg 840 

gctgtgcatg agctgggcca cgcgctggga ctggagcact ccagcgaccc cagcgccatc 900 

atggcgccct tctaccagta catggagacg cacaacttca agctgcccca ggacgatctc 960 

cagggcatcc agaagatcta tggaccccca gccgagcctc tggagcccac aaggccactc 1020 

cctacactcc ccgtccgcag gatccactca ccatcggaga ggaaacacga gcgccagccc 1080 

aggccccctc ggccgcccct cggggaccgg ccatccacac caggcaccaa acccaacatc 1140 

tgtgacggca acttcaacac agtggccctc ttccggggcg agatgtttgt ctttaaggat 1200 

cgctggttct ggcgtctgcg caataaccga gtgcaggagg gctaccccat gcagatcgag 1260 

cagttctgga agggcctgcc tgcccgcatc gacgcagcct atgaaagggc cgatgggaga 1320 

tttgtcttct tcaaaggtga caagtattgg gtgtttaagg aggtgacggt ggagcctggg 1380 

tacccccaca gcctggggga gctgggcagc tgtttgcccc gtgaaggcat tgacacagct 1440 

ctgcgctggg aacctgtggg caagacctac tttttcaaag gcgagcggta ctggcgctac 1500 

agcgaggagc ggcgggccac ggaccctggc taccctaagc ccatcaccgt gtggaagggc 1560 

atcccacagg ctccccaagg agccttcatc agcaaggaag gatattacac ctatttctac 162 0 

aagggccggg actactggaa gtttgacaac cagaaactga gcgtggagcc aggctacccg 1680 

cgcaacatcc tgcgtgactg gatgggctgc aaccagaagg aggtggagcg gcggaaggag 1740 

cggcggctgc cccaggacga cgtggacatc atggtgacca tcaacgatgt gccgggctcc 1800 

gtgaacgccg tggccgtggt catcccctgc atcctgtccc tctgcatcct ggtgctggtc 1860 
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tcaaaacgga ggctgtgaac atatttgcaa aaagaggctt ggaactgctt ggtgttcgtg 2760 

tcgtgaaggt tttatgaaag cctcagatgg gaaaacgtgt ctggctctgg atggtcatca 2820 

gctgttggca ggtggtgaag ttgatctaaa gaaccaagta acaccattgg acatcttgtc 2880 

caagactaga gtgtcagaag ataacattac agaatctcaa cacatgctag tggctgaaat 2940 

•catggtgtca gatcaagatg actgtgctcc tgtgggatgc agcatgtatg ctcggtgtat 3000 

ttcagaggga gaggatgcca catgtcagtg tttgaaagga tttgctgggg atggaaaact 3060 

atgttctgat atagatgaat gtgagatggg tgtcccagtg tgcccccctg cctcctccaa 3120 

gtgcatcaac accgaaggtg gttatgtctg ccggtgctca gaaggctacc aaggagatgg 3180 

gattcactgt cttgatattg atgagtgcca actgggggtg cacagctgtg gagagaatgc 3240 

cagctgcaca aatacagagg gaggctatac ctgcatgtgt gctggacgcc tgtctgaacc 3300 

aggactgatt tgccctgact ctactccacc ccctcacctc agggaagatg accaccacta 3360 

ttccgtaaga aatagtgact ctgaatgtcc cctgtcccac gatgggtact gcctccatga 3420 

tggtgtgtgc atgtatattg aagcattgga caagtatgca tgcaactgtg ttgttggcta 3480 

catcggggag cgatgtcagt accgagacct gaagtggtgg gaactgcgcc acgctggcca 3540 

cgggcagcag cagaaggtca tcgtggtggc tgtctgcgtg gtggtgcttg tcatgctgct 3600 

cctcctgagc ctgtgggggg cccactacta caggactcag aagcbgctat cgaaaaaccc 3660 

aaagaatcct tatgaggagt cgagcagaga tgtgaggagt cgcaggcctg ctgacactga 3720 

ggatgggatg tcctcttgcc ctcaaccttg gtttgtggtt ataaaagaac accaagacct 378 0 

caagaatggg ggtcaaccag tggctggtga ggatggccag gcagcagatg ggtcaatgca 3840 

accaacttca tggaggcagg agccccagtt atgtggaatg ggcacagagc aaggctgctg 3900 

gattccagta tccagtgata agggctcctg tccccaggta atggagcgaa gctttcatat 3960 

gccctcctat gggacacaga cccttgaagg gggtgtcgag aagccccatt ctctcctatc 4020 

agctaaccca ttatggcaac aaagggccct ggacccacca caccaaatgg agctgactca 408 0 

gtgaaaactg gaattaaaag gaaagtcaag aagaatgaac tatgtcgatg cacagtatct 4140 

tttctttcaa aagtagagca aaactatagg ttttggttcc acaatctcta cgactaatca 4200 

cctactcaat gcctggagac agatacgtag ttgtgctttt gtttgctctt ttaagcagtc 4260 

tcactgcagt cttatttcca agtaagagta ctgggagaat cactaggtaa cttattagaa 432 0 

acccaaattg ggacaacagt gctttgtaaa ttgtgttgtc ttcagcagtc aatacaaata 4380 

gatttttgtt tttgttgttc ctgcagcccc agaagaaatt aggggttaaa gcagacagtc 4440 

acactggttt ggtcagttac aaagtaattt ctttgatctg gacagaacat ttatatcagt 4500 

ttcatgaaat gattggaata ttccaatccc attaagatac agtgtaggca tttaactcct 4560 

cattggcgtg gtccatgctg atgattttgc caaaatgagt tgtgatgaat caatgaaaaa 4620 

tgtaatttag aaactgattt cttcagaatt agatggctta ttttttaaaa tatttgaatg 4680 

aaaacatttt atttttaaaa tattacacag gaggccttcg gagtttctta gtcattactg 474 0 

tccttttccc ctacagaatt ttccctcttg gtgtgattgc acagaatttg tatgtatttt 4800 

cagttacaag attgtaagta aattgcctga tttgttttca ttatagacaa cgatgaattt 4860 

cttctaatta tttaaataaa atcaccaaaa acataaacat tttattgtat gcctgattaa 4920 

gtagttaatt atagtctaag gcagtactag agttgaacca taatgatttg tcaagcttgc 4980 

tgattgttct tgtattcgat attttttctt tttcccgaga gagataataa cc 5032 



<210> 967 
<211> 770 
<212> DNA 
<213> Homo sapiens 



<400> 967 

ccagctcggc catggggtcg cgcagctccc acgccgcggt cattcccgac ggggacagta 60 

ttcggegaga gaccggcttc tcccaagcca gcctgctccg cctgcaccac cggttccggg 120 

cactggacag gaataagaag ggctacctga gccgcatgga tctccagcag ataggggcgc 180 

tcgccgtgaa ccccctggga gaccgaatta tagaaagctt cttccccgat gggagccagc 240 

gagtggattt cccaggcttt gtcagggtct tggctcattt tcgccctgta gaagatgagg 300 

acacagaaac ccaagacccc aagaaacctg aacctctcaa cagcagaagg aacaaacttc 36 0 

actatgcatt tcagctctat gacctggatc gcgatgggaa gatctccagg catgagatgc 420 

tgcaggttct ccgtctgatg gttggggtac aggtgacaga agagcagctg gagaacatcg 480 

ctgaccgcac ggtgcaggag gctgatgaag atggggatgg ggctgtgtcc ttcgtggagt 54 0 

tcaccaagtc cttagagaag atggacgttg agcacaaaat gagcatccgg atcctgaagt 600 

gactccgttt gtgccttggg cttgatcctg tcaccagtat cttcttggaa ctcattcaga 660 

gcccccatgt acgcttggac ccaggttcac cgatacgctg tatatttgtt tcttactgta 720 

tttagtggca acgccaagag atcttccttg ttgccctcta ttgagcaacg 770 
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tgaogcatgc agcgttttcg gcgcttcctg caggcgagac agatttgcac gcccgcgtcc 1080 

cctccgcggg tgggactagc gcagtactca tcagtgccgc actcctcgtc ctctgcgcac 1140 

gggtacggct ggtagttgtc aatggtctgg tacttattcc cgcccgggta caggattccc 1200 

ggcgcggcgc tgactgcaga gcctgggtgc cccgcagcgc cgcccagcgg tgggggcagg 1260 

ttcttgatag cgttggaatt gagaaccgag ttcaaggtgg cgctcactcc cagcagaggg 1320 

tggccgccga gagccgccgc taccatcgcg acaaagaccc gggtagctcc cgctgcgccc 1380 

agagccatca tctcagaagg actcaagagg gagaaagaaa gagaaaatga ccgtcacttt 1440 

gcaagcctgg gtccccacga aaccgtgccg gttcggctgc agagtcaggg tccgggagcc 1500 

ccctgcggtc cca^agtcct gactgcaggg agca 1534 



<210> 966 

<211> 5032 

<212> DNA 

<213> Homo sapiens 

<400> 966 

gggagaggaa tcgtatctcc atatttcttc tttcagcccc aatccaaggg ttgtagctgg 60 

aactttccat cagttcttcc tttctttttc ctctctaagc ctttgccttg ctctgtcaca 120 

gtgaagtcag ccagagcagg gctgttaaac tctgtgaaat ttgtcataag ggtgtcaggt 180 

atttcttact ggcttccaaa gaaacataga taaagaaatc tttcctgtgg cttcccttgg 240 

caggctgcat tcagaaggtc tctcagttga agaaagagct tggaggacaa cagcacaaca 300 

* ggagagtaaa agatgcccca gggctgaggc ctccgctcag gcagccgcat ctggggtcaa 360 

tcatactcac cttgcccggg ccatgctcca gcaaaatcaa gctgttttct tttgaaagtt 420 

caaactcatc aagattatgc tgctcactct tatcattctg ttgccagtag tttcaaaatt 480 

tagttttgtt agtctctcag caccgcagca ctggagctgt cctgaaggta ctctcgcagg 540 

aaatgggaat tctacttgtg tgggtcctgc acccttctta attttctccc atggaaatag 600 

tatctttagg attgacacag aaggaaccaa ttatgagcaa ttggtggtgg atgctggtgt 660 

ctcagtgatc atggattttc attataatga gaaaagaatc tattgggtgg atttagaaag 720 

acaacttttg caaagagttt ttctgaatgg gtcaaggcaa gagagagtat gtaatataga 780 

gaaaaatgtt tctggaatgg caataaattg gataaatgaa gaagttattt ggtcaaatca 840 

acaggaagga atcattacag taacagatat gaaaggaaat aattcccaca ttcttttaag 900 

tgctttaaaa tatcctgcaa atgtagcagt tgatccagta gaaaggttta tattttggtc 960 

ttcagaggtg gctggaagcc tttatagagc agatctcgat ggtgtgggag tgaaggctct 1020 

gttggagaca tcagagaaaa taacagctgt gtcattggat gtgcttgata agcggctgtt 1080 

ttggattcag tacaacagag aaggaagcaa ttctcttatt tgctcctgtg . attatgatgg 1140 

aggttctgtc cacattagta aacatccaac acagcataat ttgtttgcaa tgtccctttt 1200 

tggtgaccgt atcttctatt caacatggaa aatgaagaca atttggatag ccaacaaaca 1260 

cactggaaag gacatggtta gaattaacct ccattcatca tttgtaccac ttggtgaact 1320 

gaaagtagtg catccacttg cacaacccaa ggcagaagat gacacttggg agcctgagca 1380 

gaaactttgc aaattgagga aaggaaactg cagcagcact gtgtgtgggc aagacctcca 1440 

gtcacacttg tgcatgtgtg cagagggata cgccctaagt cgagaccgga agtactgtga 1500 

aggtaatgac tggaagtact gtgaagatgt taatgaatgt gctttttgga atcatggctg 1560 

tactcttggg tgtaaaaaca cccctggatc ctattactgc acgtgccctg taggatttgt 1620 

tctgcttcct gatgggaaac gatgtcatca acttgtttcc tgtccacgca atgtgtctga 1680 

atgcagccat gactgtgttc tgacatcaga aggtccctta tgtttctgtc ctgaaggctc 1740 

agtgcttgag agagatggga aaacatgtag cggttgttcc tcacccgata atggtggatg 1800 

tagccagctc tgcgttcctc ttagcccagt atcctgggaa tgtgattgct ttcctgggta 1860 

tgacctacaa ctggatgaaa aaagctgtgc agcttcagga ccacaaccat ttttgctgtt 1920 

.tgccaattct caagatattc gacacatgca ttttgatgga acagactatg gaactctgct 1980 

cagccagcag atgggaatgg tttatgccct agatcatgac cctgtggaaa ataagatata 2040 

ctttgcccat acagccctga agtggataga gagagctaat atggatggtt cccagcgaga 2100 

aaggcttatt gaggaaggag tagatgtgcc agaaggtctt gctgtggact ggattggccg 2160 

tagattctat tggacagaca gagggaaatc tctgattgga aggagtgatt taaatgggaa 2220 

acgttccaaa ataatcacta ttgagaacat ctctcaacca cgaggaattg ctgttcatcc 2280 

aatggccaag agattattct ggactgatac agggattaat ccacgaattg aaagttcttc 2340 

cctccaaggc cttggccgtc tggttatagc cagctctgat ctaatctggc ccagtggaat 2400 

aacgattgac ttcttaactg acaagttgta ctggtgcgat gccaagcagt ctgtgattga 2460 

aatggccaat ctggatggtt caaaacgccg aagacttacc cagaatgatg taggtcaccc 2520 

atttgctgta gcagtgtttg aggattatgt gtggttctca gattgggcta tgccatcagt 2580 

aataagagta aac&agagga ctggcaaaga tagagtacgt ctccaaggca gcatgctgaa 2640 

gccctcatca ctggttgtgg ttcatccatt ggcaaaacca ggagcagatc cctgcttata 2700 
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<211> 1823 

<212> DNA 

<213> Homo sapiens 



<400> 964 

ottgagaaco gcgocggaat ttccgggaog attccacgcg tccgcgcacg cgtgggcgga 60 

cgcgtgggcg ccgccgtcgt gcgtgccgct cggcggaggg gacgggcctg cgttctctcc 120 

tccttcctcc ccgcctocag ctgceggcag gacctttctc tcgctgcogc tgggaoocog 180 

tgtcatogcc caggccgagc acgatgcccc ctaaaaaggg aggtgatgga attaaaccac 240 

ccccaatcat tggaagattt ggaacctcac tgaaaattgg tattgttgga ttgccaaatg 300 

ttgggaaatc tactttcttc aatgtgttaa ccaatagtca ggcttcagca gaaaacttcc 360 

cgttctgcac tattgatcct aatgagagca gagtacctgt gccagatgaa aggtttgact 420 

ttctttgtca ataccacaaa ccageaagoa aaattoctgo ctttctaaat gtggtggata 480 

ttgctggcot tgtgaaagga gctcacaatg ggcagggcct ggggaatgct tttttatctc 540 

atattagtgc ctgtgatggc atctttoatc taacacgtgc ttttgaagat gatgatatca 600 

cgoacgttga aggaagtgta gatcctattc gagatataga aataatacat gaagagcttc 660 

agcttaaaga tgaggaaatg attgggccca ttatagataa actagaaaag gtggotgtga 720 

gaggaggaga taaaaaacta aaacctgaat atgatataat gtgcaaagta aaatcctggg 780 

ttatagatca aaagaaacct gttcgottct atoatgattg gaatgacaaa gagattgaag 840 

tgttgaataa acacttattt ttgacttcaa aaccaatggt ctacttggtt aatctttctg 900 

aaaaagacta cattagaaag aaaaaoaaat ggttgataaa aattaaagag tgggtggaca 960 

agtatgaccc aggtgctttg gtcattcott ttagtggggc cttggaactc =»9ttgcaag 1020 

aattgagtgc tgaggagaga cagaagtatc tggaagcgaa catgacacaa agtgctttgc 1080 

caaagatcat taaggctggg tttgoagcac tcoaactaga atactttttc actgcaggcc 1140 

cagatgaagt gcgtgcatgg accatcagga aagggactaa ggctcctcag sctgcaggaa 1200 

agattcacac agattttgaa aagggattca ttatggctga agtaatgaaa taogaagatt 1260 

ttaaagagga aggttctgaa aatgcagtca aggotgctgg aaagtacaga caacaaggca 1320. 

gaaattatat tgttgaagat ggagatatta tcttcttcaa atttaacaca cctcaacaac 1380 

cgaagaagaa ataaaattta gttattgctc agataaacat acaacttcca aaaggcatct 1440 

gatttttaaa aaattaaaat ttctgaaaac caatgcgaca aataaagttg gggagatggg 1500 

aatctttgac aaacaaatta tttttatttg ttttaaaatt aaaatactgt gtaecccccc 1560 

ccctccatga aatgcaggtt cactaaatgt gaacagcttt gcttttcacg tgattaagac 1620 

cctactccaa attgtagaag cttttcagga accatattac tctcatgata ctteattaat 1680 

ctccatcatg tatgccaagc ctgacacatt tgacagtgag gacaatgtgg cttgctcctt 1740 

tttgaatcta cagataatgc atgttttaca gtactccaga tgtctacact caataaaaca 1800 
tttgacaaaa ccaaaaaaaa aaa 



<210> 965 

<211> 1534 

<212> DNA 

<213> Homo sapiens 



<400> 965 

tttttttttt ttgatattaa atgttaaatt ttatttcaaa aaactatcac agcctaaagg 60 

gaaatataat ttaagcatta agatagtaca tttcagaaaa taagctagta ttttcatgtt 120 

acattttagg tacctatcat ttgtcattcc aagagatcct tgcgttctag actctagaat 180 

taaatggggt aaagggttat gcttttaaga actataagct gaaatgattt acttcagttc 240 

aatatagaat atttgtcagt caagataaca atcaatgtgt acaaaaattt acataacaag 300 

aggaaaaata ggcagtgcag cacctttaga aaaataatta aaagtttcat tgcatttaca 360 

ggtaagtgcc acactgagaa tttacaatac agtaatttac tgcaatcaca ggggagttcc 420 

ataaagaaac aaagctctta cactccaggt ttttggaagg tgttattgga atgcttaact 480 

gaaaccccac agaacttgta tatcccttag gattgagttg atggaaggtc ataaaaggtt 540 

ttcatagcat ctattatata aaaggagttc actgcatttg gatagctggt ttagtgtctc 600 

tgacaagtgt gaagcctaga agaattactg gcttgatggt gatctttctg tatccggcaa 660 

gacagacctt ctccacagta acaacgctgg aatatttcta gtccatgaga gccttttctc 720 

ctatgcttgg tacaeacttg accttctttc aggacaggtt tacagatctt ggaccagaag 780 

tgtctagcac aacacaatcc tgaggoacag tctgatgacc ggagacaaac agaaccttct 840 

tgtcctttgg tgtgatacat ttttgaagac aaggtggttc ttctggaata cccatccaag 900 

gtgctatgat cattaccaaa gctttcagtg atggtttcct caatttctcc tcggaaatga 960 

ttttgatcag aagacacaca tattccattt ttgcagtaat tcccggggca gcacatagcg 1020 
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agaccagaag ataatcagtc agtactcaga agaatgcaaa agaaatactg gaaaactaaa 420 

caggtcttta tcaaagcaac aggaaaaaaa gaggatgagc acttggtggc gtctgatgct 480 

gaactggatg ctaaacttga ggtttttcac tctgttcaag agacatgcac tgaacttctg 540 

aagataatcg agaaatacca gctaagactc aatggtatga aatcatagtt atctatctga 600 

taattcccat ttaaaataaa tattagcatt ttttaaaatg aaagatttaa tgtaaaaaca 660 

attttgtgaa tagcttctta tggcaaaata tgaatattta cagctacctg ttctcaaagg 720 

ccccagtatt ctctcttctt tcctcagtta atcaaatcct ctgacccaga tttatttttt 780 

gctgatattt tttttctttg agacagggtc tttctctgca ctccagccta ggcaacagag 840 

caagactccg tctcaaaaaa 860 



<210> 963 

<211> 2419 

<212> DNA 

<213> Homo sapiens 



<400> 963 

tttcgtcgct gagctgaagg ctgtgcggag cggcgcggca cagagcctgt tgttgagctc 60 

agtatgtcgt gggaatccgg ggccgggcca ggtctaggtt cccaggggat ggatctcgtg 120 

tggagtgcgt ggtacggaaa gtgcgttaaa gggaaagggt cgttgccact ctcggcccac 180 

ggcatcgtgg tcgcctggct cagcagggcc gagtgggacc aggtgacggt ttatctgttc 240 

tgtgacgacc ataagttgca gcggtacgcg cttaaccgca tcacggtgtg gaggagcagg 300 

tcaggcaacg aactccctct ggcagtggct tctactgctg acctgatacg ctgtaagctc 360 

ttggatgtaa ctggtggctt gggcactgat gaacttagac tgctctatgg catggcattg 420 

gtcaggtttg tgaatcttat ctcagagagg aagacaaagt ttgccaaggt ccccctcaag 48 0 

tgtctggctc aagaggtaaa tattccggat tggattgttg accttcgcca tgagttgacc 540 

cacaagaaaa tgccccatat aaatgactgc cgcagaggct gctactttgt cctggattgg 600 

ctccagaaga cctattggtg ccgccaactg gagaacagcc tgagagagac ctgggagttg 660 

gaggagttca gggaagggat agaggaagag gatcaagagg aagataagaa cattgttgtt 720 

gatgacatca cagaacagaa accagagcct caggatgatg ggaaaagtac ggagtcagat 78 0 

gtaaaggccg atggagacag caaaggcagc gaagaggtgg attctcattg caaaaaggcc 840 

ctgagtcata aagagctata fcgaaagagcc cgagaactgc tggtatcata cgaagaggag 900 

cagtttacgg tgctggagaa atttaggtat ttacctaagg ccattaaggc gtggaataac 960 

ccgtccccac gtgtagaatg tgtcctggca gagctcaagg gcgttacatg cgagaacagg 1020 

gaggctgtgc tggatgcttt tctggatgat ggcttccttg tccccacatt tgaacagttg 1080 

gcagctttgc agatagaata tgaagaaaac gtggacttga atgacgtcct ggtgccaaag 1140 

ccgttctctc agttctggca gcccctgctc aggggcctgc actcccagaa cttcacgcag 1200 

gccctattgg agaggatgct ctctgaactg ccagccttgg ggatcagcgg gatccggcct 1260 

acctacatcc tcagatggac cgttgaactg atcgtggcca acaccaagac tggacggaat 1320 

gctcgccgat tttctgcagg ccagtgggaa gcaagaaggg gctggaggct gttcaactgc 1380 

tccgcctccc ttgactggcc ccggatggtt gagtcctgct tgggctcacc ttgctgggcc 1440 

agcccccaac tccttcggat catcttcaaa gccatggggc agggcctgcc agacgaggag 1500 

caggagaagc tgctgcgcat ctgttccatt tatacccaga gtggagaaaa cagcctggtg 1560 

caggagggct ctgaggcctc ccccattggg aagtctccat atacactaga cagcctgtat 1620 

tggagcgtca agccagccag ctccagcttc gggtctgaag caaaggccca gcaacaggag 1680 

gagcagggca gtgttaatga tgtcaaggaa gaggagaagg aggagaaaga ggtcttgcca 1740 

gaccaggtag aggaggagga agaaaatgat gaccaagagg aggaagagga ggatgaagat 1800 

gatgaagatg atgaagagga agacagaatg gaggtggggc ctttctctac agggcaagag i860 

tcccccactg ccgagaatgc taggcttctg gcccagaaaa gaggagcttt gcagggctct 1920 

gcatggcagg ttagctcaga agacgtgcga tgggacacat ttcccctagg ccgaatgcca 1980 

ggtcagaccg aggacccagc agagctcatg ctggagaatt atgacaccat gtatcttttg 2040 

gaccagcctg tgctagagca goggctggaa ccctcaacat gcaagactga caccttgggc 2100 

ctgagctgtg gtgtcggcag tggcaactgc agcaacagca gcagcagcaa cttcgagggc 2160 

cttctctgga gccaggggca gctgcatggg ctcaaaactg gcctgcagct cttctgatgg 222 0 

ccatccctgg tgcaagtgtt catccagccg tgccagggca acagcccacc ccctagtaca 228 0 

actgatgctc cctgagacaa cctgggagac agcctggatc agccacatca actcagttgt 2340 

ccaccacagg ggaattttga atgtcttttg tttttgtttt gttttgaaaa ataataaaca 2400 

ggcaactgta aaaaaaaaa 2419 



<210> 964 
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ctgaaattat agctctggga gtaggaaggt tatatttata atgtggatgt taccagttag 3000 

gggaagactt ttattttcat gaaaagacaa taaaacaaaa tggaatgtga tgaagtggtg 3060 

lllatttca* agccagttta gaaagtatta gtacgggcat tacaatcttt tggttgtttt 3120 

gtgttttggg gcttaaccct cttttaagct gttgtgatct agggaagtca acacatagtg 3180 

SLataal? Latgcctaa tgaaaagaag atgtcatttc ctaattttga tatctcattt 3240 

tcggcatttt ttaaaatgta aaaggaaaac ctcttgtgtt caeacagatt gctgaattga 3300 

tttctccata tttgttaata atttaotatt atttacaaag attcaaatgc ttttatgact 3360 

aatgtaaaat gaaaagaggc ttacatttta aatgttatta aaattatgta cttaaatota 3420 

taattattta attattgtaa aaagtccaag cagatcaata aactatataa ttaatgggtt 3480 
tggaaaaaaa aaaaaaa 



<210> 961 

<211> 1649 

<212> DNA 

<213> Homo sapiens 



60 
120 



tttttttttt ttaataaaca taagagtggt tttattgatt acatacaatt ttagctatat 
taatatatat tataaacttt aagaattaga aataagtgac ttttattttt taaccaagaa 

taatctaagt tatggcagca tgttoaatga aaggtaagtc cggcacaatt tttctatatc 180 

tgtttctcag ataatcagga acatoatoca agctttaoat tacgatacca taatgaocct 240 

cagaacacaa gttccattaa gtagaaatga agoatcatat gttttctttt ttaggaaaga 300 

ccoccccttt tgttgtatag acataeccct aataatctta ctctactgta caaataactt 360 

ttcaoccaoa agagctgcct oaagtaactt toattttgga aagctatcaa ggcatgagac 420 

aoagtagcaa aatgccactc tggactttgc atcttggagt ttcaattttg ctttaggatt 480 

tagaccccag tttataatta aaacoaaatc attoccaeat tattatactt atgtaggaaa 540 

gocttgctgt gtooactgtt aacaoaaaga tagaaaatgt caaatagttt aagcaagtat 600 

ttggcagacc acagacatga aacagtgccg tcggaaacgg aaacacttta Stgttttaga 660 

ggtgaagaga ttgatgggtg tcattcaaat ttctoatcto cttottctao atctttcaga 720 

ttgfgtaclt ccaaagaacl tttgcottta gtttcctttt ttattagctc atcaatttct 780 

cggaagcagc ccgggtcaat cagacatacg atttctaact gttggccata atcttcactt 840 

^Ltgacct tglloagtgg cttgagcttt tctttcagot tottgcctto attgactgga 900 

aggatgaacc gaagcotcat gtgagcacgt tctatcttca ttttctcttt taactgcttt 960 

a?cac?tcoa aagcctgotg ttttgtaotc ttgttggttt toacogaata gtggatgtcc 1020 

ttcatggotc tctoaataag gatcacggtg tatggtotct ttgtttcagg attcacacat 1080 

ttgtctgcca caatagttgc aatgtcccta aacatctgct ccagttgtgt gtgtctttct 1140 

ttatotgata cttgaacttc tectttagtc aaaatctgct tacagattto agtttggtca 1200 

tctgttocaa acgcactgat gagatcttcc tttttggcaa cctgaccttt agaaacattt 1260 

acaaacactg agtgggtctg cagaacttca togaggtott tttccacgcc ffctccgccag 1320 

ccgacgacct tgtttttgta gcaggcgatt tcgaagogct toccggcacg cttcatccgt 1380 

accacggcoa oattggttag gcggatctgg ttggtggggg tgaagatcga catcgcggct 1440 

gttcaaagac ccagaagccg gcgaaccagg gctgacccgo gccgtccagc ctgaaggcca 1500 

ccagcgcctc gcggtaacga ccgatcggog cgcggeactg aeccaaccao cagtgcgcgg 1560 

cgccgcgact cactagcttc aggcagccgt cacagtgtgt ctggcaggct tacttactgo 1620 
gcaggcgtca ggtggagcaa aagacgaaa 



1649 



<210> 962 
<211> 860 
<212> DNA 
<213> Homo sapiens 



<400> 962 ^ 
ocgatgtcgt gcctoccggo oacgotcgct gtagtgaagg agogttgcag cctggggcte 
gtttgggtga tttccctcgg oggtggaggt cgctcctaat agaggoggcg goggatcaco 
cgaacagcct tcaggcgacg tactgtaaga cgatattact ttaatcatct tcacatcagt 
atttatggaa tagcoacagg tgcctcatcc tttagtagga gttaattata catttactgg 
ccgagtaaac atctccgaat gtattttttt tagataagga aataaaacat ttccaataaa 
gctgaagtct catcccaccc atccgttato agtoaotooa tggattcctt tgggcaaccc 360 



60 
120 
180 
240 
300 
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tatttaatta agcaattgca gttatctggg atttttgggt cagaatttta aattctgttt 1560 

gattctccat attccagtga ataaaataca aaagcattgt gtttttaaga ttgtgtcgat 1620 

attcacctaa aaacttgtgc caaaagcacc tggattggta attatatttc acttaaaggg 1680 

taaatttgac aatatcttga taatcaaaag tgcaattttt ttcttcaaaa tgttttctca 1740 



<210> 960 
<211> 3497 
<212> DNA 

<213> Homo sapiens 



<400> 960 

atgacatgct tcaaagggca aaaaggagaa caaagatcac atgcttttga ggccaataaa 60 

gatcacaagg caaaggttcc atctcccaac ctctatagcc agctgaatgc actacagttt 120 

actgtggatg aaagaagcat tctatggtta aatcaatttc tgttggattt aaaacagagt 180 

cttaatcagt tcatggctgt gtacaagttg aatgacaatt caaaatctga cgagcatgtt 240 

gatgttcgag ttgatggctt aatgctaaag tttgtcattc cttctgaagt gaaatctgaa 300 

tgtcatcaag atcagccacg tgcaatttct attcagagtt ctgaaatgat tgccacaaat 360 

acaaggcact gtccaaactg tcgacattct gacctagaag ctttgtttca agactttaaa 420 

gattgtgatt tttttagtaa aacatatacc agcttcccca aatcttgtga caattttaat 480 

cttctacatc caattttcca gagacatgct catgaacaag ataccaaaat gcatgaaatt 540 

tataaaggaa atattactcc ccaattgaat aaaaacactc ttaaaacttc tgctgccacg 600 

gatgtttggg ctgtgtactt ttctcaattt tggatagatt atgaagggat gaaaagtgga 660 

aaaggacggc caataagttt tgtagactca ttccctcttt ccatttggat ttgtcaacca 720 

acaagatatg cagagtcaca aaaagagccg cagacttgta atcaggtatc tctaaataca 780 

tcacaaagtg aatctagtga tctggctggc cgattgaagc ggaagaagct cttgaaggag 840 

tattatagta cagagtctga gcctttgaca aatggtggtc agaagccttc ttcatcagat 900 

acatttttca gattttcccc ttcctcgtca gaggcagata ttcatctcct agttcatgtt 960 

cataaacatg tcagtatgca gattaatcac taccagtatc tgcttctact tttcctgcat 1020 

gagtcactta tcctgctttc agagaactta aggaaagatg tagaagctgt aactggcagt 1080 

cctgctagtc agacatccat ttgtattgga attttactta gaagtgcaga actggctctt 1140 

ttgctccatc cagtggatca agcaaatact cttaagtctc ctgtttctga aagtgtgagc 12 00 

ccagtggtac ctgattattt gcctacagaa aatggggatt ttttgtcttc aaaaagaaaa 1260 

caaattagta gggatataaa tagaattaga agtgtaactg ttaatcatat gtcagacaac 1320 

agate tatga gtgttgacct tagccatatc cctttaaagg atcctttgct ttttaaatca 1380 

gctagtgata caaatctgca aaaaggcatt tcttttatgg actatttatc agataaacat 1440 

ttagggaaaa taagtgaaga tgaaagtagt ggacttgttt acaaaagtgg ctcaggagaa 1500 

attggatcag aaacaagtga caaaaaggat tcattttata cagattcaag tagtgtctta 1560 

aactacagag aagattcgaa tatactttca tttgatagtg atggtaatca aaacatactt 1620 

tcaagtactt taactagtaa aggaaatgaa accatagagt ccatctttaa agctgaagat 1680 

ttgcttccag aagcagcttc actctctgaa aacctggata tcagtaaaga agagaccccc 1740 

ccagttagaa cacttaaatc acagtcatct ttaagtggaa agcctaagga acgttgccca 1800 

cccaacctgg ctcctctctg tgtttcttat aagaatatga aaagaagctc ttcacaaatg i860 

tcattggata ccatttcact tgacagcatg atattggaag aacagttatt agaaagtgat 1920 

ggaagtgata gccatatgtt tttggaaaaa ggaaataaaa agaactcaac tacaaattac 1980 

aggggcacag cagaaagtgt gaatgctggt gcaaacctac agaattatgg tgaaacttct 2040 

ccagatgcca tcagtacaaa ttcagagggt gctcaggaaa atcatgatga cctgatgtcc 2100 

gttgtggtat ttaaaattac tggtgttaat ggggaaattg acatccgagg ggaagataca 2160 

gaaatctgtc ttcaagtgaa ccaggtgaca ccagaccaat taggcaatat cagccttcgg 2220 

cattaccttt gtaatcgtcc agttggttcc gatcagaaag ctgtaattca ttccaaatcc 2280 

tctcctgaga tttctctgag atttgaaagt gggcctggtg ctgtaataca ctctttactt 2340 

gcagaaaaaa atggatttct gcagtgccac atagaaaact tcagcactga gtttcttaca 2400 

tcttctctta tgaatattca acattttttg gaagatgaaa ctgttgcaac agtaatgcca 2460 

atgaagatac aagtttctaa cacgaaaata aatttaaaag atgatagtcc ccggagtagt 252 0 

acagtatccc ttgaaccagc tcctgtaact gtacatattg atcatcttgt ggtagagaga 2580 

agtgacgatg gctcttttca tatcagagat tctcacatgc ttaacactgg aaatgatttg 2640 

aaagaaaatg tcaaaagcga ttcagtgctg ctgaccagtg gaaagtatga tctgaagaaa 2700 

caacgcagtg tcacgcaagc cactcagaca agcccagggg ttccttggcc ttctcagtca 2760 

gctaactttc ctgagttctc ctttgacttc actagggaac agctcatgga agagaatgaa 2820 

tctcttaaac aggaactggc taaagctaaa atggctcttg cagaggctca cttggaaaaa 2880 

gatgctcttc ttcatcatat aaagaagatg acagttgaat agcaggagtg gcagtcaaaa 2940 
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gcctgagacg gctgccagag cctgtgcgcg ctgcctgaag ccttaaagaa aagagatggc 960 

ggtgtcaagg cgacggtgcc acgtgcctgg ccggggaggc ccaggagggg cccggacgaa 1020 

ggcaggctafc tgaatggcct ctggccccag gagcagagtg gtctcctctg tccgcacact 1080 

gagccagccc tgtgtgccag ggcccaaccg cttctccggc cttcgctggg tgaggccttc 1140 

cccagcaggg cacgaggcca gaggctgggt acactgggtc cctgggtgct agttcagctg 1200 

gtcatacccc ggtctctttc tgtacaaaca gaagtgctgg atgaagaaga cgacgtcgaa 1260 

gacgatggag aagaccccga gtccaaactt ggttgggtct ccgaagatca gcgtccactg 1320 

gtcgttgttg taggactgga ggaacatctg caggaggctg aagctgcccc cggtgaagtc 1380 

caggagcacg ttgccaatgc tccagccctc agtgcttttg tagtaaaagt tcatgtaggc 1440 

ctgtggaaaa tacttgacca gcgtgactgc gagcttgatg taggagaagc agaagagaaa 1500 

ctgcagccac gtgatcactc ccactgcagc cacgatcatg gtgacaaatg cgaagagcca IS 60 

cgcgagcacc aggaagccga tggcaggcca ggacacgcgc tggccaccgc gctcatacag 1620 

gcagcactgc acgatgatga tcagcgtgag gacaaccgcg tgcaggctga agaagacgtc 1680 

gttgctgttc acggggttca ctccgttggg gtatttgagg agaaactgct ccttgatgta 1740 

gggcacccag aggaggccga tgttgaatac actgtaggcc acgaagcccg tcaggttcag 1800 

agccacgaag tcgaagctca gaccaatgac acttttccgc ctccaattca tgatcacctg 1860 

agggtagaag gagatggacc aggccacaaa gtagatccag ccaatcacct ggtttatgat 1920 

gctaatggcg ctgctgcgga tcacaagaaa gcgtatcctc gggccggtct gattggagtg 1980 

atttccatgt agataaacag taagttgtcc aacattttga gatgtcactt gaaaagagga 2040 

gtttgtcact ccaggaggca ccacaacttc atcggggagc tcaaggatag taatattttt 2100 

ggaacgaaat gtgatttcaa aagtgatcac cagggttgca tttaatggtg gccgcagggt 2160 

gaggctgacg ttggtcgagc tgccgttctc cagctttacg acaggaggaa cagtgaggct 2220 

gacgcttgac tcacatttct ctacgagctt caggggaaaa aggataaaaa tagtcagcca 2280 

at tec t tat c atgtttctcg atttctcaga actctgttgc ttagggegee tagegagetc 2340 

tcacaaaaca cagtaatcct caatgttact ggaagaggca gagctcagga gtcctccctt 2400 

cgcccagtgt gaaaaccegg aggggaggat ggggtctcgt getgetcagt cccccggagc 2460 

cccgcactcc geaegtcaao cggcgctcto gcaaaggttc tctcagcgtc tccaaagcaa 2520 

tctgagcgcc cccaggctcg aggaaccgcc ctcacgggac geatgagect cgccaggtgc 2580 

eggtcaggaa tgcaccgcgt tcccctgccc ggctagactt tgggagaggc g 2631- 



<210> 959 

<211> 1743 

<212> DNA 

<213> Homo sapiens 



<400> 959 

atgaagagaa gtgctctcaa gttctatttc agagacagaa caagcaagat cgaaggggat 60 

ttaagagcac agacccttta cgggtgtcgg gttggaggac ggtcaggtct ttcccttcct 120 

aegaggecat atttcagact atcacatggg gagaaacctt ggacaacacc tggctttcct 180 

aggcagagga acaaaagcac ccaaggagga aaaagaggee tgagatttcc aeggaattae 240 

aagtgaactt cctgtcctgg gtaaacttcc ggaatcaaca acaggaagac ccaatcagaa 300 

tcttcctccg ggagccaatg ggagagcaca ttacaaagag ccaatcccca gcgccgctgt 360 

cactgttatg gtcctgtcag ggtgccggcg tcgtggtgct tgggtggtcg ccaccaagaa 420 

gactttggtg gggtagtctc ggggcagctc agcggcccgc tgtgcccgtt tctggcctcg 480 

ctcgcagctt geaegtcgag actegtagge cgcaccgtag ggcgagcgtg cgggtcgccg 540 

ccgcggccgc cteggggtet gggcccagcc gcagcctctt ctaccgcggc cggttgggag 600 

tcgccgcgag atgcagcctc cgggcccgcc cccggcctat gcccccacta aeggggaett 660 

cacctttgtc tcctcagcag aegeggaaga tctcagtggt tcaatagcat ccccagatgt 720 

caaattaaat cttggtggag attttatcaa agaatctaca gctactacat ttctgagaca 780 

aagaggttat ggctggcttc tggaagttga agatgatgat cctgaagata acaagccact 840 

cttggaagaa ttggacattg atctaaagga tatttactac aaaatccgat gtgttttgat 900 

gccaatgcca tcacttggtt ttaatagaca agtggtgaga gacaatcctg acttttgggg 960 

tcctctggct gttgttcttt tcttttccat gatatcatta tatggacagt ttagggtggt 1020 

ctcatggatt ataaccattt ggatatttgg ttcactaaca attttcttac tggccagagt 1080 

tcttggtgga gaagttgcat atggccaagt ccttggagtt ataggatatt cattacttcc 1140 

tctcattgta atagcccctg tacttttggt ggttggatca tttgaagtgg tgtctacact 1200 

tataaaactg tttggtgtgt tttgggctgc etacagtget gcttcattgt tagtgggtga 1260 

agaattcaag accaaaaagc ctcttctgat ttatccaatc tttttattat acatttattt 1320 

tttgtcgtta tatactggtg tgtgatccaa gttatacatg aatagaaaaa gatggtgtta 1380 

aatttgtgtg taggctggga attcttgetg aaggaattgg agaaaacctg ttgctgcaaa 1440 

attttacatg ttccagatgg aaagggaagt etaagegett tttaaaacaa tttttttttg 1500 
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<210> 957 

<211> 1748 

<212> DNA 

<213> Homo sapiens 



<400> 957 

tttttttttt ttcatacaaa cattatgtat ctttatttaa atttgcaaat gaaaacaaca 60 

catatttcat gttagtttta ataagagatt ccctatcctc tgccccagta aaacctaacc 120 

aagccagcct gacaggttat atcaatacag ggagctggag tgggagccaa gggtggtgtt 180 

agataggggt ggggt'acaga tcaagggggc ctgggagact cagtgactgg aagtctctgc 240 

ccctcactct tggtgagtag ctaatttcag cagctggctt cataaggagg agtcaggggt 300 

gggtggaggc tcctcccaat tccagatcca cttcctcttc tccttctgtc tcctggacac 360 

ttaggtctta ctgagatggt tttcccacag taaagagagg tgggggcaga gtactaaggg 420 

tcaggagtgt gactctttcc catgactcag gcctctgtgc tagaggtgac ccttatagga 480 

aggagagacc ccaaatcctt tagccaatga gtggtggggt catcatacca gagagccagc 540 

ttgactctgg gcaggcacca tcacaggcac agcacccatg cggctcaagc cagaggaaga 600 

aaccccccca gggatggggg atattggttg agggtgggcc ccatctgtcg tgggcagtct 660 

tggtgagggc agggcctggc tggagagact gggcgtgggg gtcaatgcac caggcctggg 720 

agggccatgg ggtggccgga gggctcgtgc ggaggtgaca gaggaaaggg tcccattctt 780 

ggagattgtg tctgagctot tgggccaggg cagggtccgg ggagcaatgg catcctcctt 840 

gatatcattg gctggctcct ccagggcctt gccccggcgg tggtacaaga ggaccagccc 900 

agccagcaac cccagtccaa ccagggtacc cacaacagct ccagcaacca ctgcagctcc 960 

aggccctgtg ctcacttcca gcgtcacatt acattgggca gtgcccacct cattgtgggc 1020 

cttgcagaca tagactccag ccatggaaga cgaaaggttg gtgaggctta aagacccacg 1080 

gatgacatct aatgctggtg caaagaaagt ctggaaggat ggaagctgcc gatcccactg 1140 

gtattggaca gcgggcttac tccttggaga ctggcagctc agggtcacgt ttgcccccac 1200 

atggggcaca ccctggagac ggcaggatgg aggagctgga ggaaccagta cattgagttc 1260 

taaggttttg atgctgtggc ccctagattt gccttgtttg tcttgcacat tcacggagca 1320 

gctgtagggg ccagagtctt tctcctggag accctccagc cgcagggaca ggttccggga 1380 

gggcatggag tagaccaagg atactccagg tttgcttgtt gtgaccccat tgatgtagga 1440 

caacacctgg tgtggggcat aacacatccc cgtcattact acatgtgtct actgtgccta 1500 

caggctcagc cactctccct cccccagctc gcattctcca aatgcccctc acatgcaccc 1560 

attcttctaa cctgaaccag ctccccattc accttttgtc cctagccccc tctcactgcc 1620 

cctgggtcct cttcaccaga acagttcttc gttcctgcgc attgtctcat ctcccaattg 1680 

cggtgtttag aaaggtgaca taatagtggg aggagggaca tgtaaatagg aggtatgtat 174 0 

ctegtgcc 1748 



<210> 958 
<211> 2631 
<212> UNA 

<213> Homo sapiens 



<400> 958 

tttttttttt ttgaaaggaa gcgagtaggt tttaattcaa gatacaggcc cctcgogttg 60 

atctcgtaga aggaaactca gtggactgac aagctcaagt catgtatgag ggcacgtcct 120 

gggacccccc cccccctcct gccataggaa ggacgacagc ttcaggcaga gggaaggagg 180 

tttgagatca gggttgggcc ccatacagat tgtgtgaggt ggtctcaagt acaaatactt 240 

atctgaggct cctgaacagg ccagaaattg gtgagtctca agtaggtgtc tggggaaaga 300 

gagggaaggg gcctgccctc gctccagggg agctggtcgc cgtttggcag gcctaacaga 360 

cctctaaggc acagactggt agcaggagag agctatgtcc tgtactccag atgctgggta 420 

aggagcagct ggatgtgctc agatggggct catctgagaa ggtggaggta ggagagaggg 480 

cagaagagag taagccactt ccaaacgtcc ctccaaaaaa tctgaaagga gttactatgc 540 

taatgcgctg ggcatgaatc caattcagaa ccaatctggt gggcccctca tggctcagaa 600 

atactctggg tagggctggc tgttactgca gtcacggacg ctgagttatg tacagagagt 660 

acgtcaggaa agtggocttc agagaaagag ccccatggcc taaccccaaa gtcctagccc 720 

gtccaccagc acctctgagt tcactggcca cggcaccggg ctgcttgatc tctgggaatg 78 0 

cagcggtggc agcaaagtgc ccttggctca cccggctgca aggtcagccc ttcaagctgc 840 

ttgcagaaac gctggtagtt tggggcaagg ccttcggctg caagcttgct gcccagtcct 900 
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ggaggaaacg aaacttgtaa gattggaaca 
tgaattgtac taactgtacc taaatagcaa 
ctcagggtat gtgtattttt gaagagtgtt 
aaggctaaaa tcatgaatta gttacaagca 
tggggctgtg agctcttaat ttgtttttga 
gagttagaga ttgagccttt catcttcttt 
tgggaatagt cactttttta tttagtaaat 
atgbccttga gtgtattatt tatgcaagtc 
gaaacactaa taaatgtgtt tttacttttt 
aaaggcttgt tatagtcact tataagtatc 
aaagaaacat ttbcagctbt gctcccatta 
aattttagga gtaaagtttg aagagataaa 
tgaatgataa acagtgatgt tttaaaaaag 
atattgctgg attatacccc attggaggct 
tttcattaaa aattattatt gtatttttta 
tttctatatt aaaagctgat tgagtctgta 
gttgactttc ttccccactg tggaagaggc 
agttatttct gatccataaa tataacattt 
cctcaccagt ttcctcttta atgaatcaaa 



gttgttattt ttatgaaatt actttaaata 1260 

agccctgtgt agattctggt aatgatctgt 1320 

atgtccttag ttttaatttt gagtaaagaa 1380 

acagtaccaa cttatgtgac ccctgagggg 1440 

ttctgaaaaa ctctgcttcc tggcatccag 1500 

ctcaaaacta gtttttgatg ctttctttca 1560 

cgcattgctg gaaccaccaa ggagtgtgga 1620 

acagtcacgt tgccatcatg gcagctatgt 1680 

attcccatta aaactgatgt aaaacaggat 1740 

tgggtctaag taatttcctt agatgtttct 1800 

tgattccaat aaggaacgct ttccbagtgc 1860 

aatagccaaa gataggagac gtctgaattt 1320 

ctgttgttct tcaggaggca tttgcctagg 1980 

tttaatttta tttgtatgaa ttttccagga 2040 

ccttaatgaa agattttggg ttcaaatatc 2100 

catatgtaaa ttatgcctag tggaggttct 2160 

cagttttgcc tccatttgca cattcatttc 2220 

acaaaattct tccttgagct ggtggaaatg 2280 

taaaatcttt aactgatgtt aaaaaaaaaa 2340 



<210> 956 

<211> 1999 

<212> DNA 

<213> Homo sapiens 



<400> 956 

tttttttttt ttggttttta ttgattcttt ttaagattga aacagactat tacaacaata 60 

tttgagattt cacagagaac tgcatgcttt tgttattaaa agacttttgt tgaaaaattt 120 

gacctttacc tcttatgaac gaaagaaata tagaggtttc aagcattttt gccagcacag 180 

agtcattcac aacaaccttc tagafcgctta ttttccacct tttcctacag aaggtaatat 240 

tcagttacca gaaggccatc tccaccactg aatgattcaa agcttcagag ctcaaaagtg 300 

atcagaactc acaaattagc ataattagtc caaagcttga tttaaatgtt tgaagaaeag 360 

caaacatcaa ataatataat accaaataga atattatagt ctctatgagg taataactca 420 

tcagctacaa ccacctaaaa ctgaaatttt ctgtacttag tttctattag tacaacacct 480 

fccattcttaa tgcttcttag ggcatcacag gttttagaaa ttaatgtatt tttagcattc 540 

cacagtaatg atcactttca aaaactgcaa tatacatctg catgttacac tgacatacaa 600 

cacataagta ttttgtcaca catcaacttt tagcctcaaa taatagaaba caaaaagcta 660 

cactggacat aacaccacag aacttttgaa tatccccttt tcccaattgt taacaggtag 720 

tacttttttt ctaaagagaa agtgatgaaa aatccaaaat ttctgcatcc agtgtttgac 780 

tccaactttc tactttatcg tctcctggta ccaccatatc ctgatgcagt tctggttttc 840 

gtgtctgagt ttgaacatac cgaatagctg cccgagcctc catgaagggg tgagtaagcc 900 

ctattccacg tgccagggta ggagggagga taggacgggt agtaccacga gtctgagaag 960 

ggtgttgccg ctctattgct gccaaacaaa tatcctagta ttccaccagt tcccaagcct 1020 

gtccagaacc ctggtcctga attttcatat ccttgttgtc ctgtaaaagc actgccaaaa 1080 

ccagaagttg caeca tggee agtattctgt ggtcctgtga actcagactt aaagcctggg 1140 

ggaggaggtc ctgctgagtt ggtgaatctc tggtaacggt gggaaaatgg aggatactca 12 00 

gagtaeggtg gaggagaata ctgcccgtca ctcaggaaca gcttatagac tacaaaggcg 1260 

atcccaagga gtaccacgat ggtaatcaat ccactcatgt tacaggaatc cgccgaggac 1320 

cacttataat aataatcaga gaaagaggca aagccgtgct gctttccaga ctccttcagt 1380 

ttctgeagge caagttctgt ataatctaaa ttatactcca agecacaaga acctcttagt 1440 

acatactggt cttcagagga ctcatagcct tcacagctca ccacagtttt tccaaatttg 1500 

tatgeaatat etaagtcegt cttacattcc cactgtacat catacccatc ccagcctttg 1560 

ttctgacact gtatgacttt tggggtataa gaatcacaac cagctgtgcc tccaacacat 1620 

ttcaactgtg ggatgggatc cagcctgcgg gaggtggtat ageggtcata gtggagggta 1680 

agagctttta catcccgcag caacattctg teagggtegt tccagcccag ggcagggccc 1740 

geggtcagea gaaacaaatg caagecgagg agcaagcagt acccggccgc tcccggcccg 1800 

caggctgegg ccatggcgct cgatgaagat ggcgccgggc tgccagacgc ctacgggccg 1860 

aacctgggtg eggtagegeg cgcgacgctg cgcagctaca ccgctacccc tggeggegge 1920 

gaaggaaegg cccgactgca gagctgeage egcaaeggat ccgtgcgcca accctacgtc 1980 

actgccgctg cggcccgtg 1399 
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<212> DNA 

<213> Homo sapiens 

<220> 

<221> mis cofeature 
<222> (1) . . . (1430) 
<223> n = a,t,c or g 



<400> 954 

cccacgcgtc cgcggacgcg tgggcgcgcg ggagctggga ggctgcgaga tccctaccgc 60 

agtagccgcc tctgccgccg ccgagcttcc cgaacctctt cagccgcccg gagccgctcc 120 

cggagcccgg ccgtagaggc tgcaatcgca gccgggagcc cgcagcccgc gccccgagcc 180 

cgccgccgcc ctttgagggc gccccaggcc gcgccatggt gaaggtgacg ttcaactccg 240 

ctctggccca gaaggaggcc aagaaggacg agcccaagag cggcgaggag gcgctcatca 300 

tcccccccga cgccgtcgcg gtggactgca aggacccaga tgatgtggta ccagttggcc 360 

aaagaagagc ctggtgttgg tgcatgtgct ttggactagc atttatgctt gcaggtgtta 420 

ttctaggagg agcatacttg tacaaatatt ttgcacttca accagatgac gtgtactact 480 

gtggaataaa gtacatcaaa gatgatgtca tcttaaatga gccctctgca gatgccccag 540 

ctgctctcta ccagacaatt gaagaaaata ttaaaatctt tgaagaagaa gaagttgaat 600 

ttatcagtgt gcctgtccca gagtttgcag atagtgatcc tgccaacatt gttcatgact 660 

ttaacaagaa acttacagcc tatttagatc ttaacctgga taagtgctat gtgatccctc 720 

tgaacacttc cattgttatg ccacccagaa acctactgga gttacttatt aacatcaagg 780 

ctggaaccta tttgcctcag tcctatctga ttcatgagca catggttatt actgatcgca 840 

ttgaaaacat tgatcacctg ggtttcttta tttatcgact gtgtcatgac aaggaaactt 900 

acaaactgca acgcagagaa actattaaag gtattcagaa acgtgaagcc agcaattgtt 960 

tcgcaattcg gcattttgaa aacaaatttg ccgtggaaac tttaatttgt tcttgaacag 1020 

tcaagaaaaa cattattgag gaaaattaat atcacagcat aaccccaccc tttacatttt 1080 

gtgcagtgat tattttttaa agtcttcttt catgtaagta gcaaacaggg ctttactatc 1140 

ttttcatctc attaattcta ttaaaaccat taccttaaaa tttttttctt tcgaagtgtg 1200 

gtgtctttta tatttgaatt agtaactgta tgaagtcata gataatagta catgtcacct 1260 

taggtagtag gaagaattac aatttcttta aatcatttat ctggattttt atgttttatt 1320 

agcattttca agaagacgga ttatctagag aataatcata tatatgcata cgtaaaaatg 1380 

gaccacagtg acttatttgg angttgtaag ttgcctccta cctaagttgg 1430 



<210> 955 
<211> 2340 
<212> DNA 

<213> Homo sapiens 



<400> 955 

ggatgtcccc cacagcccaa cctgaacacc ttgagttgaa tcacgctcag cttggcacga 60 

gggggaagac caaattgata gactggactt tattcgaaac cagatgaacc ttttaacact 120 

ggatgttaag aaaaaaatca aggaggttac cgaggaggtg gcaaacaaag tttcatgtgc 180 

aatgacagat gaaatttgtc gactgtctgt tttggttgat gaattttgtt cagagtttca 240 

tcctaatcca gatgtattaa aaatatataa aagtgaatta aataagcaca tagaggatgg 300 

tatgggaaga aatttggctg atcgatgcac cgatgaagta aacgccttag tgcttcagac 360 

ccagcaagaa attattgaaa atttgaagcc attacttcca gctggtatac aggataaact 420 

acatacactg atcccttgca agaaatttga tctcagttat aatctaaatt accacaagtt 480 

atgttcagat tttcaagagg atattgtatt tcgtttttcc ctgggctggt cttcccttgt 540 

acatcgattt ttgggcccta gaaatgctca aagggtgctc ctaggattat cagagcctat 600 

ctttcagctc cctagatctt tagcttctac tcccactgct cctaccactc cagcaacgcc 660 

agataatgca tcacaggaag aactcatgat tacattagta acaggattgg cgtccgttac 720 

atctagaact tctatgggca tcattattgt tggaggagtg atttggaaaa ctataggctg 780 

gaaactccta tctgtttcat taactatgta tggagctttg tatctttatg aaagactgag 840 

ctggaccacc catgccaagg agcgagcctt taaacagcag tttgtaaact atgcaactga 900 

aaaactgagg atgattgtta gctccacgag tgcaaactgc agtcaccaag taaaacaaca 960 

aatagctacc acttttgctc gcctgtgcca acaagttgat attactcaaa aacagctgga 1020 

agaagaaatt gctagattac ccaaagaaat agatcagttg gagaaaatac aaaacaattc 1080 

aaagctctta agaaataaag ctgttcaact tgaaaatgag ctggagaatt ttactaagca 1140 

gtttctacct tcaagcaatg aagaatccta acaatagaga ttgctttggt gaccatgata 1200 
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agccccacac aggcaaaatg gaaccactca atggaacaat cagggttgtc acagccaatc 960 

atctctccat aggagacctg gtgacaaagg caataggtgg gttcgttggg atccacaggc 1020 

atatccaaca catcagaggg gtggacactg ccaaaggtca ctgagggcat cccatactca 1080 

ggacttgtgc gcacgagctt taacttcttc tgggcagtct tgggggcttc ttcatccgag 1140 

tttttccctt tggaacgagc acgagcagct ttcttctcct tttgagtccg gcctttcttt 1200 

ttgcctttgc tggaagagct gtcatagtca cttgactcaa tctgtttctc cttgagatca 1260 

gcctcaaaac gggccaggtc tgtgtccagc cgccgaatgt gtttgtccac catctcatag 1320 

gtctgcatgg caagctgcac cttgtcgtca ccaaattcct tgcacttgcc ataggcttcc 1380 

tggatctgtt tgagaagggc caatttttcc tcggagctca ggctgcgggc actactcata 1440 

tactcagtgg ccaacttgtc aatttcagcc ttcaggtcct ctgttctttg gtctaggtcc 1500 

ctcatgagct gaaagtttct ctgtaattca aagggaaggt tttcaatact gtccagataa 1560 

tgttccaaat acatccccgc agccatctcg aagcaaaaca aagcaacttc c 1611 



<210> 952 
<211> 695 
<212> DNA 

<213> Homo sapiens 



<400> 952 

tttttttttt ttgaattaca aagctacttt taatactttg gggtgagccc cacaggaata 60 

aaaaacactg ggaaggggta accccctcac ccccgggagt ggcccagggg gagagaggct 120 

acctgagggg aaggaagcac aaaagggacc cgctgcagac tcagggcaaa gggaatgcca 180 

tcggtgctgg gacctgtgag cactacagga ggaaacgcga gcgtggtggg actggctcca 240 

ggcacacagg cgaagggcaa gagggttgga cacgaagcca caaagctact tgggttcctc 300 

cttcttctcg tttgcctttt tctgcttctg ctgcatgatc tccgagtccc tgggggtaga 360 

gtccctctgc ttgcgggcgg cagcagaaag cccgtcatct cggcgctttc ccttaaccga 420 

gtcgctctgc tttttcatat tcttctggcg ggcgagctca cgctggttac cgcccgggag 480 

ggtggtcccg tgaagtagcc gtgggcaaag ggctcgattt ccgggcaocg agtgtgaggg 540 

tggccacaga gcgcgcccag agaaacgcct tgctagggaa gctacggaag gtcaaagccg 600 

gcgcctcgcc ggtggtgttt agggtgaacg gaaagaaaag ggcaaggaga agggctcgtg 660 

ccgagttcct gcaggcgggt caattgtggg ggcgc 695 



<210> 953 
<211> 885 
<212> DNA 
<213> Homo sapiens 



<400> 953 

gtttgtgctg gaattcgcga cccttgttca acgccgttgg cgaagccagc tgctggaggt 60 

gccgagaatc tgagtttcgg taagcagcca ggtctggaaa ctaatatttt aaaaatgact 120 

acaccaaaca agacacctcc tggtgctgac cccaagcagt tggaaaggac tggaacagta 180 

cgggaaattg ggtcacaagc tgtttggtca ctctcatctt gcaaaccagg atttggagtg 240 

gatcagttac gagatgacaa tctagaaact tattggcaat cagatggttc ccagcctcat 300 

fctagtgaaca tccaattcag aagaaaaaca acagtgaaga cattatgtat ttatgcagac 360 

tacaaatctg atgaaagcta tactccaagc aagatctcag tcagagtagg aaataatttt 420 

cacaaccttc aagaaattcg gcaacttgag ttggtggaac caagtggctg gattcatgtt 480 

cccttaactg acaatcataa gaagccaact cgtacattca tgatacagat tgctgttcta 540 

gccaatcacc agaatggaag agacacccat atgagacaaa ttaaaatata cacaccagta 600 

gaagagagct ccattggtaa atttcctaga tgtacaacta tagatttcat gatgtatcgt S60 

tcaataaggt gactttaaaa tgagacgaaa atcattaaac gtatctttgt tttatcctgt 720 

atttaaataa tatatcatgt acctttattg aacaaggcat ccgttatatc taattttgta 780 

tatgtttaaa aatattttat tgtaactttg acaaataaat ttggggtcat attatcttta 840 

ttttctttaa catgtaataa agctcacata ttttacatta ctaaa 885 



<210> 954 
<211> 1430 
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ctactaagga cagttcggac gaccgtcaaa catgggaatc atcagaaatt ctttatcgta 2220 

ataagctagg aaaatggaca agaaccagag catcctgttt gtttgacata gaagcctgtc 2280 

acaggtactt aaacattgca ttgtggtgca gggatccttt caagttggga ggtctcatct 2340 

gtttggggca tgttagttta aaacttgaag atgtggcttt aggatgccta gctacatcaa 2400 

acacggaata cctttccaaa ttgagactgg aagccccctc acctaaggct atagtcacta 2460 

gaaccgcact acgcaatctg agtatgcaaa agggattcaa tgacaaattt tgctatggtg 2520 

acatbactat tcacttcaaa tatttgaaag aaggagaatc agaccaccat gtagttacta 2580 

acgtagaaaa agaaaaagaa ccccatttgg ttgaagaagt ttctgttctc cctaaagagg 2640 

agcaatttgt tggacagatg ggtttaacag aaaacaaaca cagttttcag gatactcagt 2700 

tccagaaccc aacatgggtg tgactactgt aagaaaaaag tttggactaa agcagcttcc 2760 

ccagtgttat gtttttgtgg cttatgtttg ccataaaaaa tgtcaagaaa agtgtctagc 2820 

tgagacttct gtttgtggag caactgatag gcgaatagac aggacactga aaaaccttag 2880 

gctggaagga caggaaaccc tcttaggcct gcctcctcgt gttgatgctg aagctagcaa 2940 

gtcagtcaat aaaacaacag gtttgacaag gcatattatc aatactagtt ctcgtttatt 3000 

aaatttgcgt caagtctcta aaactcgcct ttctgaacca ggaaccgatc tcgtagaacc 3060 

ttcaccaaaa cacacaccca acacgtcaga caacgaaggc agtgacacgg aggtctgtgg 3120 

tccaaacagt ccttctaaac ggggaaacag cacaggaata aagttagtga gaaaagaggg 3180 

tggtctggat gacagtg ttt tcattgcagt taaagaaatt ggtcgtgatc tgtacagggg 3240 

cttgcctaca gaggaaagga tccagaaact agagttcatg ttggataagc tacagaatga 3300 

aattgatcag gagttggaac acaataattc ccttgttaga gaagaaaaag agacaactga 3360 

tacaaggaaa aaatcacttc tttctgctgc cttagctaaa tcaggtgaaa ggctacaagc 3420 

tctaacactt ettatgattc actacagagc aggcattgaa gatatagaaa ctttagaaag 3480 

tctgfccttta gaccagcact ccaaaaaaat aagcaagtac acagatgata cagaagaaga 3540 

ccttgataat gaaataagcc aactaataga ctctcagcca ttcagcagca tatcagatga 3600 

cttatttggc ccatccgagt ctgtgtagca gacaggtcta tttaaacttt caaatgaaca 3660 

gggtaaagtt gcatctaaag taccacagat acaaccatgt ttaaatcctc gtatgcactc 372 0 

tggcctgctt ctccagttac ttgcttgtgt aagaacaaaa atgagaaagg ttgttttcca 3780 

gtaaaaacat gaccagctta ctaattggtt gttttggatt gcatttatag ctatgctttt 384 0 

ttgggtttat actgggaatt tatttttact aaattattta acttttctaa ttatgtaatt 3900 

atgtaagcta gcttttcatg tttatgtatg tatggtgtcc ccttgtgtta ttttttcttc 3960 

cttcttggtt tttgaattag tggttaaata gaaatactgt cctggattcc ttaaaatatt 4020 

ttcatttccc atcatggtta taacaaattt gcctgcatgc ccaaactgac aacagcaatc 4080 

actgagggaa caggttttga atctttcttt tgtgttatga agtttatcgt ctctacttgc 4140 

ttgagatttt tgttattttg ggggtttggg ggtgcttttt gttttgtttt tgccaaatgt 4200 

aacatgaaag cagatgctgc acctttagtc tgttatgctg atttagtaaa aaaaaatttt 4260 

ttacatatat tgcttgcttt cgatgcttct gtgaaacttt tttctaaagc ttttgtgcag 4320 

ctgtatggta aaaatatggt gattaatttg aagagcttac attgaaagac aatgtaatag 4380 

gaaataaatg cagattgcga gtggtcaaga atcttgtaga gaggataaca agacttaatt 4440 

actgaacaac agcaacatag cattttgaag 4470 



<210> 951 

<211> 1611 

<212> DNA 

<213> Homo sapiens 



<400> 951 

atgcatgatt tacaaagttt tggagacccc ctggtctgag gcccaccctc cagcacctct 60 

gtctttccca agttgagaac ttacaagttc tcggacagag gcaccactct ggtttcatgt 120 

cgtgtcctaa ttctggcatg ccatcctctc acatcgcatc caacccagag gacgcaaaat 180 

gaatgctcag catgtttact aaaacagtgt ctctacaata aacacagcag gccaacatgt 240 

atagctttta tttacctacc caagttcctt ttacatgtga gttatctgca ttccaccttg 300 

ccccctctcc caggatgaat cctcttggca cagaggaagg ggtgcccctt caactagggc 360 

cagagcctag atgacctggt ggatccccca ccatgaaaaa agcaggaagg gaatggagaa 420 

gaaaagtgtt gatcacacct agccctcacc acaggagggg gaatgaagag gtctggggga 480 

ctgcccccat gctatgcccc agtccttaaa tacaaagcaa ggagaatgaa aaggaccctc 540 

cctctgaaat acagcacccja cctcagcatg gaggcaaaag gacagtgggc aagaccacgt 600 

ccctccgaag ggagagggct gaaggagagc acataccgtt agtggctgcg gcacccctcc 660 

ctaccagggt ctgatgcagc ctcagcaccg ggagtgggga gaggggagga gaagggatga 720 

cagcactgtg ccatccactc ctccctgaac ccctggcccc agcacaggca ttcctctgcc 780 

cactagccca agtcagggga tgtggaagaa actgtgttgg aatccaaggc ccttatctat 840 

ttcttcttcc gttcttggga gcagcgtggg caaaaccatt tcccccgagg cttggttgtc 900 
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taatccggca ccagagctcc agagaaaagc agaagaaaga tcagaggcca ctatctacca 2160 

ctggcaccag gccacacaaa cagaagagga aaccccagat ggtaaaggct gttcaacccc 2220 

aagagatgag tcagatgaag ccccatgtgt atgatctgcc agtagaaggc aatgagcccc 2280 

cagcctcttt tcataaagac acaaacgcac ttccccctac tgttttcaag gataatccaa 2340 

tgtctacacc taaggactca aatccaaaag catgaagcaa cagctaagca agaactaatg 2400 

gctaaattat caacttggaa aactggaaaa tctggatggc agagaaatat actatctcac 2460 

cagtatttgc tctcgactca agaaggttaa cattttctga ttcatgttag actttgaaga 2520 

gactaaagaa aattttcaag aggaacatat gcctgagaac ctttgcatga atttaaaatt 2580 

tcaattatcc attcttataa gaaggaagat gattgtaaag aaatatctcc gaagttaaaa 2640 

tctgtaatag gaattgattc attctctaat gaaaacaaaa cataaaaaca tcacactaat 2700 

cttggaggaa taagaaaaat tgtacatcca ttaaatgtac aattgattgc aacatcttga 2760 

ttgttttaac cattaacttg tcaaattaca atcacagtta agaaaatgat gtaaaattct 282 0 

gttttgtgga tctctttcct agattagctt ctgaaatcat tattagctat atcatttgag 288 0 

gttttctaca atttggtata actaagaatt taaaaatgtt ttatcatata tatttgtata 2940 

attaattact ggcatggtta aagtggtatt tcacttttta aatggagaaa atttcagtta 3000 

aattaatagg ataaaccagg ttgcgaactg atgacctgta ggccatgtta gcactgcaaa 3060 

tatatttggt ctgaatgata ttgatattgg acacatagta cttttacatg ttttgaatgt 312 0 

attgctaata tttaaaaatt gagagatctt gcataaacaa tagattccca aaaaaaaaa 3179 



<210> 950 

<211> 4470 

<212> DNA 

<213> Homo sapiens 



<400> 950 

atggggctgc tgctcatgat cctggcgtcg gccgtgctgg gttccttcct cacgctcctc 60 

gcccagttct tcctgctgta ccgcagacag cccgagccgc cggcggacga ggccgcccgc 12 0 

gcgggcgagg gcttccgcta catcaagcca gtgccgggcc tgctcctaag ggagtacctt 18 0 

tatggcggcg gccgggatga ggagccctcc ggagcggccc ctgagggcgg cgcgaccccc * 240 

accgcggccc ccgagacccc cgccccgccg acgcgggaga cttgctactt cctcaacgcc 300 

accatcctat tcctgttccg ggagttgcgg gacaccgcgc tgacccgccg ctgggtcacc 36 0 

aagaagatca aggtggagtt cgaggagctg ctgcagacca agacggccgg gcgcctgctg 420 

gaggggctga gcctgcggga cgtgttcctg ggcgagacgg tgcccfctcat caagaccatc 480 

□ggctcgtgc ggccagtcgt gccctcggcc accggggagc ccgatggccc tgaaggggag 54 0 

gcgctgcccg ccgcctgccc cgaggagctg gccttcgagg cggaggtgga gtacaacggg 600 

ggcttccacc tggccatcga cgtggacctg gtcttcggca agtccgccta cttgtttgtc 660 

aagctgtccc gcgtggtggg aaggctgcgc ttggtcttta cgcgcgtgcc cttcacccac 72 0 

tggttcttct ccttcgtgga agacccgctg atcgacttcg aggtgcgctc ccagtttgaa 78 0 

gggcggccca tgccccagct cacctccatc atcgtcaacc agctcaagaa gatcatcaag 840. 

cgcaagcaca ccctaccgaa ttacaagatc aggtttaagc cgttttttcc ataccagacc 900 

ttgcaaggat ttgaagaaga tgaagagcat atccatatac aacaatgggc acttactgaa 96 0 

ggccgtctta aagttacgtt gttagaatgt agcaggttac " tcatttttgg atcctatgac 1020 

agagaggcaa atgttcattg cacacttgag ttaagcagta gtgtttggga agaaaaacag 1080 

aggagttcta ttaagacggg tacaatctcc ctcacagctg ttttcatggg ctggcatcga 1140 

gtgtctgagg cttttccagg cttatggtac aagctgttgg tggatcttcc attctggggt 12 oo 

ctggaggatg gtggccctct tctcacagtt ccacttaggc agtgccctgg ttgaattaat 1260 

aaaaggaaat ttacaaagtg ttggacttac acttcgtctt gtccagtcaa ctgatgggta 1320 

tgctgggcac gtcatcattg aaactgtggc tccaaactcg cctgctgcaa ttgcagatct 1380 

tcagcgggga gatcgactta tcgccattgg aggtgtgaaa atcacatcaa cactgcaagt 1440 

gttgaagctt atcaagcagg ctggtgaccg agtcctggtg tactatgaaa ggcctgttgg 1500 

ccagagtaat caaggtgcag tgctgcaaga taactfctggc cagttggaag aaaacttttt 1560 

gtcaagctca tgccaatcgg gttatgaaga ggaagctgcc gggttgacag tagatactga 1620 

aagtagagag ctggattctg aatttgaaga cttggcaagt gatgtcagag cacaaaatga 1680 

gttcaaagat gaggcacaat cattaagtca tagtcccaaa cgtgttccaa caacactttc 1740 

tattaaaccc cttggagcta tatcaccagt tttaaaccgg taaattaggc tggtaggaag 1800 

ttcacccact accaccggaa aatttcagtc caaagatggg aaataaacct ccacccctaa 1860 

aaacttctga gataacagac ccagcacaag tgtcaaaacc aacccaagga tctgctttca 192 0 

aaccacctgt gccaccacga ccacaagcga aagttccttt gccttccgcc gatgctccaa 1980 

atcaggcaga accagatgtt ctcgttgaaa agccagagaa ggtggtgcca cctcctcttg 204 0 

tagataaatc tgctgaaaag caagcaaaaa atgtggatgc catagacgat gcagctgcac 2100 

ctaagcaatt tttagcaaag caagaagtgg ccaaagatgt cacttcagaa acttcctgcc 2160 



474 



WO 01/57188 



PCT/USO 1/03800 



cgcccaaggc ttgggctgcc gttgcggctg tcaccgtccc cctgcttggc acatttcttc 2880 

tggctgcagg cggggtggag tggacttgcc tcctcatctg atctgctctt tttcttcttg 2940 

ccaattttct tcttcttggt gaccctgatg acctcgagct ccgtgcaggc atccggcggg 3000 

tccagggcct gggcctcctc cttctcctga gag g tggtgt gcacgggggt ggtgtcagag 3060 

gaggacacag tctctgccgg ctcctcgttg aaggggttct ggcgctgggt ggggctcctg 3120 

gtggaggcct tgctgctggt caggtcggag gctgtggagc ggggaccact gaccgtgtct 3180 

gtgaggtctc catcttccca gtctgtgctg ggtacagacg gcactgctgg aaacacatct 3240 

ccaaaatcat aatcctcact agatggggca atcgcactgt catcccactc caggttggtg 3300 

gaggtgacgg agttgaaaga gttgagggac agactgtctg agccgtggac cgagctggga 3360 

aggcggtctt caaagtccag caggtactga ggtttgtagt agtcgggcat gtagggggcc 3420 

aggtctaggt aaggggcatc cagatccagc tcgaaacgaa tgaactctag cccggacacc 3480 

aaggtcagga agagcgtcag gtgatcgtgg ctgcagacca gggcattctt gacgtagtac 3540 

ttatgcagca ggcccaggtt ctcctggaac aaccgcaggt agctctccaa ggagttctcg 3600 

ttgagggcca ggtacagcca ggcacggctg cgccccaggt tggtggccac gtgctgcagc 3660 

acctcgatct gcttgatggc ctctctccga gtaaaatgca ccacgagcac ccagtagcca 3720 

gaggagaggt cttgcagtcc gtacagcagg gcgtggtcca ggtgctcaca cagacgctgt 3780 

aggaccttgt catggttccg gatggcaggg atctcatcct cacatgcagc aaaatagctc 3840 

tgcaacttct tcaccgacag ogagatgttc tccaggatcc ggtccttcac ctcccccggc 3900 

tccatggcgc tgccaccgtc gccgcacgaa a ' 3931 



<210> 949 

<211s» 3179 

<212> DNA 

<213> Homo sapiens 



<400> 949 

ccatctgagc gagaagagca gacaccgtgc tcctggaatc acccagcatg ttgcaaggtc 60 

tcctgccagt cagtctcctc ctctctgttg cagtaagtgc tataaaagaa ctccctgggg 120 

tgaagaagta tgaagtggtt tatcctataa gacttcatcc actgcataaa agagaggcca 180 

aagagccaga gcaacaggaa caatttgaaa ctgaattaaa gtataaaatg acaattaatg 240 

gaaaaattgc agtgctttat ttgaaaaaaa acaagaacct ccttgcacca ggctacacgg 300 

aaacatatta taattccact ggaaaggaga tcaccacaag cccacaaatt atggatgatt 360 

gttattatca aggacatatt cttaatgaaa aggtttctga cgctagcatc agcacatgta 420 

ggggtctaag gggctacttc agtcaggggg atcaaagata ctttattgaa cctttaagcc 480 

ccatacatcg ggatggacag gagcatgcac tcttcaagta taaccctgat gaaaagaatt 540 

atgacagcac ctgtgggatg gatggtgtgt tgtgggccca cgatttgcag cagaacattg 600 

ccctacctgc caccaaacta gtaaaattga aagacaggaa ggttcaggaa catgagaaat 660 

acatagaata ttatttggtc ctggataatg gtgagtttaa aaggtacaat gagaatcaag 720 

atgagatcag aaagagggta tttgagatgg ctaattatgt caacatgctt tataaaaagc 780 

tcaatactca tgtggcctta gttggtatgg aaatctggac tgacaaggat aagataaaga 840 

taaccccaaa tgcaagcttc accttggaga atttttctaa atggaggggg agtgttctct 900 

caagaagaaa gcgtcatgat attgctcagt taatcacagc aacagaactt gctggaacga 960 

ctgtgggtct tgcatttatg tctacaatgt gttctcctta ttctgttggc gttgttcagg 1020 

accacagcga taatcttctt agagttgcag ggacaatggc acatgaaatg ggccacaact 1080 

ttggaatgtt tcatgacgac tattcttgca agtgtccttc tacaatatgt gtgatggaca 1140 

aagcactgag cttctatata cccacagact tcagttcctg cagccgtctc agctatgaca 1200 

agttttttga agataaatta tcaaattgcc tctttaatgc tccattgcct acagatatca 1260 

tatccactcc aatttgtggg aaccagttgg tggaaatggg agaggactgt gattgtggga 1320 

catctgagga atgtaccaat atttgetgtg atgctaagac atgtaaaatc aaagcaactt 1380 

ttcaatgtgc attaggagaa tgttgtgaaa aatgccaatt taaaaaggct gggatggtgt 1440 

gcagaccagc aaaagatgag tgcgacctgc ctgaaatgtg taatggtaaa tctggtaatt 1500 

gtcctgatga tagattccaa gtcaatggct tcccttgcca tcacgggaag ggccactgct 1560 

tgatggggac atgccccaca ctgcaggagc agtgcacaga gctgtgggga ccaggaactg 1620 

aggttgcaga taagtcatgt tacaacagga atgaaggtgg gtcaaagtac gggtactgtc 1680 

gcagagtgga tgacacactc attccctgca aagcaaatga taccatgtgt gggaagttgt 1740 

tctgtcaagg tgggtcggat aatttgccct ggaaaggacg gatagtgact ttcctgacat 1800 

gtaaaacatt tgatcctgaa gacacaagtc aagaaatagg catggtggcc aatggaacta 1860 

agtgtggcga taacaaggtt tgcattaatg cagaatgtgt ggatattgag aaagcctaca 1920 

aatcaaccaa ttgctcatct aagtgcaaag gacatgctgt gtgtgaccat gagctccagt 1980 

gtcaatgtga ggaaggatgg atccctcccg actgcgatga ctcctcagtg gtcttccact 2040 

tctceattgt ggttggggtg ctgttcccaa tggcggtcat ttttgtggtg gttgctatgg 2100 
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ctgggtattt cttccttagc tgtcgtcttg cagacaccat cgaagcatag atgatgcagc 240 

cccaggagat taaaacgatg gcaagcagca acactgaata aatccagtcc agcgtgcgac 3 00 

gacttactgg cttcatggta aggaggcggc agcagtccgc gggagctggc gggagctgcg 360 

ggccttacag taacctccca ggcggtggct gccaggcgcc agcagccatc ttttagccgg 420 

gcacgagcgc ccgcccactc gcfctcgtgca gcgctgtcgc tggcctcttc cgcccggagt 480 

tggggggcgg tatcacgtga tcgggggcct tgcccgccog ccataatgta tcagtcaagc 540 

aacaagtgt 549 



<210> 948 

<211> 3931 

<212> DNA 

<213> Homo sapiens 



<400> 948 

tttttttttt ttggcaatat aacatgtcta ttttatttta aaaaacaaaa cccaaaccac €0 

ctgacccctt ccccaggagg ctcttgacga aactctaggg aagggcctgg ctccagccaa 120 

gcaggggaca gtcagaagat gtcaacatgg atgccaggct ggtgggctcc gcccttctcc 180 

aagcccccca tccaccccct ttgctcctcg gtgctacagg cactgccggg ttgaggggac 240 

aggcagggca ggactgtggg catgoagagc ctcctggcag ccagggaggg ctgcccgccc 300 

ccctgcatct ggcgaggcag gcagctgtgt gcgcagtgat ggagctagga ggaggaaaca 360 

tgcgcagaca ccccgtgttc ccgcttcccc acgtggccag gagagtgttc aaacacgaac 420 

aaggatggct gggcactcag ggccccagcc cccaacccag gagaggaaga ggggggtccc 480 

gccctcctgg ttcttttgtt cgtccttaga tggatggtgt tctcggtgcc actcggcaga 540 

aattctgcag actgaggcgg aggcccggga ggagggcgtg catccgcaga gcccacaggg 600 

ctcggaccct ctgcccccag cgacctccat tcgctacctg tcgggcagga tgcccagggg 660 

tgccgggcac ctgatctgga tccctggagt ggagggaccc tgtcttaagc cacactcggt 720 

ggttctgccg cccagggcag gggtggactg taggctcccg acagcatgac aacagccgtg 780 

acagtgtgcc tgcoggctgg cg-tgccttcc tttcctgccc accagggacg ccaaccagct 840 

ctgcctcagc accaggggtc tcgggaggct cggccgcggc agagactgtc gctccgctgc 900 

caggcgctgt ggatgaggct caaggcatcc tcgaatttct tcttgttgga ggcttcctgg 960 

atcgccgtgt gggggaggtc cacctgatag atggttttcc acccagagtt cagtgcagac 1020 

agcaatcggt ccagttcaga agtgcagctc aggtagatga cccagggcgg gaggagctgc 1080 

tggctgtcct gggagaactc caagacgcag fcactccttgc ccggctcggt ggagacggcg 1140 

ctgatgtcgc ccagcttggc tgtgcccaaa gagcggaaga agctggtctg gcaatcctca 120 0 

tggcacgtaa agaggcggtc atccgtgagg accaggcagc agggtatgca ggggctggga 1260 

gctacgccct gggggatgac ccctttggac acagcctggc agagatgctg catccactcg 1320 

gccatctcgg cctcgctctc ggcacttagc tccaggcagg gcggatcgga gagaatgacc 13 80 

tggaaggcgt ggggccgatc cgtggtgttg gctctccggc agccaccgca ctgctccccc 1440 

cccatgttca ccgagagcag agggatgacg tcggtgcggt ccgggtactg gtagaggatc 1500 

ccgttgctga gcaccacgaa gcacgtcttc cagtgttcct tgcccaggta ggaggtgccc 1560 

gccttgtagt gcagcatgcc ttctttggtg atggtgccct cggggggtga gcagtggcag 1620 

ggcgtggggc ccagggactc gtctgtgggg tcctcccagt gcacaaggcc gtagaagcgc 1680 

acggtgacag cagatgcctc acacttcgat tcttgggcca caaatttggc cagtgccagc 1740 

ttctccatgg tggcatccgt caggatgctg gggtagggag gttctcgaca gcctttgatc 18 00 

atggctgact tcaaagaagc caaaaagaac tcagccagcg ccacatcagc cgtgtccagc 1860 

agaaactgct tcctgcggtt ggtgcacacc agcttcaccg tctgctggtc aaggccaacc 192 0 

gacacatagt caagttcatt gtaagaaacg gcctcttcca ccaggtatgg cttctctgtg 1980 

gcccctttcc ggagcaggta gacatagcag tctgtgagca gcacgtacag cagctgcagg 2040 

ttgccctcca tgtgcccggt gctcatccgg atcattttga acagctgctc ttcgttttct 2100 

cggaacacgt ggatcatgag caggagcagg tgattgttgt ctactctgaa ctccgaggaa 2160 

tggaccatct ccgaagggct cccctgtccc tcatccaccc cagaatcctc agcgctactc 2220 

agacacgggc tgggctggtc tcgcttgagc tggcagagaa cctcctgggt cccaggctct 2280 

ggctcagaca caggcccctc cctgaccagg gacagctggg cctccagcfcc ctgagcctcc 2340 

ctcgtggtat cctctagggg ccgaggcgtc tgtccctctc ctcctcctcc ctcttcttct 2400 

tggccagcag cctcagggct actaggaaca tgcagcggtt ggccaagccc tgcagggtca 2460 

tggtggccgc cacctgatgt aacagtgctt ggactctcga cggtaaagcg gtagaagtcc 2520 

attggggctg aaagcccctc actaaagtcg caaagcggcg gcctctccgg ggcatccccg 2580 

ggagagccgg tccgaaagga ctggtctggg ggctcagcac gggagcacca ggtgctgggg 2640 

tccagctgcc cgttgagctg gtcgataacc ttgctcaggg gctgccccaa gcgctccatg 2700 

gaggtgtcct tcatctcagg gatcagcagg cccggctcgg agcgctcgct gctctccgtg 2760 

gtgctgctcg gcccctctcc ctcctcctgg ggggaggcaa gcatagtgtc tggcgagtcc 2820 
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<400> 945 

aggtgcggcg acgttactgc gtagcgccag ctcggccgca cgtaaggccg cggaagcgga so 

gcaggtttgg ttgcacttac accggtactt aagcgcggac cggcgtgtcc ttggacttag 120 

agagtgggga cgtccggctt cggagcggga gtgttcgttg tgccagcgac taaaaagaga 180 

attaaatatg ggtgatgttg agaaaggcaa gaagattttt attatgaagt gttcccagtg 240 

ccacaccgtt gaaaagggag gcaagcacaa gactgggcca aatctccatg gtctctttgg 300 

gcggaagaca ggtcaggccc ctggatactc ttacacagcc gccaataaga acaaaggcat 360 

catctgggga gaggatacac tgatggagta tttggagaat cccaagaagt acatccctgg 420 

aacaaaaatg atctttgtcg gcattaagaa gaaggaagaa agggcagact taatagctta 480 

tctcaaaaaa gctactaatg agtaataatt ggccactgcc ttatttatta caaaacagaa 540 

atgtctcatg acttttttat gtgtaccatc ctttaataga tctcatacac cagaattcag 600 

atcatgaatg actgacagaa tattttgttg ggcagtcctg atttaaaact aagactggct 660 

tgtggttaaa tgaatatgtt cagtttttga attttaatag taactccaat tcagtaaatg 720 

gtatcactgt ttaccccttt taaagatatg attagacttc gttagtaatg ttcaactttt 780 

cacaaagatg gtgagtgcca tcttaaaact tactggagat tggttttata tttagattta 840 

tataactggt tatgtgaata tatttaaata ctggggaaat tgcttcactg tcttagaacc 900 

aagcaagatt cacctgtgtt ttgtgttcat gttcatttgc ctcttaaagg caagggttga 960 

agataaataa ggtagcaatg tctatagttt tggccttaac tatgccaatc taattafcaat 1020 

tccctgtatt taaaatggtt tcttttactt attgaaaggc attttagtgt ggtttatgtg 1080 

taatattaaa gattattcaa cacctctcac atcttacaga tctataaggt cacatgcttt 1140 

taaaatagta gcaagttaaa cttcactctt gaattcttta caatctaagt caaactaagt 1200 

tataatttag gattgtcttt aaacagccat tcagaaacaa aactgtagaa ctgtgtattt 1260 

gattgggaat ggtgcttttg ccaacttaaa aggattaaag taacggagat atacacaaat 1320 

tttaaaatta tgtgtgatca caagactaaa gataattaaa aagaaaacca cagatcatga 1380 

aaaaaaaaa ' " nao 



<210> 946 
<211> 630 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> mis cofeature 
<222> (1) . . . (630) 
<223> n ■ a,t,c or g 



<400> 946 

aggagaagag ttgctgcagc tccttccctg ctttggnngn ggaggggagg cggggtaagt 60 

ttggtgggaa actctgtaat ttcctttttt actttcacag caatagtgca gaatccagaa 120 

tggatgtcct ctttgtagcc atctttgctg tgccacttat cctgggacaa gaatatgagg 180 

atgaagaaag actgggagag gatgaatatt atcaggtggt ctattattat acagtcaccc 240 

ccagttatga tgactttagt gcagatttca ccattgatta ctccatattt gagtcagagg 3 00 

acaggctgaa caggttggat aaggacataa cagaagcaat agagactacc attagtcttg 360 

aaacagcacg tgcagaccat ccgaagcctg taactgtgaa accagtaaca acggaacctc 420 

agagtccaag atctgaagcg atgccgtgtc cagttttgcg aagtcctatt ccccttcctc 480 

ctgtccgtgt gcctttgttc aggtggggat gtatttcatg taagaaggtg ggaagaaggc 540 

tgcttatgac tctttggatg ggagtctggc aagaggaaat tggaagataa aataaataat 600 

aagtgaaata atctggttaa aaaaaaaaaa . $ 30 



<210> 947 
<211> 549 
<212> DNA 
<213> Homo sapiens 



<400> 947 
tctctaagtg aaaaatttgc atactagtgc 
tgggaacttt gcattatgaa ttttattttt 
tattttcaga taattaaatc cagaagagtt 



ttgttataaa ggataatgca aaaataaact 60 
atatctacat aagcatgagg gaaagaactg 120 
acaaattttc attcgtccca aagattttgt 180 
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<222> (1) . . . (1131) 
<223> n » a,t,c or g 



<400> 943 

atggtgaagg tcgtgccggc cacgcgagga aatctgcctc gctcacaact cacaggcaca 60 

catcaacact gccaaccgag ggagcccaaa atcaccgcaa gcgaaaggct ccggcggcgg 120 

ccacgggcca cagcccgcct ccgcgcacac gcagcccctc ccgagcctcc actcgccgtc 180 

ttcgccccgc cttcggaccg gaaggagttg ttggcgcttc cggtggcctg cgaccccgta 240 

attgcctcgg tgatgtcgtg ggttcaagca gcctccttga tccagggccc tggagacaaa 3 00 

ggggacgtgt ttgacgaaga agcagacgag tcgctcctgg cgcagcggga atggcagagt 360 

aacatgcaaa gacgagtcaa agaaggttat agagatggaa tagatgctgg caaagcagtt 420 

actcttcaac agggcttcaa tcaaggttat aagaaaggtg cagaagtcat tttaaactat 480 

ggaogactcc gaggaacatt gagtgctttg ctctcctggt gtcaccttca taataataat 540 

tcaactttga tcaataaaat aaacaatctt ctggatgcag ttggccagtg tgaagagtat 600 

gtgctcaaac atctgaaatc aatcactcca ccgtcccatg tfcgtagattt attggactcc 660 

attgaggata tggacctttg tcatgtagtt ccagctgaga aaaagattga tgaagctaaa 720 

gatgaaagac tctgtgaaaa taatgctgag tttaacaaaa actgtagcaa gagccatagt 780 

gggatagatt gttcatatgt agaatgttgt agaacacagg agcatgcaca ttcaggaaaa 840 

cccaagcccc acatggattt tggaacagac agccagtttt agttaaacag ctgggcctat 900 

cagtagatgt attacaacac ctcaaacaac tataaaatta ccttcccttt tctaatgaaa 960 

ataatgttca gaacatttgg tttccctacc aatcgaaatt tgtactggtt ttctgcatca 1020 

aaccacctca actgtagggt taccccnttt atggaagttt gaaattanca cactattgtt 1080 

cttcaaaatt acacacccta ttaaatgtaa tataagcctt taaaaaaaaa a 1131 



<210> 944 

<211> 1211 

<212> DNA 

<213> Homo sapiens 



<400> 944 

gagagcgcac ggtggagccg ccagttgaga aggactctga tccggctcag ctttccaate 6 0 

agctgcggaa ggagccacgc tttcgggggt tgcaagatgg cggccaccag tggaactgat 120 

gagccggttt ccggggagtt ggtgtctgtg gcacatgcgc tttctctccc agcagagtcg 180 

tatggcaacg atcctgacat tgagatggct tgggccatga gagcaatgca gcatgctgaa 240 

gtctattaca agctgatttc atcagttgac ccacagttcc tgaaactcac caaagtagat 300 

gaccaaattt actctgagtt ccggaaaaat tttgagaccc ttaggataga tgtgttggac 360 

ccagaagaac tcaagtcaga atcagccaaa gagaagtgga ggccattctg cttgaagttt 42 0 

aatgggattg ttgaagactt caactatggt actttgctgc gactagattg ttctcagggc 480 

tacactgagg aaaacaccat ctttgccccc aggatacaat tctttgccat tgaaattgct 540 

cggaaccggg aaggctataa caaagctgtt tatatcagtg ttcaggacaa agaaggagag 600 

aaaggagtca aoaatggagg agaaaaaaga gctgacagtg gagaagaaga gaacaccaag 660 

aatggaggag agaaaggagc tgatagtgga gaagaaaaag aggaaggaat caacagagaa 720 

gacaaaactg acaaaggagg agaaaaaggg aaagaagctg acaaagaaat caacaaaagt 780 

ggtgaaaaag ctatgtaagg tatacaggga acagcactct agaagctatg actcaattga 840 

gactacaagt accacggtgc tacttgcaca gacccctttg gttaaatgta aattcttgta 900 

caattgaagg atacgcagaa ggacatcttt ctagtctaac agtcaggagc tgctctggtc 960 

attcccttgt atgaactggt ctaaagactg ttagtggggt gttagttgat ttttcctggt 102 0 

atactgtttc ttggctgaca ctactggtca agtaagaaat ttgtaaataa ctttcttttg 1080 

gttcttatta tctatatctg tgactgactt taaaaaggta tttgacactt gaaatttttt 1140 

tcaaatatgt aatctcatcc ccatgtctta tataagataa tttactcctg tttcttactg 1200 

aaaaaaaaaa a 1211 



<210> 945 

<211> 1389 

<212> DNA 

<213> Homo sapiens 



470 



WO 01757188 



PCT/US01/03800 



<210> 941 
<211> 435 
<212> DKA 
<213> Homo sapiens 



<400> 941 

agctatttat ccctaggtcc tttcctcctg cacgtcagct ttgagccccg agctggtgct 60 

tctgctctct gagacatggc aggcctgatg accatagtaa ccagccttct gttccttggt 120 

gtctgtgccc accacatcat ccctacgggc tctgtggtcc tcccctctcc ctgctgcatg 180 

ttctttgttt ccaagagaat tcctgagaac cgagtggtca gctaccagct gtccagcagg 240 

agcacatgcc tcaaggcagg agtgatcttc accaccaaga agggccagca gttctgtggc 300 

gaccccaagc aggagtgggt ccagaggtac atgaagaacc tggacgccaa gcagaagaag 360 

gcttccccta gggccagggc agtggctgtc aagggccctg tccagagata tcctggcaac 420 

caaaccacct gctaa 435 



<210> 942 

<211> 1708 

<212> DNA 

<213> Homo sapiens 



<400> 942 

accttttgta gaccatagta catgcggtgg aattccgggg agaggccatc acttgaagat 60 

gctgagtctt ctgctccttc tcctgggact aggtatgagc cttgtctttt gaggagtctg 120 

gggttaatgt taacactggg tggaaagact ttctctccag agagtctgaa gccaccagac 180 

agaagatgaa ggggatatgt tagattaaag aaccataaca gagtaattgt tggcacaata 240 

aaaaggaggc agttccctgg ggtcctttgg gagctgaggt ggtattggag aaataaagca 300 

gagaccttcc tgcctgggga gatgtctgga ccccagcttg tcggtcctca tgaatatctc 360 

tctgggacta ggctctgtgt tcagtgctgt catctctcaa aagccaagca gggatatctg 420 

tcaacgtgga acctccctga cgatccagtg tcaagtcgat agccaagtca ccatgatgtt 480 

ctggtaccgt cagcaacctg gacagagcct gacactgatc gcaactgcaa atcagggctc 54 0 

tgaggccaca tatgagagtg gatttgtcat tgacaagttt cccatcagcc gcccaaacct 600 

aacattctca actctgactg tgagcaacat gagccctgaa gacajcagca tatatctctg 660 

cagcgccgga cgacagggaa cctacgagca gtacttcggg ccgggcacca ggctcacggt 720 

cacagaggac ctgaaaaacg tgttcccacc cgaggtogct gtgtttgagc catcagaagc 78 0 

agagatctcc cacacccaaa aggccacact ggtgtgcctg gccacaggct tctaccccga B40 

ccacgtggag ctgagctggt gggtgaatgg gaaggaggtg cacagtgggg tcagcacaga 900 

cccgcagccc ctcaaggagc agcccgccct caatgactcc agatactgcc tgagcagccg 960 

cctgagggtc tcggccacct tctggcagaa cccccgcaac cacttccgct gtcaagtcca 1020 

gttctacggg ctctcggaga atgacgagtg gacccaggat agggccaaac ctgtcaccca 1080 

gat cgt cage gccgaggcct ggggtagagc agactgtggc ttcacctccg agtcttacca 1140 

gcaaggggtc ctgtctgcca ccatcctcta tgagatcttg ctagggaagg ccaccttgta 1200 

tgccgtgctg gtcagtgccc tegtgetgat ggccatggtc aagagaaagg attccagagg 1260 

ctagctccaa aaccatccca ggtcattctt catcctcacc caggattctc ctgtacctgc 1320 

tcccaatctg tgttcctaaa agtgattctc actctgcttc tcatctccta cttacatgaa 1380 

tacttctctc ttttttctgt ttccctgaag attgagctcc caacccccaa gtacgaaata 1440 

ggctaaacca ataaaaaatt gtgtgttggg cctggttgca tttcaggagt gtctgtggag 1500 

ttctgetcat cactgaccta tcttctgatt tagggaaagc agcattccct tggacatctg 1560 

aagtgacagc cctctttctc tccacccaat getgetttet cctgttcatc ctgatggaag 1620 

tcctcaaaca ccatttccat acccaggcat tctgggtccc cactggaggg ttagtctgaa 1680 

gggcaatggc tgggctttgg aaaaccag 1708 



<210> 943 

<211> 1131 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc feature 
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gtgtcaactc tcttatagct tatgggggca acattgacca taagatcagc cacctgggca 660 

ctccactcta tttggcttgt gaaaaccaac agagagcctg tgtcaagaag cttctggagt 72 0 

caggagcgga cgtgaaccaa gggaaaggtc aggattcccc acttcatgca gtggccagga 78 0 

cagccagtga agagctggcc tgcctgctca tggattttgg agcggacacc caggccaaga 840 

atgctgaagg caaacgtcct gtggagctgg tgcctccaga gagccccttg gcccagctct 300 

tcttggagag agaagggccc ccttctttga tgcagttatg ccgccttaga attcggaagt 960 

gttttggaat ccagcagcat cataagataa ccaaactcgt cctcccagag gatctgaaac 102 0 

agtttctcct acatctttaa atgcatctag ggaatggatt cacaaacgat gtgaaaacat 108 0 

tattgagtgt tgtagccact agaattttaa aatcaagttg gatttataga gtttgactag 114 0 

ttttttcgat tagatttgta tttgttataa acttgtttat ggagtttgac taattttttc 1200 

tattcaattt gtatttgtta aactcaagcc agggtggaaa gacactgcat acgtttgtat 1260 

tattagttag aaggcatgaa gacttttttc cctgcttgga gagtgtcata agttattgtt 1320 

ttgcatatct actgcatgcc aagcactttt tgcatcatct aatttagccc tcacagccac 138 0 

tgggtcaaga tgtccaattt tccagagtaa ggatagagga gtcaaattca aatacaggtt 144 0 

ttctgacatt aacttatgtg atgacttgat cgaggcaggc ttttccagca tcactgtcct 1500 

ggttccatct ctgctatatg gaagaaaaaa agaaacatag gcatggtcaa tcaaannnna 1560 

cgccg 1565 



<210> 940 

<211> 2009 

<212> DNA 

<213> Homo sapiens 



<400> 940 

caaagtgctc agcataaggg agccagcgca cagcacagcc aggaaggcga gcgagcccag 6 0 

ccagcccagc cagcccagcc agcccggagg tcatttgatt gcccgcctca gaacgatgga 120 

tctgcatctc ttcgactact cagagccagg gaacttctcg gacatcagct ggccatgcaa 18 0 

cagcagcgac tgcatcgtgg tggacacggt gatgtgtccc aacatgccca acaaaagcgt 240 

cctgctctac acgctctcct tcatttacat tttcatcttc gtcatcggca tgattgccaa 300 

ctccgtggtg gtctgggtga atatccaggc caagaccaca ggctatgaca cgcactgcta 360 

catcttgaac ctggccattg ccgacctgtg ggttgtcctc accatcccag tctgggtggt 420 

cagtctcgtg cagcacaacc agtggcccat gggcgagctc acgtgcaaag tcacacacct 48 0 

catcttctcc atcaacctct tcggcagcat tttcttcctc acgtgcatga gcgtggaccg 540 

ctacctctcc atcacctact tcaccaacac ccccagcagc aggaagaaga tggtacgccg 600 

tgtcgtctgc atcctggtgt ggctgctggc cttctgcgtg tctctgcctg acacctacta 660 

cctgaagacc gtcacgtctg cgtccaacaa tgagacctac tgccggtcct tctaccccga 72 0 

gcacagcatc aaggagtggc tgatcggcat ggagctggtc tcegttgtct tgggctttgc 780 

cgttcccttc tccattatcg ctgtcttcta cttcctgctg gccagagcca tctcggcgtc 840 

cagtgaccag gagaagcaca gcagccggaa gatcatcttc tcctacgtgg tggtcttcct 900 

tgtctgctgg ctgccctacc acgtggcggt gctgctggac atcttctcca tcctgcacta 960 

catccctttc acctgccggc tggagcacgc cctcttcacg gccctgcatg tcacacagtg 102 0 

cctgtcgctg gtgcactgct gcgtcaaccc tgtcctctac agcttcatca atcgcaacta 108 0 

caggtacgag ctgatgaagg ccttcatctt caagtactcg gccaaaacag ggctcaccaa 1140 

gctcatcgat gcctccagag tctcagagac ggagtactct gccttggagc agagcaccaa 1200 

atgatctgcc ctggagaggc tctgggacgg gtttacttgt ttttgaacag ggtgatgggc 1260 

cctatggttt tctagagcaa agcaaagtag cttcgggtct tgatgcttga gtagagtgaa 1320 

gaggggagca cgtgccccct gcatccattc tctctttctc ttgatgacgc agctgtcatt 1380 

tggctgtgcg tgctgacagt tttgcaacag gcagagctgt gtcgcacagc agtgctgtgc 1440 

gtcagagcca gctgaggaca ggcttgcctg gacttctgta agataggatt ttctgtgttt 1500 

cctgaatttt ttatatggtg atttgtattt aaattttaag actttatttt ctcactattg 1560 

gtgtacctta taaatgtatt tgaaagttaa atatatttta aatattgttt gggaggcata 162 0 

gtgctgacat atattcagag tgttgtagtt ttaaggttag cgtgacttca gttttgacta 1680 

aggatgacac taattgttag ctgttttgaa attatatata tataaatata tataaatata 174 0 

taaatatatg ccagtcttgg ctgaaatgtt ttatttacca tagttttata tctgtgtggt 1800 

gttttgtacc ggcacgggat atggaacgaa aactgctttg taatgcagtt tgtgacatta 1860 

atagtattgt aaagttacat tttaaaataa acaaaaaact gttctggact gcaaatctgc 192 0 

acacacaacg aacagttgca tttcagagag ttcfcctcaat ttgtaagtta ttttttttta 1980 

ataaagattt ttgtttccta aaaaaaaaa 2009 
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gtttctgttt ctgatcaaat ggaatttgtc aatggatggg acattatgat tattattagt 240 

gacatattga caatcattgg atcaattcta aaaatggaaa tccaagctaa ggtaattttt 3 00 

ttcctaatca tgctattgtt agtgtcagat ttgcactaat gggaatgtat ttttccagaa 360 

tgtaagaatt ttcagaatga attgtttctt cc 392 



<210> 938 

<211> 1464 

<212> DNA 

<213> Homo sapiens 



<400> 938 

caagcaagct gcctgctcag atggcaggga atgggggaaa acagggagac agtttcctgt 60 

ttgagatgtt gggagatgct tcgagtagta tatttactgg aaatagacat tcaacttgga 120 

tgtccctttt tggaaatgtg cctgcgtcca gggctgggtt ggggccccat tgaactttgg 180 

ctctgacaca gctgttgcca cactcaacgg aactgaatct atgtttgtct tccccggcat 240 

ccttcacccc aactctcccc gccacaacat acatcccatg ccagcctggg gaccctcaaa 3 00 

ggtggcttca tcattaggtt tgtggctggg tcctactgaa gtaagtcttg gcactcagag 360 

ggataggaat tgaatgaaga catgagattc ctctgcggga ggcctctcta ggaaatctgt 420 

ggactcacac gtttactaat gttgctgcag ccccgcaccc accttggcct tgggcagcca 480 

tactctaggg cttttgtaac ctctccatgt gaggaactca aattagacct gggtttggag 540 

gcggtgctcc gagctggcct ttgggggagg ttttgtgcga ggcatttccc aagtgctggc 600 

aggattgtgt cacagacaca gagtaaactt ttgctgggct ccaagtgacc gcccatagtt 660 

tattataaag gtgactgcac cctgcagcca ccagcactgc ctggctccac gtgcctcctg 720 

gtctcagtat ggcgctgtcc tgggttctta cagtcctgag cctcctacct ctgctggaag 780 

cccagatccc attgtgtgcc aacctagtac cggtgcccat caccaacgcc accctggacc 840 

ggatcactgg caagtggttt tatatcgcat cggcctttcg aaacgaggag tacaataagt 900 

cggttcagga gatccaagca accttctttt acttcacccc caacaagaca gaggacacga ' 960 

tctttctcag agagtaccag accogacagg accagtgcat ctataacacc acctacctga 1020 

atgtccagcg ggaaaatggg accatctcca gatacgtggg aggccaagag catttcgctc 1080 

acttgctgat cctcagggac accaagacct acatgcttgc ttttgacgtg aacgatgaga 1140 

agaactgggg gctgtctgtc tatgctgaca agccagagac gaccaaggag caactgggag 1200 

agttctacga agctttcgac tgcttgcgca ttcccaagtc agatgtcgtg tacaccgatt 1260 

ggaaaaagga taagtgtgag ccactggaga agcagcacga gaaggagagg aaacaggagg 1320 

agggggaatc ctagcaggac acagccttgg atcaggacag agacttgggg gccatcctgc 13 80 

ccctccaacc cgacatgtgt acctcagctt tttccctcac ttgcatcaat aaagcttctg 1440 

tgtttggaac agctaaaaaa aaaa 1464 



<210> 939 

<211> 1565 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (1565) 
<223> n = a,t,c or g 



<400> 939 

tggaccccta gtccagtgtg gcggaattcc cagaacgtgt gcagctcagc cagccacaga ' 60 

actggaattt ttcaggagca gggggagcat ggagtttgga ctttgctgag caactgaagt 120 

ggagcgcaga gcttgctcgc ttaggagaga gcatcatgga tggcaaacaa gggggcatgg 180 

atgggagcaa gcccgcgggg ccaagggact ttcctggcat caggcttctt tcaaacccat 240 

tgatgggcga tgctgtgtct gattggtctc ctatgcatga agctgcaatc cacggacatc 3 00 

agctgtctct gaggaacctc atcagccagg ggtgggctgt gaacatcatc acggcagatc 360 

atgtttcccc actccatgaa gcctgtcttg gaggtcatct ctcttgtgtg aagattttat 420 

taaagcatgg agctcaggtg aatggtgtga cagcagactg gcacactcca ctgtttaatg 480 

cttgtgtcag cggcagctgg gattgtgtga atttgcttct gcagcacgga gccagcgttc 540 

aacctgagag tgatctggca tcccccatcc atgaagctgc taggagaggo cacgtggagt 600 
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tttcgtcctg gggccatttt gcctgaagag agtcctgtgc gccatatgtg ggttctgact 60 

cgtttcctcc acagtgaact tgctgactga gaaggcacct tggaactctc tggcctggac 120 

tgttaccagt tacgtcttcc tcaagttcct ccaggggggt ggcactggca gtacaggtat 180 

gagagactcc gccctcaccc tgctaggtat aggtccctcc cacaggcatt ccctcagcat 240 

ccgcctctcc cagcattcct ccccagcccc catgtactct cagacctttc acatcctggt 3 00 

gctgggctga cgtccctcag ctcccaggcc ctactgaggc gtcccccggc tccctgcagg 360 

cttcgtgagc aacctgcgca cctttctgtg gatgcgggg 399 



<210> 936 

<211> 1986 

<212> DNA 

<213> Homo sapiens 



<400> 936 

tcggggagag agtgtaatat ggcgaagacc tacgattacc tgttcaagct gctgctgatc 60 

ggggactcgg gggtggggaa gacctgtgtc ctgttccgct tctccgagga cgccttcaac 120 

tccactttta tctccaccat aggaattgac tttaaaatta ggaccataga gctcgatggc 180 

aagagaatta aactgcagat atgggacaca gccggtcagg aacggtttcg gacgatcaca 240 

acggcctact acaggggtgc aatgggcatc atgctggtct acgacatcac caacgagaag 300 

tccttcgaca acatccggaa ctggattcgc aacattgagg agcacgcctc tgcagacgtc 360 

gaaaagatga tactcgggaa caagtgtgat gtgaatgaca agagacaagt ttccaaggaa 420 

cggggagaaa agctggccct cgactatgga atcaagttca tggagaccag cgcgaaggcc 480 

aacatcaatg tggaaaatgc atttttcact ctcgccagag atatcaaagc aaaaatggac 540 

aaaaaattgg aaggcaacag ccoccagggg agcaaccagg gagtcaaaat cacaccggac 600 

cagcagaaga ggagcagctt tttccgatgt gttcttctgt gaggaacacc gccttactct 660 

gagcctcgct cagcccagct gactgtgcct gttctgagtg agcccctcac tcagccgggg 72 0 

ccctcccacc tccaacgccc cgcccacgcc gcggccaccg ggcccacggc caccagaatg 780 

caattgagaa atcgtttatt ttagtaactg tctgatcttt ttcaactttg gagatggaat 840 

aagttaaaaa tttgctattt ttcctgtaac atctgctgaa cgggcccacc cacacgttgt 900 

atattcagag agagagaggg agtcaaggtg tgaccgtcga ccacagccag tgtcaggcct 960 

ctgcctctgg gcctttgctt tgtggcctca ctgcaacaca aagctccacc aggaggctgg 1020 

ttcacgtccc ctaccacgga agcgaggtcc cagaaggcca gcggtggttc caggagcaac 1080 

agctcccaaa ccctgagcaa ggcaaccgat cgccaggacc aggaagcatc acccaggaga 1140 

tttggcgccc acttccacct cttctctcag ttttggacaa gtgacaaacc attttgcccc 1200 

ctcactcttc ttttttaact gttaaaccaa aggaaagcac aaatgaagga aatcotgtgt 1260 

aaagcattga gaaggaaaga agcctggagc agcctctcct gtccacagcc aggggttagg 1320 

tctgcaggcc cgtctgcggt ccccatcgag catcaagggg acgctgtgtg tgctgcaagt 1380 

gaccccgaaa acaaccacag ccgtcacatg gtcctcctga agttggggca ccctcctctc 1440 

agcaccaaaa tggcccccac tccttcgtgt cctcccgcta tctccaaatc ggacgttctt 1500 

tctagctgag atttttattt ttccacatct gtagtgccat gaagcgattc tgtctttgac 1560 

ttccaatggc aaacctgggt gatcgggaac aagcacgttg tacccttggc tggacatggc 162 0 

caagacacaa ggcattccac ggcggcaagc tgaccgcaca gcagtctggc ttgattttca 1680 

gccgtcatca ttgggttctg ttttgacagc tctgctgtcc catagggact gcgactggga 1740 

ccaggtcaac cacgccaggg gggtgtcacc agccttttct ttttttcttt cttttttttt 1800 

tttcccccct aagctgctgt caatccaaac cattggcatc atcgtttctt ttgacatcta I860 

acaccaacct atcagcaata gtctgctctc cccgggaatc tctaacatgc tctgtttaca 1920 

tcgataaatg cacttaagga aaacaaacaa attaaagctc atcttaaagt ccaaaaaaaa 1980 

aaaaaa 1986 



<210> 937 
<211> 392 
<212> DNA 
<213> Homo sapiens 



<400> 937 

ctgaagctga agtcctctaa tcacagatct aatgcagagg attaatgaaa ccaagcaggt 60 

agggaacgtt gctttctagg aatgctactg acattttgat tgacagagac attcactgtg 120 

cctcccctct tttccctaaa ggagtttggc aattttttcc tcctccatta taagaaggaa 180 
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agagtgtggt ggccaagttc aatgcctcac agctgatcac ccagcgggcc caggtatccc 660 

tgttgatccg ccgggagctg acagagaggg ccaaggactt cagcctcatc ctggatgatg 720 

tggccatcac agagctgagc tttagccgag agtacacagc tgctgtagaa gccaaacaag 78 0 

tggcccagca ggaggcccag cgggcccaat tcttggtaga aaaagcaaag caggaacagc 840 

ggcagaaaat tgtgcaggcc gagggtgagg ccgaggctgc caagatgctt ggagaagcac 900 

tgagcaagaa ccctggctac atcaaacttc gcaagattcg agcagcccag aatatctcca 960 

agacgatcgc cacatcacag aatcgtatct atctcacagc tgacaacctt gtgctgaacc 1020 

tacaggatga aagtttcacc aggggaagtg acagcctcat caagggtaag aaatgagcct 1080 

agtcaccaag aactccaccc ccagaggaag tggatctgct tctccagttt ttgaggagcc 1140 

agccaggggt ccagcacagc cctaccccgc cccagtatca tgcgatggtc ccccacaccg 1200 

gttccctgaa cccctcttgg attaaggaag actgaagact agcccctttt ctggggaatt 1260 

actttcctcc tccctgtgtt aactggggct gttggggaca gtgcgtgatt tctcagtgat 1320 

ttcctacagt gttgttccct ccctcaaggc tgggaggaga taaacaccaa cccaggaatt 1380 

ctcaataaat ttttattact taacctgaaa aaaaaaaaaa agggggggcc gttttaaaga 1440 

atcaaatttt acttccccgg gcttgcaagg taatagtttt tttatggggc cacctaaatt 1500 

aaattcccgg gccggctttt aacaacgtgg ggaggggaaa aaccctgggg taaccaaatt 1560 

taatcgcttt gaaaaaaatc cccttttcgc caggggggga aaaaaaaaa 1609 



<210> 934 

<211> 1568 

<212> DNA 

<213> Homo sapiens 



<400> 934 

tttcgtgaga aaggttgtga tggcggctat agctgcatcc gaggtgagtt ccacccaccg 60 

tacaccgggg gttttgttgg tgagggttcc ggggagcggc ctggagagag gtggaggcga 120 

agtctagttt cgcttcaggg aggctcagac actgtggggt caagtcggcg gtggaggccc 180 

taggcccagc ctgtggggac cggcggggac tcggcctggg cagtcctggg agaagctgag 240 

ccggctctgc ctgaagccag ttctccttgt cgcaggtgct ggtggacagc gcggaggagg 300 

ggtccctcgc tgcggcggcg gagctggccg ctcagaagog cgaacagaga ctgcgcaaat 360 

tccgggagct gcacctgatg cggaatgaag ctcgtaaatt aaatcaccag gaagttgtgg 420 

aagaagataa aagactaaaa ttacctgcaa attgggaagc caaaaaagct cgtttggagt 480 

gggaactaaa ggaagaggaa aagaaaaagg aatgtgcggc aagaggagaa gactatgaga 540 

aagtgaagtt gctggagatc agtgcagaag atgcagaaag atgggagagg aaaaagaaga 600 

ggaaaaaccc tgatctggga ttttcagatt atgctgctgc ccagttacgc cagtatcatc 660 

ggttgaccaa gcagatcaaa cctgacatgg aaacatatga gagactgaga gaaaaacatg 72 0 

gagaagagtt tttcccaaca tccaatagtc ttcttcatgg aacacatgtg ccttccacag 780 

aggaaattga caggatggtc atagatctgg aaaaacagat tgaaaaacga gacaaatata 840 

gccggagacg tccttataat gatgatgcag atatcgacta cattaatgaa aggaatgcca 900 

aattcaacaa gaaagctgaa agattctatg ggaaatacac agctgaaatt aaacagaatt 960 

tggaaagagg aacagctgtc taatcccttc aagaactgtt tatagaagct tgagaatggg 1020 

gtaaaaattt ctgctagcaa aatcaagttc tttttgaaat tttatcagta atccagaatt 1080 

tagtagtcca tgccttctca ctcagcattt agaaataaaa atgtggtttc ttaaacgtat 1140 

atcctttcat gtatatttcc acatttttgt gcttggatat aagatgtatt tcttgtagtg 1200 

aagttgtttt gtaatctact ttgtatacat tctaattata ttatttttct atgtatttta 1260 

aatgtatatg gctgtttaat ctttgaagca ttttgggctt aagattgcca gcagcacaca 1320 

tcagatgcag tcattgttgc tatcagtgtg gaatttgata gagtctagac tcgggccact 138 0 

tggagttgtg tactccaaag ctaaggacag tgatgaggaa gatggcagtg gccaccggag 1440 

gactggagca gtccctcctc atggcggcct gtgaccaagg tcggggagga gtggagctat 1500 

ccttccatga tctgatcatg tacagttccc tttttaaaaa gcaataaatg cttgggatta 1560 

gaatttct 1568 



<210> 935 
<211> 399 
<212> DNA 
<213> Homo sapiens 



<400> 935 
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<400> 931 

tttttttttt ttaaaatata tttgctttat tatgtacaca ctatatttac atcaoccacc 60 

ctgaaaacag caggttctgg cttttccgtg aacccccaga tgaatataaa ttggagcctc 120 

tgagaacagt tccttcccca gagcggggag tgtgcacgtg tgtgtgtaac cttctgattc 180 

catgggacct ggccagctcc tctggagcca cacagcacct ccttgcctta caccctggct 240 

ccagcttcac tggtccgggg gacgcctcag cctggggcag ctgtgatgta aaccagtcac 3 00 

tccacctcca tcttcctctt ctgcaaagaa tcgaggaagt cttgccactc tgctgggtaa 360 

aagcgtttat agacgttgat cttactccga atctgttttg gggtatcttg atagtaattc 420 

ttctcatcac gggccatggc cttatagtcc tccccgtggt tctctaccat gtagcgtaca 4 80 

tagtcaatga ggtcccgaga cagagtattt cctttctttt ctggaaggct ggcttctgcc 540 

tccaggtcat tcagcacata gggcttccgt acaagctctt taggcctctc ctctatgtcc 6 00 

acctccatgg ccttcacctt tctcttacgg aggggcaccg ccctgttggg gtccacagcc 660 

aaccccatct cggccaggtt ctgccgtacc gatttagcgt ggtcccaggc atgtcggatg 720 

tgggagcatt cgatccgcgg cgctgccttc cgtcgagcat tccggttcag acgctttcgg 780 

ttgacactgt aaccaaactt ctgcctccgg gttttgccct tggccttggg catcgcgctg 840 

accaccgcac cagcagctca aacacgctgc ctctgtctct cagacctcgt gt 892 



<210> 932 
<211> 1060 
<212> DNA 

<213> Homo sapiens 



<400> 932 

gtttggggtt cggctgccgg gaagaggcgc gggtagaagc gggggctctc ctcagagctc 60 

gacgcatttt tactttccct ctcatttctc tgaccgaagc tgggtgtcgg gctttcgcct 120 

ctagcgactg gtggaattgc ctgcatccgg gceccgggct tcccggcggc ggeggcggcg 180 

gcggcggcgg ccagggacaa gggatgggga tctggcctct tccttgcttt cccgccctca 240 

gtacccgagc tgtctccttc ccggggaccc gctgggagcg ctgccgctgc gggctcgaga 3 00 

aatgggagcc tcggatatct ccggagcgtt tggataatgt gacagttgga atgcagtgat 360 

•gtcgactctt tgcccaccgc catctccagc tgttgccaag acagagattg ctttaagtgg 420 

caaatcacct ttattagcag ctacttttgc ttactgggac aatattcttg gtcctagagt 480 

aaggcacatt tgggctccaa agacagaaca ggaaagacaa gaaaatgtcc agaagattat 540 

cttagaaggc acagagagaa tggaagatca gggtcagagt attattccaa tgcttactgg 600 

agaagtgatt cctgtaatgg aactgctttc atctatgaaa tcacacagfcg ttcctgaaga 660 

aatagatata gotgatacag tactcaatga tgatgatatt ggtgacagct gtcatgaagg 720 

ctttcttctc aagtaagaat ttttcttttc ataaaagctg gatgaagcag ataccatctt 780 

atgctcacct atgacaagat ttggaagaaa gaaaataaca gactgtctac ttagattgtt 840 

ctagggacaa cattacgtat ttgaactgtt gcttaaattt gtgttatttt tcactcatta 900 

tatttctata tatatttggt gttattccat ttgctattta aagaaaccga gtttccatcc 960 

cagacaagaa atcatggccc cttgcttgat tctggtttct tgttttactt ctcattaaag 1020 

ctaacagaat cctttcatat taagttgcac tgtagatgag 1060 



<210> 933 

<211> 1609 

<212> DNA 

<213> Homo sapiens 



<400> 933 

tccgtagtgg gctaaggggg agggtttcaa agggagcgca cttccgctgc cctttctttc 60 

gccagcctta cgggcccgaa ccctcgtgtg aagggtgcag tacctaagcc ggagcggggt 120 

agaggcgggc cggcaccccc ttctgacctc cagtgccgcc ggcctcaaga tcagacatgg 180 

cccagaactt gaaggacttg gcgggacggc tgcccgccgg gccccggggc atgggcacgg 240 

ccctgaagct gttgctgggg gccggcgccg tggcctacgg tgtgcgcgaa tctgtgttca 300 

ccgtggaagg cgggcacaga gccatcttct tcaatcggat cggtggagtg cagcaggaca 360 

ctatcctggc cgagggcctt cacttcagga tcccttggtt ccagtacccc attatctatg 420 

acattcgggc cagacctcga aaaatctcct ccoctacagg ctccaaagac ctacagatgg 48 0 

tgaatatctc cctgcgagtg ttgtctcgac ccaatgctca ggagcttcct agcatgtacc 540 

agcgcctagg gctggactac gaggaacgag tgttgccgtc cattgtcaac gaggtgctca 600 
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ataataaaaa taattttttc cttgtttgcg taatactgga tttagctttt ctgtgccttt 1200 

caaaaacaac aggtgggcct tattgacgtg atagtgtcgt ggagaacagg catcaacaat 1260 

actgctgctc ccttcaacat agatttatta tggtatttct gaaatttcta acttatatgt 1320 

tctgtcttac accttttatg acatagaact cttttgttct gtttttgctt tgcgacactg 1380 

tgaaccgtgc ttctgcctcg gaacctccct agttatatta cttgtgccac atggatttct 1440 

ttaggattat tgattcaaac ctagagttgt ctggaaaatg tgggttctct tctttgtgat 1500 

tgtctgtagt atgctttgaa ggtgctctgc agtggtagac acactggttc tggcctcatt 1560 

taatgaaatt aataacacat gcccctattt ctcttttgga tgatgtgtgg gtgggtgggt 1620 

actgaggttt cctggccagc tgtaaggcag attttgacat tcttgtgcca gaaacagaaa 1680 

ttagagtagt ccagttaccc agagagctca cttaacattg cctctttact tccccagtac 1740 

tgaaacattt cttcaagtat taacataaaa ttaccgtaac aagcagaccc agaatactga 1800 

aaataactcc atttgttcat tataggtatc ttttatttga aaagtgaaaa atgctttgga 1860 

cacattacag atctgggtat ttggattttg cctatggagt gcatatatga tttcaatgat 1920 

ttacaggcta aatagatttt agaaataatc atcttaaaat tga 1963 



<210> 930 

<211> 1851 

<212> DMA 

<213> Homo sapiens 



<400> 930 

ggaattccag agtctggggt ccctggaetg agccatcagc tgggtcactg agacccatgg 60 

caaggaaaca aaataggaat tccaaggaac tgggcctagt tcccctcaca gatgacacca 12 0 

gccacgccgg gcctccaggg ccagggaggg cactgctgga gtgtgaccac ctgaggagtg 18 0 

gggtgccagg tggaaggaga agaaaggact ggtcctgctc gotcctcgtg gcctccctcg 240 

cgggcgcctt cggctcctcc ttcctctacg gctacaacct gtcggtggtg aatgccccca 300 

ccccgtacat caaggccttt tacaatgagt catgggaaag aaggcatgga cgtccaatag 360 

acccagacac tctgactctg ctctggtctg tgactgtgtc catattcgcc atcggtggac 420 

ttgtggggac attaattgtg aagatgattg gaaaggttct tgggaggaag cacactttgc 480 

tggccaataa tgggtttgca atttctgctg cattgctgat ggcctgctcg ctccaggcag 540 

gagcctttga aatgctcatc gtgggacgct tcatcatggg catagatgga ggcgtcgccc 600 

tcagtgtgct ccccatgtac ctcagtgaga tctcacccaa ggagatccgt ggctctctgg 660 

ggcaggtgac tgccatcttt atctgcattg gcgtgttcac tgggcagctt ctgggcctgc 720 

ccgagctgct gggaaaggag agtacctggc catacctgtt tggagtgatt gtggtccctg 780 

ccgttgtcca gctgctgagc cttccctttc tcccggacag cccacgctac ctgctcttgg 840 

agaagcacaa cgaggcaaga gctgtgaaag ccttccaaac gttcttgggt aaagcagacg 900 

tttcccaaga ggtagaggag gtcctggctg agagccgcgt gcagaggagc atccgcctgg 960 

tgtccgtgct ggagctgctg agagctccct acgtccgctg gcaggtggtc accgtgattg 102 0 

tcaccatggc ctgctaccag ctctgtggcc tcaatgcaat ttggttctat accaacagca 1080 

tctttggaaa agctgggatc cctccggcaa agatcccata cgtcaccttg agtacagggg 1140 

gcatcgagac tttggctgcc gtcttctctg gtttggtcat tgagcacctg ggacggagac 12 00 

ccctcctcat tggtggcttt gggctcatgg gcctcttctt tgggaccctc accatcacgc 1260 

tgaccctgca ggaccacgcc ccctgggtcc cctacctgag tatcgtgggc attctggcca 1320 

tcatcgcctc tttctgcagt gggccaggtg gcatcccgtt catcttgact ggtgagttct 1380 

tccagcaatc tcagcggccg gctgccttca tcattgcagg caccgtcaac tggctctcca 1440 

actttgctgt tgggctcctc ttcccattca ttcagaaaag tctggacacc tactgtttcc 1500 

tagtctttgc tacaatttgt atcacaggtg ctatctacct gtattttgtg ctgcctgaga 1560 

ccaaaaacag aacctatgca gaaatcagcc aggcattttc caaaaggaac aaagcatacc 1620 

caccagaaga gaaaatcgac tcagctgtca ctgatggtaa gataaatgga aggccttaac 1680 

aagtttcctc ctccacgttg gacaattatg tcaaaaacag gattgtctac atggatgatc 1740 

tcacttttca ggaaacttaa aatttaccca ttattgggaa gcttaaatga attgaagcta 1800 

tgcaagtctt ttatattatt aaatatttaa aagtaaacct gtactaatct a 1851 



<210> 931 
<211> 892 
<212> DNA 

<213> Homo sapiens 
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tagaattcag cggccgctta attctagaag tccaaatcac tcattgtttg tgaaagctga 60 

gctcacagca aaacaagcca ccatgaagct gtcggtgtgt ctcctgctgg tcacgctggc 120 

cctctgctgc taccaggcca atgccgagtt ctgcccagct cttgtttctg agctgttaga 180 

cttcttcttc attagtgaac ctctgttcaa gttaagtctt gccaaatttg atgcccctcc 240 

ggaagctgtt gcagccaagt taggagtgaa gagatgcacg gatcagatgt cccttcagaa 3 00 

acgaagcctc attgcggaag tcctggtgaa aatattgaag aaatgtagtg tgtgacatgt 360 

aaaaactttc atcctggttt ccactgtctt tcaatgacac cctgatcttc actgcagaat 420 

gtaaagattt caacgtcttg ctttaataaa tcacttgctc tec 463 



<210> 928 

<211> 1014 

<212> DNA 

<213> Homo sapiens 



<400> 928 

gcagcctccg ccccctcaac ettcgegggg cgcgggccgc agettttegg ttcacagegg 60 

gcagggaaag ccgcgggaag ggtactccag gcgagaggcg gaegegagtc gtcgtggcag 120 

gaaaagtgac tagctcccct tcgttgtcag ccagggacga gaacacagcc acgctcccac 180 

ccggctgcca acgatccctc ggcggcgatg tcggccgccg gtgeccgagg cctgcgggcc 240 

acctaccacc ggctcctcga taaagtggag ctgatgctgc ccgagaaatt gaggccgttg 300 

tacaaccatc cagcaggtcc cagaacagtt ttcttctggg ctccaattat gaaatggggg 360 

ttggtgtgtg ctggattggc tgatatggcc agacctgeag aaaaacttag cacagctcaa 42 0 

tctgctgttt tgatggctac agggtttatt tggtcaagat actcacttgt aattattcca 480 

aaaaattgga gtctgtttgc tgttaatttc tttgtggggg cagcaggagc ctctcagctt 540 

tttcgtattt ggagatataa ccaagaacta aaagctaaag cacacaaata aaagagttcc 600 

tgatcacctg aacaatctag atgtggacaa aaccattggg acctagttta ttatttggtt 660 

attgataaag caaagctaac tgtgtgttta gaaggcactg taactggtag ctagttcttg 720 

attcaataga aaaatacagc aaacttttaa taacagtctc tctacatgac ttaaggaact 780 

tatctatgga tattagtaac atttttctac catttgtccg taataaacca tacttgeteg 840 

tatatacccc ctgcctcctt ctgttccagt cagccaacat atgtacataa aagaacacac 900 

aaattcaaga agttggaaga ttaaattatc tgcttattta gtgtaggatg gtcaggtagc 960 

tagctataag tgaaaggaaa ttttgctgaa gagactgaga aatgggtagt ggat 1014 



<210> 929 

<211> 1963 

<212> DNA 

<213> Homo sapiens 



<400> 929 

ggaattcgee cgccggaggg tgtttatcgc ggctagagag atgtcgctgc tgeggtcget 60 

gcgcgtgttt ctggtcgcgc ggacegggag ctacccggct gggtctcttc tgcgtcagtc 120 

gccccagcca aggcacacat tttatgctgg gccccgtctg tctgcctcgg cctccagcaa 180 

ggagctcctc atgaagctgc ggeggaaaac aggctactcc tttgtaaatt gcaagaaagc 240 

tctggagact tgtggcgggg acctcaaaca ggcagagatc tggctccaca aggaggecca 300 

gaaggagggo tggagcaaag ctgccaagct ccaagggagg aagaccaaag aaggectgat 360 

tgggctgttg caggaaggaa acacaactgt attagtagag gtaaactgtg agacagattt 420 

tgtttctaga aatttaaaat ttcaactgtt ggtccagcaa gtagcccttg gaaccatgat 480 

gcattgtcag accctaaagg atcaaccctc tgcatacagt aaaggtttct tgaattcctc 540 

tgagctttct ggacttccag ctgggcctga cagagaaggc tcactcaagg atcagttggc 600 

tttagcaatt ggaaaactgg gagaaaacat gattcttaaa egagctgeat gggtgaaggt 660 

gccatctggg ttctacgttg gctcttatgt ccacggagca atgcagagtc cctcacttca 720 

caagctggtg ctggggaagt atggggccct ggtcatctgt gagaegtctg aacagaaaac 780 

aaaccttgaa gacgttggcc gccgccttgg gcagcatgtg gtgggcatgg cccccctctc 840 

tgttggctcc ctggacgatg agcctggggg agaggcagag actaagatgc tgtcccagcc 900 

gtatttgctg gatccctcca ttaccttggg gcagtatgtg cagcctcagg gggtgtcggt 960 

agtagacttt gtgcggtttg aatgtggaga aggtgaagag gcagcagaaa ctgaataggt 1020 

tccagagact tttggcccag gaggaatatt tacttttagc tctggacatc attacaaaaa 108 0 

ggaatattto ocaaacctct tcagaccgag aatgcatggg taaaattatt aaatagttgt 1140 
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<213> Homo sapiens 
<220> 

<22l> misc_feature 
<222> (1) . . . (743) 
<223> n o a,t,c or g 



<400> 925 

ttcaatgcta aatgatttta ttgaaactta aagaaatcaa acataactag tagagaaaaa 60 

tttcagaatg acatggtaaa aaccactgga gcccatattt tttctgcaca gcatattcag 120 

atgactaaat ccatagtggc tttaaaaaat tgtttagtt.c tccaccgtgt ctccacagaa 180 

ggaaatgtcc acaatccata gtacactggt cgtgtagcac gttcctgagt aaaaaaacag 240 

gcttggcctc ttgcatctcc tcagccatgt atgttggaat cccacgacac atgtttgcaa 300 

tgttttttcc gaacttgctc aggtcatcga ctttgtttgg gttgactgag tacatcaggc 360 

ccttgggagg tggtccctnc ctggtccctt accctgaagc ttcttttcct tgaccagtgc 420 

atcaagggat tgaatggagg gcatgacttc cttgttcatt ttgtgcacaa tgcatgtctt 480 

cttttgaaag agtctggttg cagcaaagcc atttccataa tcccagatgg aattccagga 540 

gtcccatccg ttgttattgt caacattggc cacattgtgt tcattgttga cactcactga S00 

ctgctgccca cttccagcat tgttgttgtc atcattgacg ttgatattat agttagctag S60 

ggcaggagct agaaagactc caagaagtcc agcaaagaca attgtgaact tcatcttgtc 720 

ttcacgaaag cagtggacag agg ~ 743 



<210> 926 
<211> 1271 
<212> DNA 

<213> Homo sapiens 



<400> 926 

ttcacacccc ggtgactaag ctgaagagat ttatcatgat gcctgctctt ttctgttggc 60 

cttggtcact tcccatgtgc atgagcatct ccatccaaaa gtggccttct tctcttagcc 120 

ccggatggga tgtcagtagc ccatgtttct aatagaagac ccatgccaaa gccactttga 180 

caactctcca gctcgcagga atgctgtcgg cctctagcta aactgttatg gtccactcaa 240 

cgctgtacac tgtgtggcca ctttcctccg cttcctgtac attgtcagga ggttgtaagg 300 

cagcaccagg ggctgacctc tcaggacttg cagcagcaga gcccagctgg gtacacctgt 360 

ctaaaaacca cagcacagca gtagcagctc aatggagaca ttgttctctg catcccaaag 420 

ccaggaattc aaaataaagc ttggcttcca tgcaaaacat taatgtgcgt gattccttca 480 

taaattaaaa gctgagaaac taaataaata aataaaagtt gctgccccag aatgacctac 540 

ttcctactac ccctggcccc actctgcaca ttctctctac tgacgaatgg taatataata 500 

tctccctccc aatggtagta taggttgagt atcccttatc tgaaatgctt gggaccagaa 660 

gcatcctggg tttggaattt ttttcagatt ttgcaatgtt tgcattatac ctactggctg 720 

agcatcccaa atccaaaaat ccaaatctga aatgctcaat aaacatttcc ttttgagtgc 780 

catgtcagca ctcaaaaagt tctcgatttg agagtacttt gggtttaagg atttaggatg 840 

ctcaacctgt acgtcctttc tgtagaagct gtgacactga agcataatgg ccaaagtaat 900 

acaacagacc ttgcatgggc ctcagcacgt ccaggacaat caaatgcaac tgatagagaa 960 

agcctgaaat taaccgtaaa gcagaaagtc cacggcagtc acagagtttc acccaggcta 1020 

caccgtctca gaaggcacct gctgtgattt tgtaatgaag cctttaataa actcacacac 1080 

tgtgaaaggg agaaggtccc tagaaactga ggaccaggaa gatgcacagg acaagaggag 1140 

tgggtaaaca caaaatatat accagcgact ggatatattt atatacttat gaatatggtg 1200 

tctacaatgg agaatgggac acagggtttc aagcagtgga aaccccatgg caaacaatcc 1260 

caaagcttcc c 1271 



<210> 927 
<211> 463 
<212> DNA 
<213> Homo sapiens 



<400> 927 
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gagttcatgg aaaactgcgc cctggactcc ttcctccggc tcaacgatgg gcagttcacg 2220 

gtcatccagc tggtgggcat gttgcggggc attgctgccg gcatgaagta cctgtccgag 2280 

atgaactatg tgcaccgcga cctggctgct cgcaacatcc ttgtcaacag caacctggtc 2340 

tgcaaagtct cagactttgg cctctcccgc ttcctggagg atgacccctc cgatcctacc 2400 

tacaccagtt ccctgggcgg gaagatcccc atccgctgga ctgccccaga tjgccatagcc 2460 

tatcggaagt tcacttctgc tagtgatgtc tggagctacg gaattgtcat gtgggaggtc 2 520 

atgagctatg gagagcgacc ctactgggac atgagcaacc aggatgtcat caatgccgtg 2 5 BO 

gagcaggatt accggctgcc accacccatg gactgtccca cagcactgca ccagctcatg 2640 

ctggactgct gggtgcggga ccggaacctc aggcccaaat tctcccagat tgtcaatacc 2700 

ctggacaagc tcatccgcaa tgctgccagc ctcaaggtca ttgccagcgc tcagtctggc 2760 

atgtcacagc ccctcctgga ccgcacggtc ccagattaca caaccttcac gacagttggt 2820 

gattggctgg atgccatcaa gatggggcgg tacaaggaga gcttcgtcag tgcggggttt 28 80 

gcatcttttg acctggtggc ccagatgacg gcagaagacc tgctccgtat tggggtcacc 2940 

ctggccggcc accagaagaa gatcctgagc agtatccagg acatgcggct gcagatgaac 3000 

cagacgctgc ctgtgcaggt ctgacaccgg ctcccacggg gaccctgagg accgtgcagg 3060 

gatgccaagc agccggctgg actttcggac tcttggactt ttggatgcct ggccttaggc 3120 

tgtggcccag aagctggaag tttgggaaag gcccaagctg ggacttctcc aggcctgtgt 3180 

tccctcccca ggaagtgcgc cccaaacctc ttcatattga agatggatta ggagaggggg 3240 

tgatgacccc tccccaagcc cctcagggcc cagaccttcc tgctctccag caggggatcc 3300 

ccacaacctc acacttgtct gttcttcagt gctggaggtc ctggcagggt caggctgggg 3360 

taagccgggg ttccacaggg cccagccctg gcaggggtct ggccccccag gtaggcggag 3420 

agcagtccct ccctcaggaa actggaagga aggggaactc ccccggaaat ggggaaaatg 3480 

tgaacaccca cccatccctg aaagcccanc ttgcaccctc ccagtttgca acagggattt 3540 

gttcctgggg gctgagggcc ctgtcccccc acccccgccc ttggtgcctg tccataaaag 36 00 

ggcaggcagg ggcaggcfcga ggagttgccc ctttgccccc cagagactga ctctcagagc 3660 

cagagatggg atgtgtgagt gtgtgtgtgt gtgtgtgcgc gcgcgcgcgc gtgtgtgtgt 3720 

gcacgcactg gcctgcacag agagcatggg tgagcgtgta aaagcttggc cctgtgccct 3780 

acaatggggc cagctgggcc gacagcagaa taaaggcaat aagatgaaaa aaaaaa 3836 



<210> 924 

<211> 1199 

<212> DNA 

<213> Homo sapiens 



<400> 924 

tttcgtccgc ggacgaagaa ggcgacggcc atgtacttgg agcactatct ggacagtatc 60 

gagaaccttc cctgcgaact tcagaggaac ttccagctga tgcgagagct ggaccagagg 120 

acggaagata agaaagcaga gattgacatc ctggctgcag agtacatctc cacggtgaag 180 

acgctgtctc cagaccagcg cgtggagcgc ctgcagaaga tccagaacgc ctacagcaag 240 

tgcaaggaat acagtgacga caaagtgcag ctggccatgc agacctacga gatggtggat 3 00 

aaacacattc gaaggcttga tgcagacctg gcgcgctttg aagcagatct gaaggacaag 360 

atggagggca gtgattttga aagctccgga gggcgagggt taaaaaaagg ccggggtcag 420 

aaagaaaaaa gagggtcccg gggccgaggc aggaggacat cagaggaaga cacaccaaag 480 

aaaaagaagc acaaaggagg gtaagaggct ttcccctctt tttcccaaaa gaacgaatac 540 

ccatagcctg tatcccggat gtaggaacac tgatggaagc tgacccgagt gaagtgcacc 600 

ccgtgtgccg ggtggtattc tgattcttac gctgcgcgcc tgtcgtcagc ctgtcctcac 660 

cgcagccttt gagggggtgc cgttgtcagg ggcattttca gtgtcgcagg gacctgccca 720 

ggctttaggg ctgctgtggt gcggctgggc tgcacotgga gtcttgattc cagtgcctgt 780 

cctcttagcc acagtgtgtg ctgccccact agggacagga ggatggtgag catcgtgttg 840 

ttgacagagg ccaatgtaga ccactcttta agtagctaga tttctgtata tctgtcagtt 900 

attbtatgtg tcaacatata gtgtgcatat attcattgtt aattatgtgg ccacatttat 960 

taaatagaca tgtcatttaa cttgaagttt tttgagatac tttatttaaa gcattctccc 102 0 

actgacaccc tccctgccaa aggtgttgta taccctccaa agagatcgta gcattacctc 1080 

agaggagtgg catttagagt aaagagaaaa tgctcaaatg ccacgtagcc tctgtccaga 1140 

tgatctctca gagggagggt caaagagtaa aagttttggg cacgaatggc gaaacgaaa 1199 



<210> 925 
<211> 743 
<212> DNA 
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cctgtggaaa ggcatagtga gaagaacttt cccacgaaag cccccttcat cgttgttcag 1080 

tggtcggctg tgtggatccc aggagagaca tatgccacag actgtgagag caaagcccgc 1140 

cgctgtgatc tggacttgat gcactgtgac tgagaatgat ttccaaatgt gaatatgtgt 1200 

agggacgtgg tctatcaggc ctggaacaag atgggggcag tgaaggtatg gtttagtgtt 1260 

tgctttcata gtatgccatg tacaatgttt tatatttcat agtttctttt aagtaactac 1320 

catgagtctc tctaagcctc atggacaaag atgtagacca aatgcaagag ctgagcttgc 1380 

tttgggttca accatgatca aagaaaaact gaggtcacct gcaggcttac gtgggaagct 1440 

aagaaaatat cacagaaaaa tggaaagaaa tatggatgtg cagaggtaat aaaaagaget IS 00 

gctgctggac atttatcaaa gataggcacc ttacagtatc ttgttgcaag tccaaatcag 1560 

gggagacttt gttaatatgt atcttttgct caaatttagt agggtttttt ttttttggga 1620 

taaggggctt ttcaaattgg gaattggtaa aacccaatta aaaaaatacc ctttcttaaa 1680 

accaaattga cacagttggc ccccctgtta gccaacccgc agttcccagt tcccacctgc 1740 

tgagagttca a " usi 



<210> 923 

<211> 3836 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1)...(3836) 
<223> n = a,t,c or g 



<400> 923 

ggctcggctc ctagagctgc cacggccatg gccagagccc gcccgccgcc gccgccgtcg 60 

ccgccgccgg ggcttctgcc gctgctccct ccgctgctgc tgctgccgct gctgctgctg 120 

cccgccggct gccgggcgct ggaagagacc ctcatggaca caaaatgggt aacatctgag 180 

ttggcgtgga catctcatcc agaaagtggg tgggaagagg tgagtggcta cgatgaggcc 240 

atgaatccca tccgcacata ccaggtgtgt aatgtgcgcg agtcaagcca gaacaactgg 300 

cttcgcacgg ggttcatctg gcggcgggat gtgcagcggg tctacgtgga gctcaagttc 360 

actgtgcgtg actgcaacag catccccaac atccccggct cctgcaagga gaccttcaac 420 

ctcttctact acgaggctga cagcgatgtg gcctcagcct cctccccctt ctggatggag 480 

aacccctacg tgaaagtgga caccattgca cccgatgaga gcttctcgcg gctggatgcc 540 

ggccgtgtca acaccaaggt gcgcagcttt gggccacttt ccaaggctgg cttctacctg 600 

gccttccagg accagggcgc ctgcatgtcg ctcatctccg tgcgcgcctt ctacaagaag 660 

tgtgcatcca ccaccgcagg cttcgcactc ttccccgaga ccctcactgg ggcggagccc 72 0 

acctcgctgg tcattgctcc tggcacctgc atccctaacg ccgtggaggt gtcggtgcca 780 

ctcaagctct actgcaacgg cgatggggag tggatggtgc ctgtgggtgc ctgcacctgt 840 

gccaccggcc atgagccagc tgccaaggag tcccagtgcc gcccctgtcc ccctgggagc 900 

tacaaggcga agcagggaga ggggccctgc ctcccatgtc cccccaacag ccgtaccacc 960 

tccccagccg ccagcatctg cacctgccac aataacttct accgtgcaga ctcggactct 1020 

gcggacagtg cctgtaccac cgtgccatct ccaccccgag gtgtgatctc caatgtgaat 1080 

gaaacctcac tgatcctcga gtggagtgag ccccgggacc tgggtgtccg ggatgacctc 1140 

ctgtacaatg tcatctgcaa gaagtgccat ggggctggag gggcctcagc ctgctcacgc 1200 

tgtgatgaca acgtggagtt tgtgcctcgg cagctgggcc tgtcggagcc ccgggtccac 1260 

accagccatc tgctggccca cacgcgctac acctttgagg tgcaggcggt caacggtgtc 1320 

tcgggcaaga gccctctgcc gcctcgttat gcggccgtga atatcaccac aaaccaggct 1380 

gccccgtctg aagtgcccac actacgcctg cacagcagct caggcagcag cctcacccta 1440 

tcctgggcac ccccagagcg gcccaacgga gtcatcctgg actacgagat gaagtacttt 1500 

gagaagagcg agggcatcgc ctccacagtg accagccaga tgaactccgt gcagctggac 1560 

gggcttcggc ctgacgcccg ctatgtggtc caggtccgtg cccgcacagt agctggctat 1620 

gggcagtaca gccgccctgc cgagtttgag accacaagtg agagaggctc tggggcccag 1680 

cagctccagg agcagcttcc cctcatcgtg ggctccgcta cagctgggct tgtcttcgtg 1740 

gtggctgtcg tggtcatcgc tatcgtctgc ctcaggaagc agcgacacgg ctctgattcg 1800 

gagtacacgg agaagctgca gcagtacatt gctcctggaa tgaaggttta tattgaccct i860 

tttacctacg aggaccctaa tgaggctgtt cgggagtttg ccaaggagat cgacgtgtcc 1920 

tgcgtcaaga tcgaggaggt gatcggagct ggggaatttg gggaagtgtg ccgtggtcga 1980 

ctgaaacago ctggccgccg agaggtgttt gtggccatca agacgctgaa ggtgggctac 2040 

accgagaggc agcggcggga cttcctaagc gaggcctcca tcatgggtca gtttgatcac 2100 

cccaatataa tccggctcga gggcgtggtc accaaaagtc ggccagttat gatcctcact 2160 
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gggcagagag gcctgggagg aaaggtgttc agccagtcgt ttgtaaggcg ctcgtcggca 1500 

cctgctgaaa cgcccccacc tgacagcccc atcctcaaag actgtcttaa ttactcatgg 1560 

caggttctag agacttaagg ggaaaagctg ctttcaaggc caccacatgt ctgtgctccc 1620 

caaccagctc tatctgcctt gtgttcattt tgttattttg tgacgtgaga ctgcaaagac 1680 

caataaaaac atattttata agaacaaaag gcctgggtgc ctacccgtgt gggggcactg 1740 

tgggaagcct ttgctagggt gtcttgtgct gtgtggtttg ttttgtttgc ccctttattt 1800 

tgctttgctt acccagtctt cccttactct tggatgcttc ttaaccctca ggcaaacctg 1860 

tgttccccct gtattcaggc tctgctttaa agcaagccat gaggctgttg gagtttctgt 1920 

ttagggcatt aaaaattccc gcaaactata aagagcaatg ttttcagtct tttaggatta 1980 

gaagaattac ataaaaatta ataaacattt tcaatgatgg aaa 2023 



<210> 921 

<211> 1017 

<212> DNA 

<213> Homo sapiens 



<400> 921 

tttttttttt tctcatgtga agagattctt tatttgattt tcatcacctt tcaatgaaag 60 

agtgggtcct gtcagcacta cgtaaaatat atatcttaag agcattaatt tctttttaaa 12 0 

tgaaagacag tgaagaaagt ctgtgttaga aaaaggcata atagaagctt ggttaaatgt 180 

aagcaggttt ctatcaagta aagaataaaa gtaccattac tccattaaac cagtaataaa 240 

aacatactat tgtggcatgt tctcaaaata ggttgttcat aaaaggtgaa ggcttgttag 300 

gtccttttct tctttttagg tggaccaaat caacatggcg gtggtatcta accatcctgg 360 

ggaagaccat gaggtccaag gggaatgagg aaggcatggg ttgcctaacc tcctatggct 420 

caaaggaggt tcctgggi:ag gaaataccca cccctgtttt cccagaaggt aagagagata 480 

cataacagtt tccagataca actaacacaa gacctgtgag ggtcatggct ctggccccat 540 

taagtctggg tagctgacat aactttagtt ctcttgggtt ctttctctgg tctcagttcc 600 

cttagcgctg acgatctggc aggaccgtag tcactgggat tgggtattcc aaggcattgc 660 

agtcatccaa caggaatacc aaatctctcc tgcagaacga gttcabgatg gtgtacagct 720 

tccgtgcttt gtccttcaag gaatctacct gggccacttt ccaacacggg ggcgaggcca 780 

caaagtcccg cagcttgtcc agcacacagt aattgtgtat gtccaggtac agcctgggca 840 

ggtatctcac acatggctcc gagggctccg agacctgcag gaggttgaag tcgcgggtga 900 

tctcctggct cagggcccgc atgcgggagt agcaggtcgg gggagtgggc cgcgoggcgg 960 

gggcbcccgc caggagcagc agcagcacgg gcagaggccc aggcgtscctc atggtgc 1017 



<210> 922 

<211> 1751 

<212> DKA 

<213> Homo sapiens 



<400> 922 

gataagagag tatttaaggg catttagatc atgtaaaaat gagaaacaaa aacaatgata 60 

ataggattgt tgtgaggatt aagtgatact atccatgaaa gcacctaaaa gcatgtctac 120 

caccaaatat gagcccaata atgttaactt attattcata tagattttcg ggttcaacaa 180 

gctctagcag gctaccagtt tttctagtga tgaggaaagc cagacttttc ctataatctg 240 

tctctgccct gaaaagattc cagttttaat gtggctgatg agggtatttt ccttgactgc 300 

ttctccccag acttcatcct catggcccaa agcatccaca tgtatgcagc cagggtccag 360 

tggggcctgg tcatgtgctt cctgtcttat tttggcacct ttgccgtgga gttccggcat 420 

taccgctatg agattgtttg ctctgagtac caggagaatt tcctaagctt ctcagaaagc 480 

ctgtcagaag cttctgaata tcagactgac caggtgtaaa ccatcagttt ttccttgctg 540 

gtgaggtggg tgtgacagtg ggggaggggc cagtaggaca cactcacagg acttgacata 600 

gaacctcatt tcacacacac acacacacac acattcatgg ccacatttgc caaatgagct 660 

tttcagggcg agttatttct ttaatgaaaa agcacaagcc cttatgtgtc gaaatacacg 720 

ctgttacact gaaaatatat gcacgacaga gcaagaagct tgtgcatgat cacttcttat 780 

ccgtcccctt cccagcactc cctcctcttc ccattctctc cacatgtctc aagcacccta 840 

ccgagtaggg caggccaaat gttccttggg agtaatgcca actcccgacg ttgccttcag 900 

gtccaaaggg cttggaacca gctcgtgagg aagttctgaa tctggcacta atattcttga 960 

gtggataata gtgtatcata gaataggacg gaaattgtat tgagatgtga ccctgtgtcg 1020 
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atatccctgt cccagaaata ggaattgacg gtgcacaaat aacttcctgg aatgcaggac 240 

cattcctaag ttatcactaa caccctacca agagactgta tctagagaca ttaacctgaa 300 

atctaggact cagcagcttc tctccacagg gctccttcag tggtagatgt cccctgtatg 360 

gtgtggccac cctgaatggc tcctccctgg ccttatcccg tccctcagca ccatccctgt 420 

gctactttgt agctggggcc tctggcctct tggccctcta ctgcctcctg cttttgctct 480 

tctggatcta cagcagctgc atcgaggact cccacagagg gtgctatagg ggctgcgcat 540 

tgcactggcc aatctcaggc tatagccgtc ttcctggtct tggtgtctgc ctgtatcctt 6 00 

cgatttggca ccaggtctct ctgcaactcc atcatctcct tgaacactac aattagctgt 660 

tctgaagccc agaaaattcc atggacaccc cctggaactg ctctgcagtt ttactccaac 720 

ctacacaatg ctgaaacctc ttcttgggtgaatttggtat tgtggtgtgt ggtcttggtg 780 

ctccaggtcg tgcagtggaa gtctgaagcc accccatacc ggcctctgga ga ggggt gac 840 

cctgagtgga gctctgagac agatgctctc gttgggtcac gcctttccca ttcctgaaga 900 

ataagcggag tgcttcctgc agcagaagac tccatgccca agtgcctgta atcccccccc 960 

tcaaggccct gtttatgttg ggagtcttag ttttcctttc gttggggggt gggggggaaa 1020 

cataatgaca ggcccccctc cacctcttcc tgcagctgtt tttgtaccaa aatattatat 1080 

tactgtcttc atcttagtag tgagtttttg atgttaaagt acaactagat aggaggaagg 1140 

agtgaaggct aagcagacat ggactgaaac ttagaggtac tgttaggcag ctgccctagg 1200 

gatgactgct cctttatttg ttgttaatga atcttgacct ccttgtgtga ccctggttgt 1260 

tactccattc taagattggc gttttttttt gttttttttt tttgtaaata gagacaaggt 1320 

ctcgctatgt tgcccagcct gggctcgagc agtgctcctg cctcaccctc ccaaagtgct 1380 

gggattacaa cagggtgtga accaacacac ctggctcccc aaggttcagt ttttatcctc 1440 

ctcttggaga ggtgagtgac ttgaggtcat ttcttcacaa gctcoggtag gcacccacag 1500 

tattgtcaaa gagttttgtg ttagggaagt gtccagtttt gtccaagagg aaatagaagc 1560 

gtcggccttt gactttcaga ggtagcatgg cagggacttc accccggtgg gccatgcaag 1620 

atacctgctt caaaggaaet gtgaaatggg cccccaagoc aaagggggca tgagtggtga 1680 

gggtcacctg ctgccctcca gctcgaagca ccactgagcg caccaatgcc tacgacgagg 1740 

aggactgcgt ggagatggtg gcctcgggcg gctggaacga cgtggcctgc cacaccacca 1800 

tgt act teat gtgtgagttt gacaaaaaga acatgtaaac ctcaggctgg ggctgcccat 1860 

tgggggcccc acatgtccct gcagggtgnn ttccngcnct ttgcggtagn ctntcgatta 1920 

atggtctcca attnggttcn rmcggggggg cgcg 1954 



<210> 920 

<211> 2023 

<212> DNA 

<213> Homo sapiens 



<400> 920 

gcacgaggag aaacaatagg aeggaaaege cgaggaaccc ggctgaggcg gcagagcatc 60 

ctggccagaa caagecaagg agecaagacg agagggacac aeggacaaac aacagacaga 120 

agaegtactg gccgctggac tccgctgcct cccccatctc cccgccatct gcgcccggag 180 

gatgagecca gecttcaggg ccatggatgt ggagccccgc gecaaaggeg tccttctgga 240 

gccctttgtc caccaggtcg gggggcactc atgcgtgctc cgcttcaatg agacaaccct 300 

gtgcaagccc ctggtcccaa gggaacatca gttctacgag accctccctg ctgagatgcg 360 

caaattcact ccccagtaca aaggtaagtc ccagctgctg gaggggttgc cacactggcg 420 

aggagatgtg agagategtg gccatggaag gccctggcag ccatccctgg agccctcact 480 

ccctcccact ctgtgctttc cctccctctc ctccttctcc tcctcctggc cctcagccca 540 

gcatctcaca ccctcagttt tcaatccctg gtaagattgc tcaattctgt tttgttgtgt 600 

ggatttgagt ttgattttgg tagaagtgta gttgtgtttt atgttcaggt gtctcttgat 660 

cacagtaacc catagtcccc cactgggggg acggtggggg aagactttgg gaggatttta 720 

cccagaatac ttgccgcctg ctttttgtcc tccaggaaac cagaagcccg ggtaattagg 78 0 

taggcegggg agcagcgttg agtcagatgg aatgeaggag tgggaggect gtgetgatta 840 

gcccaagccc tttgctgtta cagaatgtcc ecaaaattge tatatgaaag caacccttcg 900 

attcacatat gataattttt tatttctttt tataatgtat tttacagggg acatcagcag 960 

ccaccagcat ggtggggtct ttgttgggga gtgggggagt cttttgtaaa tcaagtaaga .102 0 

atccattaaa gaaattaatt ttaaatgtgc attacctggt tacataaagg actctagaac 1080 

aacttaggtt cttttgggac tgttgaaaca ttgtctttaa ggacagaatg tactgggtgc 1140 

ctttctctgt actctgaata tgcatgtgta ttgcggtggg gatgggggag ttgggggccc 1200 

tcacttggtc cttctctgtt gtttttttcc aggacaaagc caaaggcccc ttgttagctg 1260 

gccatccctg ccccattttt tcccctggtc ctttcccctg tggecacagg gaagtgtggc 1320 

ctgaataccc caccccggct cctctgcacc cagagctggg ggccacctca gaagtgtcat 1380 

ctctctctga gcacgcattc ccctgcagca gtcgaggact gagcagattg agtgatgctg 1440 
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aagtcatttt acgcttcact gaetttaaac ttgatggtac tggttatggt gattatgtca 1020 

aaatatatga tggattagag gagaatccac acaagctttt gcgtgtgttg acagcttttg 1080 

attctcatgc acctcttaca gttgtttctt cttctggaca gataagggta catttttgtg 1140 

ctgataaagt gaatgctgca aggggattta atgctactta ccaagtagat gggttctgtt 1200 

tgccatggga aataccctgt ggaggtaact gggggtgtta tactgagcag cagcgttgtg 1260 

atgggtattg gcattgccca aatggaaggg atgaaaccaa ttgtaccatg tgccagaagg 1320 

aagaatttcc atgttcccga aatggtgtct gttatcctcg ttctgatcgc tgcaactacc 1380 

agaatcattg cccaaatggc tcagatgaaa aaaactgctt tttttgccaa ccaggaaatt 1440 

tccattgtaa aaacaatcgt tgtgtgtttg aaagttgggt gtgtgattct caagatgact 1500 

gtggtgatgg cagcgatgaa gaaaattgcc cagtaatcgt gcctacaaga gtcatcactg 1560 

ctgccgtcat agggagcctc atctgtggcc tgttactcgt catagcattg ggatgtactt 1620 

gtaagcttta ttctctgaga atgtttgaaa gaagatcatt tgaaacacag ttgtcaagag 1680 

tggaagcaga attgttaaga agagaagctc ctccctcgta tggacaattg attgctcagg 1740 

gtttaattcc accagttgaa gattttcctg tttgttcacc taatcaggct tctgttttgg 1800 

aaaatctgag gctagcggta cgatctcagc ttggatttac ttcagtcagg cttcctatgg 1860 

caggcagatc aagcaacatt tggaaccgta tttttaattt tgcaagatca cgtcattctg 1920 

ggtcattggc tttggtctca gcagatggag atgaggttgt ccctagtcag agtaccagta 1980 

gagaacctga gagaaatcat actcacagaa gtttgttttc cgtggagtct gatgatacag 2040 

acacagaaaa tgagagaaga gatatggcag gagcatctgg tggggttgca gctcctttgc 2100 

ctcaaaaagt ccctcccaca acggcagtgg aagcgacagt aggagcatgt gcaagttcct 2160 

caactcagag tacccgaggt ggtcatgcag ataatggaag ggatgtgaca agbgtggaac 222 0 

ccccaagtgt gagtccagca cgtcaccagc ttacaagtgc actcagtcgt atgactcagg 2280 

ggctacgctg ggtacgtttt acattaggac gatcaagttc cctaagtcag aaccagagtc 2340 

ctttgagaca acttgataat ggggtaagtg gaagagaaga tgatgatgat gttgaaatgc 2400 

taattccaat ttctgatgga tcttcagact ttgatgtgaa tgaetgctcc agacctcttc 2460 

ttgatcttgc ctcagatcaa ggacaagggc ttagacaacc atataatgca acaaatcctg 2520 

gagtaaggcc aagtaatcga gatggcccct gtgagcgctg tggtattgtc cacactgccc 2580 

agataccaga cacttgctta gaagtaacac tgaaaaacga aacgagtgat gatgaggctt 2640 

tgttactttg ttaggtacga atcacataag ggagattgta tacaagttgg agcaatatcc 2700 

atttattatt ttgtaacttt acagttaaac tagttttagt ttaaaaagaa aaaatgcagg 2760 

gtgatttctt attattatat gttagcctgc atggttaaat tcgacaactt gtaactctat 2820 

gaacttagag tttactattt tagcagctaa aaatgcatca catattcata ttgttcaata 2880 

atgtcctttc atttgtttct gattgttttc atcctgatac tgtagttcac tgtagaaatg 2940 

tggctgctga aactcatttg attgtcattt ttatctatcc tatgttaaat ggtttgtttt 3000 

tacaaaataa taccttattt taattgaaac gtttatgctt ttgccaacac atcttgtaac 3060 

ttaatatact agatgttaag gttgttaatg tacaaaaaaa aaaaaccctt atactcacct 3120 

gcgttttcat ttgtttgaca tttgtctatt attggatatc attatcatat gaacttgtca 3180 

gtgggaaaca aactgtctaa aaatttttct cttacgttta acatacaatc atgtgaaatt 3240 

taggcagagt tcgataaatt actggcaaaa acaaaactct tttataaaga ttttctaatg 3300 

ttgactttaa tactctaaca tggtacaaac caaatggtaa aatcccaagt catttctttt 3360 

ttcatctcta tttagcaaca gaattaagtg gatgaagata ttctactatg cattaaatct 3420 

tgaactttat aaaacatgta caaaaattgt acaagataag ttccacctgg taatgtcttt 3480 

ccctaataca gggttgcgct tgcattggac cctagggatt tgcactaaaa ttatatcaag 3540 

gtctcagatg agcttagtgc acaagcacta tcactttaaa tactattatt tgctaccaca 3600 

gcaactatat atttccatag cttttggctg ggggcggggg acatttttat tacaacttga 3660 

aattgctttg ctggttg 3677 



<210> 919 

<211> 1954 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (1954) 
<223> n m a,t,c or g 



<400> 919 

gcacctcaca gatagttatt tgttgaagga tatacaaggc ctgggtttac tctaaggttt 60 

ctgcacagag accataactt gtgaggcttc tctgaagctc attgcattct atattcattg 120 

cctattttct gatccttctg gccactgccg gtgtgattcc ccagcaggcc ctctccatca 180 
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tgcccagggc cactgttgac ttggaggtgt ggcgaagcct caatgacaaa ctgcggctga 600 

cccagaacta cgaggcctac agccaccttc tgtgttactt gcgtggcctc aaccgtcagg . 660 

ctgccactgc tgagctgcgc cgcagcctgg cccacttctg caccagcctc cagggcctgc 720 

tgggcagcat tgcgggcgtc atggcagctc tgggctaccc actgccccag ccgctgcctg 780 

ggactgaacc cacttggact cctggccctg cccacagtga cttcctccag aagatggacg 840 

acttctggct gctgaaggag ctgcagacct ggctgtggcg ctcggccaag gacttcaacc 900 

ggctcaagaa gaagatgcag cctccagcag ctgcagtcac cctgcacctg ggggctcatg 960 

gcttctga 968 



<210> 917 

<211> 1168 

<212> DNA 

<213> Homo sapiens 



<400> 917 

gcggccgcgg cggggccagg ggcttgtaca ggaagtacag acagagaacg tgacagtggc 60 

tgagggtggg gtggctgaga tcacctgccg tctgcaccag tatgatgggt ccatagttgt 120 

catccagaac ccagcccggc agaccctctt cttcaatggc acccgtgcct tgaaggatga 180 

gcgtttccag cttgaggagt tctccccacg ccgggtgcgg atccggctcfc cagatgcccg 240 

cctggaggac gaggggggct atttctgcca gctctacaca gaagacaccc accaccagat 300 

tgccacgctc acggtactag tggccccaga gaatcctgtg gtggaggtcc gggagcaggc 360 

ggtagagggc ggcgaggtgg agctcagctg cctcgttccg cggtcccgtc cggctgccac 420 

cctgcgctgg taccgggacc gcaaggagct gaaaggagtg agcagcagcc aggaaaatgg 480 

caaggtctgg agcgtggcaa gcacagtacg gtttcgtgtg gaccgtaagg acgacggtgg. 540 

tat cat cat c tgtgaggcgc agaaccaggc gctgccct cc ggacacagca agcagacgca 600 

gtacgtgctg gatgtgcagt actcccccac ggcccggatt catgcctccc aagctgtggt 660 

gagggaggga gacacgctgg tgttgacgtg tgctgtcacg gggaacccca ggccaaacca 720 

gatccgctgg aaccgcggga atgagtcttt gccggagagg gcggaggccg tgggagagac 780 

gctcacgctg ccgggtctgg tatccgcgga taacggca cc tacacttgcg aggcgtccaa 840 

taagcacggc catgcgaggg cgctctacgt acttgtggtc tacggtgaga gcaggctgcg 900 

gccgactgag ggcgggggcg gggcgccaga ccctggtgcg gtggtagagg ctcagacgtc S60 

ggttccctat gccattgtgg gcggcatcct ggcgctgctg gtgtttctga tcatatgtgt 1020 

gctagtgggc atggtctggt gctcggtacg gcagaagggt tcctatctga cccacgaagc 1080 

cagtggcttg gatgaacagg gagaagcaag agaagccttc ctcaatggca gcgacggaca 1140 

caagaggaaa gaggaattct tcatctga 1168 



<210> 918 

<211> 3677 

<212> DNA 

<213> Homo sapiens 



<400> 918 

gtcggcgtcg tctacctcca gcttctcctc cctcctcctc cgtctcctcc tctctctctc 60 

catctgctgt ggttatggcc tgtcgctgga gcacaaaaga gtctccgcgg tggaggtctg 120 

cgttgctctt gcttttcctc gctggggtgt acggaaatgg tgctcttgca gaacattctg 180 

aaaatgtgca tatttcagga gtgtcaactg cttgtggaga gactccagag caaatacgag 240 

caccaagtgg cataatcaca agcccaggct ggccttctga atatcctgca aaaatcaact 300 

gtagctggtt cataagggca aacccaggcg aaatcattac tataagtttt caggattttg 360 

atattcaagg atccagaagg tgcaatttgg actggttgac aatagaaaca tacaagaata 420 

ttgaaagtta cagagcttgt ggttccacaa ttccacctcc gtatatctct tcacaagacc 480 

acatctggat taggtttcat tcggatgaca acatctctag aaagggtttc agactggcat 540 

atttttcagg gaaatctgag gaaccaaatt gtgcttgtga tcagtttcgt tgtggtaatg 500 

gaaagtgtat accagaagcc tggaaatgca ataacatgga tgaatgtgga gataggtccg S60 

atgaagagat ctgtgccaaa gaagcaaatc ctccaactgc tgctgctttt caaccctgtg 720 

cttacaacca gttccagtgt ttatcccgtt ttaccaaagt ttacacttgc ctccccgaat 780 

ctttaaaatg tgatgggaac attgactgcc ttgacctagg agatgagata gactgtgatg 840 

tgccaacatg tgggcaatgg ctaaaatatt tttatggtac ttttaattct cccaattatc 900 

cagactttta tcctcctgga agcaattgca cctggttaat agacactggt gatcaccgta 960 
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ttgtcatgat cctctaaagt accacggagc tgaccgtcca gtcatcttta agcgaagtga 460 

atatccgtag aatttagtca tggagttgat attttgtgat gatagaggct aagaaagtct 540 

agaatgactc aactagtgcc accaaaataa ggaatacagg aagtggacta ggtaggtttc 600 

aaagggaaga tgatgagatc agttttttat agctgagtat aaactgcccc tgtggattac 660 

aggtgggtgt gcacagtaag cagctgcata atttagtagg attcaacatc aagagtgaag 72 0 

atacagattt tgactctgca gcactgaaaa ccatttggat tagattacct agacagagga 78 0 

gggatgtcac taaggacaga gcttcaacat ttaaaagtca ggctgggtgt ggtggctcac 840 

gccattaatc ccagcacttt gggaggccca gacagaaggt tcattgagac cagaagtcaa 900 

gaaccggcta agtaacataa caagaccctt tttttcaaaa aaaaaaaaaa tattggttta 960 

aaaaaaacct tttaaaaagg tagggcgggg acccttgtgg cccaccttaa cggtcttttt 102 0 

ctttggggaa aaggccctct tgattggggg gcaatccacc agggtttggg tggggaaaaa 1080 

ttttcttgaa gacaaatgtt taaacggaac atctgaaaca gggtggaagg tggaaagcgc 1140 

ctatgggtgc ccagggggga tataactttt tggggagacc gtfctgccacg acttttcttt 1200 

ctctaaaaga tcgatttgca acttggttta aaaaagaaaa aggaggcctt taaggctccc 1260 

atccggctgc gtggttttct agcccatgtg cgggcgcgta gaggagggga aaggatcctg 132 0 

cgggtccgga gcg 1333 



<210> 915 
<211> 819 
<212> DNA 
<213> Homo sapiens 

<220> 

<22l> mis cofeature 
<222> (1) . . . (819) 
<223> n = a,t,c or g 



<400> 915 

cccacgcgtc cggaccgggt ggtttgctta ggcgcagacg gggaagcgga gccaacatgc 60 

cagtggcccg gagctgggtt tgtcgcaaaa cttatgtgac cccgcggaga cccttcgaga 120 

aatctcgtct cgaccaagag ctgaagctga tcggcgagta tgggctccgg aacaaacgtg 180 

aggtctggag ggtcaaattt accctggcca agatccgcaa ggccgcccgg gaactgctga 240 

cgcttgatga gaaggaccca cggcgtctgt tcgaaggcaa cgccctgctg cggcggctgg 300 

tccgcattgg ggtgctggat gagggcaaga tgaagctgga ttacatcctg ggcctgaaga 36 0 

tagaggattt cttagagaga cgcctgcaga cccaggtctt caagctgggc ttggccaagt 420 

ccatccacca cgctcatgtg ctgattcagc agtgtcatat ccgtgtccgt gagcaggtgg 480 

taaatatcct gttcttcact gtccgcctgg attcccagaa gcacattgac ttctccctct 540 

gcttccctat tggggtggcc aaccccagcc acgtgaagag gaagaatgcc agcaagggcc 600 

agggtggggc tggagccaga gatgacgagg aggaggaata agcctgcttg tcccctcctg 660 

ggctggtgga ttgtctagtt ttcctgtacg aggcctttcc cggagcagcc cggctacgaa 720 

gcgacaccca tggcggagaa gctaaggaag actcccgctc ccgaattccc gcncntggac 780 

agtggtcatc gagnaggggt ttcaattggg gcactgctc 819 



<210> 916 

<211> 968 . 

<212> DNA 

<213> Homo sapiens 



<400> 916 

ctgttgcaca cacacagtgg cacacatgcc aaagactctc tcagctgacc cacagatcca 60 

ttctcaagta tttactgata gacactcatg cgtgccaagt cctcatcctc aaacatacac 120 

atgcctctct ttctctcccg tcttgccagg agtgtttccc ctcctccatc ccctctgcct 180 

cccatatggt gtcccaccct caccccccac ccagcccaag gtggggacag acacctgagg 240 

ggctgccagc tgcttccccg tgtgggcccg ggccgcgctc atgcttctcg tccatcctgc 300 

ccacagggga ctcgtggggg atgttagcgt gcctgtgcac ggtgctctgg cacctccctg 360 

cagtgccagc tctcaatcgc acaggggacc cagggcctgg cccctccatc cagaaaacct 420 

atgacctcac ccgctacctg gagcaccaac tccgcagctt ggctgggacc tatctgaact 480 

acctgggccc ccctttcaac gagccagact tcaaccctcc ocgcctgggg gcagagactc 540 
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tcagggttga gagtcaccac cagcagggaa 
gtgtcttcag gctgaaaatt cacccctgag 
aataacccga aatttttccg ggggttgtca 
aagtgaacag caccttgtgg ccatgggact 
ggggtggtct ggccccacac atgaggctcc 
ggtcccaggt tatagtaaga attgggcccc 
tgttcccttt ctttgatggc agacaggtta 
gcttgggaaa ttttctttgg gtaaagaaag 
ttcccgcgga cgcccagctc ctttacgtag 
gctgcctcgc gatcctggaa aattttcttc 
ggtgaaggcg ccttatctaa gcccagaaat 
gcctggccca aagccagaat taacaggaag 
atggcctctg gagtggctgt cagaccgggg 
a 



gcatgaaggg agcatcttag tctggcacag 540 

tctctatctt ctttgaccag tatctccagg SOO 

ttccaatcct tagctacatc cagcaggttg S60 

gaccgcaaca caaacatttt acctggctta 720 

tgaaccagga acagagccag ttccagctct 780 

aagtccaggc ccagctgggc caatgtcaac 840 

aagtagagga gcttctgcag gcaggaggaa 900 

aaaccttggt ctgggagaaa gcgaagtaca 960 

cataagtctc gggagacccc agtggtcgct 1020 

aagatataag gcacaggttg gaacttctgg 1080 

tggagaaaga catattcttg aaattggact 1140 

ctgaaagcca aatctggcaa gaaacgaagc 1200 

agagctccct cgtgccgaat accgcaggca 1260 

1261 



<210> 913 

<211> 1375 

<212> DNA 

<213> Homo sapiens 



<400> 913 
cggagtgcaa gtgagcttct cggctgcccc 
cgcttctcgg cctccttctg gtcttcgccg 
cgcgactgcc ccgcgggcgg agactgggct 
ggttcccctc cgacctggca gagctgcggg 
aggagcacca ggcctacgtg ttcctgctct 
ttgccatccc cggctccagc ttcctgaatg 
tggggcttct gctgtgctgt gtgttgacct 
ccagtatttt tggcaaacag ttggtggtgt 
agagaaaggt ggaggagaac agaaacagct 
tccccatgac accaaactgg ttcttgaacc 
tgcagttctt cttctcagtt cttatcggtt 
cagggtccat cctgtcaacc ctaacctctc 
ttaagctgtt ggccattgcc atggtggcat 
gtcagaaaca tctgcaattg aatgaaacaa 
acacatgatc tggattttct gtttgccaca 
ggatgtggtc ctctaaagcc cctcattgtt 
ctgtgcatca atgtgcagtg tcttttcaga 
atcaggtttt caaaccagcc ctggtgtagc 
gctgtttgtg gccgggcgcg gtggctcacg 
gccggtgatt cacaaggtca ggagttcaag 
tctctaataa aaatacaaaa attagccagg 
ctcgggaggc tgaggcagga gaattgcttg 
agatcacacc actgcactcc agcctgggtg 



9 c SrSTS cc SSfSr gtgcggagcc gacatgcgcc 60 

gctgcacctt cgccttgtac ttgctgtcga 120 

ccaccgagga ggctggaggc aggtcgctgt 180 

agctctctga ggtccttcga . gagtaccgga 240 

tctgcggcgc ctacctctac aaacagggct 300 

ttttagctgg tgccttgttt gggccatggc 360 

cggtgggtgc cacatgctgc tacctgctct 420 

cctactttcc tgataaagtg gccctgctgc 480 

tgtttttttt cttattgttt ttgagacttt 540 

tctcggcccc aattctgaac attcccatcg 600 

tgatcccata taatttcatc tgtgtgcaga 660 

tggatgctct tttctcctgg gacactgtct 720 

taattcctgg aaccctcatt aaaaaattta 780 

gtactgctaa tcatatacac agtagaaaag 840 

tccctggact cagttgctta tttgtgtaat 900 

tttgattgcc ttctataggt gatgtggaca 960 

aaggacactc tgctcttgaa ggtgtattac 1020 

agacactgca acagatgcct cctagaaaat 1080 

cctgtaatcc cagcactttg ggaggccgag 1140 

accagcctgg cccaagatgg tgaaatcctg 12 00 

cgtggtggca ggcacctgta atcccagcta 1260 

aaccaaggtg gcagaggttg cagtaagcca 1320 

atagagtgag acactgtctt gacaa 1375 



<210> 914 

<211> 1333 

<212> DNA 

<213> Homo sapiens 



<400> 914 

atagaataca aaaatggcac aaagcaagga agtaaggcag gaagggtttt atgtaggttg 60 

tgactatatg atatgaatct caaaagttat attttacaga gtaaagaagt agggagctgg 120 

aataattcta ggcaggaggg attcatttta gcagtcagtg aattgtgata ctatagttgg 180 

gaagtacagt gatgtgctga aatgtagggc atagtcagtg gctagtatga gatgatgctg 240 

aaggagagat ggacaggggt cactccttgg ccttctatgc caccccaagg atttgggcca 300 

tggggaagaa aaagggatca catcgacacc agcatcttag taagcagcct ttggctgctg 360 

tgtagaagat tgcttggatc agtttaagcc catggaggca gagagctttc ttattagatt 420 
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cgccctcctg gctggattgc cccccgtgtt tggcctctat agctccttct accctgtctt 4800 
catctacttc ctgtttggca cttcccggca catctccgtg gagagcctct gtgtcccggg 4860 
accagtagac acag 4874 



<210> 311 

<211> 1923 

<212> DNA 

<213> Homo sapiens 



<400> 911 

ctcgacttcg atcgccttag gaattcggca cgagcaggag cagcaggagc atggccgagg 60 

atctgggact gagctttggg gaaacagcca gtgtggaaat gctgccagag cacggcagct 120 

gcaggcccaa ggccaggagc agcagcgcac gctgggctct cacctgctgc ctggtgttgc 180 

tccccttcct tgcaggactc accacatacc tacttgtcag ccagctccgg gcccagggag 240 

aggcctgtgt gcagttccag gctctaaaag gacaggagtt tgcaccttca catcagcaag 300 

tttatgcacc tcttagagca gacggagata agccaagggc acacctgaca gttgtgagac 360 

aaactcccac acagcacttt aaaaatcagt tcccagctct gcactgggaa catgaactag 420 

gcctggcctt caccaagaac cgaatgaact ataccaacaa attcctgctg atcccagagt 480 

cgggagacta cttcatttac tcccaggtca cattccgtgg gatgacctct gagtgcagtg 540 

aaatcagaca agcaggccga ccaaacaagc cagactccat cactgtggtc atcaccaagg 600 

taacagacag ctaccctgag ccaacccagc tcctcatggg gaccaagtct gtgtgcgaag 660 

taggtagcaa ctggttccag cccatctacc tcggagccat gttctccttg caagaagggg 720 

acaagctaat ggtgaacgtc agtgacatct ctttggtgga ttacacaaaa gaagataaaa 780 

ccttctttgg agccttctta ctataggagg agagcaaata tcattatatg aaagtcctct 840 

gccaccgagt tcctaatttt ctttgttcaa atgtaattat aaccaggggt tttcttgggg 900 

ccgggagtag ggggcattcc acagggacaa cggtttagct atgaaatttg gggccaaaat 960 

ttcacacttc atgtgcctta ctgatgagag tactaactgg aaaaaggctg aagagagcaa 1020 

atatattatt aagatgggtt ggaggattgg cgagtttcta aatattaaga cactgatcac 1080 

taaatgaatg gatgatctac tcgggtcagg attgaaagag aaatatttca acacctcctg 1140 

ctatacaatg gtcaccagtg gtccagttat tgttcaattt gatcataaat ttgcttcaat 1200 

tcaggagctt tgaaggaagt ccaaggaaag ctctagaaaa cagtataaac tttcagaggc 1260 

aaaatecttc accaattttt ccacatactt tcatgccttg cctaaaaaaa atgaaaagag 1320 

agttggtatg tctcatgaat gttcacacag aaggagttgg tfcttcatgtc atctacagca 1380 

tatgagaaaa gctacctttc ttttgattat gtacacagat atctaaataa ggaagtatga 1440 

gtttcacatg tatatcaaaa atacaacagt tgcttgtatt cagtagagtt ttcttgccca 1500 

cctattttgt gctgggttct accttaaccc agaagacact atgaaaaaca agacagactc 1560 

cactcaaaat ttatatgaac accactagat acttcctgat caaacatcag tcaacatact 1620 

ctaaagaata actccaagtc ttggccaggc gcagtggctc acacctgtaa tcccaacact 1680 

ttgggaggcc aaggtgggtg gatcatctaa ggccgggagt tcaagaccag cctgaccaac 1740 

gtggagaaac cccatctcta ctaaaaatac aaaattagcc gggcgtggta gcgcatggct 1800 

gtaatcctgg ctactcagga ggccgaggca gaagaattgc ttgaactggg gaggcagagg 1860 

ttgcggtgag cccagatcgc gccattgcac tccagcctgg gtaacaagag caaaactctg 1920 

tec 1923 



<210> 912 

<211> 1261 

<212> DNA 

<213> Homo sapiens 



<400> 912 

tttttttttt ttattgacat ttcgatctaa gtggtcataa accagatagg tagttttatt 60 

aaaagattta ccctaagaac actccttcta ttcccatttc tgacatccta cccacaccca 120 

cattcatcga ctaccatgtc ttcataatgt cgtagaatga cattgtcatt attgtcctgg 180 

tagagcatgg aaatgggaga cagcttggtg gggatacaca cagcctgggg gatctctggg 240 

teaaeggcat gcatcagggc ttgcatgaaa gcataattgg agctgttgag agagatggtc 300 

agtgagaagg gacactctcc atggcagtaa tttgccatga accccttggg ggcaatgatc 360 

cacttgtgcc aacccaggtc ccggaagtta atgaatagct ggtgacggtg gcagaggttc 420 

ttacaagaaa gcttggggac agggatggct gctctcettt tccgagaagg gtggcactga 480 
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cctgagatct ggtgtgtggt ggccccagac aaagtttggc gtcctggcca cagtgccctg 960 

tccccggggg gccctgggat tgcggggtgc aggtgctgct gtgcggctgt gtgatgaggc X020 

ccagggttgg ctggagcccg acctcttcaa ctgtacctcc cctgcctttc gagagctcag 1080 

tctgctgctg gatggcctag agctgaacaa gacggcactg gataccatgg aggccaagaa 1140 

gctggctcag cggctacggg aggtgactgg ccacactgac cactatttta gccaagatgt 1200 

tcgagtcact gcccgcctgc tggcccacct gctggccttc gagagccatc agcagggctt 1260 

cgggctgaca gccacacagg atgcccactt caatgagaat ctgctgtggg ccggctctgc 1320 

actgcttgcc ccagagacag gggacttgtg ggcggcgctg gggcagcggg cccctggggg 1380 

ctccccaggc agcgcgggac tggtgaggca cctggaggag tatgcagcca cactcgcaag 1440 

gaatatggaa ctcacatacc tgaatcccat ggggctggtg acgcctaata tcatgctcag 1500 

cattgaecgc atggagcacc ccagttotcc ccggggggcc cgtcgctacc ctcgctacca 1560 

tagcaacctc tttcgaggcc aggatgcctg ggatcctcac acccatgtgc tgctgccttc 1620 

ccagtcccca cggccatccc catctgaagt tctgcccaca agcagcagca tagaaaactc 1680 

caccacctca agtgtggtcc ccccaccagc cccgccagag ccagagcctg ggatctccat 1740 

tatcattctc ctcgtttacc gcaccttagg gggactgctc cctgcccagt tccaggcaga 1800 

acgccgaggt gccaggcttc ctcagaaccc cgtcatgaac tccccggtgg tcagcgtggc 1860 

tgtgttccac ggacgcaact tcctaagggg aatcctggag tcccccatca gcctagagtt 1920 

tcgcctgcta cagacagcga atcggagcaa ggcgatctgt gtgcagtggg acccacctgg 1980 

cctggcggag cagcatggtg tgtggacagc acgggactgc gagctggtgc acaggaatgg 2040 

gtcccacgca cggtgtcgct gcagccggac agggaccttt ggggtcctca tggatgcctc 2100 

tccccgtgag aggctggagg gcgacctgga gctgctggct gtgttcaccc acgtggtcgt 2160 

ggctgtgtct gtggctgcgc tggtgctgac tgcagccatc ctgctgagcc tgcgcagcct 2220 

caagtccaat gtgcgtggga tccatgccaa tgtggcagcc gccctggggg tggcagagct 2280 

cctcttcctg ctggggattc acaggaccca caatcagctg gtgtgcactg cagtcgtcat 2340 

cctcctgcac tacttcttcc tcagcacctt cgcgtggctc ttcgtgcagg ggctgcacct 2400 

ctaccgcatg caggttgagc cacgcaacgt ggaccgcggc gccatgcgct tctaccatgc 2460 

cctgggctgg ggcgtccctg ctgtgctgct gggccttgct gtgggcctgg accctgaggg 2520 

ctatgggaac cctgacttct gctggatctc agtccacgag cccctcatct ggagctttgc 2580 

tggccctgtt gtcctggtca tagtgatgaa cgggaccatg tttctcctcg ctgcccgcac 2640 

atcctgctcc acagggcaga gggaggccaa gaagacctct gcactgaccc ttcgcagctc 2700 

cttcctgctg cttctgctgg tcagtgcctc ctggctcttt gggctcctgg cagtcaacca 2760 

cagcatccta gccttccact acctccatgc tggactctgc ggcctccagg gcctggcggt 2820 

gctgctgctc ttctgtgtcc taaatgcaga tgctcgggct gcctggatgc cagcctgtct 288 0 

gggcaggaag gcagcgcctg aggaggcaag gccagcacct gggctgggac ctggggccta 294 0 

caacaacacg gctctctttg aggagagtgg cctcatccgc atcactctgg gcgcctccac 3000 

cgtctcctct gtgagcagtg cccgctccgg ccggacccag gaccaggaca gccagcgggg 3060 

ccgcagctac ctcagggaca atgtcctggt tcgacatggc tcagccgctg accacactga 3120 

ccacagcctc caggctcatg ctggccccac tgacctggac gtggccatgt tccatcgaga 3180 

tgctggcgca gactccgact ctgacagtga cctgtccttg gaggaggaga ggagtctctc 3240 

cattccatct tcagaaagcg aggacaatgg ceggacgcgg gggcgcttcc aacggccact 3300 

ctgccgagca gcccagagtg agaggctcct cacccacccc aaagatgtgg atggcaatga 3360 

cctcctgtcc tactggccag ccctggggga gtgcgaggca gccccctgtg ctctgcagac 3420 

ttggggctct gaaaggcgcc tggggctgga caccagcaag gatgcagcta acaacaacca 3480 

gccagacccg gccctgacca gtggggatga gacttctctg ggccgggccc agcgccagag 3540 

gaaaggcatc ctgaagaacc ggttgcaata cccactggtg ccacagaccc gaggtgcccc 3600 

tgagctgtcc tggtgccgtg cagccacctt gggccaccgt gctgtgccag ctgcctctta 3660 

cggtcgcatc tatgctggcg ggggcacggg cagcctttca cagccagcca gccgctactc 3720 

ttctagagaa cagctggacc tgctcctccg gcggcaactg agccgtgagc gactagagga 3780 

agcccctgcc cctgttctac gtcccctgag ccggccaggg tcccaggaat gcatggatgc 3B40 

tgcaccaggc cgactggagc ccaaagatcg gggcagcacc ctgccacgga ggcagccacc 3 900 

tcgggactac cctggcgcca tggctggccg cttcgggtca cgggatgcgc tcgacttagg 3960 

ggcacctcga gagtggttga gcacgctgcc tccgccccgc cgcacccggg accttgaccc 4020 

acagccccca cctctgcccc tgtctcccca gcggcaactc tcaagggacc ccctcttgcc 4080 

atcccggccg ctggactctc tgtctaggag ctcgaactct cgggagcagc tggaccaggt 4140 

gcctagccgg cacccctcac gagaagccct tgggccactc ccgcagctgc tcagagctag 4200 

ggaggactcg gtcagtggcc ccagccatgg cccctccaca gaacagttgg acattctttc 4260 

ctccatcctt gcctctttca actcctcggc cctctcctct gtgcaatctt caagcacacc 4320 

cttgggccct cacaccactg ccacaccttc tgccacagcc tctgtgcttg ggccctccac 4380 

gccacgttct gccacgtctc acagcatctc ggagctgtcg ccagactcag aaccgaggga 4440 

cacacaggca ctgctgtctg caacacaagc aatggacctg cggaggcgag actaccacat 4500 

ggaacggccg ctgctgaacc aggagcattt ggaggagctg gggcgctggg gctcagcacc 4560 

taggacccac cagtggcgga cctggttgca gtgctcccgt gctcgggcct atgcccttct 4620 

gctccaacac ctcccggttt tggtctggtt accccggtat cctgtgcgtg actggctcct 4680 

gggtgacctg ttatccggcc tgagtgtggc catcatgcag cttccgcagg gcttggccta 4740 
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tgaggagttt ttctgtactt tgcagaaaca tgaggttgaa agtgataata tagatatttg 228 0 

gttttcagtc attcagaaat tttcttcaaa gaaaggcaah ttgagctaaa ttaccatcat 2340 

tttcccttct tttgcaaatc aagaaatact aatccattgc atatgtaatc cctcatataa 2400 

tttttagccc aaatggtcaa aattacaact tttaatttta tgagctccaa attattaaac 2460 

accaacagta aattgtgtgc atgagaagaa caaagacaaa tacaaaatat agaaactttt 2520 

tcttccagcc acaaaaaacg aagttatgta tgtatgagaa atagaaacaa taactaaaca 2580 

attagtgtta aattcaagac ctctgggaaa gctgttgttg gttataggct attatttacc 2640 

ttagaatatg aaagtttaaa ggtcaaattt tcaagttaaa cttttcaagt taccttcccc 2700 

ccaaaaaaga tttacatgta ggcttaaatt tagaacagtt aaagtataaa tgttgaaaat 2760 

ttcaacttaa ttcagaatgg tttcagaaag atatgataca acaatttaag ataacaaaac 2820 

agaagcgcat cacattttgg tttgagaatc acagaaggta caacagtttt tcttccttgg 2880 

ggatccttct ctttctcttg aggaatgagc taaaattaag ttattttgat tcaaagaggt 2940 

atttagatgg tatcaacaaa atttcagagg aaatcagaac ggagttcata tacatgtatg 3000 

ggtatgtgtg catacatgta cgagtataca tgtgcacgta tataaatgta tatacacata 3060 

taccttctta cgtttgcatt taaagaggga agaccccaca aagacctcca ggcgcctcag 3120 

cccttatttg gtactaccag gtgacttcaa tgatt caeca gctacaacag tgtctgaact 3180 

cttccccact caacttttcc tgggaagagg atctttttgt ttcctgcact tattgetget 3240 

gtgaaaactg gagtgeaetc tcacttttca taagagctga attctggact gcagataagt 3300 

gttttgaaaa ggcttggaaa gatttttegg ggegacttag gttctgtttt gtttgttaca 3360 

gtccgaatac ataaagttat tatgaaataa aatcataegg tacagatgag aacnatgegg 3420 

gacagcccgg ccagccgttt tagggecaaa ggacagatca cccaacggtt cacattttag 3480 

gaattcgaaa tgtctaaaaa tagataaggt ggtttctcta aaagaaaaga aaatgaaaga 3540 

gaaggggaaa aaataaaagg gaaaaggagg acagggtgaa ggaaggaggg caagaggtag 3600 

ennnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnimnn nnnnngaggg agggagggga 3660 

aatgatttag ggaatgttag ttgtcaggaa taccttactt agaaagaagg aaaaaaatgc 372 0 

atgaaaaaat gcataaactt tgtgcaggtt aatgeagtat taaccacagt agaatacatt 3780 

ggcctcataa tgcttttgta atggcatata tataatgtcc ccaagcactt tctaaaaata 3840 

tgcagagact aattcaagat cattctagat aaaaatacgt atttctttaa aggggtgggg 3900 

tggcagggtg ggaagaaaag catggtctca gggtagatcc ccacacacat acaaagataa 3960 

aactatgttt tttggtaatt ctagttgata eggcagcaaa aattgtcatg acaatgttgg 4020 

ctggttttca gagggttatt ttcaaatata acctgatagc tacacttgta caaaaatctt 4080 

tgtgaaaagt ttcttttatt aaccctgtga tatgtctata ttgacatttt ctaagataaa 4140 

ataaaagtag cagagttgtc agtgggtaag ggacagagct ttaaagcaaa agtgaaccct 4200 

ctttgggttc ctctcacaca aagggataca gactcttaaa taaaataata cttccttaaa 426 0 

aatctgccgc ctaacaattg tttacatcat agaaaaatag cattttegta aaaagaaata 4320 

tagtcacttt gttaaaatgg tctattttaa accagcaatt atttttcata taaagaattt 4380 

ctaaataccc atacagaaaa taaaaataga taatactgag tgcgaagcag acaatggcgt 4440 

gtttgcaaat gatcaaaata tttcactgcc agataaataa tactcttagt atattacagt 4500 

acaagtttta atttttcag 4519 



<210> 910 
<211> 4874 
<212> DNA 

<213> Homo sapiens 



<400> 910 

tagggcaagc ctttctgtgg cattggatgt gggagtctag cttggattat caagggcett 60 

taggaagctg tgtcagaaac agcacaatta gggtcccaca ggggtaccaa attggggata 120 

tttttgaggc ctggggtctt tgagggtatc agaagactgc atgtcaagga tcatcacacc 18 o 

gggtggctgg etctgeagta cttgaggctg aggtgectta acatggtctc accccttgct 240 

ggctgtgtgt ccacaggggg tgtggctcgg ctccacaccc tctggctccc cggccctgct 300 

accccccagc caccgagtga atgeggagee tggctgtgtt gtgaccaacg cctgtgcctc 360 

tgggccctgc ccacctcacg caaactgccg ggacctctgg cagacctttt cttgcacctg 420 

ccagccaggt tactacggcc caggctgtgt ggatgcctgc ctcctgaacc cctgtcagaa 480 

ccagggatca tgccggcacc tgecaggage cccccatggc tatacctgtg actgtgtggg 540 

tggctatttc gggcaccact gtgagcacag gatggaccag cagtgcccac ggggctggtg 600 

ggggagecca acctgtggcc cctgcaactg tgatgttcac aaaggttttg atcccaactg 660 

caacaagaca aatgggcagt gtcactgcaa ggagttccac taccgaccgc ggggcagtga 720 

ctcttgcctc ccatgtgact gctaccctgt gggctccacc tcgcgctcat gtgcacccca 780 

cagegggcag tgcccctgtc gcccaggagc ccttggccgc cagtgeaaca gctgtgacag 840 

tcccttcgca gaggtgacag ccagcggctg ccgggtgctc tatgatgect gccctaagtc 900 
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aaaagtatct tgccactgtt ggccttttga tttttttttc ccactttttc ttgaaagatt 1260 

aagtaatttt attttagttc cattctagaa tgttggggag tggggcacaa gaaaaaatag 1320 

taaaaatgaa atgcatctgt taaaaatgtc atggattgaa agcagaactg gagtttcaaa 1380 

ttacaacctt aaaattgttg ttagatattt ccttcacatt accagctgcc ccattttgaa 1440 

aaagaaatta tcccataaag gtaatgttgg tgctccaaat ttgcccagcc cattccccaa 1500 

ccccccttct ccccttacct gcccttcacc taaagaaccc cagaaaagct aattgctccc 1560 

cctttcagcc tctgttgcaa ctaacaactc tcagtggcct caggacacag ctttggcctt 1620 

ggggaattct gggaaaactt ttacttcctg attaaagata catatgcagt taggccacct 1680 

cctccccccc ttactgccat aaacaccaaa gtgatgactg gagctggagg agttatttga 1740 

accacgacgg aagggccaag agaaccacga agatgccagt tgccacattg ttgagctgct 1800 

gacccaacac cagccattgo ctgtctotaa acatcttatg aaataaaacc agttttgttt 1860 

aaaaaaaaaa 1870 



<210> 909 

<211> 4519 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> misc_f eature 
<222> (1) . . . (4519) 
<223> n o a,t,c or g 



<400> 909 

tttttttttt tactttcatg caaaatcttt atttggaaca tgtatgttac tgagcaggcc 60 

agccgccatc ctgaaatagc aaggatattt acactgtgca gagaaataca agagcttctt 120 

gaagacattc atctgtgctt tgccggcatt ttatctgcta ctttgtcctg cttctctctt 180 

ccctgtgctc attattcttc atgcaccctc acctctcatc accttaaggc atcctgtacc 240 

agcctgatct gggggcgatg actgcagccg gcaatcggcc attaccaatg gtgtctttct 3 00 

gggacccttt ctacctgtct taggtattaa tggtgcccaa agaaaaaatg aagagatgaa 360 

agtttctgtg ggttaggctg gggcatgggt gggtttggca cctgtaggtc ccagcttact 420 

aagggagggt tgaggtgggg gatagtgctt gaagccccag gagcttgaag gctgcagtga 480 

gcccgtgact gcacccactg ccacttccag gctgggccaa cagagccaag accctgtttt 540 

caaggggggg aaaaaaagtt tctttggagt tgcaaggcct tgtcttcact aaattttaga 600 

agtccccccg agatgtttcc tgccttaact tcctctgaca ggcctgactg tgagggctcg 660 

aatttcagct gacctaggtg gagagtactt cattgatttt tataatctgg aaatgactgc 720 

ttttcccctt gctgggacat atggttttca tttctgtttg ctgccatatg cttctcaact 780 

tgaacttgcc tttgtctcct tgctccgtga caatgaatgt ctcacatctc ggctctgctg 840 

cggggcaggg gtgaagggag gtggaagaaa gaagagatgg tcctttggct tggttgtaag 900 

ccctagtagg gcctgtcttt catacggaaa gggttcctcc taacccctat caaagcatgg 960 

ggatgaacgg ccagacaatc tgggcttgcc tttgggttta agtttcagtc actaaacaga 102 0 

gaccacagaa caaggacctc cctgtcctct gctgtattcg tacacacaag tatcgcagag 1080 

gctttccaag gtcgatgcca ggaatctgca ggagccttgg ctgccttccc acactgctga 1140 

tgaaccaagg actgtttcga caggcaggtt gctagcccac atcaaccttt tcaagaggcc 1200 

tcaatctgaa tttatggtct taatgactcc ctttttattt ctttccaaca aaacctgcag 1260 

ggtggaggcc attcttcctt taatgttatt ttatcatctc ccccttctta gtgtggtggg 1320 

tcccagagtg gaccaaccca cactcctgga gaaggacctc cogccatgca gattcttaaa 1380 

ggtcactgga atgtgtctct taaatcctgt cctgagtagc aactctcctc ccacagacag 1440 

atgtacagaa tctgcagtca aaaacaaaac aaaaagaaaa tgcaaaaatc ccccagcctg 1500 

caacagcttc ggcttaagaa aoacactccc accccacatc ccgtctttta agcttcatct 1560 

cccctgcata aatgggtctg gtagaacaat gctccccaac gctaaagtaa ttgcttctaa 1620 

gaacttagga catgggaaat gtttctctaa gctcaaatat ggatagaaag acaattctgc 168 0 

tgcactggtc actttgcaag agatgctatc ctgacattta attgtgtatt atttaatcat 1740 

ttaaaacaaa caataataaa aaactcagcc agaacacgca aacgtgatct ctgggggtca 1800 

caagatgaaa tggtaggtga atgttatctt ctatcagccc cttttgcctc cgagttggga 1860 

aagtagttgt ttcaacagat cagcttcatc ctttttcttc agaagcccca aaccgagatg 1920 

ctgtcagaat aagtcatttt gctgctcgca aaaaatgatc acagtctggt ttctgagtca 1980 

tctgagtttt aaaacgtaaa cttccattaa caacggccct tcaccaacag taaaatgggg 2040 

cagcaaaagt totacttaga atttccacgt gaatgaaacc cgcaacctac aactctgcta 2100 

aggaaaccag gatctcaaag aacagattca tgttttaggg actttaaaag aagaaatcca 2160 

agcagttatg cacatggaca taatcctgaa aacecagtca ggggctgggt gcactgtcag 2220 
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atggatgcta caaatttcaa ccagtatttt cgattttttt ggggtctatc atctgaaccc 18 0 

tcagtggcaa acaatacgaa aattcaacat atttttattt gttaaatata tgaatataat 240 

taaatatatt ccttcagtaa actgaactgg acaaaactag agaacagacc ttttccatac 300 

tcatttaact ttaaaatgat attactttga attctactac ataccatctt agatcctgtt 360 

ttgaaattcc attcacatta cattcgattt actagaatgc cttttttttt cttttttgag 420 

atggggtctc actctgttgc tcagcaggaa tgcagtgggt acaatcacgg actcactata 480 

cccttgaact tctggggctc aggggatcct cttgcctctg caggcctaat aatttttttt 540 

taatttttat ttttttgtag agttggggat cttggcctgg ctaaccaggc tggtctcaaa 600 

cttgtggctt cacgcaatcc ccacacctcg gccttccaaa gtgctgggga ttacaggtgt 660 

aagccaccat gcctgatctg gaatgctttc taaaaatatg gcattataaa cataatacta 720 

aagagaaaaa aaggttaaat ttcacttcaa gaaattatca gtctaatagc atcagtaaaa 760 

atggcacttt tagtcatggc ataaaatata caataaggct atttttcaat tattgttttc 840 

aagttggaaa atgcattatg aaacactcaa aaagatgcta ctgggtttac tcatcaagtg 900 

cttttgacac catataaatg acagagtaac accacagtta tgtgattggg actcaagaat 960 

ccttaaatgt taggactgaa aacaggtata tgacttattt gtccagaatt tatatttttc 1020 

tgtatcccaa taaaataatt aagccatgtg tattgtgtaa aattacagtc tttcagtctg 1080 

tcctatgtgc ttgctctcct ggctagatat tagctaaaaa ttagcaaaaa cagccatttc 1140 

ccctattatt ccccagcaaa gatgtgaaac caaaacgcct aaccttttct gcctggtgga 1200 

ctgccctcta ctggactatt tgaggtattc agccagcagg tcaatgtgac taaaaaggta 1260 

aacatagaga taaatgtaaa cattaaaaaa aaaggaaccc tttagtatat taacttttac 1320 

catgaaaaca atttcagtca ttttgagaac tgacaatgaa gatgtttata cagtcttagt 1380 

ctccttttca accttggagg cagatctgca gcaataatag taacaagtag gagcaatggg 1440 

tgtactatca tgaccatctt ttatsatgac tggtgcatta atacaaatca catttttctg 1500 

agtccattca tgctatggat gttttcttat gcataaacat agagtagaca catactaaat 1560 

agatcacatc tgttaagtct cttgccacaa gcatcaaaac ttttcagagc tgtctcttcc 1620 

gtgaaaatcc atttcatgta gtagcaagtt gattttcttt gtggttcatc cccacgcctg 1680 

agacttgcag taatgtaaaa ccagtttacc atcactgcca aaacactcat agagagttcc 1740 

aacttcttgg tctggggaag gagcaaagga ctgattcaca taaataaact acaagaaagg 1800 

aaggaaaaac agagatgttt aatggtat cc tgattaatct gcatttttct gcattccaat 1860 

cagctagcta ttttgtattg ttttcacaat tgaagaaagc ttctctgaac tcctaacttt 1920 

tctaaatagt caatttaaag agatcattac gaagatctca tttttcctcc agaggaataa 1980 

aaataacaca attccagttc ctagaacagt ggttcctaac tttgtataac taagaaactt 2040 

ttaaatattt tttacaaata agctttttga agagctgggc tattcaagaa attaccttat 2100 

cgtaaaaatg tccccactta cccaca 4 2126 



<210> 908 

<211> 1870 

<212> DNA 

<213> Homo sapiens 



<400> 908 

tcgatacgac tttttttttt tttttttttt ttccggtagg tcgccagctg aggcggtttg 60 

taagttttgg gtcgcagtat gctagaattt tgaggctccc ttctgatgaa aattgagctg 120 

tccatgcagc catggaaccc gggttacagc agtgaggggg ccacggctca aggctggagt 180 

gcagtggcat gatcttggct cactacaacc tccaccttct gggctcaagc agtcctccca 240 

cctgagcctc tcaagtagct gggactbcag gcacgcacca acacacccag aaacttacac 300 

atgtccaaaa atgattgaga tggagcaggc ggaggcccag cttgctgagt tagacctgct 360 

agocagtatg ttccctggtg agaatgagct catagtgaat gaccagctgg ctgtagcaga 420 

actgaaagat tgtattgaaa agaagacaat ggaggggcga tcttcaaaag tctactttac 480 

tatcaatatg aacctggatg tatctgacga aaaaatggcg atgttttctc tggcctgtat 540 

tcttcccttt aaatacccgg cagttctgcc tgaaattact gtcagatcag tattattgag 600 

tagatcccag cagactcagc tgaacacaga tctgactgca ttcctgcaaa aacattgtca 660 

tggagatgtt tgtatactga atgccacaga gtgggttaga gaacacgcct ctggctatgt 720 

cagcagagat acttcatctt cacccaccac aggaagcaca gtccagtcag ttgacctcat 780 

cttcacgaga ctctggatct acagccatca tatctataac aaatgcaaaa gaaagaatat 840 

tctagagtgg gcaaaggagc tttccctgtc tgggtttagc atgcctggaa aacctggtgt 900 

tgtttgtgtg gaaggcccac aaagtgcctg tgaagaattc tgggcaagac tcagaaaatt 960 

aaactggaag agaattttaa ttcgccatcg agaagacatt ccttttgatg gtacaaatga 1020 

tgaaacggaa agacaaagga aattttccat ttttgaagaa aaagtgttca gtgttaatgg 1080 

agccagejgga aaccacatgg actttggtca gctctatcag ttcttaaaca ccaaaggatg 1140 

tggggatgtt ttccagatgt tcctttgggt gtagaaggac aatgacatca agagtagttg 1200 



448 



WO 01/57188 



PCT/US01/03800 



gctccggaaa ccagttgctc gatggaagcc tgtgcactgt tcatgaccac ccggaggttc 1020 

tgcagggcca cgtcggcgtt ctgcttcacc acggtcaggc tggcaccctg gccgcaccgc 1080 

agggcttcat tctctcgctg gaagttggag acctgcgcct ggagcaaact gatttcctgt 1140 

tttagtttca cgacgtggtt ttctgccttt acagcccgtt tggtcatcag ctccaggttc 1200 

tgctccacct gctgaaccac . cgactccagg tcgtggtagt cgctttcctc cttgatcatt 1250 

tttgcttcta acttccgctc aagcgtcctc accatttctg tttgagcttc agagaagctc 1320 

tgaacctcat tcagctttct tctcagctta gaattttcat ctttcagctg tggagagaga 1380 

acatccttat tagaaagtca gcatgtctgg ctcaaaaggg cgtgtgcttc tgcggtgtgg 1440 

ctccagagcc tcctgataag cagagatgct gggtcagtgc agcatccacc tgcagccact 1500 

acagagggag accaoagacg gaggcaggca cttttcaaag acctgtggtc acagatgcca 1560 

gttaat ~ 1566 



<210> 906 

<211> 1856 

<212> DNA. 

<213> Homo sapiens 



<400> 906 

ctgatagccc tcggaaccgc ttcgaaatcc tcggtagacc cacgcgtacg cccacgcgtc 60 

cgggcccgcg ccccgccatg gaggacctgg atgccctgct ctctgacctg gagactacca 120 

cctcgcacat gccaaggtca ggggctccca aagagcgccc tgcggagcct ctcacccctc 180 

ccccatccta tggccaccag ccacagacag ggtctgggga gtettcagga gcctcggggg 240 

acaaggacca cctgtacagc acggtatgca agcctcggtc cccaaagcct gcagccccgg 30O 

cggcccctcc attctcctct tccagcggtg tcttgggtac cgggctctgt gagctagatc 360 

ggttgcttca ggaacttaat gccactcagt tcaacatcac agatgaaatc atgtctcagt 420 

tcccatctag caaggtggct tcaggagagc agaaggagga ccagtctgaa gataagaaaa 480 

gacccagcct cccttccagc ccgtctcctg gcctcccaaa ggcttctgcc acctcagcca 540 

ctctggagct ggatagactg atggcctcac tctctgactt ccgcgttcaa aaccatcttc 600 

cagcctctgg gccaactcag ccaccggtgg tgagctccac aaatgagggc tccccatccc 660 

caccagagcc gactggcaag ggcagcctag acaccatgct ggggctgctg cagtccgacc 720 

tcagccgccg gggtgttccc acccaggcca aaggcctctg tggctcctgc aataaaccta 780 

ttgctgggca agtggtgacg gctctgggcc gcgcctggca ccccgagcac ttcgtttgcg 840 

gaggctgttc caccgccctg ggaggcagca gcttcttcga gaaggatgga gcccccttct 900 

gccccgagtg ctactttgag cgcttctcgc caagatgtgg cttctgcaac cagcccatcc 960 

gacacaagat ggtgaccgcc ttgggcactc actggcaccc agagcatttc tgctgcgtca 102 D 

gttgcgggga gcccttcgga gatgagggtt tccacgagcg cgagggccge ccctactgcc 1080 

gccgggactt cctgcagctg ttcgccccgc gctgccaggg ctgccagggc cccatcctgg 1140 

ataactacat ctcggcgctc agcgcgctct ggcacccgga ctgtttcgtc tgcagggaat 1200 

gcttcgcgcc cttctcggga ggcagctttt tcgagcacga gggcogcccg ttgtgcgaga 1260 

accacttcca cgcacgacgc ggctcgctgt gcgccacgtg tggcctccct gtgaccggcc 1320 

gctgcgtgtc ggccctgggt cgccgcttcc acccggacca cttcacatgc accttctgcc 1380 

tgcgcccgct caccaagggg tccttccagg agcgcgccgg caagccctac tgccagccct 1440 

gcttcctgaa gctcttcggc tgacagcccg ctcggctcgc cgtctccccc ggaggccgcg 1500 

ccctcccgga aaagccgggt cctccagacc ccgagggcct tgctctcaga gcgggaggcc 1560 

ccacccactg gagagccccg cccctaaggt actatgagtc ctcaggggtc aagttcagaa 1620 

acggcccagc cagacctaaa cccacacgcc cacaaagtgg attgcacaca gacaagaact 1680 

cccgtgcggg cctccactct attcccaccc ttgagggagc ccccttactg ggggagggtc 1740 

cttgcaattc cagcgaatcg gaggccaggc caggacgtcc ttgctccctg caccctcact 1800 

gttctgtgca ctttttctac ctacataaac acacgcattc cacctcaaaa aaaaaa 1856 



<210> 907 

<211> 2126 

<212> DNA 

<213> Homo sapiens 



<400> 907 

gcaaagtcct atgtattctt cagagttgtt aggaaagaaa acaaataagg ttagctacat 60 
atttagctaa ccttagattt aataaactat taagttattt aggtcaaaaa gaataactaa 120 
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atgcttgctc tgtcaaggca cagcctattg tctcctttgc tcagtgtgac atcattcaga 180 

cgcttctaca gaggtgacag cccaacagat tcccaaaagg acatgattga aatccctttg 240 

cctccatggc aggagagaac tgatgaatcc atagaaacca aaagagcccg cctgctctat 300 

gagagcagaa agaggggaat gttggaaaac tgcattcttc ttagtctttt tgctaaagaa 360 

catctgcagc acatgacaga aaagcagctg aacctctatg accgcctgat taacgagcct 420 

agtaatgact gggatattta ctactgggcc acagaagcta aaccagcccc agaaatattt 480 

gaaaatgaag tcatggccct gctgagagac tttgctaaaa acaaaaacaa agagcagaga 540 

ctgcgtgccc cagatcttga gtacctcttt gaaaagccac gttgagctgt gctccacggc 600 

ctggcatggg ggttcagtct gtggatggta actacttatg atggaogtta gccttgcttc 660 

cggcttctta gatgcccagc tgccctaccc cagaccactg gtcctgcctc aagtgatgga 720 

cataaccctc tcctaggaca tacatgtaaa tgcacaatgt gactcattct catacttttt 780 

tggttcagct ctgagcctca aaagtgattt gtcagcagcg tgggccatgc aggctt B36 



<210> 904 
<211> 932 
<212> DNA 
<2L3> Homo sapiens 



<400> 904 

cgtgggcggc ggcgcgcggg tgcgatcgcg gagctgtgag gcgcaggcag ggctctgggg 60 

cacctagaga ccggggccgg agacgtggca gccgccctgc ccgccagaaa gtttcctaga 120 

agtttgctgg gcgcgggcgc acgactgact ggctggacca tgaacgtgtt ccgaatcctc 180 

ggcgacctga gccacctcct ggccatgatc ttgctgctgg ggaagatctg gaggtccaag 240 

tgctgcaagg gcatctctgg gaagagccag atcctgtttg ctctcgtctt caccaccagg 300 

tacctggacc tgttcaccaa cttcatctcc atctacaaca cagtaatgaa ggtggttttt 360 

ctcctctgtg cctatgttac agtgtacatg atatatggga aattccgtaa aacttttgac 420 

agtgagaatg acacattccg cctggagttt cttctggtcc cagtcattgg cctttccttc 480 

cttgaaaact acagtttcac tctgctggag atcctctgga ctttctctat ctatctggaa 540 

tcagtggcta tcctgcccca gctcttcatg atcagcaaga ctggagaggc tgagaccata 600 

actactcact aectgttctt tctgggtctg taccgggcac tctacctggc taactggatc 660 

aggcggtacc agactgagaa tttctatgac caaattgcag tcgtgtctgg agtagtacaa 720 

accatcttct actgtgactt cttctacttg tatgtgacca aaggtaggtc ctgggatgac 780 

agcaatgctg acactggcct aaggagttac tcatccattt aataagtatt ccagcagata 840 

cagatgtgaa cagtcaagtc tctgccatcc acaatgcttg tgttctaatg caagaagaca 900 

aatattttca ataaagaaac aaatgccata aa 932 



<210> 905 

<211> 1566 

<212> DNA 

<213> Homo sapiens 



<400> 905 

tttttttttt ttgcggtgaa ctacagaatt tattaaataa gaaagctatc aattcggaac 60 

aggaggaaaa aaaagtttta aaaaaaatct ataggaaaat agtcaaaaaa gcatttagtg 120 

ctcatcgccg tccctctgag gggggccgtc agaaaggcaa ctgggacctg acagacccgg 180 

gcacatactt gaaattcctg aattctaacc tgcattgtac aaaatgccac ttgaaacgtc 240 

caccagaacc cccagccaaa gaggcacatc tggacagctt cacagcacgg aacgtgtgac 300 

cttggtcccc gtgggtcccg gaggaggaca gcagcagcca cgcggtggcc cctgcgcact 360 

caggccatga ctgcagggac cacccactgg ggccacaaga gtgacccggg agccagaggg 420 

agccctgagc atcggcggaa ggcacaggtc cctgcccggg gtggccatct cagaggcaca 480 

tttagtgttt gttctactta tgaaatcaag gacaaccaat tgtacttatc ttacaactga 540 

tgttctggga tgggactgga aaacattgat tccagaacca ctctttttct taaaatcact 600 

ggcttttatg acaatgtctt ccaagagctc attagaatct ataagatcgc aggaatttcg 660 

ccaagaaggg ctgcatagaa accacagaga caactcggcc agggctgctc ccattgtggt 720 

ggccaagaac tggctgaggg cacgacactg gactcttgcg atcaacactt tactctgggt 780 

gaagactgca tatttaagga cacaactgca catttagatc gagcggtggt gacctcaggg 840 

tatacacgga gcttcatgct gagaacaccc aggggtcctc aagagtcttc ctcctcgtct 900 

ttaacttcag aaattctgtc tatagattta aggatttcgg caacaagatt cagtgtctca 960 
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ggtggaattc cacccccagc gggcgcgggc cggagcacgg gcacccagca tgggggtact - 60 

gctcacacag aggacgctgc tcagtctggt ccttgcactc ctgtttccaa gcatggcgag 120 

ca-tggcggct ataggcagct gctcgaaaga gtaccgcgtg ctccttggcc agctccagaa 180 

gcagacagat ctcatgcagg acaccagcag actcctggac ccctatatac gtatccaagg 240 

cctggatgtt cctaaactga gagagcactg cagggagcgc cccggggcct tccccagtga 300 

ggagaccctg agggggctgg gcaggcggtg cttcctgcag accctcaatg ccacactggg 360 

ctgcgtcctg cacagactgg ccgacttaga gcagcgcctc cccaaggccc aggatttgga 420 

gaggtctggg ctgaacatcg aggacttgga gaagctgcag atggcgaggc cgaacatcct 480 

cgggctcagg aacaacatct actgcatggc ccagctgctg gacaactcag acacggctga 540 

gcccacgaag gctggccggg gggcctctca gccgcccacc cccacccctg cctcggatgc 600 

ttttcagcgc aagctggagg gctgcaggtt cctgcatggc taccatcgct tcatgcactc 660 

agtggggcgg gtcttcagca agtgggggga gagcccgaac cggagccgga gacacagccc 720 

ccaccaggcc ctgaggaagg gggtgcgcag gaccagaccc tccaggaaag gcaagagact 780 

catgaccagg ggacagctgc cccggtagcc tcgagagcac cccttgccgg tgaaggatgc 840 

ggcaggtgct ctgtggatga gaggaaccat cgcaggatga cagctcccgg gtccccaaac 900 

ctgttcccct ctgctactag ccactgagaa gtgcacttta agaggtggga gctgggcaga 960 

cccctctacc tcctccaggc tgggagacag agtcaggctg ttgcgctccc acctcagccc 1020 

caagttcccc aggcccagtg gggtggccgg gcgggccacg cgggaccgac tttccattga 1080 

ttcaggggtc tgatgacaca ggctgactca tggccgggct gactgccccc ctgccttgct 1140 

ccccgaggcc tgccggtcct tccctctcat gacttgcagg gccgttgccc ccagacttcc 1200 

tcctttccgt gtttctgaag gggaggtcac agcctgagct ggcctcctat gcctcatcat 1260 

gtcccaaacc agacacctgg atgtctgggt gacctcactt taggcagctg taacagcggc 1320 

agggtgtccc aggagccctg atccgggggt ccagggaatg gagctcaggt cccaggccag 1380 

ccccgaagtc gccacgtggc ctggggcagg gcactttacc tctggggacc tgggttctct 1440 

ttgtgaagct agggagttat aggctgtaca aagcccccac tgcctgtcgg ttgcttggaa 1500 

tccattgacg aagggggaca ttaccaacct gtaatccagg acagggggtg gaaaggggct 1560 

tgtaggcgta cccacaggct cttgtaaaag gaacccgcct cccaggcggg taccccctct 1620 

ccgtccct 1628 



<210> 902 
<211> 798 
<212> DNA 
<213> Homo sapiens 



<400> 902 

taccgctgcg agaagacgac agaagggtac ggctgcgaga agactacaga agggtacggc 60 

tgcgagaaga cgacagaagg gtacggctgc gagaagacga cagaagggta cggctgcgag 120 

aagaccacag aagggtacgg ctgcgagaag acgacagaag ggtacggctg cgagaagacg 180 

acagaagggt acggctgcga gaagacgaca gaaggggctc gcgatagcca gccgcggctg 240 

cccttgcgct tcccgagctg gcggggtccg tggtgcggga tcgagattgc gggctatggc 300 

gccgaaggtt tttcgtcagt actgggatat ccccgatggc accgattgcc accgcaaagc 360 

ctacagcacc accagtattg ccagogtcgc tggcctgacc gccgctgcct acagagtcac 420 

actcaatcct ccgggcacct tccttgaagg agtggctaag gttggacaat acacgttcac 480 

tgcagctgct gtcggggccg tgtttggcct caccacctgc atcagcgccc atgtccgcga 540 

gaagcccgac gaccccctga actacttcct cggtggctgc gccggaggcc tgactctggg 600 

agcacgcacg cacaactacg ggattggcgc cgccgcctgc gtgtactttg gcatagcggc 660 

ctccctggtc aagatgggcc ggctggaggg ctgggaggtg tttgcaaaac ccaaggtgtg 720 

agccctgtgc ctgccgggac ctccagcctg cagaatgcgt ccagaaataa attctgtgtc 780 

tgtgtgtgaa aaaaaaaa 798 



<210> 903 
<211> 836 
<212> DNA 
<213> Homo sapiens 



<400> 903 

ccgtggctgc cgtggtcgga tggccgggcg gctaggagtt cccggaagtg cccgcgcagc 60 
cggtttccgg tgcaggtggg gaaaatggcg gtgtctacag tgttctcgac ttcgtcgctg 120 
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<400> 899 

atctactgtg tctgggcgcc aatcccgacg ctgggcggag cgaggcccgg tccctgcagc 60 

gggcgaaagg agcccgggcc tggaggtttg cgtaccggtc gcctggtccc ggcaccagcg 120 

ccgcccagtg tggtttccca taaggaagct cttcttcctg cttggcttcc acctttaacc 180 

cttccacctg ggagcgtcct ctaacacatt cagactacaa gtccagaccc aggagagcaa 240 

ggcccagaaa gaggtcaaaa tggggtttat attttcaaaa tctatgaatg aaagcatgaa 3 00 

aaatcaaaag gagttcatgc ttatgaatgc tcgacttcag ctggaaaggc agctcatcat 360 

gcagagtgaa atgagggaaa gacaaatggc catgcagatt gcgtggtctc gggaattcct 420 

caaatatttt ggaacttttt ttggccttgc agccatctct ttaacagctg gagcgattaa 480 

aaaaaagaag ccagccttcc tggtcccgat tgttccatta agctttatcc tcacctacca 540 

gtatgacttg ggctatggaa cccttttaga aagaatgaaa ggtgaagctg aggacatact 600 

ggaaacagaa aagagtaaat tgcagctgcc aagaggaatg atcacttttg aaagcattga 660 

aaaagccaga aaggaacaga gtagattctt catagacaaa tgaaatcatg cttaccaatc 720 

aaatctcaaa gcacagaatt attgacttga atcatggttt ttacagtttt ttaaatgctc 780 

aagattttga tattatagat tttattttaa aatattaaaa tgcaagatag ttttgagcta 840 

ttttaaaata aaatttataa cattcaacac aaaatcatgg aggtgctcta aataactttt 900 

agatttcctc tctctgtgtg cattaccaat atctaagtgt aaaattaata aattgttttg 960 

aattcctgga aaaaaaaaaa a 981 



<210> 900 

<211> 1517 

<212> DNA 

<213> Homo sapiens 



<400> 900 

tttttttttt ttcttgtgac gtcattttat tttcagctac atagacatct ttctcatgta 60 

ttgttactag aacaacttgt atagggtttt atggtttggg gaaaacattt ttaaaaaatg 120 

gacttatctc tattatacag agttataata taaaaatgat ttaaaggcta tatttttcag 180 

catgtaggta gctacactgt aatcctgttg aagaaacttt cctatttaag cttataggat 240 

gaaaatatat aattaaagtc ttctgatcat agcttgagac catcaaggga atgtttagtt 300 

tcctccacaa agagccacca ggattttctc ataatctcct ttggtttcat ccaggatggc 360 

ttggcaaagg gagataccat acatcttctg atagaatgct ttgatatcat tcatgtcaat 420 

ttcagaacgg gaaaccataa tcctgatcaa tgccttatgg cgagttccaa cacctttcat 480 

ggcttgatga agcttctctg caaagaaagc tggtttgctt gtggcgcact tcacgatagc 540 

tgtgaggcat ttctcaatgt cacctttcaa ctccaggtcc agaactttgt tcatgtcatg 600 

cttactgtac ttggtgtatt tctgaaacac tctgcgaagt tgtggatagc ttctggtggt 660 

aaggatggta ttgaacacgt ttacgtctgt cccctttctc ctttctcctg ctfccatacaa 720 

ggccctggca tctgaatcag ccaagtcttc attcacacca aagtcctcag atcggtcacc 780 

cttagcaaga gaaagcaaag cgttccgaaa atctccagat gtgtctgagg ttatgtcttt 840 

ggccagatct ctcttcagtt cctctctgta gaccctgtta atgtctctga tttctttgtt 900 

agttcttgat gccaaaatct caattagagt atcttcatca gttccaaggc ccttcatggc 960 

agcacgaagt tcatcagcat caaattgcgc tggagttttt agcagagcta aaacaacctc 1020 

ctcaaggtga cctgtaaggg ctttcttcag tgtttcatcc aggggctttc ctgtttcctg 1080 

gagatatgct gctttgatct gttgacgctg tgcattgttt cgcttagtta gaatgtcaat 1140 

gatggttgct tcatccacac ctttaaccat tatggcctta tgcaaggcag cgacatccga 1200 

ggatggattg aaggtaggat aggggctcac cgctgatccg ggaccacctt tggatgactt 1260 

cacagtttga acatattcct gctcttcatt ttcaataaac caggcctgct tgaggaattc 1320 

tgataccatt gccatttttg aaaaagtgtc tttatctcta ccttcttgca aagaactaaa 1380 

gagaaattct tctctgaaga tttcacactg gcagtggaga cttgggcttc tgattttata 1440 

ggattttaaa ggaagccaca cctagcaacc agaagttagt aattggctgc cttctgtttg 1500 

aagtacatgg ctcagct 1517 



<210> 901 

<211> 1628 

<212> DNA 

<213> Homo sapiens 



<400> 901 
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<400> 897 

agaataaact ttttatttct acaagattaa tttctctata gtgacccaga cttaggtgag 60 

ggtagttaat ttagtgtaaa atatatgtat aaatgtaaac aaataaacgt atgtacatat 120 

atatctgtct ataaatcatc tcaactctta taacatagta ctgtgatatc atccagtaat 180 

tgtattgtat ttcaaagaag tatggtc'acc gagtgaaaag aaaaaggtta ggagttgttg 240 

tcttaaatgt attactaatt cccagatatt cttttgaacc tatgaatact gatgattttt 300 

ctccatgcaa gaatattttt cagttaccat catatttttg aaaacaatgt aacatttata 360 

ccagccaaat caaatgtaat aatcaacata acatatacaa actctagtaa aatgtatttt 420 

atttagttgt aatatccatc tctaattgtt tcgaaataaa aatttccatg gtcttaactt 480 

gaactgtatg ttactttctt ttagaatatc ctttttttca ttaaaataat ttctaaacca 540 

ctctatgtgt tcaaccttct gtttaacact aagatatggg tttttggaaa ggccacaagt 600 

caccagctcc atgaagtggc gaattggtcc ttgttttgga aagctctcca ggtgtttctc 660 

cagaaatata tgttcatgaa attctgaacc atcatcatca aaacctgctt cattgttaat 720 

tgggaactcc catagtttcc cctcttttgt ccactggatc agctcttcaa atccattctg 780 

aaggggttgt tcatttactg tggctaactg cttagcaaat tccacatccc aaagtgaagg 840 

tgatgtgtct gtttcaggtg cttctttagt aactgccatc atgtcaaaaa tattaagtct 900 

tttccctgtg aatatatttt tccttttttt aagatcatcg gtcttctcct ggccaggata 960 

attgtcatag ccttcatcaa actgaatccg aagctctggt cttgaacgaa ctctagctgt 1020 

agcagatctg gcaactttca tatctgatat tatgttactg aaactaattt taggtcgctt 1080 

tgcatctctc tgtgcccttg actcttcctc atgctgctgg agctggctca gcagctctga 1140 

cttggttgtt tgcttatcaa aagggagaga atctgccaca gcagatgcag ctgccaccaa 1200 

ctcaggactc aggggctcaa ttctcttctt tggagcatat tctgtagctc ttcgaagcct 1260 

gccaagtgta gcttccaaac ttttaagtgg tcttcttttg gggggctttg ttgttcgtac 1320 

atttactgtg cttaattcaa ctttcatgcc cttaataatg cctaacaagt cttttttcgt 138 0 

attttccttt tcactgtctt ggctctctga agtctccttg gaagtctcct cagttcgaac 1440 

agactgctta tctttcttgc tacagatcac actgttagtg ccaaaatatc tttggatgtt 1500 

attttttgtc cgggccaaca gogctgaact gcggtacctg actgttccgt gccgaacagt 1560 

gagtagcata atcgcagccg ctgatgtctc cgggcttcca gaggacaaag ggtggcggga 1620 

aagggggcga agaggtagga aogtcgagac tctaggaaac atcgccgaga cacgaaatga 1680 

accaagaaca caactgaaat ggtgcgtccc gcgtcgacgc ggccg 1725 



<210> 898 

<211> 787 

<212> DMA 

<213> Homo sapiens 



<400> 898 

ctccactcgg tttctctctt tgcaggagca ccggcagcac cagtgtgtga ggggagcagg 60 

cagcggtcct agccagttcc ttgatcctgc cagaccaccc agcccccggc acagagctgc 12 0 

tccacaggca ccatgaggat catgctgcta ttcacagcca tcctggcctt cagcctagct 18 0 

cagagctttg gggctgtctg taaggagcca caggaggagg tggttcctgg cgggggccgc 24 0 

agcaagaggg atccagatct ctaccagctg ctccagagac tcttcaaaag ccactcatct 300 

ctggagggat tgctcaaagc cctgagccag gctagcacag atcctaagga atcaacatct 360 

cccgagaaac gtgacatgca tgacttcttt gtgggactta tgggcaagag gagcgtccag 420 

ccagactctc ctacggatgt gaatcaagag aacgtcccca gctttggcat cctcaagtat 480 

cccccgagag cagaataggt actccacttc cggactcctg gactgcatta ggaagacctc 540 

tttccctgtc ccaatcccca ggtgcgcacg ctcctgttac cctttctctt ccctgttctt 600 

gtaacattct tgtgctttga ctccttctcc atcttttcta cctgaccctg gtgtggaaac 660 
tgcatagtga atatccccaa ccccaatggg cattgactgg tagaataccc tagagttcct . 720 

gtagtgtcct acattaaaaa tataatgtct ctctctattc ctcaacaata aaggattttt 780 

gcatatg 787 



<210> 899 
<211> 981 
<212> DHA 
<213> Homo sapiens 
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<213> Homo sapiens 



<400> 894 

ttttttttac tgagaaactg cagccatttt tcagtcacgc acggctgata tttattatgt 60 

ttattcataa tttgattgct tgtttgtgca gtgcttagtg gacagcacat ctcagggagc 120 

ctcccagagg cctggggtgg aatacggtca tggaccatac aggaagcttc accagactgg 180 

gaggctgagg gccttccccg agcctttctg ctgataggga aggcagagaa actgagagca 240 

tcaccatttc ttcagttagt gctttctcct ttctgtaatt cctgttagtc atcatcatca 300 

tcatcctctg gaacaaaaat gtcatgttcc tcaagtagag cagcaaagtt cttgctaatg 360 

agtgtcccga catagagaaa ggggatcaca atggagaaca cacggagaag gccgaaggac 420 

attttcaccg gtttgggcaa aatggcgccg ctgcgggtaa cgatgactga cctcgacggt 480 

accaggctcc ggcctgagcc gctccatgcg gcggagacat cgccatcttt cctcaagcta 540 

ggcccgctcc ggagagcccc ggacctgacg ggtgccaata ctagccagcg agccgctccg 600 

gacgccatgc ccccagctcc gcccctcacc cgggcacccg caccccaccg cccagccctc 660 

gtgacgaaa 669 



<210> 895 
<211> 355 
<212> DNA 

<213> Homo sapiens 



<400> 895 

gatgcaggcc tggagtactg gaggagagga cgctgggcat ggcagcctgc tggggccggg 60 

gctcacgcac tccctcccat gtcggagcct cagactcagc ctgcttctgg ggcgctgagc 120 

accatatgcc cactcccagg tgcactgctt ggacaaggtg tgtgggctgc tgcccttcct 180 

caaccctgag gtcccagatc agttctacag gctctggctg tctctcttcc tacatgctgg 240 

gaaagaggct cctcactgcc cccgaacccg acccctgtga tggccaccca gccggacccc 300 

tggggaaagg ttcctgggcc agggcatggc cggcccaacc tgccgaagcc tactg 355 



<210> 896 
<;211> 804 
<212> DNA 

<213> Homo sapiens 



<400> 896 

agcccagcgt ggtggaattc gcagcaaaga gtagtcagtc ccttcttggc tctgctgaca 60 

ctcgagccca cattccatca cctgctccca atcatgcagg tctccactgc tgcccttgcc 120 

gtcctcctct gcaccatggc tctctgcaac caggtcctct ctgcaccact tgctgctgac 180 

acgccgaccg cctgctgctt cagctacacc tcccgacaga ttccacagaa tttcatagct 240 

gactactttg agacgagcag ccagtgctcc aagcccagtg tcatcttcct aaccaagaga 300 

ggccggcagg tctgtgctga ccccagtgag gagtgggtcc agaaatacgt cagtgacctg 360 

gagctgagtg cctgaggggt ccagaagctt cgaggcccag cgacctcagt gggcccagtg 420 

gggaggagca ggagcctgag ccttgggaac atgcgtgtga cctctacagc tacctcttct 480 

atggactggt tattgccaaa caggccacac tgtgggactc ttcttaaett aaattttaat 540 

ttatttatac tatttagttt ttgtaattta ttttcgattt cacagtgtgt ttgtgattgt 600 

ttgctctgag agttccccct gtcccctccc ccttccctca cagtgtgtct ggtgacaacc 660 

gagtggctgt catcggcctg tgtaggcagt catggcacca aagccaccag actgacaaat 720 

gtgtatcgga tgcttttgtt cagggctgtg atcggcctgg ggaaataata aagatgctct 780 

tttaaaaggt aaaaaaaaaa aaaa 804 



<210> 897 
<211> 1725 
<212> DNA 

*213> Homo sapiens 
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gccccaggag taaaaaaact tctccttttc tcacttcctt tcctgcctcg ggaggtggca • 240 

gggcagttcc ctggctgagg ccttttgcgc cccacctcca ggaccaaggg ccattctaga 300 

cagggtgtct tctaccagga cccgtcccta gccttcctgg cctggagggc ctggtcttgc 360 

actggcagct gtaatacaaa gggaactcgc cccacttctc ccagcctggt gctgtcctct 420 

oggcccacca tcggccaggt ccagcgcttc ctctggggct gacaacaggc ccctgactca 480 

ccccggtcac ctcccagggt ccatggccag ggcctctgtg tttggggggc cacttgccct 540 

tcatcctgcc aggcgctttg cccgccctgc ctcagcctgg gccctgtgcc cttgagccct 600 

ccacccctgg cccaagaccc ccccaaactg tctgactctg tgtttcctgc cctgaggaga 660 

gaggggtcag attgcagcgg gccgagtgcc ctcttcgtcc cctctcctcc cacccacgcc 720 

acaggccagc ctactcttco ctccatccat ggccacaccc ccagccattt tgtaccatta 780 

tataaatata tatataaata taaatatata aatacaatat gtgaagacat cttcttggtt 840 

tttattttga aacaattttt aggcttgttc cgggggtctc tgtgctgcct gtactgtatt 900 

gacctgtttt ataggtgcct ttttattaaa aagaaaattc aaaatccagc ctcttgcctc 960 

tttgcatctg cttcagactc ccccatcgat tacccagctt gogaggagat actcagagaa 1020 

aaaaagggac gtcttagggc ttcctcgttg tcctgccgtg aagacactct cacgtgagcc 1080 
acagctgtta tttccccagt ggggcctccc aaggagcttg gctgcttggc ttgagtggga . 1140 

caagggcagg ggtccctgac tccccacctg atcaaaggct ggggaggtgg tagggagcac 1200 

ccagaactgc cggacgggcc tcccacaccc caggtgagca aacaagcacg gagcagcttc 1260 

ctgcggttcc atctgagtga catcctcacg ggggcagggc aoggcttcct gggcctggga 1320 

gttcctgcct cagtgtgttt cttacacttc cctgcctaag gtgatgccaa cggaggggat 1380 

ggttgagatg actcccacgg gccccttcca gtccaccttt ctccgttccg actctgagtt 1440 

tcctcgggtc tatagcttat gggaagggag tgaggagggg acaagccagc ctccttcccc 1500 

atcaatgcco acaacctccc atcccctgga cccagccacc ctaggagttc tccccccacc 1560 

ccatctcgcc tgggcggagg ggacagccgg gtttgattga tccatctccc tccttggggt 162 0 

tegggaagaa agctcttttc ttccctctgt cgggtttctt tcttgcttct cggccttcac 1680 

gcttcctcag gtcactggct ggcctccaag ggcacctaga gtcagccctg cctgcagacc 1740 

acccaggatc cggtgacatg gggtggaccc agcgctgttt cggtcagagc caggggcagc 1800 

tacctgaact caaccagtct gagcttcctg cttggtcaag atgactgcag gcttgggggc 1860 

ctggcagaat gtctgtgttt ttagggactg agttgtccga agccacactc tgctgccagc 1920 

tggcctttcc tcagccttaa cctccactca tcccctggtg ctcagcttct ggctttgttt 1980 

gacaggtggg caggaggaga gaggggaagc tgtggaggtc agcagcccct aagctgatgg 2040 

agtgtgttct gggaggggca ggcgctctcc gttggcaagg gcagaagtag aagttgtttc 2100 

ttgagcattg gatgattagg atgggaggtg cgtgaggttc tctcagccca ggggggtgca 2160 

gatgggtaag gacagccttc actgtgcctt cgagctgctt tccgctccct gggctccagc 2220 

ctagccccag ggccggcaga agagctggca gggatgttct agaaatgggg ttggttcctc 2280 

tagctacccc aaatgaggat actcctagga cactcttagc cacggtgagc ccttaggatc 2340 

ccagctcctg ttggaaggag catccagcat cactgcctgc cccaaggaaa agcagcaata 2400 

aaaggggaca ctgggaccta gaacgtggtg agagaggtgg cattctctga ctcagagaga 2460 

ctgctcctgc gccagctagg gaagagctgg cacagggagg cagggccggt acagcccagc 2520 

ttggtcagga gccgcgacag gtcactgcgg aacttcacgc cggcgaaagt gtagagcatg 2580 

gggttgaggc agcagtgggc caggcccagg aactcacaca tggtgatggc cacggggaga 2640 

gagccattca gcttgcaggt attgtccacg gccttcagcc tcgccagggt gtccaggaag 2700 

atgacgatgt ggtagggtga ccagcagagg aagaagatgc ttgtcaccag gatggccacc 2760 

ctgactgcct tctgccgctg agggcgccgc tgggcctggc gcaacctgtg cactaccccc 2820 

acgtagcacc agcccatcac cagcatgggc agcaggaatc ccgccacatg gtagaggaat 2880 

cgggaggtga accaggcatg cgtttctgct tggttctctt gggagaaggt gcaacgtggc 2940 

agggagttgt tgtgatggcc ttggctgact ttggcgaaga gaatctctgg caaggcaagg 3000 

aggaagccca ccagccagat ggtcccacag gtgatgtgga tggagaggag gcggcggtgg 3060 

pggtaggcat ggacggcgtg gacaatggcc aggtagcggt ccacggcgat gcaggccagg 3120 

agcaggctgc tgcagtagaa gttgactttg tgcagggcaa tcacagtttt gcagaggaag 3180 

gtccccagga cccagcccac agagccctcg gccacggcaa agggcaagat gaagaccagc 3240 

aggaggtcgg ccacggccag gtggaacagg aaggtctccg tggaactgcg tgtctgccgg 3300 

tgccgctcca ggatcaccag caccaggacg ttgccgatca cgcccaggag gaagatgagg 3360 

ctgtaggcca cgggcacgaa cacggccttg aaggaggcca tgaggggacc ctctgtggca 3420 

gggcagagat gattttccac cagggaggtg tcgttatagt tgtccaatct gtccagttcc 3480 

cagaacaggt cctccaggtt ctcgaggtcc atttccagcg ttagcgggta gttcatggct 3540 

gtgccggctg tgagt caeca gactggtcac tgtcttatgt tgagaggctc cccgccaggt 3600 

gectctagag aggtggcagc 3620 



<210> 894 
<211> 669 
<212> DNA 
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<400> 892 

gagcgccccg acggcgcccg ctcgcccatg ccgagctgag cgcggcagcg gcggcgggat 60 

gctggcgctg ctggccgcca gcgtggcgct cgccgtggcc gctggggccc aggacagccc 120 

ggcgcccggt agccgcttcg tgtgcacggc actgccccca gaggcggtgc acgccggctg 1B0 

cccgctgccc gcgatgccca tgcagggcgg cgcgcagagt cccgaggagg agctgagggc 240 

cgcggtgctg cagctgcgcg agaccgtcgt gcagcagaag gagacgctgg ccagcgcgag 3 00 

ggccatccgc gagctcacgg gcaagctagc gcgctgcgag gggctggcgg gcggcaaggc 3 SO 

gcgcggcgcg ggggccacgg gcaaggacac tatgggcgac ctgccgcggg accccggcca 420 

cgtcgtggag cagctcagcc gctcgctgca gaccctcaag gaccgcctgg agagcctcga 480 

gccgctgccc gcgatgccca tgcagggcgg cgcgcagagt cccgaggagg agctgagggc 540 

cgcggtgctg cagctgcgcg agaccgtcgt gcagcagaag gagacgctgg ccagcgcgag 600 

ggccatccgc gagctcacgg gcaagctagc gcgctgcgag gggctggcgg gcggcaaggc 660 

gcgcggcgcg ggggccacgg gcaaggacac tatgggcgac ctgccgcggg accccggcca 720 

cgtcgtggag cagctcagcc gctcgctgca gaccctcaag gaccgcctgg agagcctcga 780 

gcaccagctc agagcaaacg tgtccaatgc tgggctgccc ggcgacttcc gcgaggtgct 840 

ccagcagcgg ctgggggagc tggagaggca gcttctgcgc aagggggcag agctggagga 900 

cgagaagtcc ctgctgcaca atgagacctc ggctcaccgg cagaagaccg agagcaccct 960 

gaacgcgctg ctgcagaggg tcaccgagct ggagcgaggc aatagcgcct ttaagtcacc 1020 

aaatgcgttc aaggtgtccc tcccactccg cacaaactac ctatacggca agatcaagaa 1080 

gacgctgcct gagctgtacg ccttcaccat ctgcctgtgg ctgcggtcca gcgcctcacc 1140 

aggcatgggc acccccttct cctatgcggt gccagggcag gccaacgaga tcgtgctgat 1200 

cgagtggggc aacaacccca tcgagctgct catcaacgac aaggttgcgc agctgcccct 1260 

gtttgtcagt gacggcaagt ggcaccacat ctgtgtcacc tggacgacac gggatggcat 1320 

gtgggaggca ttccaggacg gaaagaagct gggcactggg gagaacctgg ccccctggca 1380 

ccccatcaag cccgggggcg tgctgatcct tggacaagag caggacaccg tggggggtag 1440 

gtttgatgcc actcaggcat ttgtcgggga gctcagccag ttcaacatat gggaccgcgt 1500 

ccttcgcgca caagaaattg tcaacatcgc caactgctcc acaaacatgc cgggcaacat 1560 

catcccgtgg gtggacaata acgtcgatgt gttcggaggg gcctccaagt ggcccgtgga 1620 

gacgtgtgag gagcgtctcc ttgacttgta gccgccttct cctctgtcca ggaggccggg 1680 

atcaggctgt tgccatggaa gttcagggcc atagactgcc ccacttaaac tcttgtcagt 1740 

ctgggctcag ggttcccaga gctcattccc caggaatctc taagaccagg gctggggcag 1800 

tgtctgtcac tggcttgttt gttccctacc aatattctgt tgctgtttga agtagtgcca 1860 

gggtcccctg ggaagatgcc cccaagacac ctgccccaag tgggtggata tctgccttcc 1920 

tgctgcaagt ggaggcaggt ccagcagccc ctcttcagag cccctgtaaa tgctatcgca 1980 

gcctgagtcc tgccgccttc cagttccttg gtgtcccgtg caccccttct gtctgtcccc 2040 

tttcatggct gtgcagccgt cccgctggag tggccatgtc ccttgtgcat tgagtgcatc 2100 

cccgctggtg actaagctcg cagcaagcgg ctaccccccg atctgcaaaa gggcctctcc 2160 

ctttgtgttc tatacattgt gaatcttccc gtctgaagaa cgcccagcct gcccagacaa 2220 

agccccgcct tccccaaagc agaggggctg tctgtgtctc cagaaagggg acatcggggg 2280 

ggaggggggc tcagaaagga gaagggctgt gatctccggt cccttccccc atcatccttc 234 0 

cttagactga tgctttgact gaatcatcac tagctatggc attaaaaggc ctctcttctc 2400 

atctggtgcc aaaggttccg ttgcagcttt ttacaaccat ccggtgtggt ttggaggatt 2460 

tgtttttttt tttcccaaca gaaaagaaca gccattaaaa gaaggctccc attttctgat 252 0 

gttccgcccc actgggaaaa gggggctcgt tttaaattca tgttgattct tgtaagcact 258 0 

ggactgtctt catcaagtat ttccctacag aactcctcaa gaaaacagag atcatttggc 2640 

tagagattgt ctgagtgact ccaagctact cactgtattg gacgggagta gtaatttatt 2700 

ttaaagataa agtgactaag tggggaaatt tataaagcta aatattatat attttatttt 2760 

tcatacatgt ttgaagtgca aatctgtgga tattccattt gtaggaccaa gtcgacatgc 2820 

ccatcctgac attgtatgct acgagaactc ttctgatgat ggaatttcga ttaaagtgca 2880 

ctgaaagatg aaaaaaaaaa 2900 



<210> 893 

<211> 3620 

<212> DNA 

<213> Homo sapiens 



<400> 893 

gcaaggattg tcccttctgc ccaggggctc aggggccatg gtgacaggtc tgtgctgtgc 60 

ccgcccaggg cgcagccact gcctccccct gggctccctg gtcctagcca ggagagctcc L20 

ctatccgcct gtggtcagag ctgaagccat atacgagtgg gtgtttgtcc ccctactttg 180 
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<213> Homo sapiens 



<400> 890 

tccgtaggaa gtttggccca atatgtcccc cccccaaaat aaaggtccct cccaaaaatt 60 

cccaagtagc agattttcca gtccccacgt tgttaaaaca cgggcaaggc ctaggttata 120 

aataggcccc ccataaggaa aaaactatta cctcgcaagc acgggtaaac ttgggccccc 180 

caagggatcc tttaaaacgg ccgccccttt tttttttttt tggctattta tttatttatt 240 

ttttaaataa agattgggtc ttatctcact ctgttgccca ggctgatctt gaactcctgg 3 00 

gctcaagcag tcctcccacc tcagcctccc aaagtgctgg gattacaggc atgtgccgtc 360 

acacccagcc ctgcttgttt taaaagggga cttttttttt tcttaatgga aaaaaatgaa 420 

acagagagcc aaaagctttt aactgttgtt tttttctttt cttcaatgaa agcctctcat 480 

tttgaaaaga catgtttttc ttcaagcaac aaaggtggta gaggaaattc ctcaactttc 540 

tcaacgagtc atgtaacgtt acactggcct ccataaagca ccgattaaga aagctaaaga 600 

ataagatgtt gtatttcttt taaaataatt taaaatatat taaattttcc taaggcaggt 660 

tttgtttgaa tgaggtgtct tgattagata actacatgcc actgaaggag aacagtactt 720 

ttaaggagct atttttgttt cgcagtagag ttgaaaccag ctgattaatc caatgaagtt 780 

aaacagcaga gacagatctc gtacataaga gtatcagcta aagtcatgac tacaccaatt 840 

ctttacacaa ttaagacatc tttgcaactg ttcaatttaa gtactatggt ttttagataa 900 

tcgagaaaaa cacagttgta ccttaacatc tgttgagaaa atacaaataa atatgatgct 960 

aataaatggc cactgataac tcagtagcca tctgaatagt catgcggttt aagaatacat 1020 

ccttgtataa tctgacatac aaatttgtca tttcctgcac atgcacacca ttgttaaaaa 1080 

aaaaa 1085 



<210> 891 

<211> 1376 

<212> DNA 

<213> Homo sapiens 



<400> 891 

tgcgcatgcg cgtgagggct gccgcggcca ggcccagaca tgtccgtcct tgtaagttaa 60 

aagcttccat gggagccttc cttcctaatc aagatgcaaa taatacggca ctccgaacag 120 

acactaaaaa cagctctcat ctcaaagaac ccagtgcttg tatcacagta tgagaaatta 180 

gatgctgggg aacaacgttt aatgaatgaa gccttccagc cagccagtga tctctttgga 240 

cccattacct tgcattctcc atcagattgg atcacctccc accctgaggc tccccaagac 300 

tttgaacagt tcttcagtga tccttacaga aagacaccct ctccaaacaa acgcagcatt 360 

tatatacagt ccattggctc tctaggaaac accagaatta tcagtgaaga atatattaaa 420 

tggctcacgg gctactgtaa agcatatttc tatggcttga gagtaaaact cctagaacca 480 

gttcctgttt ctgtaacaag atgttccttt agagtcaatg agaacacaca caacctacaa 540 

attcatgcag gggacatcct gaagttcttg aaaaagaaga aacctgaaga tgccttctgt 600 

gttgtgggaa taacaatgat tgatctttac ccaagagact cgtggaattt tgtctttgga 660 

caggcctctt tgacagatgg tgtggggata ttcagctttg ccaggtatgg cagtgatttt 720 

tatagcatgc actataaagg caaagtgaag aagctcaaga aaacatcttc aagtgactat 780 

tcaattttcg acaactatta tattccagaa ataactagtg ttttactact tcgatcctgt 840 

aagactttaa cccatgagat cggacacata tttggactgc gacactgcca gtggcttgca 900 

tgcctcatgc aaggctccaa ccacttggaa gaagctgacc ggcgccctct aaacctttgc 960 

cctatctgtt tgcacaagtt gcagtgtgct gttggcttca gcattgtaga aagatacaaa 1020 

gcactggtga ggtggattga tgatgaatct tctgacacac ctggagcaac tccagaacac 1080 

agtcacgagg ataatgggaa tttaccgaaa cccgtggaag cctttaagga atggaaagag 1140 

tggataataa aatgcctggc tgttctccaa aaatgaggac cttcaaatag gagtgattga 1200 

aataaataac tacttgcatg ttatgctttc atttgggtgg aatacttcat tggaataaac 1260 

tactgatctt gtgctgtgtc aaagtaacag actagaacct tctttcaagt acctgaattg 1320 

aaatgaaact cattttgaat aataaaaact ctagaaactc tttaaaaaaa aaaaaa 1376 



<210> 892 

<211> 2900 

<212> DNA 

<213> Homo sapiens 
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caccgccaag cttcggaaag ctgtggagaa gggagaggag gacacctttt ctgaccttat 1080 

ctggagcaac ccccggtatc tgataggctc aggagacaac cccactatcg tgcaggaagg 1140 

gtgcaggtac aacgtgatgc atgttgctgc caaagagaac caggcttcca tctgccagct 1200 

gactctggac gtcctggaga accctgactt catgaggctg atgtaccctg atgacgacga 1260 

ggccatgctg cagaagcgta tccgttacgt ggtggacctg tacctcaaca cccccgacaa 1320 

gatgggctat gacacaccgt tgcattttgc ttgtaagttt ggaaatgcag atgtagtcaa 1360 

cgtgctttcg tcacaccatt tgattgtaaa aaactcaagg aataaatatg ataaaacacc 1440 

tgaagatgta atttgtgaaa gaagcaaaaa taaatctgtg gaactgaagg agcggatcag 1500 

agagtattta aagggccact actacgtgcc cctcctgaga gcggaagaga cttcttctcc 1560 

agtcatcggg gagctgtggt ccccagacca gacggctgag gcctctcacg tcagccgcta 1620 

tggaggcagc cccagagacc cggtactgac cctgagagcc ttcgcagggc ccctgagtcc 1680 

agccaaggca gaagattttc gcaagctctg gaaaactcca cctcgagaga aagcaggctt 1740 

ccttcaccac gtcaagaagt cggacccgga aagaggcttt gagagagtgg gaagggagct 1800 

agctcatgag ctggggtatc cctgggttga atactgggaa tttctgggct gttttgttga 1860 

tctgtcttcc caggaaggcc tgcaaagact agaagaatat ctcacacagc aggaaatagg 1920 

caaaaaggct caacaagaaa caggagaacg ggaagcctcc tgccgagata aagccaccac 1980 

gtctggcagc aattccattt ccgtgagggc gtttctagat gaagatgaca tgagcttgga 2040 

agaaataaaa aatcggcaaa atgcagctcg aaataacagc ccgcccacag tcggtgcttt 2100 

tggacatacg aggtgcagcg ccttcccctt ggagcaggag gcagacctca tagaagccgc 2160 

cgagccggga ggtccacaca gcagcagaaa tgggctctgc catcctctga atcacagcag 2220 

gaccctggcg ggcaagagac caaaggcccc ccgtggggag gaagcccatc tgccacctgt 2280 

ctcggatttg actgttgagt ttgataaact gaatttgcaa aatataggac gtagcgtttc 2340 

caagacacca gatgaaagta caaaaactaa agatcagatc ctgacttcaa gaatcaatgc 2400 

agtagaaaga gacttgttag agccttctcc cgcagaccaa ctogggaatg gccacaggag 2460 

gacagaaagt gaaatgtcag ccaggatcgc taaaatgtcc ttgagtccca gcagccccag 2520 

gcacgaggat cagctcgagg tcaccaggga accggccagg cggctcttcc tttttggaga 2580 

ggagccatca aaactcgatc aggatgtttt ggccgctctt gaatgtgcag acgtcgaccc 2640 

ccatcagttc ccggccgtgc acagatggaa gagtgctgtc ctgtgctact caccctcgga 2700 

cagacagagt tggcccagtc ccgcggtgaa aggaaggttc aagtctcagc tgccagatct 2760 

cagtggccct cacagctaca gtccggggag aaacagcgtg gctggaagca accccgcaaa 2820 

gccaggcctg ggcagtcctg ggcgctacag ccccgtgcac gggagccagc tccgcaggat 2880 

ggcgcgcctg gctgagcttg ccgccctgta ggcttggcgc tgggctctcg gtttgttctt 2940 

catttttaaa gaaggaaggg tcatatgttt attgctaaac tgtcaaaaag gaatatattc 3000 

tgattaaatt attactcctc actttgaggg tgtgagaatt ttagaagatt taaatgttct 3060 

atataacact tagatttctg atattttgga agaagttaga agttaatgaa agcaaactca 3120 

gttaccaatt ttctggaaaa tatccatgtg gtaatggtag actttttagg tggcaatttc 3180 

taggtctgaa atatagcaga ggaaagggcg ctgaggcagt tgcaggcagg cagcoctgta 3240 

cttaccctgt actcacctca tccgacagac gctgtggatg aggaggggct tggcggaggc 3300 

gtgagcaccg atgtcccttt gataacctgc actcaccaag atgaactatt tgccgccctg 3360 

tcttttcctg ggttgggggg tggcatctga tggtggcaga gtgcctgttg gttcgcccgt 3420 

gggtctcatg gttcagacag agggaggtgg acggcaggga tcagggagcc aggagcgcgc 3480 

ctcagacttg cagcaaccat tgtgatttgg gttgttcgga atatttaaat tactgatcag 3540 

aagatgaaag tagcttttct cttgggaagt cttgcagccc gtgggagtga taccaggagc 3600 

aacacagagc tcagcagcgg cgccaaggtg ttccctgttt cctcagcacg tgagccttca 3660 

ccgcctgctt cattcaggag ccagtgcagc agtaatacag tctatacatt gttctgtttt 3720 

caaatttatc ctgaggcttt gttgagcata aatgattata cgataaaggt atccgttatt 3780 

ttggaactca tttcagttgg gatctcctgt atgcagagtg ttgcatttag aggtttgagt 3840 

cccatcttgg tttcttgccg tgctgactgt agccttcacc ttgacttgaa tgaaggtctg 3900 

tggttggaat gtgtgaggag cogctgaggt gttcaggagg tgctgcctgg aggtcggttt 3960 

cttcctgggt gttacgggca actgctcaca cagttgtttc tctgtgaaca tttccagtgt 4020 

ttaatccaaa atgaaaaccc accaatgctt ttgctaactt cagtgccttt tataaatcat 4080 

ttttaaattt cctgaacttg ctttttgagg atatacaggg atattaagta gacgcaggat 4140 

tgtttttgtt tgtaaaaatt ctgaattgaa actttgtttt aaaaaaaggc ttctttcttt 4200 

catatgacaa gagataggtc aggaatatfcg gaatcaagat ttaaatgtta aaattcgatt 4260 

ttgttacaca gggtgtgttc atttgttttg tagcagacaa gatctagatc ccagacagaa 4320 

acaacacatg ctattctaaa aagccgcatt ttaaaaggca ccttggttct caaaagaaat 4380 

cagaatatgg atattcgtag tgatgatctg ttttctctaa aatcttacca tattgtctgt 4440 

atatggttgt aaattcaaat ggaaagtaaa acgttttggc cctgaaaaaa aaaa 4494 



<210> 890 
<211> 1085 
<212> DNA 
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tcctaccttc tgctgtttac tctctgctta cttttgrtctg agatggcctc aggtggtaac 130 

tttctcacag gccttggcca cagatctgat cattacaatt gcgtcagcag tggagggcaa 240 

tgtctctatt ctgcctgccc gatctttacc aaaattcaag gcacctgtta cagagggaag 300 

gccaagtgct gcaagtgagc tgggagtgac cagaagaaat gacacagaag tgaaatgaac 360 

tttttataag cattctttta ataaaggaaa attgcttttg aagtaaaaaa aaaa 414 



<210> 888 

<211> 1298 

<212> DNA 

<213> Homo sapiens 



<400> 888 

atggacctaa cagacattta cagaacattt tatccaacag ctagagaagg cacattcttt 60 

ccatcagcac tctccaggtc tgccatgtgg aggagtgtca ggaaaggctt ttgggagaaa 120 

gtggtactta cactgagtgt caaaggaatt acaaataatt tagcagtggg ggagcgggga 180 

gcgcagctga tggccggcga tgggaacgga gtggggccgt ogcctccgcg ccgagccgtg 240 

agcgccgagc caccgccgcc gctacctcag cccttcgcga agcgccgggc agctcgggaa 300 

catggccctg gagcggctct gctcggtcct caaagtgttg ttaataacag tactggtagt 360 

ggaagggatt gccgtggccc aaaaaaccca agatggacaa aatattggaa tcaagcatat 420 

tcctgcaacc cagtgtggca tttgggttcg aaccagcaat ggaggtcatt ttgcttcgcc 480 

aaattatcct gactcatatc caccaaacaa ggagtgtatc tacattttgg aagctgctcc 540 

acgtcaaaga atagagttga cctttgatga acattattat atagaaccat catttgagtg 600 

tcggtttgat cacttggaag ttcgagatgg gccatttggt ttctctcctc ttatagatcg 660 

ttactgtggc gtgaaaagcc ctccattaat tagatcaaca gggagattca tgtggattaa 720 

gtttagttct gatgaagagc ttgaaggact gggatttcga gcaaaatatt catttattcc 780 

agatccagac tttacttacc taggaggtat tttaaatccc attccagatt gtcagttcga 840 

gctctcggga gctgatggaa tagtgcgctc tagtcaggta gaacaagagg agaaaacaaa 900 

accaggccaa gccgttgatt gcatctggac cattaaagcc actccaaaag ctaagattta 960 

tttgaggttc ctagattatc aaatggagca ctcaaatgaa tgcaagagaa acttcgttgc 1020 

agtctatgat ggaagcagtt ctattgaaaa cctgaaggcc aagttttgca gcactgtggc 1080 

caatgatgta atgcttaaaa caggaattgg agtgattcga atgtgggcag atgaaggtag 1140 

tcggcttaac aggtttcgaa tgctctttac ttcctttggt ggagcctccc ctgcacaagc 1200 

agcactttcc ttttgccata gcaacatgtg catcaataat tctttagtct gtaatggtgrt 1260 

ccaaaattgt gcataccctt gggatgaaaa tcattgta ^ 1298 



<210> 889 

<211> 4494 

<212> DNA 

<213> Homo sapiens 



<400> 889 

caataccctg ctaatttttg tatttttagt agacaccggg tttcaccatg ttggccgggc 60 

tggtcttgaa ctcctgacct caggtgatcc gcccgcctca gcctcccaaa atgctgggat 12 0 

tacaggtgtg agccaccacg tccagccaag aaaaaaagtt tttaatgaaa gaaacagaaa 180 

ctgatgccat tatataatga accctagtac ccatcaccca gcttcagcag ggggtagtat 240 

tttgggactc tttgattttt ttggcttggg cctaggtgaa atgacaatgg atgctctgtt 300 

ggctcgattg aaacttctga atccagatga ccttagagaa gaaatcgtca aagccggatt 360 

gaaatgtgga cccattacat caactacaag gttcattttt gagaaaaaat tggctcaggc 420 

tttactggag caaggaggaa ggctgtcttjc tttctaccac catgaggcag gtgtcacagc 480 

tctcagccag gacccacaaa ggattttgaa gccagctgaa gggaacccaa ctgatcaggc 540 

tggtttttct gaagacagag attttggtta cagtgtgggc ctgaatcctc cagaggagga 600 

agctgtgaca tccaagacct gctcggtgcc ccctagtgac accgacacct acagagctgg . 660 

agcgactgcg tctaaggagc cgcccctgta ctatggggtg tgtccagtgt atgaggacgt 720 

cccagcgaga aatgaaagga tctatgttta tgaaaataaa aaggaagcat tgcaagctgt 78 0 

caagatgatc aaagggtccc gatttaaagc tttttctacc agagaagacg ctgagaaatt 84 0 

tgctagagga atttgtgatt atttcccttc tccaagcaaa acgtccttac cactgtctcc 900 

tgtgaaaaca gctccactct ttagcaatga caggttgaaa gatggtttgt gcttgtcgga 960 

atcagaaaca g±caacaaag agcgagcgaa cagttacaaa aatccccgca cgcaggacct 1020 
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gtgatttatt atcttgccaa gtttaggctg ggcatggtga ctcatgccct ctaatcccca 3120 

gcattttggg gggctgaggc tggtggatca cctgaggccc aggacttcga gaccagcctg 3180 

accaatatgg caaaacctcg tccctgcttg aaaatacaaa aattagccgg gcatggtggt 3240 

gtgagcctgt agtcccagct actcaggagg ctgaggacag ggagatttgc tttggattca 3300 

gggaggttgg aggttttagt gggccgagat cacgccattg cactccacac tgtgcgacag 3360 

agcgagactc tgtcaaaa 3378 



<210> 885 
<211> 554 
<212> DNA 
<213> Homo sapiens 



<400> 885 

tacggctgcg agaagacgac agaagggtac ggctgcgaga agacgacaga agggtacggc 60 

tgcgagaaga cgacagaagg gtacggctgc gagaagacga cagaagggta cggctgcgag 120 

aagacgacag aagggtacgg ctgcgagaag acgacagaag ggggtcgacg tgttcttccg 180 

gtggcggagc ggcggattag cc ttcgcggg gcaaaatgga gctcgaggcc atgagcagat 240 

ataccagccc agtgaaccca gctgtcttcc cccatctgac cgtggtgctt ttggccattg 300 

gcatgttctt caccgcctgg ttcttcgttt acgaggtcac ctctaccaag tacactcgtg 360 

atatctataa agagctcctc atctccttag tggcctcact cttcatgggc tttggagtcc 420 

tcttcctgct gctctgggtt ggcatctacg tgtgagcacc caagggtaac aaccagatgg 480 

cttcactgaa acctgctttt gtaaattact tttttttact gttgctggaa gtgtcccacc 540 

tgctgctcat aataaatgca gatgtatagc aaaaaaaaaa aaaagggggg gccgttttaa 6 00 

agaacccttg gggggcccca aggtttacgc gggctggcaa ggttatagtt ttcc 654 



<210> 886 
<211> 569 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> mis cofeature 
<222> (1) . . . (569) 
<223> n - a,t,c or g 



<400> 886 

agaaatgatt ttccttttac ctaggggaat gcaatttcat cacagcccct tacaataaan 60 

gctcctgaaa accctttcag tagacagcat ttcaattcag agaccaaagt gaaactatct 120 

ttgaaaacag ggacgtggct gggaaaccat gcacacctcg gcgaacactt ttccacccac 180 

cacgagcttg gactttctgg gaaggttgtc ggttttctgg tcaaaaacat tcttgaagtc 240 

atcaggaatg gaggaatgga gactcggcat cccgggaaag tgagttcctg gtttcatcgc 300 

tgggattcaa gagccgaaca gcacaatcat gcagaacatc atgaagatgt tccacagggc 360 

gatgaagatt cgaaagtatc tgaggctcag caagaattcc cggatgttgt cacctgtgct 420 

gggotccctg gactcctccc caaagccctg cgtgtccttc tttttcagct taaagttcag 480 

caccgccccg gcattcatca gcaacgtccc gaacagcagg atgtctccga tcatcgttac 540 

ggccgaagcg tccgtcagaa ccggaagcg 569 



<210> 887 
<211> 414 
<212> DNA 
<213> Homo sapiens 



<400> 887 

tcttataaat acagtgacgc tccagcctct ggaagectct gtcagctcag cctccaaaga 60 
agccagcctc tccccagttc ctgaaatcct gggtgttgcc tgccagtcgc catgagaact 12 0 
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<210> 884 
<211> 3378 
<212> DNA. 

<213> Homo sapiens 
<220> 

<221> mis cofeature 
<222> (1) . . . (3378) 
<223> n = a,t,c or g 



<400> 884 

caggcatgag tgacggtgcc cagccattcg tgacatgttt atacaaatat aactttagca 60 

aatatttagc ataactatca aaattacaaa tcatattaaa tttgtataaa tgtatgcaat " 120 

ttttggaaca cgcatatcaa caacataccc ataaatataa ctgagatgag atctaatgtc 180 

acctcacttg acagtgccct cccatgcagt atcgccacat ttgacaatgc ctgcccattt 240 

aatctaccaa ataaatcgaa tcacttaata cctctacaag atgagagata cattctttag 300 

actccccaag ggatgcagct gaaaaaaatc ccaaagttag ttttaagcca aaaagacttg 360 

atttaggatt ttgacactgg agaaacccat caaagatgtc aagtttgaaa acacttgatc 420 

aaaacagaat cacaggtcac tattaaaaga gtattaattt aaccagagac ttccaaagca 480 

atacagaaac ttacatggat ataaaaaccc taaccctttt aaaggtcaga tttgctaagt 540 

gatcaaaagg ggtacttgaa ttgaatcgac acaggaagag tgtgtacagg gttatgagtg 600 

taggcaggtg gttactttgg tcatatctcc atttgccacc tgattacaca tgagaatggc 660 

atctttactc accagaaagc cagtattata ggaggtgtag gaggcattct tggacttgag 720 

acaagaacat tgttgtgtag aaatttcatt gactgtgtta aaattattct ccatgggctg 780 

gagaacacat aacatggcct ttataatgag acgggcattg attggatgca aggtctccan B40 

nrmnnn n nrm nnnn n nmmn nnnacagagt gcttcatcat tccgagactc agtttttaaa 900 

ggaaaaacaa ctaactacct tgcaagcttg ctagcaggtt taagtgtaat aatgtgtggg 960 

aatgactgca ccgtgactaa catgcagtga cagcttaatt aatgttaacc cttatcatta 1020 

tcatataaga atgtgagtta cataagagag gagtcctgtc agttcgttct ctgctgtgtc 1080 

cccaagacca tgaatcatgg ctggcatgta gtaggcattt aataatatat gttcaacaag 1140 

tatttggcag tcttggaggg cagaaaagga ggtggggaag atttttaaat aacatttttt 1200 

aaaaagtcac attgtcctac aatactgatt tttcttgcat atttaggaaa ttgagggttt 1260 

ttttctaaaa catgcggaca tatgggaaat aggatgcaac atttgcacta atgtttcaga 1320 

cacagttaga ggtttccaag agattttgcg ctggggaggc tgcttgctac aagctcccaa 1380 

agctctggga ggacatagta ttcattcctc cctoagcaga agcggtgagg caagaagctc 1440 

tggggagcac ccagcgttgg acttttagca tagtgtgtca ggtcttcata gtttgggccc 1500 

agggcacaga gaagtcacag ctctctggca tcctgtgccc tttaccctct ttgccaaggg 1560 

aaaatgtggc ccaccaaagc aagaaacttg agggcatggg tcaccccagc cctggcatct 1620 

gcccagagcc cgagaaggaa ggaacaatga tcctccagct acctcacagg gctggcacag 1680 

gtgaccactg ccctggcatc acccatctgt gtccggcagc ctgaacccca tctgtgggga 1740 

tgcgaggagg aaaatacaaa agtccttagg tgaacactga gaaggcagat gcagcagaaa 1800 

cctccaggcc agaactaccc agtcttggac ctatggtgga gatagagcat agctggcgat 1860 

catgtgtact tacactctaa ggtcacctgg ttgcactatg gcctcatctg tggctctgaa 1920 

aatgaagatt tggaaggaga tcatcacagc taatgtttaa caagcccctc ctgtgtgcca 1980 

aatcattcac ccctcaccac aaccgaatga gctaaggatt ctcattatat atagtttatg 2040 

gagagggaag tgcagacata aagaggtgaa ttatcttacc cagatcacac agctgataag 2100 

tggtggaggc agaatagaat ctaaacagtg tggctccgga gcccacatgc attgattcga 2160 

caagtgttta ttgagcacct gccacggaca aggccttgtg tgattaaata gggttataat 2220 

tagtaatata aaaatgagaa atcactaatg ctttttagac ttaacatttt gtttttttgt 2280 

aggtttcagg cacagaactg tatatccaat aatagtgaaa tggatcccac taattatgac 2340 

agaaatgatg atacatttaa atgacttgga tgttttatag gtatgatctc gtgaaatctt 2400 

gagagaaact gaatgacgaa tgaaactatt gttcctgttt cacacagaag aaaactgagg 2460 

ttaaaagggg taaagtaatt ttgcatggca tgaagtagaa attcaaagta caggaatttg 2520 

aacttggttc tgtccttttc tgaagccctt gaccactata gactcaaaca tcaccttgtt 2580 

tttccactca ttcaacactt tttttttaaa attatctaat aggttggcac tcatcatgag 2640 

cccctgttct cattctgcaa atggtgaagc tctctattgt cctgacccca cagttcctgt 2700 

cccatgacca gggccagctc accaaggagc tgcagcagca tgtaaagtca gtgacatgcc 2760 

catgcgagta cctgaggaag gtgagtgagt gcagacagat ggggcctggt gcccttgagc 2820 

agttcccggg tctcagctgc cacacatctc atagcgggtg atgctggggg aagcttacgc 2880 

agtcacagta ctggcttctt cctctttttc tttccataca agtggcttag ggatggggta 2.940 

gagtagttga cttatttgga tgaaaacoac tatcttctgt cagaaactca aaaggaatca 3000 

ttgctggcat ggtaacctaa agaaaaacaa ccagacaagt gcccaacgac acttaaaaag 3060 
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ttaacttcat tcttgtggta atgttctggc taattttctt actaataatc ctttcatata 1020 

ttaagattgg gaagaatcta ttgaggattt ctaaaaggag gtcaaaattt cctaattctg 1080 

gtaaatatgc cactacagct cgtaactcct ttattgtact tatcattttt actatatgtt 1140 

ttgttcccta tcatgccttt cgattcatct acatttcttc acagctaaat gtatcatctt 12 00 

gctactggaa agaaattgtt cacaaaacca atgagatcat gctggttctc tcatctttca 1260 

atagttgctt agatccagtc atgtatttcc tgatgtccag taacattcgc aaaataatgt 1320 

gccaacttct ttttagacga tttcaaggtg aaccaagtag gagtgaaagc acttcagaat 13 80 

ttaaaccagg atactccctg catgatacat ctgtggcagt gaaaatacag tctagttcta 1440 

aaagtacttg aggtaaacat actaaaatga attatataat gcagcctctt atttctttga 1500 

agaactaaaa aattaggaaa caaagttcta gccatttacc aaaactcaga tcttcaaggc 1560 

ttctgcttgg tattttgtgg atatttccat ttgccttaac tgtaaaccca tttcaaggta 1620 

cctatccttt taaatcctgt atgtaaaatc ttttcaaaat acatttttaa gcctaatact 1680 

cttaacatag attatgaagt taagtgaaat ttatgggctc taacaggcaa aataattaaa 174 0 

gtgccatagt ttctcaagtg actaaagtag gttatttaaa atcaaggcac ttggtactaa 1800 

tttgaagtgt gtttaaaagt aaatgatttg ggaactgaca atgtgtcaga aaatatatgt 1860 

tcatttatca ttttaaaatc ttgtataatt tgcccctgta ttcatttatg cctaaatctc 1920 

tataacagat gaaaagataa ttaataaaat cctaattaaa aaatgg 1966 



<210> 882 
<211> 499 
<212> DNA 

<213> Homo sapiens 



<400> 882 

ggcacgagga gagattcacg caccctcaag agtgtgggtg agacatatac agcctgttag 60 

acctgaaggc agatggctct tcttaaggcc aataaggatc tcatttccgc aggattgaag 120 

gagttcagcg ttctgctgaa tcagcaggtc ttcaatgatc ctctcgtctc tgaagaagac 180 

atggtgactg tggtggagga ctggatgaac ttctacatca actattacag gcagcaggtg 240 

acaggggagc cccaagagcg agacaaggct ctgcaggagc ttcggcaaga gctgaacact 300 

ctggccaacc ctttcctggc caagtacagg gacttcctga agtctcatga gctcccgagt 360 

cacccaccgc cctcctccta gctcagggac ccagcccctc ctctctgaga aactctgacc 420 

ttcatgtcct taggctgtgc tcctgccact ctaccctgac acctcaataa agaccagtgc 480 

tggtttttgt tgggaaaaa 499 



<210> 883 
<211> 933 
<212> DNA 

<213> Homo sapiens 



<400> 883 
ggcacgagaa gaatacaaca 
acatagctat ttataaaaag 
tatcaaatag aagcattggg 
catggtggtt tacttttttt 
tagaactgga agaagacatg 
actgccttcg ccaggtcctt 
gcagaatact tgggattgta 
cttgattact accatccttc 
tgcagcatag aatttccaag 
tattaatagc taatttgaaa 
ttactttccg taagacattt 
tatattctcc atggtacata 
ctggtccaag ggctttaatt 
ccatctaaca ccgggaatct 
atccggaatt ggcactcaga 
gcctccaaaa ccaagccctc 



attagacaat atttaagtaa attaaactat actataaata 60 

ttatgaagta caggtattca tggagatacg ctcaatgtaa 120 

tatgattatt gcgtgtatag agtccatcat gctggtgtgt 180 

ctgcaataat ttctatgaag aaagatgctt acctttttta 240 

gcttgcacca acagcaacag agatgggccc cacagttgcc 300 

ctcccgtgaa gggatgtcca caaaaccagt gtcattagca 360 

cctacaggtt ttaacctttt aaaggtgaag agggaggtga 420 

tcctggggaa tgtgagtcag aaccacaaca ctcagcagtt 480 

tcaacactgt tacaaatcat ccaaggaagt gaaatgctat 540 

ctgaaaatta actcagttct cttcagtgag acccccaggt 600 

tttacaatgg agacatttgg attatatgta gaatggtctg 660 

gaagcaagaa acagtgcatg gtaaccatgg catcacagaa 720 

taataaggcc aacactggaa cttttgcaaa tgaagattcc 780 

gaaaaagggc cgggaatttt gaaagggtcc caattaaccc 840 

aaaaggagct ccatttacct tttctctata agggatagga 900 

cgttctcctg aac 933 
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tgccatgaga ctccatcagg cagtctacaa agaccactgg gaggctgagg atcacttgag 120 

cccagaagtt tgaggctgta gtaagcttca aaggccactg cactctagct tgggtgaggc 180 

aagacccttt caagcagtaa gctgcatgct tgcttgttgt ggtcattaaa aaccctagtt 240 

taggataaca ggtctgcctg catttcttca atcatgaatt ctgagtcctt tgcttcttta 300 

aaacttgctc cacacagtgt agtcaagccg actctccata cctttaaaag gtatgacagg 360 

aactgtcttc atgtccttac ccaagcaagt catccatgga taaaaacgtt accaggagca 420 

gaaccattaa gctggtccag gcaagttgga ctccaccatt tcaacttcca gctttctgtc 480 

taatgcctgt gtgccaatgg cttgagrttag gcttgctctt taggacttca gtagctattc 540 

tcatccttcc ttggggacac aactgtccat aaggtgctat ccagagccac actgcatctg 600 

cacccagcac catacctcac aggagtcgac tcgtgccgaa t 641 



<210> 880 

<211> 1032 

<212> DNA 

<213> Homo sapiens 



<400> 880 

ggcacgaggc atttgcagag tgagacaaag cggagaacgc tggtgggcct gttgtggagt 60 

acgctttgga ctgagaagca tcgaggctat aggacgcagc tgttgccatg acggcccagg 120 

ggggcctggt ggctaaccga ggccggcgct tcaagtgggc cattgagcta agcgggcctg 180 

gaggaggcag caggggtcga agtgaccggg gcagtggcca gggagactcg ctctacccag 240 

tcggttactt ggacaagcaa gtgcctgata ccagcgtgca agagacagac cggatcctgg 300 

tggagaagcg ctgctgggac atcgccttgg gtcccctcaa acagattccc atgaatctct 360 

tcatcatgta catggcaggc aatactatct ccatcttccc tactatgatg gtgtgtatga 420 

tggcctggcg acccattcag gcacttatgg ccatttcagc cactttcaag atgttagaaa 480 

gttcaagcca gaagtttctt cagggtttgg tctatctcat tgggaacctg atgggtttgg 540 

cattggctgt ttacaagtgc cagtccatgg gactgttacc tacacatgca tcggattggt 600 

tagccttcat tgagccccct gagagaatgg agttcagtgg tggaggactg cttttgtgaa 660 

catgagaaag cagcgcctgg tccctatgta tttgggtctt atttacatcc ttctttaagc 720 

ccagtggctc ctcagcatac tcttaaacta atcacttatg ttaaaaagaa ccaaaagact 780 

cttttctcca tggtggggtg acaggtccta gaaggacaat gtgcatatta cgacaaacac 840 

aaagaaacta taccataacc caaggctgaa aataatgtag aaaactttat ttttgtttcc 900 

agtacagagc aaaacaacaa caaaaaaaca taactatgta aacaagagaa taactgctgc 960 

taaatcaaga actgttgcag catctccttt caataaatta aatggttgag aacaatgcat 1020 

aaaaaaaaaa aa 1032 



<210> 881 

<211> 1966 

<212> DNA 

<213> Homo sapiens 



<400> 881 

accotggagc tagcgtcatc gcgaaggaac tcccacgacc ggatggaaga gcccagctga 60 

cacaaccaag acgagtctca gtgtctaggg aagcttgggg ttctgctcct tttacttcag 120 

gcgaacctga actcagttaa tgcaattttg aagcatgccc tgaatagatt cagtcattat 180 

caagtcaaac baaaaacggt gaaaggttgc gactattacc aaataggaaa aacctgaaga 240 

cataagaact acacatgagg aatatgtcat ttagcacttt cactttttga tctccacaga 3 00 

agacaatgag aagtcatacc ataacaatga cgacaacttc agtcagcagc tggccttact 360 

cctcccacag aatgcgcttt ataaccaatc atagcgacca accgccacaa aacttctcag 420 

caacaccaaa tgttactacc tgtcccatgg atgaaaaatt get ate tact gtgttaacca 480 

catcctactc tgttattttc atcgtgggac tggttgggaa cataatcgcc ctctatgtat 540 

ttctgggtat teacegtaaa agaaattcca ttcaaattta tctacttaac gtagccattg 600 

cagacctcct actcatcttc tgcctccctt tccgaataat gtatcatatt aaccaaaaca 660 

agtggacact aggtgtgatt ctgtgcaagg ttgtgggaac actgttttat atgaacatgt 720 

acattagcat tattttgett ggattcatca gtttggatcg ctatataaaa attaateggt 780 

ctatacagca aeggaaggea ataacaacca aacaaagtat ttatgtctgt tgtatagtat 840 

ggatgcttgc tcttggtgga ttcctaacta tgattatttt aacacttaag aaaggagggc 900 

ataattccac aatgtgtttc cattacagag ataagcataa cgcaaaagga gaagccattt 960 



433 



WO 01/57188 



PCTAJSO 1/03800 



gattagagtt taagcagatt taataccatg accttgctta accgcttctt cttttttact 1860 
tgcttgctg 1869 



<210> 878 

<211> 2439 

<212> DNA 

<213> Homo sapiens 



<400> 878 

ttctgtcttc ctctctttcc tcctctactg ctccotccct ctcttgoctc ttaagtttcc 60 
tgcaccgtga atccaactgt gccaagcctt ggctcccgcg aaccaatcct gagcgcgacc 120 
cgggcactgg gacggcgact ccgccaaagc tggacgaggc agccggaccc gtctgcgctc 180 
gagcatggag acggagcgcc tgggagggca cgtccggggc gctggagacg ccaggcccga 240 
gtagcttctc catggagcct gcccagagcg gtcccttctc gcaggattcg ccccaagtcc 3 00 
tgtgcggctg ctgagagcgc tccttgctct gtaaagtgga tgtcaggtgg atctatgttt 350 
ctgaaggaac aaagactcaa agaaggcacc gccaaggaag tttgagacgc gggagaatgc 420 
aggctgcgtg ctggtacgtg cttttcctcc tgcagcccac cgtctacttg gtcacatgtg 480 
ccaatttaac gaacggtgga aagtcagaac ttctgaaatc aggaagcagc aaatccacac 540 
taaagcacat atggacagaa agcagcaaag acttgtctat cagccgactc ctgtcacaga 600 
cttttcgtgg caaagagaat gatacagatt tggacctgag atatgacacc ccagaacctt 660 
attctgagca agacctctgg gactggctga ggaactccac agaccttcaa gagcctoggc 720 
ccagggccaa gagaaggccc attgttaaaa cgggcaagtt taagaaaatg tttggatggg 780 
gcgattttca ttccaacatc aaaacagtga agctgaacct gttgataact gggaaaattg 840 
tagatcatgg caatgggaca tttagtgttt atttcaggca taattcaact ggtcaaggga 900 
atgtatctgt cagcttggta ccccctacaa aaatcgtgga atttgacttg gcacaacaaa 960 

ccgtgattga tgccaaagat tccaagtctt ttaattgtog cattgaatat gaaaaggttg 1020 

acaaggctac caagaacaca ctctgcaact atgacccttc aaaaacctgt taccaggagc 1080 

aaacccaaag tcatgtatcc tggctctgct ccaagccctt taaggtgatc tgtatttaca 1140 

tttcctttta tagtacagat tataaactgg tacagaaagt gtgccctgac tacaactacc 12 00 

acagtgacac accttacttt ccctcgggat gaaggtgaac atgggggtga gactgaagcc 1260 

tgaggaatta aaggtcatat gacagggctg ttacctcaaa gaagaaggtc acatctgttg 1320 

cctggaatgt gtctacactg ctgctcttgt caactggctg caaaatacac tagtggaaaa 13 80 

cactctgatg taatttctgc ccagtcagct tcatccctca gtataattgt aaatcatcac 1440 

agattttgaa gtcacacctg aagacatgct ctcacatata gaggtacaca aacacaccgt 15 00 

catgcacatt tcagcttgcg tctatcatga ttcctgttga gagggctttc attgtctgac 1560 

tcataatggt tcaggatcaa ctatcatcaa acggaaggat taactagaca gagaatgttt 1620 

ctaacagttg ctgttatgga aatctctttt aaagtcttga gtacatgcfca atcaataatc 16 80 

tccactcatg cattcctact gcttggagta gctgtactgg taaatactac tgtaggagta 1740 

tctgcttgtt aaaatggaaa aatgtgtctt tagagctcag tattctttat tttacaaaca 18 00 

caacaaaatg tagtaacttt tttccagcat acagtaggca cattcaaagt ggtccaagat 1860 

ggctcttttt tctttgaaag gggcctgttc tcagtaaaga tgagccaaac catttggaat 192 0 

ttaccatgtg ggcagacatt gggataccaa ctttcatcac caatcattgg acttttgtga 1980 

agtcgacacc agctaaggct gcttaaaata agttctgatc attatataag aagggaaatg 2040 

cctggcagac accatgtaag ttataagtgt ctgtcttatc tttactacac atattgtaac 2100 

aaattcaata tcctagtctt catttgtatg aatggtttgt attgtacata gtttaaccaa 2160 

gtgttatttg agctgcttaa ttaatattta acttgtacct tggtctctct gcttggttat 222 0 

tggttaagaa aaaaggatat gaggaattca ttttatcaat gtagctgtga aggccattaa 228 0 

aaagacaaac ttaatgtaca gagcatttat tcagatcaag tattgttgaa agctatacat 2340 

atacaacatt acagtctgtc tgtatttaga tattttattt ctggaaaaaa tgaaatgtac 2400 

ataaaaataa aacacttaaa gttgagtttc aataaaaaa 243 9 



<210> 879 

<211> 641 

<212> DNA 

<213> Homo sapiens 



<400> 879 

tttttttttt ttggattgca aaaatttatt aaaattggag acactgtttt aatcttcttg 6 0 
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<210> 876 
<211> 794 
<212> DNA 
<2L3> Homo sapiens 



<400> 876 

taccaatgca tctgtgattt gtgccacatt actgggctaa atttgaagag gaaagctcgg 60 

tcaaacattc ttccagcttg tcatcttgga taggctgaat gggaggtatt ttcaaggtgc 120 

atggtttgtt gccatgtgtt ttttaagtag atctgccacc tctagcttga ctttaggtta 180 

ccataaagct gcagaggtca cttttctgat ttgtcagggc cgaacacctg aagcatatat 240 

ttcagttttc ataacaggac ctctgatctt tgtcctgtta tattgactgg tttcatagga 300 

gaatatattt ttggattgag ttttaattct tcagtagcag ctgaataata aaataacgtt 360 

gttacattta tgattcagct taatgaatga ttacattatt agtattcctg cctgtgtttt 420 

ttgtttaaac atataacgtc tttcaagaat agtgtacata tctgtctggg cactgtggtg 480 

catgcttata atcccaacat tttgggaggc cagggtgggt ggattgcttg aggccaggag 540 

ttcaagacca gcctgggcaa cacggtgaga ccttgtctct acaaataatt ttttaaaaat 600 

cagctgcgca tggtggcatg cacttgtaat cctactactt aggaggtgga ggcgcgagga 660 

tcactctacc ccacgacgta gaacgtcgcc ggcgctatga atgccccagt gccttcattc 720 

tggggaacac caacaacctg cccatacaaa caaaacaaca gcactctcat tacccgcccc 780 

cactcttatc cctc 794 



<210> 877 

<211> 1869 

<212> DNA 

<213> Homo sapiens 



<400> 877 

gggctgcgcg occgacacgc gcttcttcgt gcccgagccc ggcggccgag gggccgcgcc 60 

ctgggtcgcc ctggtggctc gtgggggctg caccttcaag gacaaggtgc tggtggcggc 120 

gcggaggaac gcctcggccg tcgtcctcta caatgaggag cgctacggga acatcacctt 18 0 

gcccatgtct cacgcgggaa caggaaatat agtggtcatt atgattagct atccaaaagg 240 

aagagaaatt ttggagctgg tgcaaaaagg aattccagta acgatgacca taggggttgg 300 

cacccggcat gtacaggagt tcatcagcgg tcagtctgtg gtgtttgtgg ccattgcctt 360 

catcaccatg atgattatct cgttagcctg gctaatattt tactatatac agcgtttcct 420 

atatactggc tctcagattg gaagtcagag ccatagaaaa gaaactaaga aagttattgg 480 

ccagcttcta cttcatactg taaagcatgg agaaaaggga attgatgttg atgctgaaaa 540 

ttgtgcagtg tgtattgaaa atttcaaagt aaaggatatt attagaattc tgccatgcaa 600 

gcatattttt catagaatat gcattgaccc atggcttttg gatcaccgaa catgtccaat 660 

gtgtaaactt gatgtcatca aagccctagg atattgggga gagcctgggg atgtacagga 720 

gatgcctgct ccagaatctc ctcctggaag ggatccagct gcaaatttga gtctagcttt 780 

accagatgat gacggaagtg atgagagcag tccaccatca gcctcccctg ctgaatctga 640 

gccacagtgt gatcccagct ttaaaggaga tgcaggagaa aatacggcat tgctagaagc 900 

cggcaggagt gactctcggc atggaggacc catctcctag cacacgtgcc cactgaagtg 96 0 

gcaccaacag aagtttggct tgaactaaag gacattttat tttttttacfc ttagcacata 102 0 

atttgtatat ttgaaaataa tgtatattat tttacctatt agattctgat ttgatataca 1080 

aaggactaag atattttctt cttgaagaga cttttcgatt agtcctcata tatttatcta 1140 

ctaaaataga gtgtttacca tgaacagtgt gttgcttcag actattacaa agacaactgg 1200 

ggcaggtact ctaatataaa ggacaggtgg tgtttctaaa taattggctg ctatggttct 1260 

gtaaaaacca gttaattcta tttttcaagg tttttggcaa agcacatcaa tgttagacta 1320 

gttgaagtgg aattgtataa ttcaattcga taattgatct catgggcttt ccctggagga 1380 

aaggtttttt ttgttgtttt ttttttaaga acttgaaact tgtaaactga gatgtctgta 1440 

gcttttttgc ccatctgtag tgtatgtgaa gatttcaaaa cctgagagca ctttttcttt 1500 

gtttagaatt atgagaaagg cactagatga ctttaggatt tgcatttttc cctttattgc 1560 

ctcatttctt gtgacgcctt gttggggagg gaaatctgtt tattttttcc tacaaataaa 1620 

aagctaagat tctatatcgc acatgagcat taagttcttc attgccttgt taaggaaaat 1680 

gagtaggcag actcagaatc tgttatattg atttcagtta caatttaatc tttacaatta 1740 

aaagggcgaa agatgtagaa ttttagtttt tgttgttgac tcgaaataac cagttttctt 1800 
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tgcgagtgac ttgggcccca ggcctgaaga attgcttggc catctcaggt tttgatggta 1440 

cagtccaggt ctatgatgcc acatcttggg atggaacacg gagccaagat ggaacacgga 1500 

gccaagtaga acctctcttc actcacagag gtcacatctt cctagatgga aatgggatgg 1560 

accctgctcc tttggtcacc acccacacct ggcatccctg cagaccaagg actttgttat 1620 

cagcaacaaa tgatgcctct ctgcatgtgt gggactgggt ggacctttgt gccccccgct 1680 

gacaccagca tctttccatc taggcctcta gaaaggggag gagctgctgt agtagcaagg 1740 

gtgctgatgt aggactcaag tgactaccag tccctgttac cagctgtgtg gccttgggca 18 00 

agtctgccag cgtcacttag cctcagtttc cttatctgta aaatgaggat agtaagaact 1860 

acctcgtagt gatattgcga aggttagaag aaacgcatgg cataattact tggtagctat 1920 

tgttagatct gggagtgtga aatggtagcg ttttgtccct gtcttcacac tatcataggg 1980 

agaatcaaaa gagctaacaa atataaacat gctttgtgaa tttttttaaa gaaaaaaatg 2040 

tagaggggcc aataaacatg aaaaaatccc agccctagta gcaattaagg aaatagcaaa 2100 

acaggatttc tgctcctctt gagtgggtct catgggaaca caggtgcact ttcccacact 2160 

ttgtcccccc aggtgactag gttcaagaga catttgcttt tggtggcccc acaaacattt 2220 

ccttttgagg gcccatagtg aatattaaag tgtgctggac atggtggctc atgcctgtaa 2280 

tcccagcatt ttgggaggct gagatgggag gatcgcttga ggctaggagt tcaagaccat 2340 

cctggtcaac attgtgaaac cccatctcta ttaaaaatag aaagaaaatt attttaaaat 24 00 

aaaattaggg actcattgtc aagcctctct tttctgtatt ctcaggtttt gatggtacag 2460 

tcaaggtcta tgatgccaca tcttgggatg gaacacggag ccaagacgaa a 2511 



<210> 874 
<211> 932 
<212> DNA 
<213> Homo sapiens 



<400> 874 

cattgcccta ccggaaaacg ggaggaggga gctggcgagt agaagcacct gcgtggtgtg 60 

cgggggtgga gcgggggctg gagggagagt taatgatttg ccacaggctc atttcgcaac 120 

ttaaccaagg gtcagcttcc cgtgaccatg taccagctgc gtcctctggg ccacgctcca 180 

cttgcccgct tccacccgga aagcccccca ggctgagtgc ggcatgatct ccatcaccga 240 

atggcagaag attggtgtgg ggatcaccgg tttcggcatc ttcttcatcc tctttggaac 300 

actcctgtac tttgattccg tgctcctggc ctttggaaac ctgctgttcc tgacgggcct 36 0 

gtccctcatc attggcctga ggaagacctt ttggttcttc ttccaacggc acaaactcaa 420 

gggaaccagc ttcctcctgg ggggtgtggt tatcgtgctc ctacgctggc ccctcctcgg 480 

catgttcctg gaaacctacg gattcttcag cctctttaag ggctttttcc ctgtcgcctt 540 

cggcttcctg ggcaatgtct gcaacatccc cttcctgggt gcgctgttcc ggagacttca 600 

aggcactagc tcgatggtct gaaaaacaga gatgagctcc ttgaacttgg atcattggtt 660 

gaagggggct aagagggaag aatgggaacc accccctcag tcccctgcac tgactcactc 72 0 

cccgacatat cccggacctc cccaagtcca gaaggaaagg aatggagctg agcaactgac 780 

gtcaaatccc caagtcgact caagaggctg ccaggaagca gagatgcaga ccccaaggag 840 

actgggctgg ggctggtatc acaccctcac tctatattta tgggaggaaa agtgaagatt 900 

aaattcccaa gttgtgcgtg tgaaaaaaaa aa 932 



<210> 875 
<211> 509 
<212> DNA 
<213> Homo sapiens 



<400> 875 

gaatgttcca gataatccct ttcccagtcc tgcctgacat ctgggtaggg ggtttgtccc 60 

tggaattctg ggacactggc tggggtttga ggagagaagc cagtacctac ctggctgcag 120 

gatgaagctg gccagtggct tcttggtttt gtggctcagc cttgggggtg gcctggctca 180 

gagcgacacg agccctgaca cggaggagtc ctattcagac tggggccttc ggcacctccg 240 

gggaagcttt gaatccgtca atagctactt cgattctttt ctggagctgc tgggagggaa 300 

gaatggagtc tgtcagtaca ggtgccgata tggaaaggca ccaatgccca gacctggcta 360 

caagccccaa gagcccaatg gctgcggctc ctatttcctg ggtotcaagg taccagaaag 420 

tatggacttt ggggcattcc aagcaatgac aaagttgctg caaccaactg gatgtctgtt 480 

atgacacttt gcggtgccaa caaatatgg 509 
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<210> 872 

<211> 1078 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . ! . (1078) 
<223> n = a,t,c or g 



<400> 872 

tttttttttt tttcaaaacc agcaaaaata aaatttaatt ggggctcaaa gtctgggcaa 60 

gtttgtcctt ccttcaggac cagccgtcag cagtccctga cgaaagcacc cccattatct 120 

ccacagacag ctggttccag aaggaccctc tgaggctggt cttccagggt aggatgtgct 180 

gtgggagggg ttctgtttcc gaggaggaga ggcgcgacac agcgtgcaag gacctgcagc 240 

accttccacg cagcaccccc tgctcctcct cctgcagccc ctgccgggct ctgactccta 300 

aagtaaggca ggagcttctt caggcccctg ggntgaggaa gagccacagc caccctaaaa 360 

tggcttcggg ggcatgcagc cctccatctc cagcagctct ggccatccct cgtatttgtt 420 

ttgggtctgg ggctgttctt ttaagaactg ctcaaagggg cttttacccc tgaggtcttt 480 

ggctcctatg aagacccagc tgtcccggaa gcccagttgt tttgogtagg aactccccaa 540 

gtcagagaag agtttcctgc tttcatcgtt cattttggtc cctggatcgt cgtaggaggc 600 

caccagcacc agtgcacccc ccggaatttc tttaaggaat ttcactaggt gcataacatc 660 

tccagagtac atgtcaaatg ccttctgtcc cagcacagct cccgtggttc cattcaccag 720 

ggcgatgttt aggcctctgc ccacattgtt tttcacagga ctcatgatca tgcggtcttc 780 

aaagcacata gtagggccca cgacgttggc ggccccactg cagattttaa aogcaaagta 840 

gttggctggg cagggcttga tgaggccaca cttgtacttt ttaacctgga tctccttggt 900 

gggcgaggct gacactctca tcctgtccag gtgaagggtg gcttggggtc agcttccacc . 960 

tgggcagagg gttagcctct tgctgtcctg tccatgctga gcaggaaatc tggcttcagg 1020 

gcagtggggg aattccacca cactgactat gtctacaaan gcnnnncnag ggctcaaa 1078 



<210> 873 

<2U> 2511 

<212> DNA 

<213> Homo sapiens 



<400> 873 

gaaccaaaac aaaacttgac tcaaagccaa ggatgttcca ttcagtgtaa aaaagatgtg 60 

gactttcttg tccaccttac aagacaatga catctgtaat gtgacctgta cttgctaggc 120 

tttagcaagt cactcgaggt catggaacat gtttttgaag aaataatatc agttcatgaa 180 

ttctgtacct gtttcttgtc gctgaagggg taagtgacat cagcagcatg ttcattcctt 240 

ttcttgtctt ctacctgttc tccacaaaag tataaaaagc cagaattgct ttttgggttt 300 

tgagatggca ttgtcttcca tttgcaaaaa acagtttata agacaaataa taaagaaatt 360 

gaaatgtttc tgatggtttc aaaaatgtaa acataagcca gagtagttat gtctcaacat 420 

catctcttgc cagccggcag ctccttttct tccttgatct tctaaatgta caggggaaga 480 

cagctggcag cctgtcatgt ttcaaacctt cattaaagtt ctggattttg gcctcttcgt 540 

tttcccctag atgtcattaa agctgtcagc accattgctg tgcatgagaa agaggagagt 600 

ctctggccta gggtggccgt cttctccaca ttggcacccg gagtcctcca tggggcgagg 660 

ctccgcagtc tgcaggtcgt tgatctggag tcccggaaga ccacgtacac ctcaggtacc 72 0 

gtggtacttt gtcccttgct tgctgctcca gccggcatca ccccccagcc caactcagcc 780 

actataaaaa ctgagttcaa ctctctgtgc caggtgttgg ggatacacag tgaataagag 840 

gtaagccctg gcctctaagg gctcctatgc tggggcagga ttaggcagtc ccagggacca 900 

gcacccaacc agctgagcag acaatggtga gatgagtggg aagggagatg tgatttattc 960 

tgcctgggac tggtgggaag ggacctgtga ccagccagcc ctgccaaatt gccagaccca 1020 

tctgcctcca gccgcttgtc tcctttgctg tcggtcttcc agatgtcagt gacagtgagg 108 0 

agctgagtag cctgcaggtc ctagatgcag acacctttgc cttctgctgt gcttcgggcc 1140 

ggctggggct tgttgacacc cggcagaagt gggcaccgtt ggagaatcgc agccctggcc 1200 

ctgggtctgg tggagagaga tggtgtgctg aagttgggag ctggggccag ggccctgggc 1260 

ccagcattgc cagccttggc tcagatgggc gtctttgtct tcttgacccc cgggatctct 1320 

gccatcctgt gagctcagtc cagtgcccag tatccgtacc tagccctgac ccagagctgc 138 o 
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<210> 870 

<211> 2252 

<212> DNA 

<213> Homo sapiens 



<400> 870 

ttttcgtatc atattttcac gtcacttatc actatctgaa attgctatcc atctgttttc 60 

ttgtttattg tctgtctctg ttactaggga tcctgtgatt ttgggtagta cttggctgtc 120 

acccaagtac ctagaacggg gttcactgca caccgaaagt aogcaaaaat actaagtgaa 18 0 

tgaatgtcag gaggatgaaa gatggaggga ggtgagaaat ccatcaaagg ctcacagaaa 240 

gaactcaatt cttggatgaa agtcggaaga atcccaacag ctaacaagca aatttgctga 300 

gagggggcgg ggcgggccaa gggcgggggc gggaaggggc ggagtcaggc ggaagccggg 3 60 

gagaaggccc aggaagtgac ggccgcctcc cggctaccgg ggacttctgg agtccgagaa 420 

gtcaacggcg cggttgctgc ggccgccgcg ctccccggcc cgaggcgatg gagaacggag 4 80 

cggtgtacag ccccactacg gaggaggacc cgggccccgc cagaggcccc cggagcggcc 540 

tcgctgccta ctttttcatg ggccggctcc cattgctccg gcgcgttctc aagggcttgc 600 

agctgttgct gtctctgctg gccttcatct gtgaagaagt tgtatcacaa tgtactttat 660 

gtggaggact ttattttttt gagtttgtaa gctgcagtgc ctttcttctg agtctcctta 720 

tactgattgt gtattgcact ccattttatg agagagttga taccacaaaa gtaaaatcat 780 

oggattttta tat tact ttg ggaacaggat gtgtgttttt gttggcatcc atcatttttg 840 

tttccacaca tgacaggact tcagctgaga ttgctgcaat tgtgtttgga tttatagcaa 900 

gttttatgtt cctacttgac tttatcacta tgctgtatga aaaacgacag gagtcccagc 960 

tgagaaaacc tgaaaatacc actagggctg aagccctcac tgagccactc aatgcctaaa 1020 

gactctgggg agcagatgtt acctaaggta gtgaccctgc attgtggtgc ctgagccctg 108 0 

gcagaagctc ttgtaaaatt tgttaattgt ttaaaccact tcttttggag agcaagggga 1140 

aggtcaagaa ggcagtttta tcaatattgt gtcagtcacc acaaagtagg ccagataagt 1200 

taaaaaaaat ttttttttaa ataataattg aaacttatct caaatggaga ttttggtggg 1260 

aggaggagaa aacaattgtt tttaaatcac acagctcaac ggttgataaa tgattctgtc 1320 

attctgttac aggtcattct tttactaggc ttagcttcca aattatgctt tatagctgta 138 0 

taaacatcgt gattatattc atctacttag aaattgtttt atttttaaat taatttgctt 1440 

agctgtttgt tttgatgctt agattatgtt ctgttaatgg gaatttaaca tatttaagaa 1500 

accaatattt aaaatgttgg tctaggtttt tttccttaac atatattacc aggctttact 1560 

gtatttcact cagccttaaa tgttataata tttttggata acggttatta attctttgag 1620 

accttcgtat agcctataaa atgtatggga. gatgttggta ttttatgtgt ataaaagcaa 1680 

caatatcagc aacttcgtgt ttatactgca ccttggttgt tgatgtcaag taaaaaaaag 1740 

attgttttgt aacacataaa aaaatggaag aaactgatac cacacctaag gaccaaagat 1800 

aagaaagact ttttgcccaa gacagtgaaa gtaattataa aaacaagctt tgaccactta I860 

ccaagtatct gaagagatga gttcatacta tgatttagaa agtggttcaa ttcccctgtt 192 0 

ggcatatgat tatttttact aaaattaata cagctctgtg ggtcttcctt agtgttttct 1980 

ttgaagccaa tctgtttttt ttaggacacc agcctttggt ttttcatctg ttcgagatgc 2040 

ctcttctctg tctccttatc agatagaaat ggagtcatgt gctgctgctt catctagcag 2100 

aggttggcct ctggctctga cactttttgt cagttgtctt taggtggtcc tgaatcttgg 2160 

gcccttttga ttgtgaatac tgtgtagcag gatcttgaga gtccttgttc ttacataggc 2220 

attgctctag tttgtctttg gcaaaaaaaa aa 2252 



<210> 871 
<211> 406 
<212> DNA 
<213> Homo sapiens 



<400> 871 

tttcgtgcgc catgtgctcc gggctcctgt agctcttgct gcccatctgg ctctcctgga 60 

ccctggggac ccgaggctct gagcctcgca gtgtgaacga tcccgggaac atgtcctttg 120 

tgaaggagac ggtggacaag ctgctgacag gcttccgctg cttcagagag cgggaggccg 180 

cgcctaggcg ggctctcaga ggagccgctc taccgggaga gtcggaggct ggcgacccag 240 

agtcacttag gtcttctgtg aatgcagact ggattcaata ttctgacctg tgggaagcgg 300 

aggtcagtac cccgaggtgc gaagcgggct tttgccagga gtgctttagg acgccaggga 360 

atcaggagaa ggatggccct ttcatttgtt aattgagctg aaacgg 406 
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gtgggcactt gtccaagcag cttcatttaa agcatcaaga tcatagaagc ctttggcagt 180 

aatggtcctg acttctggtt ttttaggtac tggtctcctt aactctttag gcaacaagtt 240 

gttttcatta tgccattttt tcagacattg tggctcatga atgctaatag attttgttcc 300 

atattcacga ccacaaatgt agcaaacaac tgctggtgga cgccgtatca ttgttggctt 360 

agtgttgtgg tctgtcgatg tgagagccat gggatc 396 



<210> 868 
<211> 738 
<212> DNA 
<213> Homo sapiens 



<400> 868 

ccccagatac agttattggg gggaggggga gcggtgggaa ggaatttggc cggtgggtcc 60 

tctggtaggt ttttgagtga cgtttgggaa ctccaaaggg gtcttgtcct gctggaggct 120 

cgagaatggt ctctgagagt gactaggagg gaagaggatg ctgagccagt tacccatgtg 180 

cctgctgagc aggtagttga tggcggtgag gaagcaggcc tgcaggaaga gggacaccac 240 

cgcgatcact aagccatgcc agacctccat gacttctgtc agcatgatga gctccttgct 300 

gataagttgg ggctcaggca ctttcaggaa ccaccctggc acctcgtctc tcagtagtgc 360 

caccggcagg gtgctggaga tcaagtttca gatgtccgga ctccaagtgc cagttccttc 420 

ccggtgttca gccactgtgt taatcctcca cagggaactg ctacacgctg ctctggtgag 480 

gcattccacc ggggcaattt cctacccggg agtgctcttt ggatcgcgtc actcgggctg 54 0 

gccggagtcc gcctcaggga tgctccacag gggaggccta agccgcctaa ggggctgcct 600 

cggctgtcca tcagttacct cgtttcctgg tcagggaacc aagaaatgta gcaggacgag 660 

ccgcagacaa aacccctcag acaccaaatt gtagaaggaa ggcggacgcg tgggcggacg 720 

cgtgggcgga cgcgtggg " 738 



<210> 869 

<211> 1354 

<212> DNA 

<213> Homo sapiens 



<400> 869 

tttttttttt ttatgcactt ggggtaatag gtttattatc tctatataca agtaagcatt 60 

tattgatgtt tgtcaaaaat aagagacaag ataacaaaaa ctattttagc atgaaaacga 120 

gatagctgca atagactaat actgagctta aagactccaa aaagagcaca gaacctgaaa 180 

tgacagtttt caggttgtat agttatccag acaatgaagt caactataca aggcaagcaa 240 

cacatgacaa taaaacacca tcaacagttt cccactggag gatggaggga ggcttgctgg 300 

ggcctggggc cactagtggg aaaaatatta aaatctcata aatcctccgt atcttttttc 360 

catttcagga acttctttgg agtaactttc gccttcttcg tcggagggca gagcctcggc 420 

aaagcgcttc aggaaacctc cataccggtt ttggggggaa gtcattcacc acttttgggg 480 

acctactctt ctcatgaagc ccccatatcg cttctgcagc tctttggctt tctctttcag 540 

ttgggggctt ctctttaagc ctctcatgaa gcccccatat ctcttgctca cttcttcctc 600 

attatcactg ccatcctggt ggtggctacg ctctcggttg tcccctgttt ccagaagctc 660 

ttttagcagg tctgaggaat tggccagcga gtcgtcctcc tctgcatcct tcttcatgaa 720 

gcccccatac cgcttggcga ggatctcact tccattggcc tcttcttctg gctccatggg 780 

ataaagctca tccattttct tcatgaagcc tccatacctt ttcatgaagc ccccatacct 840 

tttggctagc aaatggcttt cttccggttt gctattttct ctgagggtgc tggtgccatc 900 

ttgaggaagc tctggtttgg acagctgcag gagctccttg caggtttccc aaattttcag 960 

agaaggcagt ttaccttcac attccattac gcaagccagg aagttgatgt cggccgggcg 1020 

cactaggcgg tagctgcacg togcgcaatc ctggctgcat tcggcccgca cggtcgccag 1080 

gagcccgggg ccgagcaaca gcagccaagt gcaaagtgtc aggaaccgcg ccatggagtt 1140 

gacgctgttc ggatggagca ggccaattgg aaaagccggg ttcagacacg actcgtcgcg 1200 

gtcctcagcg tctctgcggg gtcacgggcc aggctgcggg gctctgagcg cctgcctcgc 1260 

cgtcccgggg cttaacggct gctggagcca ctttataatt agccccaaac cgaaggaggc 1320 

gcgcgcgecc caatcgccgg cgggctgcac gaaa 1354 
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atggcgaagc cccgtctcta ctaaaagtgc aaaaattagg ggtggggggt ggcacgcatc 720 
tggagtccca gctacttggg gc 742 



<210> 866 

<211> 2083 

<212> DNA. 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (2083) 

<223> n * a,t,c or g 



<400> 866 

ggaattccca ggacccacag cggctgcaaa ggaaacctaa aggcaatact agctccattt 60 

caagaaccga acaggaaata ttccaagtag aattaaacct tcaaaatgct tctctgaatc 120 

atcaagggat tgacaaaata tatgactgcc aaggtttact gccacctcca gagaagctca 180 

ctgccgaggt cctaggaatc atttgcattg tcctgatggc cactgtgtta aaaacaatag 240 

ttcttattcc tttcctggag cagaacaatt cttccccgaa tacaagaacg cagaaagcac 3 00 

gtcattgtgg ccattgtcct gaggagtgga ttacatattc caacagttgt tactacattg 360 

gtaaggaaag aagaacttgg gaagaaagag tttgctggcc tgtgcttcga agaactcttc 420 

tagtctgctt tctatagata atgaggaaga aatggtatgt gtggggactt cccagttggc 480 

tgtaagttgc catttgaact aaacgaaata gatcaggaac tgaggacata tctaaatttt 540 

ctagttttat agaaggcttt tatccacaag aatcaagatc ttccctctct gagcaggaat 600 

cctttgtgca ttgaagactt tagattcctc tctgcggtag acgtgcactt ataagtattt 660 

gatggggtgg attcgtggtc ggaggtctcg acacagctgg gagatgagtg aatttcataa 720 

ttataacttg gatctgaaga agagtgattt ttcaacacga tggcaaaagc aaagatgtcc 780 

agtagtcaaa agcaaatgta gagaaaatgc atctccattt tttttctgct gcttcatcgc 840 

tgtagccatg ggaatccgtt tcattattat ggtagcaata tggagtgctg tattcctaaa 900 

ctcattattc aaccaagaag ttcaaattcc cttgaccgaa agttactgtg gcccatgtcc 960 

taaaaactgg atatgttaca aaaataactg ctaccaattt tttgatgaga gtaaaaactg 1020 

gtatgagagc caggcttctt gtatgtctca aaatgccagc cttctgaaag tatacagcaa 1080 

agaggaccag gatttactta aactggtgaa gtcatatcat tggatgggac tagtacacat 1140 

tccaacaaat ggatcttggc agtgggaaga tggctocatt ctctcaccca acctactaac 1200 

aataattgaa atgcagaagg gagactgtgc actctatgcc tcgagcttta aaggctatat 1260 

agaaaactgt tcaactccaa atacatacat ctgcatgcaa aggactgtgt aaagatgatc 1320 

aaccatctca ataaaagcca ggaacagaga agagattaca ccagcggtaa cactgccaac 1380 

cgagactaaa ggaaacaaac aaaaacagga caaaatgacc aaagactgtc agatttctta 1440 

gactccacag gaccaaacca tagaacaatt tcactgcaaa catgcatgat tctccaagac 1500 

aaaagaagag agatcctaaa ggcaattcag atatccccaa ggctgcctct cccaccacaa 1560 

gcccagagtg gatgggctgg gggaggggtg ctgttttaat ttctaaaggt aggaccaaca 1620 

cccaggggat cagtgaagga agagaaggcc agcagatcag tgagagtgca accccaccct 1680 

ccacaggaaa ttgcctcatg ggcagggcca cagcagagag acacagcatg ggcagtgcct 1740 

tccctgcctg tgggggtcat gctgccactt ttaatgggtc ctccacccaa cggggtcagg 1800 

gaggtggtgc tgccccagtg ggccatgatt atcttaaagg cattattctc cagccttaag 1860 

atcttaggac gtttcctttg ctatgatttg tacttgcttg agtcccatga ctgtttctct 1920 

tcctctcttt cttccttttg gaatagtaat atccatccta tgtttgtccc actattgtat 1980 

tttggaagca cataacttgt ttggtttcac aggttcacag ttaagaagga attttgcctc 2040 

tgaataaata gaatcttgag tctcatgccc aanaaaaaaa aaa 2083 



<210> 867 
<211> 396 
<212> DNA 
<213> Homo sapiens 



<400> 867 

tttttcagta gagagaaaag ggctttactt ggcggctttg ggtttacaag atcgttggtg 60 
aacaatcagt ctgtctggca ggaaggtacg cccacaaaea ttacagggaa coaactggct 120 
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<210> 864 

<211> 2059 

<212> DNA 

<213> Homo sapiens 



<400> 864 

tgttgtacat caggtcatgc tgtttgtcac gttttagcca tcttaagaaa ggacagaagc 60 

tgcattccat tctgcagtct tggcaaatga ctttcttctg tttccacctc tattttgcct 120 

tgtttatttc atctccatta tccctctttc agtcatgaat catgactttt ttttctacag 180 

tagtcagagt tttgtaggac aaactcaggt ctctctggcc tctcagcaag cttcagggct 240 

tcatgcatgc ctgcagctga gagtgtctgg ttgatattct ggtactggca ctggagccgg 300 

ctgcaatagg tggtcctcag gtcccagttg aagaaggcat aaataaaagg gttaatgaga 360 

gagtttgcat agcccagcca tggaaatatc ctctccaccc acagtgggat gcagctgcag 420 

gcagtgccat agacagaagg gtctggctgt caggaggaaa aagggcggcc agcacatggt 480 

ggaggcccag acgatgatcc ccaaggtagt cgctgctttc tgtttccgct taaagatgga 540 

gatatttttt cctttcatgc ttgaggagtc tcgaaagttt tgcacactct tccacctcct 600 

ggaacttcac tgtgccattc agggtgacta ctgctgtctg gctccactcg agggaagcca 660 

ggtaacctgt gttaggccgc gcttttcctg gcggccttgt aaatctgtta gtacatgaaa 720 

agcatgacgc acatggggat taggatgcca atgcggtgga gtaaatcgtg tagccaaagt 780 

cttgactgac caagcacacc ttatcatcgt ttacattctg agcccgacca aaaatggtag 840 

gtaaagtgac aaaggcggaa agaaggcaga cagaaagaat catcttcgtc atgcatttcc 900 

ccttctgcct catagggtac gtgagaggct tcatgatccc aaggtacctg tcgatgctga 360 

tcacgtacaa ggtcaagatc caggccgtgc agcacatgac attcatggag aagacgttac 1020 

agaaaaagtg tccaaagatc cacttgcccc cgatgaggtc ggtgacactg atgaagggca 1080 

tgaccgccat ggccaccgag aggttggcca gcgccatgga cacgatcagg aagaagttgc 1140 

ctatgaagaa agggcctgtg aaggcggcaa atttgccaca gtagaagtga cagataagcc 12 00 

tgtggatgag gctctacggg aagcaatgcc caaggtcgca aagtatgcgg ggggcaccaa 1260 

tgacaaggga attgggatgg ggatgacagt ccctatttcc tttgctgtgt tccccaatga 1320 

agatggctct ctgcagaaga aattaaaagt ctggttccgg attccaaacc aatttcaaag 13 8 0 

cgacccacca gctcccagtg acaaaagcgt taagattgag gaacgggaag gcatcactgt 1440 

ctattccatg cagtttggtg gttatgccaa ggaagcagac tacgtagcac aagccacccg 1500 

tctgcgtgct gccctggagg gcacagccac ctaccggggg gacatctact tctgcacggg 156 0 

ttatgaccct cccatgaagc cctacggacg gcgcaatgag atctggctgt tgaagacatg 1620 

agtgacccac tgaaccaaga acttactgga agtgtgcctc tgtgtctcct tcctcggggg 1680 

taaggagggg acagtgcttc ccaagttcca gctgcaagtc caacttaacc aactttcctt 1740 

caaagtcagt tactgccaat tttctgaaaa aagcatgttc catatactaa gtctcttttc 1800 

tcacggtagg aaataataca gccaagatat gcagcatcct tctcattgat gtagaaaatt 1860 

ctgcgataga ccagaaaaat cctggcagct tttctccagg catctgggtc actaaaaact 1920 

gattttctaa aattattgga tttgtatttt gttattaagg gggaaaatgt gatttgtgcc . 198 0 

tgatctttca tctgtgattc ttataagagc tttgtcttca gaaaaactaa aaataaaagg 2040 

cattgactta aaaaaaaaa 2059 



<210> 865 
<211> 742 
<212> DNA 
<213> Homo sapiens 



<400> 865 

cgtggtggaa ttcatgatac tgtgtttcat attgaggtaa gtcattgttt tttatataga 60 

aatgattagt gagtgatggt taacattgca ttgtcaacaa aacctcccag aaaacctatt 120 

gtggaagaag gcctatgaga attaataaac tttcagttaa gatttatgaa gtagttttat 180 

tttaattatg tatagtaaca aaacaaagaa cactgtcaag gtgtcttcca gaattgttcc 240 

ttcaatgtgt agttatttaa tattttgcat attgattttt aaatgtttag gggcctctaa 300 

agtgcctaat aactttagtt gttttggctt ttttacttaa gtaacttaaa ccattgagta 360 

aacttacttt attgtaagta actttagcca gacttaaact tgtaggtttt gatttggtga 420 

atatgagttc atgatgtttt cttttctttt tgttattata aatactggat ttagtgctga 480 

ggtttagttg aatgttccta tttcttcagt ctaagggaat gtccttaaaa agcataattc 540 

acgagaagaa aagtataaag aaggctgggc gcagtggctc acgcctatac ttccagcact 600 

ttgggaggcc gaggtggctg gatcacttga ggtcaagagt tacagaccag cctggccaac 660 
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actttatttg acatttacta aagctgtata aaagccatgc acagtttatt tacagtattg 420 

tacattaaat gataatgttt gaagatcaca caaagatttc acaaaactat aactaataca 480 

gaaagatgtg tgaaaacatt aggggctttc aaaattttag gtatggaatt ttgcaaagat 540 

tattttggct tataagtgtt aggcaatcac taacctgaaa taagtgacaa aaacatgcag 600 

atgattacca tttcaacaaa tgaaaaccta taaatgtcta gctaaaagct aaaatattgt 660 

gtagctgaaa tactaccata taacaatggg aatttataaa acaggaaaaa aggttattct 720 

ttaaaagtct tccatgagta atagattttc agtaattttc tataaaaaca ttcagaaatt 780 

aagtttctca aattatgttt atcaccaaaa ttatgttttc agtagtgact ggagctatga 840 

cttttaaata attatttatt gtactatagg ggaagtatca gcttttccct gtaggggata 900 

ggctggagaa ggaaatcaac cagtaaattt agattcaagt aaaagatcct agtacaaata 960 

tatcattaac acagagtgga gagttacaag aactgcaggt ccacabactt ttaactgtac 1020 

tcttagaagt gtaaacttta ggtttgttca atttaaggtc tcctattagg aaatacctct 1080 

tcattgagag tataggaaat atcaatagat atttcttctt taaatccatc tcttccagtt 1140 

tttactgttg tggctgaagt acatttaaat attcagactg ccccaactga taagttgtgt 1200 

ttcttccaca gtcgacatac tgatacctct cctgggatat ctgttcagag tggccaaagt 1260 

atgttgttgt cacagtaact tgcatcatga gtactatgtt atgcactttg atggatatca 1320 

gagtacagaa atcatacata taactcattt cctctgctat aacggtaggt actgtgtaat 1380 

caatttgttt catatcaagt ggaccaataa tggttatgtt gtttaagcgt gcctttccaa 1440 

taactgtttt tgaaaattga acttgggcag tgatgttttc aacttcgaca gagtaatagt 1500 

tattgtttgt tatatttagt gtgtttgtga tatttaaata aattgtacgc ttctgaacat 1560 

cataactgac ataggctgat tttacaccaa tgtatttcac gtcgatagag cgagggaaaa 1620 

ggaaaaacac agccaatcca gaaaggagta gacagacaaa cacagaagcc atcacataca 1680 

gctttgttct tcttggcctt aatctctgat cactatatgg aatcaatgcc accagttggt 1740 

tttcttgccc cctaggaatt cttcctgttc cctgacaagt agggcaggtg acactatctc 1800 

ttcctgtaaa ttccacatat ggaaactgag agacatctcc atttcttcca tcttcattat 1860 

ggacttcact attaaccagt ccattcctca tgttttcaga tgtgactcca tcataagcat 1920 

cttctttgct tgaatgcaaa ggcaaatgag aaagagactt tcccatgtcg gcacgcgggg 1980 

cgctgcgcag tcccgggctg cttcggcgcg gacagggccg aggacagggt cgtggagtcc 2040 

acagtcccgg gagccggggg gtggagcgac cggcctggag cgcgcggtcg c 2091 



<210> 863 

<211> 1355 

<212> DNA 

<213> Homo sapiens 



<400> 863 

actgcagaac ggagtgacca cagaccaaag caaatcacgc aagtggatca aaaaatgttt 60 

attctgaatt ctttaattta aaaaaatcat acctatgagg tgtgctacag gaattcagat 120 

acaataagtt gcatataaaa cccgacctca ttgctcattg tggtaaagca aggatgatga 180 

gaaaatgcac ctcaggagca aaaacacgct tcacgggcac tccgggaccc aagtcccgag 240 

acatttccac gtgaccttct ggaaagacac accgcccacc tgactgcacg acgggactgg 300 

tccagcctcc cggctcctca ggaaggagat gagtttccta caaagtgagt ggccacaaat 360 

gccaggacag cggtgtcctg gagctgtggg gggaccttgg ggaagaacac acactcatct 42 0 

gcacttcaca cttctagcct tcaactgatc aaactactga aattgaacat gatattttgg 480 

caaaaatact acacccccat tgacaggagg agggttcctg gcggctcaca gcagagcagg 540 

cactgccttc cttcccaagg ccgagaggcc atgctgtgac atggcacaca caccgcccca 600 

ggctgcccgg tggcccaggg accatatggg tgacagttaa gacatcagcc tttgtgaaaa 660 

gccaagcccg acgcagacct caactgcact gtgcgtccca atccagagac ccgcggggca 720 

ggggaggatt tcaaggactc agtgacactg cccggcgggg acaggagagg ctcccagcag 780 

ccctcccggt gacctgggca tcaggggatg ggtagagatg aggacaagcc ggagtgggca 840 

caggaaaaaa accagggtct ctgctagaag tcacctgatc ctgcgggctg tcacggtatg 900 

acataggcag atttcccatc tgacatggca gctcctgtgc tctgggtgac ttagctccgg 960 

gttaacttcc atcaggccca gtcctctcct ccccagcagt gagactctag aggaagcccc 1020 

tcgtctggga cagtccttcc tgcctacccg ccacagggcc gacctgaggc ctcgtgcttg 1080 

tcctgggagg tcccgactgc acttgatggg cacgagggca acacgaacac aagagaatgc 1140 

gagctccctg aagctgccgc gtgacagtca atttggcaaa aaagaaaaaa aaaaccgatc 1200 

aatgcataaa accgaattac caaagtcctc ctaaggaatg tgattacaat atattagcaa 1260 

attctgtggc ataaacattt tcgaaaagca tcagcaaaag tattaaatat aaaagcaatg 1320 

tgtatattcc cctccccgac cttcaaaaaa aaaaa 1355 
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<213> Homo sapiens 



<400> 860 

atcagccact gcagctccct gagcactctc tacagagacg cggaccccag acatgaggag 60 

gctcctcctg gtcaccagcc tggtggttgt gctgctgtgg gaggcaggtg cagtcccagc 120 

acccaaggtc cctatcaaga tgcaagtcaa acactggccc tcagagcagg acccagagaa 180 

ggcctggggc gcccgtgtgg tggagcctcc ggagaaggac gaccagctgg tggtgctgtt 240 

ccctgtccag aagccgaaac tcttgaccac cgaggagaag ccacgaggtc agggcagggg 300 

ccccatcctt ccaggcacca aggcctggat ggagaccgag gacaccctgg gccgtgtcct 360 

gagtcccgag cccgaccatg acagcctgta ccaccctccg cctgaggagg accagggcga 420 

ggagaggccc cggttgtggg tgatgccaaa tcaccaggtg ctcctgggac cggaggaaga 480 

ccaagaccac atctaccacc cccagtaggg ctccaggggc catcactgcc cccgccctgt 540 

cccaaggccc aggctgttgg gactgggacc ctccctaccc tgccccagct agacaaataa 600 

accccagcag gccgggaaaa aaaaaa 626 



<210> 861 

<211> 1340 

<212> DNA 

<213> Homo sapiens 



<400> 861 

tttttttttt ttatatttgt acegttttta tttgtaaaaa taaccatctg aatgcatttc 60 

catagtatat tacagttaag tacttcatta cgttattaga gcattcagta gttgcaaaag 120 

tattaaactg tgcttgagaa gattcagatt gtttcaaagt cattcactga actaaaagtc 180 

attttcccca tttttacagt catgacattt accagagtca ttcaactcca atttacataa 240 

gaaaacatta tagacaaaat cccactgaaa tcatcaaaca atattttatg ctgttacaaa 300 

tatgttatgc aaaatataac actggcacca gatttgtatc atcgtgcttt acaaagatat 360 

attgcacatg ctagagcata aaatatgtag acaaaactac caaataaaag atatttgcat 420 

tgaattttta gatcacataa gaaacgcata gaattacatt ttatacaaac actcagattg 480 

tcactatctt aaaatgcttt tcccctataa tactgaccta tggtttatag tttcgtaaga 540 

cgaaagcatt ttagcactgc aaaatcaaac aattcctata gaaaacttaa gcattttcat 600 

attcatttca atgcaagtac aaggggaaat aggaaaaaag acactttata cattcaaaga 660 

aaagttgaaa tgaaaactca ctggtatcat attgctctga taacactcaa atgaaaaaat 720 

acaaaacatt ccacagaaca ttttcagaat atacaaatat aaaaaggcac tctaacttca 780 

tattacaaga caataaaacg gatgagttct tcaaccaaca caacatataa gcacaccaag 84 0 

ttgctcaaca gtaeaaagaa taactagtgc agcaaatcca tttgatgttc ttgttctaat 900 

ttaataacaa aatgataaac caagcagtgt ttactgccta aagtaccaaa acatactatg 960 

gtgccctttt agtagtgata aatagaaata ccctgagcta tttactgtag aatcatagca 1020 

gattttaggc aatttggaga tagtaatgta tttagcaaag acaggcagac actggcaaat 1080 

aagtaagtgc aatgaaacat gatccttgta gttgtggtta aaatacagtc taaaaataac 1140 

acaaataaaa gcactaagca actaagactc agttaaaaac ccattttttt ttcttagaaa 1200 

gctatggtgc aaacataatt ttatttctaa gagatgtaat taaaatacag aaatgatagt 1260 

ttttaaagtc atttctttaa aaaaattttg ccttggggta tgggagaaag agaaagagag 1320 

gaagagagag agagagagat 1340 



<210> 862 

<211> 2091 

<212> DNA 

<213> Homo sapiens 

<400> 862 

ccatattcca agtgatgtgc aaagtgatta aatttctaaa taggttttat tttggccacc . 60 

atcatttaat gacattcaat taaggatttc ttgaacaatt tctaccaaaa aaataatttc 120 

ctcctctaaa acattgataa aattgataac tgggtaccta acagttgcaa aacaagtcta 180 

caccattctt tagtatgaaa agcaacataa aaaaatggag catcaaaata ttttatttca 240 

aatttatttt atgccagatc caagctgtaa ctggaaccta ttcccagtct atgggtttct 300 

gaatttcatt ttcctattta ttgtattttt atgagaaact tgttgtaatg agtctgtacc 360 
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agctgttgta atcacctagc aaaaaaaaaa aaaggggggg cccttttaaa agaacccttg 3900 

gggggcccaa ttttaacggg ggagggcaag gaaaaatttt tttctttatg gggggcggaa 3960 

taaaaaccac tttgggaatt ttggaaagga accttttttt tggggggggg ccatatgggc 4020 

ccaccccccc cacggatttt aagggcttta gggaaaaaaa aaatttttaa ggggaaaagg 4080 

ggggaaaaca accccaaaag ccttgctgtt gaa 4113 



<210> 858 
<211> 465 
<212> DNA 
<213> Homo sapiens 



<400> 858 

ttgtgacaag tgcgtacacc cctccaccaa ctgtcaatgt tgtggtctgt ggtatcagtc 60 

catcaacaga tacgatgagc atggatactg ttgttaccag tgagttgata atatcaagca 120 

aaggccaaca ttaccggttc attattcgtt caagtctgag tacatataaa agtatgataa 180 

ataagatgcc ggtgccgtca aatccagtga taccaatata tggttcaggg gcatgtgcga 240 

tgataaaaaa ggtcatagat gtcccagtta gggccagccg cagcattttc acgtggcctt 3 00 

tcacactgaa gcagaagggg cgatgtttta ttttcggctg cacgttatcc atcgcgtcat 360 

gcagtcccag cagcagctct ttccctcaac tcttttcagc tggctgcttg agtaggttct 420 

gcccaccgat agcccccgcc acggcggcgt agcaccgccc tcccc 465 



<210> 859 

<211> 1467 

<212> DNA 

<213> Homo sapiens 



<400> 859 

tttttttttt ttggagacag agtcttgctc tgttgcccag gctggagtgc agtggcgcga 60 

ccggagctca ctgcaacctc cacttcccgg gttcaagtga ttgtcccacc tcagcctcct 120 

gaatagctgg gattacaggt gcatgctacc atgcctggct actttttgta tttttagcag 180 

agacagggtt tcaccatgtt ggccagggtg gtctcgaact cctgacctca agtgatccgt 240 

ctggctcagc ctcccaaagt gctgggatta caggtgtgag ccactgcacc tggcctatat 300 

aggctttttt cttaaaccta tttagtaatg ttttcccaag tttatttttt atttttaatt 360 

ttttccccaa gtttattttt ctattttttt ttcatggaaa aatggggtaa cttagcagtt 420 

tcaatattga agactgaagt ttaaaaaaaa tttaaattca aggtactttt aaaattcagt 480 

tagaaaagta ggctttaaaa attattagag acaagagtac caaagcggtg tgtgtatgtg 540 

tgtgtgtgta tgcatgcttg tggattggaa aaactttgga gactgattac ttttcattat 600 

atatgtgtca cagtgaaaca gcttttatgt gtcatgtaag attactgctt gcctctctaa 660 

ggaaggtcgt gactgtttaa atagacgggc aaggtggaac cttttgaaag atgagctttt 720 

gaatataagt tgtctgctag atcatggttt gtattgaact aacaaggttt gcagatctgc 780 

tgacttatat aaagcttttt gattcctact aagctttaag atttaaaaaa tgttcaatgt 840 

tgaaatttct gtggggctct atttttgctt tggctttctg gtgagagagt gaggaagcat 900 

tctttccttc actaagtttg tctttcttgt cttctggata gattgatttt aagagactaa 960 

gggaatttac aaactaaaga ttttagtcat ctggtggaaa aggagacttt aagattgttt 1020 

agggctgggc ggggfcgactc acatctgtaa tcccagcact ttgggaggcc aaggcaggca 1080 

gaacacttga aggagttcaa gaccagcgtg gccaacgtgg tgaaaccctg tctctactaa 1140 

aaatacaaaa attgtttagc tctgtttttc ataatagaaa tagaaaaggt aaaattgctt 1200 

ttcttctgaa aagaacaagt attgttcatc caagaagggt ttttgtgact gaatcagcag 1260 

tgcctgccct agtcatagct gtgcttcaaa aacctcagca tgattagtgt tggagcaaaa 1320 

caaggaagca aagcaaatac tgtttttgaa attctatctg ttgcttgaac tattttgtaa 1380 

taattaaact ttgatgttga gaaatcacaa ctttattgta cacttcattg caacttgaaa 1440 

ttcatggtct taaagtgaga tttgaat 1467 



<210> 860 
<211> 626 
<212> DNA 
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aatgaagcct tgaggacgtc gcaccggact ggaattcctg ggtcgacgat ttcgtggcag 60 

cggggaccag ggctggcagg ttaagcctct gggggtggat cctgaaaggt ggtccagccg 120 

cctggccctg cgtgggaccc tccacctggc agcaggtacc caaacaaggg ctggacagca 180 

gggtctcgct ctgtcacaca ggctggagtg cagtggtgtg atcttggctc atcgtaacct 240 

ccacctcccg ggttcaagtg attctcatgc ctcagcctcc cgagtagctg ggattacagg 300 

tggtgacttc caagagtgac tccgtcggag gaaaatgact ccccagtcgc tgctgcagac 360 

gacactgttc ctgctgagtc tgctcttcct ggtccaaggt gcccacggca ggggccacag 420 

ggaagacttt cgcttctgca gccagcggaa ccagacacac aggagcagcc tccactacaa 480 

acccacacca gacctgcgca tctccatcga gaactccgaa gaggccctca cagtccatgc 540 

ccctttccct gcagcccacc ctgcttcccg atccttccct gaccccaggg gcctctacca 600 

cttctgcctc tactggaacc gacatgctgg gagattacat cttctctatg gcaagcgtga 660 

cttcttgctg agtgacaaag cctctagcct cctctgcttc cagcaccagg aggagagcct 720 

ggctcagggc cccccgctgt tagccacttc tgtcacctcc tggtggagcc ctcagaacat 780 

cagcctgccc agtgccgcca gcttcacctt ctccttccac agtcctcccc acacgggcgc 840 

tcacaatgcc tcggtggaca tgtgcgagct caaaagggac ctccagctgc tcagccagtt 900 

cctgaagcat ccccagaagg cctcaaggag gccctcggct gcccccgcca gccagcagtt 960 

gcagagcctg gagtcgaaac tgacctctgt gagattcatg ggggacatgg ggtccttcga 1020 

SJgaggaccgg atcaacgcca cggtgtggaa gctccagccc acagccggcc tccaggacct 1080 

gcacatccac tcccggcagg aggaggagca gagcgagatc atggagtact cggtgctgct 1140 

gcctcgaaca ctcttccaga ggacgaaagg ccggagcggg gaggctgaga agagactcct 1200 

cctggtggac ttcagcagcc aagccctgtt ccaggacaag aattccagcc aagtcctggg 1260 

tgagaaggtc ttggggattg tggtacagaa caccaaagta gccaacctca cggagcccgt 1320 

ggtgctcacc ttccagcacc agctacagcc gaagaatgtg actctgcaat gtgtgttctg 1380 

ggttgaagac cccacattga gcagcccggg gcattggagc agtgctgggt gtgagaccgt 1440 

caggagagaa acccaaacat cctgcttctg caaccacttg acctactttg cagtgctgat 1500 

ggtctcctcg gtggaggtgg acgccgtgca caagcactac ctgagcctcc tctcctacgt 1560 

gggctgtgtc gtctctgccc tggcctgcct tgtcaccatt gccgcctacc tctgctccag 1620 

ggtgcccctg ccgtgcagga ggaaacctcg ggactacacc atcaaggtgc acatgaacct 1680 

gctgctggcc gtcttcctgc tggacacgag cttcctgctc agcgagccgg tggccctgac 1740 

aggctctgag gctggctgcc gagccagtgc catcttcctg cacttctccc tgctcacctg 1800 

cctttcctgg atgggcctcg aggggtacaa cctctaccga ctcgtggtgg aggtctttgg 1860 

cacctatgtc cctggctacc tactcaagct gagcgccatg ggctggggct tccccatctt 1920 

tctggtgacg ctggtggccc tggtggatgt ggacaactat ggccccatca tcttggctgt 1980 

gcataggact ccagagggcg tcatctaccc ttccatgtgc tggatccggg actccctggt 2040 

cagctacatc accaacctgg gcctcttcag cctggtgttt ctgttcaaca tggccatgct 2100 

agccaccatg gtggtgcaga tcctgcggct gcgcccccac acccaaaagt ggtcacatgt 2160 

gctgacactg ctgtgcctca gcctggtcct tggccctgcc ctgggccttg atcttcttct 2220 

cctttgcttc tggcaccttc cagcttgtcg tcctctacct tttcagcatc atcacctcct 2280 

tccaaggctt cctcatcttc atctggtact ggtccatgcg gctgcaggcc cggggtggcc 2340 

cctcccctct gaagagcaac tcagacagcg ccaggctccc catcagctcg ggcagcacct 24 00 

cgtccagccg catctaggcc tccagcccac ctgcccatgt gatgaagcag agatgcggcc 2460 

tcgtcgcaca ctgcctgtgg cccccgagcc cggcccagcc ccaggccagt cagccgcaga 2520 

ctttggaaag cccaacgacc atggagagat gggccgttgc catggtggac ggactcccgg 2580 

gctgggcttt tgaattggcc ttggggacta ctcggctctc act cage tec cacgggactc 2640 

agaagtgege cgccatgctg cctagggtac tgtccccaca tctgtcccaa cccagctgga 2700 

ggcctggtct ctccttacaa cccctgggcc cagccctcat tgctgggggc caggecttgg 2760 

atcttgaggg tctggcacat ccttaatcct gtgcccctgc ctgggacaga aatgtggctc 2820 

cagttgetet gtctctcgtg gtcaccctga gggcactctg catcctctgt cattttaacc 2880 

tcaggtggca cccagggcga atggggccca gggcagacct teagggecag agccctggcg 2940 

gaggagaggc cctttgccag gagcacagca gcagctcgcc tacctctgag cccaggcccc 3000 

ctccctccct eagcccccca gtcctccctc catcttccct ggggttctcc tcctctccca 3060 

gggcctcctt gctccttcgt tcacagctgg gggtccccga ttccaatget gttttttggg 3120 

gagtggtttc caggagctgc ctggtgtctg ctgtaaatgt ttgtctactg cacaagcctc 3180 

ggcctgcccc tgagecagge teggtacega tgcgtgggct gggctaggtc cctctgtcca 3240 

tetgggcett tgtatgagct gcattgccct tgctcaccct gaccaagcac acgcctcaga 33 00 

ggggccctca gcctctcctg aagccctctt gtggcaagaa ctgtggacca tgccagtccc 3360 

gtctggtttc catcccacca ctccaaggac tgagactgac ctcctctggt gacactggcc 3420 

tagagectga cactctccta agaggttctc tccaagcccc caaatagctc caggcgccct 3480 

cggccgccca tcatggttaa ttctgtccaa caaacacaca egggtagatt gctggcctgt 3540 

tgtaggtggt agggacacag atgaccgacc tggtcactcc tcctgccaac attcagtctg 3600 

gtatgtgagg cgtgcgtgaa gcaagaactc ctggagctac agggacaggg agecatcatt 3660 

cctgcctggg aatcctggaa gacttcctgc aggagtcagc gttcaatctt gaccttgaag 3720 

atgggaagga tgttcttttt aegtaccaat tcttttgtct tttgatatta aaaagaagta 3780 

catgttcatt gtagagaatt tggaaactgt agaagagaat caagaagaaa aataaaaatc 3840 
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aaagacatga cttattctct gttcatacag caagtatgga aaaaagatga tctagaagtc 2220 

aactatctca acctccattg ttacccacta ggtttttttc taataatgtt aaaggctatt 2280 

taatttattt aatcaacttt aagcattaca ttctcaattg gggacaaaaa ttggttcttg 2340 

gggtgaaaaa atattagata tggcttgtgg acttccaata teat cct ate caacaaaatc 2400 

ttattcctta gtattaattt ate teat tgg gaagaaattt gtagttaaaa ctaatataat 2460 

ttgaatttaa tttctgtaat tgggaaggag ggtaataatg aacaaaaagt ttgagaaaaa 2520 

aatgctttaa tgggttttac aggcatgeta caatccagga ctgtggtgtt ctatgtgccg 2580 

tgtatggtca tattagtagc tatttgttgc aagatacttg aagccaaatg tttgeagtat 2640 

aggttcctgg ctactgttta tgctgtgatt tcactctgtc tatcatgggc agtattagaa 2700 

aaeacactgg ttttcactat ctggtttaca aaccctatca ttattttacc tggattgaag 2760 

tgcagaattt ggcatatcga tgcatgcaat ggaaagaaaa aaaatttgtt aaaatttgta 2820 

aatgttcagc taaatctcag atatactgtg ggatgagtat ctcagggtag gtaacaaaaa 2880 

aacaaacaaa aaaaaatcac tgaaattttt ccctcacagt cagtagcttt gtttgatatt 2940 

taacaataag tatatggtga tatacttgaa atttatgtcc agaatgtcac tggaatatta 3000 

caatgagcat aaataatcaa gcttaggact aaatgaaaga taetatctca tgtatgcttt 3060 

aaatagagaa tttatttctt ttaaaaataa agctattttt ccttaaaaaa a 3111 



<210> 856 

<211> 1659 

<212> DNA 

<213> Homo sapiens 



<400> 856 

tttegtaagg agattceggg ccagggtcgc ggcggcagtc ggcaagcgtt cgattctctg 60 

gcgttggatc gcgagcggtg tctgcttgtc ccgccgaggg ctcccaggac agggcaggga 120 

tctagggggt ttgcgcacct gctttttaat gccccgcccc cccttttttt tttaaagggg 180 

agggggtgaa agtgagggag gaaaatggac agaataetga ctggaacgtt aattcgagca 240 

tttcatatgc gaaaagcgga ataacagttc egtattctte tttcagtttc tccattagat 300 

tagcttcatt ttcgaatget ccgttttgca tgcttaattt tgaaactagc ccgtggtttg 360 

gcagaatttg actgaattca ggggtgagag tttgatccag tccaagtgta tttgaatttg 42 0 

ageaegcagt tcaaccagtg tttacaatgg aatttctgaa gacttgtgta cttagaagaa 48 0 

atgeatgeae tgcggtttgc ttctggagaa gcaaagttgt ccaaaagcct tcagttagaa 540 

ggattagtac tacctctcct aggagcactg tcatgcctgc ttgggtgata gataaatatg 600 

ggaagaatga agtgcttcga ttcactcaga acatgatgat gectatcata cactatccaa 660 

atgaagtcat tgtcaaagtt cacgctgcca gtgtaaatcc tatagaegtt aatatgagaa 72 0 

gtggttatgg agctacagct ttaaatatga agegtgatec tttacacgtg aaaatcaaag 780 

gagaagaatt tcctctgact ctgggtcggg atgtctctgg cgtggtgatg gaatgtgggc 840 

ttgatgtgaa atacttcaag cctggagatg aggtctgggc tgcagttcct ccttggaaac 900 

aaggcactct ttcagagttt gttgtagtca gtgggaatga ggtctctcac aaacccaaat 960 

cactcactca tactcaagct gcctctttgc catatgtggc tctcacagcc tggtctgeta 1020 

taaacaaagt tggtggcctg aatgacaaga attgeacagg aaaacgtgtt ctaatcttag 108 0 

gegcttcagg cggagttggt acttttgeta tacaggtaat gaaagcatgg gatgetcatg 1140 

tgacagcagt ttgctcccaa gatgecagtg aacttgtaag gaagcttggt gcagacgatg 1200 

taattgatta caaatctgga agtgtggaag agcagttgaa atccttaaaa ccatttgatt 1260 

ttatccttga taatgttggc ggatccactg aaacatgggc tccagatttt ctcaagaaat 1320 

ggtcaggagc cacctatgtg actttggtga ctcctttcct cctgaacatg gaccgattgg 1380 

gcatagcaga tggcatgttg cagacaggag tcactgtagg ttcaaaggca ttaaagcatt 1440 

tctggaaagg agtccattat cgctgggcat ttttcatggc cagtggccca tgtttagatg 1500 

acattgeaga actggtggat gegggaaaga tccggccagt tcattgaaca aacctttcct 1560 

ttttctaaag ttccagaagc cttcctgaag gtggaaagag gacacgcacg aggaaagact 1620 

gtaattaatg ttgtttaaat aaaaatgcag tttagtgat 1659 



<210> 857 

<211> 4113 

<212> DNA 

<213> Homo sapiens 



<400> 857 
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aaggcaggtg cctccaggtg tgcacgtggc atgtggcctg tggcctgtgt cccatgaccc 3180 

acccctgtgc tccgtgcctc caccaccact ggccaccagg ctggcgcagc caaggccgaa 3240 

gctctggctg aaccctgtgc tggtgtcctg" accaccctcc cctctcttgc acccgcctct 3300 

cccgtcaggg cccaagtccc tgttttctga gcccgggctg cctgggctgt tggcactcac 3360 

agacctggag cccctgggtg ggtggtgggg aggggcgctg gcccagccgg cctctctggc 3420 

ctcccacccg atgctgcttt cccctgtggg gatctcaggg gctgtttgag gatatatttt 3480 

cactttgtga ttatttcact ttagatgctg atgatttgtt tttgtatttt taatgggggt 3540 

agcagctgga ctacccacgt tctcacaccc accgtccgcc ctgctcctcc ctggctgccc 3600 

tggccctgag gtgtgggggc tgcagcatgt tgctgaggag tgaggaatag ttgagcccca 3660 

agtcctgaag aggcgggcca gccaggcggg ctcaaggaaa gggggtccca gtgggagggg 3720 

caggctgaca tctgtgtttc aagtggggct cgccatgccg ggggttcata ggtcactggc 3780 

tctccaagtg ccagaggtgg gcaggtggtg gcactgagcc cccccaacac tgtgccctgg 3840 

tggagaaagc actgacctgt catgcccccc tcaaacctcc tcttctgacg tgccttttgc 3900 

acccctccca ttaggacaat cagtcccctc ccatctggga gtcccctttt cttttctacc 3560 

ctagccattc ctggtaccca gccatctgcc caggggtgcc ccctcctctc ccatccccct 4020 

gccctcgtgg ccagcccggc tggttttgta agatgctggg ttggtgcaca gtgatttttt 4080 

tcttgtaatt taaacaggcc cagcattgct ggttctattt aatggacatg agataatgtt 4140 

agaggtttta aagtgattaa acgtgcagac tatgcaaacc agaaaaaaaa aa 4192 



<210> 855 

<211> 3111 

<212> DNA 

<213> Homo sapiens 



<400> 855 

cgcagcgtcc cgccagccag ctccttgcac ccttcgcggc cgaggcgctc cctggtgctc 60 

cccgcgcagc catggctcag cacttctccc tggccgcctg cgacgtggtc ggattcgacc 120 

tggaccacac tctgtgtcgc tacaacctgc ccgagagcgc cccgctcatt tataatagct 180 

ttgcccagtt cctagttaag gagaaagggt acgataagga attgctcaat gtgaccccag 240 

aggattggga tttctgttgc aaaggtttgg cattggatct agaagatggg aacttcctta 3 00 

aacttgcaaa taatggcact gttctcaggg caagccatgg caccaagatg atgactccag 360 

aggtgctggc agaggcatat ggcaagaaag agtggaagca cttettgtcg gacactggaa 42 0 

tggcttgccg ctcaggaaag tattactttt acgacaacta ctttgacctg ccaggagctc 480 

ttctgtgtgc cagggtggtg gactatttaa caaaactgaa caatggtcaa aaaacatttg 540 

atttttggaa ggatatagtt gctgctatac aacacaatta taaaatgtca gcttttaagg 600 

aaaactgtgg aatatatttt ccagaaataa aaagagatcc aggcagatat ttacatagtc 660 

gtcctgaatc tgtgaaaaaa tggcttcgac agctaaagaa tgctgggaaa attcttctgt 720 

taattaccag ttctcacagt gattactgta gacttctctg cgccatatat tcttgggaat 780 

gattttacag acctttttga cattgtgatt acaaatgcat tgaagcctgg tttcttctcc 840 

cacttaccaa gtcagagacc tttccggaca ctcgagaatg atgaggagca ggaggcactg 900 

ccatctctgg ataaacctgg ctggtactcc caagggaacg ctgtccacct ctatgaactt 960 

ctgaagaaaa tgactggcaa acctgaaccc aaggttgttt attttggtga cagcatgcat 1020 

tcagatattt tcccagctcg tcactatagt aattgggaga cagtcctcat cctggaagaa 1080 

ctcagagggg atgaaggcac gaggagtcag aggcctgagg agtcagagcc tctagagaag 1140 

aaaggaaaat atgagggacc aaaagcaaaa cctttaaata cttcatctaa aaaatggggc 1200 

tctttttttt attgattcag ttttgggact ggaaaataca gaagactcct tggtttatac 1260 

atggtcttgt aagagaatca gtacttacag cactattgca attccaagta ttgaagcaat 1320 

ogcagaatta cctctggact acaaatttac aagattctct tcaagcaatt caaaaacagc 1380 

tggctactat ccaaatcctc cactggtctt atcaagtgat gagacactga tatccaaata 1440 

agttgtcttt actgaaaaat gaagtgaaga cccatatatg cagttaaaaa aaagttaatt 1500 

ttcaaaaaat actgtaaaag actttaagga acaagtttta ttgaccaata agttgatatt 1560 

tgtccatagg tctcctttct ataaatcatc ttgatgttta acaactctta ttatattaaa 1620 

atctcagtat cctaaaactt agaaccttat tgatattttc tatacagtag ttttgtgatt 1680 

agaattcacc tggggacaca cactcacacg cacagtcact cttacacata tgcctagtcc 1740 

agtggttctc aaagtgtgat ccatagacta atagcatagc attacctgag aacttgataa 1800 

tgcatatttg caggccccac gcaaaacctg ctgaatcaga agctctgaga gtaaggccta i860 

cccaatctgg tttaacaagc ccgtcaggtg attctgattt acagtacagt ttgagaccca 1920 

ctggctagaa catatcctcc agagacttgg cttaattggt ctgggtaaat atggctgagc 1980 

gttgttatct tttgttatct tttatatgcc ctaggaaagt acaaccagaa ttgaaaacca 2040 

actgaggtat accagttctt tcaattaata gtcaagaaca ttgagtccag tgagattaag 2100 

tgatttttgc aggctatgag gttttatgct attcctgtgt totccaaaac aagaaaataa 2160 
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gctgaccgac ttgctgcagc aggaggagca gggccgggag gtggcctgcg gcgccctgca 3240 
gaagaaccaa gaggacagca gccggagggt ggacctggag gtggccagaa tgc 3233 



<210> 854 

<211> 4192 

<212> DNA 

<213> Homo sapiens 

<400> 854 

gcggggaagc agcagcggcc aggatgaatc ccaggtgctc tggagctgga tggtgaaggt 60 

cggcactctt caccctcccg agccctgccc gtctcggccc catgccccca ecagtcagcc 120 

ccgggccaca ggcagtgagc aggcacctgg gagccgaggc cctatgacca ggccaaggag 180 

acgggcgctc cagggtccca gccacctgtc ccccccatgg agctgaggcc ctggttgcta 240 

tgggtggtag cagcaacagg aaccttggtc ctgctagcag ctgatgctca gggccagaag 3 00 

gtcttcacca acacgtgggc tgtgcgcatc cctggaggcc cagcggtggc caacagtgtg 360 

gcacggaagc atgggttcct caacctgggc cagatcttcg gggactatta ccacttctgg 420 

catcgaggag tgacgaagcg gtccctgtcg cctcaccgcc cgcggcacag ccggctgcag 480 

agggagcctc aagtacagtg gctggaacag caggtggcaa agcgacggac taaacgggac .540 

gtgtaccagg agcccacaga ccccaagttt cctcagcagt ggtaccttgt ctggtgtcac 6 00 

tcagccggga cctgatggtg aaggcggcct gggcgcaggg ctacacaggg cacggcattg 660 

tggtctccat tctggacgat ggcatcgaga agaaccaccc ggacttggca ggcaattatg 720 

atcctggggc cagttttgat gtcaatgacc aggaccctga cccccagcct cggtacacac 780 

agatgaatga caacaggcac ggcacacggt gtgcggggga agtggctgcg gtggccaaca 840 

acggtgtctg tggtgtaggt gtggcctaca acgcccgcat tggaggggtg cgcatgctgg 900 

atggcgaggt gacagatgca gtggaggcac gctcgctggg cctgaacccc aaccacatcc 960 

acatctacag tgccagctgg ggccccgagg atgacggcaa gacagtggat gggccagccc 1020 

gcctcgccga ggaggccttc ttccgtgggg ttagccaggg ccgagggggg ctgggctcca 1080 

tctttgtctg ggcctcgggg aacgggggcc gggaacatga cagctgcaac tgcgacggct 1140 

acaccaacag tatctacacg ctgtccatca gcagcgccac gcagtttggc aacgtgccgt 1200 

ggtacagcga ggcctgctcg tccacactgg ccacgaccta cagcagtggc aaccagaatg 1260 

agaagcagat cgtgacgact gacttgcggc agaagtgcac ggagtctcac acgggcacct 1320 

cagcctctgc ccccttagca gccggcatca ttgctctcac cctggaggcc aataagaacc 1380 

tcacatggcg ggacatgcaa cacctggtgg tacagacctc gaagccagcc cacctcaatg 1440 

ccaacgactg ggccaccaat ggtgtgggcc ggaaagtgag ccactcatat ggctacgggc 1500 

ttttggacgc aggcgccatg gtggccctgg cccagaattg gaccacagtg gccccccagc 1560 

ggaagtgcat catcgacatc ctcaccgagc ccaaagacat cgggaaacgg ctcgaggtgc 1620 

ggaagaccgt gaccgcgtgc ctgggcgagc ccaaccacat cactcggctg gagcacgctc 1680 

aggcgcggct caccctgtcc tataatcgcc gtggcgacct ggccatccac ctggtcagcc 1740 

ccatgggcac ccgctccacc ctgctggcag ccaggccaca tgactactcc gcagatgggt 18 00 

ttaatgactg ggccttcatg acaactcatt cctgggatga ggatccctct ggcgagtggg 1860 

tcctagagat tgaaaacacc agcgaagcca acaactatgg gacgctgacc aagttcaccc 1920 

tcgtactcta tggcaccgcc cctgaggggc tgcccgtacc tccagaaagc agtggctgca 1980 

agaccctcac gtccagtcag gcctgtgtgg tgtgcgagga aggcttctcc ctgcaccaga 2040 

agagctgtgt ccagcactgc cctccaggct tcgcccccca agtcctcgat acgcactata 2100 

gcaccgagaa tgacgtggag accatccggg ccagcgtctg cgccccctgc cacgcctcat 2160 

gtgccacatg ccaggggccg gccctgacag actgcctcag ctgccccagc cacgcctcct 222 0 

tggaccctgt ggagcagact tgctcccggc aaagccagag cagccgagag tccccgccac 2280 

agcagcagcc acctcggctg cccccggagg tggaggcggg gcaacggctg cgggcagggc 2340 

tgctgccctc acacctgcct gaggtggtgg ccggcctcag ctgcgccttc atcgtgctgg 2400 

tcttcgtcac tgtcttcctg gtcctgcagc tgcgctctgg ctttagtttt cggggggtga 2460 

aggtgtacac catggaccgt ggcctcatct cctacaaggg gctgccccct gaagcctggc 2520 

aggaggagtg cccgtctgac tcagaagagg acgagggccg gggcgagagg accgccttta 258 0 

tcaaagacca gagcgccctc tgatgagccc actgcccacc ccctcaagcc aatcccctcc 2640 

ttgggcactt tttaattcac caaagtattt ttttatcttg ggactgggtt tggaccccag 2700 

ctgggaggca agaggggtgg agactgtttc ccatcctacc ctcgggccca cctggccacc 2760 

tgaggtgggc ccaggaccag ctggggcgtg gggagggccg taccccaccc tcagcacccc 2820 

ttccatgtgg agaaaggagt gaaaccttta gggcagcttg ccccggcccc ggccccagcc 2880 

agagttcctg cggagtgaag aggggcagcc cttgcttgtt gggattcctg acccaggccg 2940 

cagctcttgc ccttccctgt ccctctaaag caataatggt cccatccagg cagtcggggg 3000 

ctggcctagg agatatctga gggaggaggc cacctctcca agggcttctg caccctccac 3060 

cctgtccccc agctctggtg agtcttggcg gcagcagcca tcataggaag ggaccaaggc 3120 
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tcttcctggg aaagattgtt aaccctattg gaaaataa 1778 



<210> 853 

<211> 3293 

<212> DNA 

<213> Homo sapiens 



<400> 853 

atgactcatg cctgtaatcc cagcactttg ggaggccaag gcaggcggat cacaaggtca 60 

catggtcgcc gtcgctcatc acgtggcccc gtcgcgcgtc acgtggccgc cggcgcgggt 120 

caogagaaca aacacggggg cagccggcgc ttcccggccg gtgtcgctcc gcggcgggcc 180 

atggccaacg tctctaagaa ggtgtcctgg tccggccggg accgggacga cgaggaggcg 240 

gcgccgctgc tgcggaggac ggcgcggccc ggcgggggga cgccgctgct gaacggggct 300 

gggcctgggg ctgcgcgcca gtcaccacgt tctgcgcttt tccgagtcgg acatatgagc 360 

agcgtggagc tggatgatga acttttggaa ccggaatatg gaccctccac atcccttccc 420 

caaggagatc ccacacaacg agaagctcct gtccctcaag tatgagagct tggactatga 480 

caacagtgag aaccagctgt tcctggagga ggagcggcgg atcaatcaca cggccttccg 540 

gacggtggag atcaagcgct gggtcatctg cgccctcatt gggatcctca cgggcctcgt 600 

ggcctgcttc attgacatcg tggtggaaaa cctggctggc ctcaagtaca gggtcatcaa 660 

gggcagtatc cttcccaata tcgacaagtt cacagagaag ggcggactgt ccttctccct 720 

gttgctgtgg gccacgctga acgccgcctt cgtgctcgtg ggctctgtga ttgtggcttt 780 

catagagccg gtggctgctg gcagcggaat cccccagatc aagtgcttcc tcaacggggt 840 

gaagatcccc cacgtggtgc ggctcaagac gttggtgatc aaagtgtccg gtgtgatcct 900 

gtccgtggtc gggggcctgg ccgtgggaaa ggaagggccg atgatccact caggttcagt 960 

gattgccgcc gggatctctc agggaaggtc aacgtcactg aaacgagatt tcaagatctt 1020 

cgagtacttc cgcagagaca cagagaagcg ggacttcgtc tccgcagggg ctgcggccgg 1080 

agtgtcagctr gcgtttggag cccccgtggg tggggtcctg ttcagcttgg aggagggtgc 1140 

gtccttctgg aaccagttcc tgacctggag gatcttcttt gcttccatga tctccacgtt 1200 

caccctgaat tttgttctga gcatttacca cgggaacatg tgggacctgt ccagcccagg 1260 

cctcatcaac ttcggaaggt ttgactcgga gaaaatggcc tacacgatcc acgagatccc 1320 

ggtcttcatc gccatgggcg tggtgggcgg tgtgcttgga gccgtgttca atgccttgaa 1380 

ctactggctg accatgtttc gaatcaggta catccaccgg ccctgcctgc aggtgattga 1440 

ggccgtgctg gtggccgccg tcacggccac agttgccttc gtgctgatct actcgtcgcg 1500 

ggattgccag cccctgcagg ggggctccat gtcctacccg ctgcagctct tttgtgcaga 1560 

tggcgagtac aactccatgg ctgcggcctt cttcaacacc ccggagaaga gcgtggtgag 1620 

cctcttccac gacccgccag gctcctacaa ccccctgacc ctcggcctgt tcacgctggt 1680 

ctacttcttc ctggcctgct ggacctacgg gctcacggtg tctgccgggg tcttcatccc 1740 

gtccctgctc atcggggctg cctggggccg gctctttggg atctccctgt cctacctcac 1800 

gggggcggcg atctgggcgg accccggcaa atacgccctg atgggagctg ctgcccagct 1860 

gggcgggatt gtgcggatga cactgagcct gaccgtcatc atgatggagg ccaccagcaa 1920 

cgtgacctac ggcttcccca tcatgctggt gctcatgacc gccaagatcg tgggcgacgt 1980 

cttcattgag ggcctgtacg acatgcacat tcagctgcag agtgtgccct tcctgcactg 2040 

ggaggccccg gtcacctcac actcactcac tgccagggag gtgatgagca caccagtgac 2100 

ctgcctgagg cggcgtgaga aggtcggcgt cattgtggac gtgctgagcg acacggcgtc 2160 

caatcacaac ggcttccccg tggtggagca tgccgatgac acccagcctg cccggctcca 2220 

gggcctgatc ctgcgctccc agctcatcgt tctcctaaag cacaaggtgt ttgtggagcg 228 0 

gtccaacctg ggcctggtac agcggcgcct gaggctgaag gacttccgag acgcctaccc 2340 

gcgcttcoca occatccagt ccatccacgt gtcccaggac gagcgggagt gcaccatgga 2400 

cctctccgag ttcatgaacc cctcccccta cacggtgccc caggaggcgt cgctcccacg 2460 

ggtgttcaag ctgttccggg ccctgggcct gcggcacctg gtggtggtgg acaaccgcaa 2520 

tcaggttgtc gggttggtga ccaggaagga cctcgccagg taccgcctgg gaaagagagg 2580 

cttggaggag ctctcgctgg cccagacagg ccccaaggcc caagctacag ccgagggcag 2640 

ggtggccggt gcagcccagc agccatgtca gctgagagcc gtcaccctgg aagacctggg 2700 

gctcctcctg gcaggaggcc tggccagccc cgagcccttg agcctggagg agctctcgga 2760 

gaggtatgag tccagccatc cgacatccac ggcctctgtc cccgagcagg acaccgccaa 2820 

gcactggaac cagctggagc agtgggtggt ggagctgcag gccgaggtgg cctgcctgcg 2880 

ggagcacaag cagcgctgtg agcgcgccac gcggagcctg ctgcgggagc tgctccaggt 2540 

gcgggcccgc gtgcagctgc agggctcaga gctgaggcag ttgcagcagg aggcgcggcc 3000 

ggcagcccag gcccccgaaa aggaggcgcc ggagttctct ggtctccaga accagatgca 3060 

ggccctggac aaaaggctgg tggaggtccg ggaagccttg acccggctca ggaggaggca 3120 

ggtgcaacag gaggcggaga gaaggggcgc cgagcaagag gccggcctca gactggccaa 3180 
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gccctgctca gagaagatcc atttggctgt gaccgagatg gcctccctct tcccaaagag 2100 

gccagccctg gagccagtgc ggagctcact gcggctgctc aacgccagcg cctaccggct 2160 

gcagagtgag tgccggaaga cagtgccccc agagcccggc gccccagtgg acttccagct 2220 

gctgactcag caggtgatcc agtgcgccta tgacatcgcc aaggctgcca agcagctggt 2280 

caccatcacc acccgagaga agaagcagtg acctctctcc ccacaccctc acctgcaccc 2340 

taggacctca ctggccatag gagctgggcc actccagaca ttaatcccca ccccaacaga 2400 

gccactggca caagtgccct tagtgctgcc acactccctg gcagccaggt gccctggtgc 246 0 

ccacccctgt cgagccccta aggatgggga ggtggggggg caggagcttc tgtcccccac 2520 

attccatgca cctcccctct gtatatagca tctcccccct cctagtgagc aggggcctgc 258 0 

aaggcatcac tcccagcccc tcgccttcta gggcaccctc agcaaagggg caggtgggga 2640 

cactccaagt ggggcagctc tccgtacatg cgccccaccc ccatgagcca gttcagccct 2700 

actgggggct gagcgggggc atcccctcct ttgtacatag tctccatgga tgtccctgcc 2760 

ctgtagccac cagccccttg ctgctctccc tttaatgcca tatggcccct gcctagggca 2820 

caggccccaa cctgtgtgct ggggtcccca agaggcgggc cccagagaag cggagggagg 288 0 

gcacccgcag cgccgacaac actttggaga ggagggagaa gcacgagaag agacgagacg 2940 

tctctccgga gcggaggcga gagcggtcac ccacccgcag gagagacggc tcccccagcc 3000 

ggcggagacg gtctctggag agactcctgg agcagaggag gtcccccgag cgcaggagag 3060 

ggggctcgcc cgagcgcagg gccaagtcca ccgaccggag gcgcgcacgc tcccccgagc 312 0 

gcaggagaga gcggtccctg gacaaaagga acagagagga cagagccagc caccgagaaa 3180 

gggaagaggc gaatctgaaa caggatgccg gcagaagttc cagacatccc ccggagcaga 3240 

gaaggcgacc ttacaaagaa tgtagcaccg acctcagtat ctgagacgct gagtcacatt 3300 

ccaaccttta ccgtgtcaaa ggttctaaga ggaaagtcac aaacctgaaa ttatttagtt 3360 

tcttacctaa tgaagcatct gacacctgat gatcctatga ataacaacaa acattttatg 3420 

catttgaaat cttataagaa aaaatatata tgaaaagtat tgtgcctgat gtatcatatt 3480 

aaagaaagta tttttaaatg caaaaaaaaa aaaaa 3515 



<210> 852 

<211> 1778 

<212> DNA 

<213> Homo sapiens 



<400> 852 

atggagtacc taagcggcac agtccaggca ctgtcccagg gctttgcacg aattatctca 60 

gcctctcgac agtggggagg tctatcacat aaagctgcta tggacattgc agtacatgtc 12 0 

ttggtaaacc cacaagcact catttcctgt tgggcatata ccctgaggta caatgaatgg 18 0 

gtcaaagggg agagctccca gggaggtggt gtggccattg cttccaaagc ctccatcacc 240 

tgcccataca cgccagctca ttgtattggc cttactcttc caagaggcca tggaagtata 300 

aataataaag caagaaaggc agatgcattt ggctggctca gtggacttct gaatgtactg 360 

tgagtatgag accttccctt ccaaaagatc cggtgcttct tgtctattcc acacgaagct 420 

tgcttcagat cgagggagga tgtagcactg tccacaggtg ggtgtatgaa aggaaaattc 480 

tagaggatct ccaaaatcca ggtctactac tcaacaggat attcttcaag gaaaatgaac 540 

cccacactag gcctggccat ttttctggct gttctcctca cggtgaaagg tcttctaaag 600 

ccgagcttct caccaaggaa ttataaagct ttgagcgagg tccaaggatg gaagcaaagg 660 

atggcagcca aggagcttgc aaggcagaac atggacttag gctttaagct gctcaagaag 720 

ctggcctttt acaaccctgg caggaacatc ttcctatccc ccttgagcat ctctacagct 780 

ttctccatgc tgtgcctggg tgcccaggac agcaccctgg acgagatcaa gcaggggttc 840 

aacttcagaa agatgccaga aaaagatctt catgagggct tccattacat catccacgag 900 

ctgacccaga agacccagga cctcaaactg agcattggga acacgctgtt cattgaccag 360 

aggctgcagc cacagcgtaa gtttttggaa gatgccaaga acttttacag tgccgaaacc 1020 

atccttacca actttcagaa tttggaaatg gctcagaagc agatcaatga ctttatcagt 1080 

caaaaaccca tgggaaaatt aacaacctga tcgagaatat agaccccggc actgtgatgc 1140 

ttcttgcaaa ttatattttc tttcgagcca ggtggaaaca tgagtttgat ccaaatgtaa 1200 

ctaaagagga agatttcttt ctggagaaaa acagttcagt caaggtgccc atgatgttcc 1260 

gtagtggcat ataccaagtt ggctatgacg ataagctctc ttgcaccatc ctggaaatac 1320 

cctaccagaa aaatatcaca gccatcttca tccttcctga tgagggcaag ctgaagcact 1380 

tggagaaggg attgcaggtg gacactttct ccagatggaa aacattactg tcacgcaggg 1440 

tcgtagacgt gtctgtaccc agactccaca tgacgggcac cttcgacctg aagaagactc 1500 

tctcctacat aggtgtctcc aaaatctttg aggaacatgg tgatctcacc aagatcgccc 1560 

ctcatcgcag cctgaaagtg ggcgaggctg tgaacaaggc tgagctgaag atggatgaga 1620 

ggggtacgga aggggccgct ggcaccggag cacagactct gcccatggag acaccactcg 1680 

tcgtcaagat agacaaaccc tatctgctgc tgatttacag cgagaaaata ccttccgtgc 1740 
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<400> 850 

atggggaacg attctgtcag ctacgagtat g g ggattaca gcgacctctc ggaccgccct 60 

gtggactgcc tggatggcgc ctgcctggcc atcgaccogc tgcgcgtggc cccgctccca 120 

ctgtatgccg ccatcttcct ggtgggggtg ccgggcaatg ccatggtggc ctgggtggct 180 

gggaaggtgg cccgccggag ggtgggtgcc acctggttgc tccacctggc cgtggcggat 240 

ttgctgtgct gtttgtctct gcccatcctg gcagtgccca ttgcccgtgg aggccactgg 300 

ccgtatggtg cagtgggctg tcgggcgctg ccctccatca tcctgctgac catgtatgcc 360 

agcgtcctgc tcctggcagc tctcagtgcc gacctctgct tcctggctct cgggcctgcc 420 

tggtggtcta cggttcagcg ggcgtgcggg gtgcaggtgg cctgtggggc agcctggaca 480 

ctggccttgc tgctcaccgt gccctccgcc atctaccgcc ggctgcacca ggagcacttc 540 

ccagcccggc tgcagtgtgt ggtggactac ggcggctcct ccagcaccga gaatgcggtg €00 

actgccatcc ggtttctttt tggcttcctg gggcccctgg tggccgtggc cagctgccac 660 

agtgccctcc tgtgctgggc agcccgacgc tgccggccgc tgggcacagc cattgtggtg 720 

gggttttttg tctgctgggc accctaccac ctgctggggc tggtgctcac tgtggcggcc 780 

ccgaactccg cactcctggc cagggccctg cgggctgaac ccctcatcgt gggccttgcc 840 

ctcgctcaca gctgcctcaa tcccatgctc ttcctgtatt ttgggagggc tcaactccgc 900 

cggtcactgc cagctgcctg tcactgggcc ctgagggagt cccagggcca ggacgaaagt * 960 

gtggacagca agaaatccac cagccatgac ctggtctcgg agatggaggt gtag 1014 



<210> 851 

<211> 3515 

<212> DNA 

<213> Homo sapiens 



<400> 851 

gcggccgcgt cgccgctgag gatgtcccga aaggggccgc gagcggaggt gtgtgcggac 60 

tgcagcgccc cggaccctgg ctgggcatcc atcagcaggg gtgtgctggt gtgtgacgag 120 

tgctgcagcg tgcaccggag cctgggacgc cacatctcca ttgtcaagca ccttcgccac 180 

agcgcctggc ctcccacgct gctgcagatg gtgcacacgc ttgccagcaa cggggccaac 240 

tccatctggg agcactccct gctggacccc gcacaagtgc agagcgggcc ggcgttaaag 3 00 

caaaccccca aggacaaagt tccaccccat caagtcagag ttcatcaggg ccaagtacca 360 

gatgctggca tttgtgcaca agcttccctg ccgggacgat gatggagtca ccgccaaaga 420 

cctcagcaag caactacact cgagcgtgcg gacaggcaac ctggagacat gtctgcgcot 480 

gctctccctg ggtgcccagg ccaacttctt ccacccagag aagggcacca cacctctgca 540 

cgtggctgcc aaggcaggac agacactgca ggccgagctg cttgtagtgt atggggctga 600 

ccctggctcc cctgatgtta atggccgcac acccattgac tatgccaggc aggcggggca 660 

ccatgagctg gcggaaaggc tggttgagtg ccaatatgag ctcactgacc ggctggcctt 720 

ctacctctgt ggacgcaagc cggatcacaa gaatgggcat tacatcatcc cacagatggc 780 

tgacagcctt gacttatccg aattggccaa agctgctaag aagaagctgc aggcgctcag 840 

caaccggctt tttgaggaac tcgccatgga cgtgtatgac gaggtggatc gaagagaaaa 900 

tgatgcagtg tggctggcta cccaaaacca cagcactctg gtgacagagc gcagtgctgt 960 

gcecttcctg cctgttaacc cggaatactc agccacgcgg aatcaggggc gacaaaagct 1020 

ggcccgcttt aatgcccgag agtttgccac cttgatcatc gacattctca gtgaggccaa 1080 

gcggagacag cagggcaaga gcctgagcag ccccacagac aacotcgago tgtctctgcg 1140 

gagccagagt gacctcgacg accaacacga ctacgacagc gtggcctctg acgaggacac 1200 

agaccaggag cccctgcgca gcacoggcgc cactcggagc aaccgggccc ggagcatgga 1260 

ctcctcggac ttgtctgacg gggctgtgac gctgcaggag tacctggagc tgaagaaggc 1320 

cctggctaca tcggaggcaa aggtgcagca gctcatgaag gtcaacagta gcctgagcga 1380 

cgagctccgg aggctgcagc gagagatcca caagctgcag gcggagaacc tgcagctccg 1440 

gcagcctcca gggccggtgc ccacacctcc actccccagt gaacgggcgg aacacacacc 1500 

catggcgcca ggcgggagca cacaccgcag ggatcgccag gccttttcca tgtatgaacc 1560 

tggctctgcc ctgaagccct ttgggggccc ccctggggac gagctcacta cgcggctgca 1620 

gcctttccac agcactgagc tagaggacga cgccatctat tcagtgcacg tccctgctgg 1680 

cctttaccgg atccggaaag gggtgtctgc ctcagctgtg cccttcactc cctcctcccc 1740 

gctgctgtcc tgctcccagg agggaagccg ccacacgagc aagctttccc gccacggcag 1800 

tggagccgac agtgactatg agaacacgca aagtggggac ccactgctgg ggctggaagg I860 

gaagaggttt ctagagctgg gcaaagagga agacttccac ccagagctgg aaagcctgga 1920 

tggagaccta gatcctgggc ttcccagcac agaggatgtc atcttgaaga cagagcaggt 1980 

caccaagaac attcaggaac tgttgcgggc agcccaggag ttcaagcatg acagcttcgt 2040 
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ttccagctcc tgggttcgaa cgattctcct gcctcagcct cccgagcagc tgggactaca 2220 

ggcatgcgcc accatgcccg gctaattttt gtattagtag agatgaggtt tcaccatgtt 2280 

ggccaggctg gtctccaact cctgacctca ggtgatccac ctgcctcgac ctcacaaagt 2340 

gctgggatta caggcatgaa ccactgtgcc cagctgacaa aatgagttct taaacttttt 24 00 

ttttttttca gttttttttc cactttgaat cagaaatata atctgcagta tcatacttgt 2460 

ttatattaca ttgtatgcct cactattcat taaaaatcaa gaaagtttta ttgtaaaaaa 2520 

aaaaaaaa 2528 



<210> 848 

<211> 424 

<212> DNA 

<213> Homo sapiens 



<400> 848 

gatcagtgca gtacctgccg ggaagaccca cgcgtacgca cgcctccacg gacgcacctc 60 

tcatgctgaa gtttacaccc ttgccctcca agacgaaagc ttctgcaccg gtgcagtgcc 120 

tgctgctcat ggcagccact ttcagccctc agggacttgc taagccacat tcaggtacca 180 

ttccaatcac actgctgctt taacgcgatc aacacgaaaa ttcctatcca gaggctggag 240 

agctacacaa gaatcaccaa catccaatgt cccaaggaag ctgtgatgtg agtggacagt 3 00 

gcctggcacc cccattcaaa agttctgatg gacaacatag agaagtcaag attcatgtcc 360 

atatgagtcg gatgcatata acttttatcc caagggcccc tctttcccat agagaaactc 420 

agtc 424 



<210> 849 

<211> 1315 

<212> DNA 

<213> Homo sapiens 



<400> 849 

tcataaagcc ctttctactc ccagcactct cttcaaagta ttcttcactt ctgagttcct 60 

aagactacag ataaggggat tgagcatggg attaaagagg ctgtgaaaca gcaggagata 120 

tttcttctgc tccttggggt tcccatatct gggtccaaca tacatgataa tggctgtgcc 180 

ataaaagagt ccaatcacac agaggtggga gaagcaggtg cagaaggott tcctctgaac 240 

ttcccttgat tggatctgaa ggatagcaca gaggatgcac atatatgaaa ctacaattgt 300 

ggacaagggt cccaccagcc cagaaattgc tccggccaag accatgttct cattgatgtg 3 60 

ggtatctgca caggcaagtt tgagaacagc caagatttca caaaaaaagt gataaatttt 420 

ctggggccta cagaagggta aaggtagaag taacacaaga tgaatcaagg ataaaaggac 480 

tccagtggtc caggaagtca ccgcgagggt gatgcagact ctccaggtca tgatggccaa 540 

atatcggagg gggtggcaga tggcccacgt acagatcata ggacatcacc accaggagga 600 

gacattctgt gacagcaaaa gtggaaaaca gaaaggtctg catcatgcgg cccgcaaagg 660 

agatgggctt ggctggatgc aggaggttca ccagcatccg gggcaccgtg ttgcaggcgt 720 

aggcgatgtc gacgaccgcc caggtgtgag aggaagaagt acatgggggc gtgcagtctg 780 

gagtccagtg agatgagccc cagtatggtc ccgttcccca gcagggtgaa gacgtagaac 840 

agggagaaga gcccaaagag gagcatctga atccttgggc caacgggaaa tcccagtagg 900 

aggaactctg tgatggatgt tatattgtcc cccatatccc tatgacagag gaaatcaagt 960 

taatgctcat ggtttaggag aagtgtttaa aaacagattc attttaactt gttcggcact 1020 

ctttggtgaa gtagaaaagt gttcagacag ctgcagtgag tttttgtgtt tttaaatgaa 1080 

tgcttcaaga caatttggta acgctaaaat aaatgtttaa aaaatatatg caggccgggt 1140 

gcggtagctc acgcctgtaa tcccagcact ttgggaggcc gaggcgggcg gattgcctga 1200 

gcttcaggag gttgagacca tcctggctaa cacagtgaaa ctcccgtctc cactaaagca 1260 

caaaaaattt agccggcgtg ggcgcatgcg cctgtatccc agctacctgg gattc 1315 



<210> 850 

<211> 1014 

<212> DNA 

<213> Homo sapiens 
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agaatggtgt gatcacctgt cacagacact ttgtcccctc tccccgcccc ttcctggagc 4620 

tggcagagct aacgccctgc aggaggaccc cggcctctcg agggctggat cagcagccgc 4S80 

ctgccctgag gctgccccgg tgaatgttat tggaattcat ccctcgtgca catcctgttg 474 0 

tgtttaagtc accagatatt ttgttcccat cagtttagcc cagagataga cagtagaatg 4800 

caaatacctc cctcccctaa actgactgga cggctgccaa ggaggcccca aacccaggcc 4860 

ccatgcaaag gcacgtggtt tccttttctc ctctctctgc atctgcgctt tccagataag 4920 

cccaaagaca gcaacttctc cactcatgac aaatcaactg tgaccctcgc tccttccatt 4980 

tctgtccatt agaaaccagc cttttcagca tctcacccat tagcagcccc atcacccagt 5040 

gatcagtcgc ctcagtaaag cagatctgtg gatggggagc ctacgggtgg taagaagtgg 5100 

tgttttgtgt ttcatctcca gcttggtgtt ccatggcccc taggcgaggt gatcagggag 5160 

tggggccaat gggcccccgg ccctggcttt gggaccttgt gctgagggat gatttgctcc 5220 

tgaccttgat taacttaaca gttcccagct ggaagggaca ctttcaggac ccagtccact 5280 

gtatggcatt tgtgatgcag aattatgcac tgacatgacc ctgggtgaca ggaaagcctt 5340 

tcgagaggcc caaggtggcc tcgccagccc tgcagtattg atgtgcagta ttgcaccaca 5400 

gctctgcgga ccttggccat tgccgcagtc gcagcttcct tttttctgtt tgcactgttt 5460 

gtttgtatga tgttagctaa ttccactgtg tatataaatt gtattttttt taatttgtaa 5520 

aatgctattt ttatttgaac ctttggaact tgggagttct cattgtaacc ctaacatgtg 5580 

agaataaaat gtcttctgtc tcaaaaaaaa aa 5612 



<210> 847 

<211> 2528 

<212> DNA 

<213> Homo, sapiens 



<400> B47 

gaaacacaaa ttcatccagt gttacaaatt ctgcagcagg tgttgaagat cttaacatcg 60 

ttcaagtgac fcgttccagat aatgagaagg aaagattatc aagcattgaa aagattaaac 120 

agctaagaga acaagttaat gacctcttta gccgaaaatt tggtgaagca attggcgtgg 180 

atttccctgt gaaagttccc tacaggaaga tcacattcaa ccctggctgt gtggtgattg 240 

atggcatgcc cccgggggtg gtattcaagg cccccggcta tctggaaatc agttccatga 300 

ggaggatctt ggaggcagct gagtttatca aattcacagt catcaggccg cttccagggc 360 

ttgagctcag taatggtgag tattctacag tgggaaaacg caagatagac caggagggcc 420 

gtgtgtttca agaaaagtgg gagagagcgt atttcttcgt ggaagtacag aatatttcaa 480 

catgtctcat atgcaaacga agcatgtctg tgtccaaaga atataaccta agacgccact 540 

atcaaaccaa tcacagcaag cattatgacc agtatatgga aagaatgcgt gacgagaagc 600 

ttcacgagct gaaaaaaggg ctcaggaagt atctcttagg cttgtcagac accgagtgte 660 

ccgagcaaaa acaagtgttt gcaaacccaa gtccaaccca gaaatccccc gtgcagcctg 720 

tagaggacct agctgggaac ttatgggaga agttacgtga aaaaatcagg tcttttgtgg 780 

catattctat cgcaatcgat gagatcacgg atataaataa taccacccag ttggccatat 840 

tcatccgtgg tgtcgatgag aatttcgatg tgtccgaaga acttctggac acggtgccca 900 

tgacgggtac aaaatctggc aacgagatct tttcgcgtgt tgagaaaagc ctgaaaaact 96 0 

tctgtatcaa ctggtcgaaa ttagtaagcg tggcctccac tggcacccca ccgatggtgg 1020 

atgccaataa cgggcttgtc acaaaactga agtccagggt ggogacgttc tgcaagggtg 1080 

cggaactgaa gtccatctgt tgtataattc atccggaatc actctgtgct caagaagttg 1140 

aagatggacc acgtcatgga cgtggtagtg aagtccgtga actggatatg ctcccgggga 1200 

ctgaaccaca gcgagttcac aaccttgctc tatgagctgg acagccagta tggtagcctc 1260 

ctgtactaca cggagattaa gtggctcagt cgcgggctcg tgctaaagag atttttcgaa 1320 

tccttggaag aaatcgactc cttcatgtca tccagaggga aacccctgcc tcaactgagc 1380 

tccatagatt ggatccgaga cctggccttc ttggttgaca tgacgatgca tctgaacgct 1440 

ttgaacatct ctctccaagg acactcccaa atcgtcacgc agatgtatga cctgatccgg 1500 

gcgttcctag caaaactgtg cctctgggag actcatttga cgaggaataa tctggcccac 1560 

tttcccaccc tgaaattggt ttccagaaat gaaagcgatg gcctgaacta cattcccaaa 1S2 0 

atcgcggaac tcaagaccga attccagaaa aggctgtctg atttcaaact ctacgaaagc 1580 

gaactgactc tgttcagctc cccgttctcc acgaagatcg acagtgtgca cgaggagctc 1740 

cagatggagg ttatcgacct gcaatgcaac acggtcctga agacgaaata cgacaaggtg 1B00 

ggaataccag aattctacaa gtacctctgg ggtagctacc cgaaatacaa gcaccattgc 1360 

gcaaagattc tttccatgtt cgggagcacc tacatctgcg aacagctgtt ctccattatg 1920 

aaactgagca aaacaaaata cfcgctcccag ttaaaggatt cccagtggga ttctgtactc 1980 

cacatcgcaa cgtgatggag agaaaactcc tggcagggcc ctatggtggg aaaggctgga 2040 

gtcttctagt cccaagggat tgggagatga caaaatgaat tttttttttc ttttttgaga 2100 

tggagtcttg ctctgtcgcc caggttggag tgcagtggcg tgatctcggc ttactgcaac 2160 
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aagatccagt ttaacttccc ctatttccga agcgacaggt atggaaagag acaagagaga 780 

ctttgtatca gcaggagcgg ctgctggagt tgctgcagct ttcggggcgc caatcggggg 840 

taccttgttc agtctagagg agggttcgtc cttctggaac caagggctca cgtggaaagt 900 

gctcttttgt tccatgtctg ccaccttcac cctcaacttc ttccgttctg ggattcagtt 960 

tggaagctgg ggttccttcc agctccctgg attgctgaac tttggcgagt ttaagtgctc 1020 

tgactctgat aaaaaatgtc atctctggac agctatggat ttgggtttct tcgtcgtgat 1080 

gggggtcatt gggggcctcc tgggagccac attcaactgt ctgaacaaga ggcttgcaaa 1140 

gtaccgtatg cgaaacgtgc acccgaaacc taagctcgtc agagtcttag agagcctcct 1200 

tgtgtctctg gtaaccaccg tggtggtgtt tgtggcctcg atggtgttag gagaatgccg 1260 

acagatgtcc tcttcgagtc aaatcggtaa tgactcattc cagctccagg tcacagaaga 1320 

tgtgaattca agtatcaaga catttttttg tcccaatgat acctacaatg acatggccac 1380 

actcttcttc aacccgcagg agtctgccat cctccagctc ttccaccagg atggtacttt 1440 

cagccccgtc actctggcct tgttcttcgt tctctatttc ttgcttgcat gttggactta 1500 

cggcatttct gttccaagtg gcctttttgt gccttctctg ctgtgtggag ctgcttttgg 1560 

acgtttagtt gccaatgtcc taaaaagcta cattggattg ggccacatct attcggggac 1620 

ctttgccctg attggtgcag cggctttctt gggcggggtg gtccgcatga ccatcagcct 1680 

cacggtcatc ctgatcgagt ccaccaaatg agatcaccta cgggctcccc atcatggtca 1740 

cactgatggt gggcaaatgt acaggggact ttttcaataa gggcatttta tgatatccac 1800 

gtgggcctgc gaggcgtgcc gcttctggaa tgggagacag aggtggaaat ggacaagctg 1860 

agagccagcg acatcatgga gcccaacctg acctacgtct acccgcacac ccgcatccag 1920 

tctctggtga gcatcctgcg caccacggtc caccatgcct tcccggtggt cacagagaac 1980 

cgcggtaacg agaaggagtt catgaagggc aaccagctca tcagcaacaa catcaagttc 2040 

aagaaatcca gcatcctcac ccgggctggc gagcagcgca aacggagcca gtccatgaag 2100 

tcctacccat ccagcgagct acggaacatg tgtgatgagc acatcgcctc tgaggagcca 2160 

gccgagaagg aggacctcct gcagcagatg ctggaaagga gatacactcc ctaccccaac 2220 

ctataccctg accagtcccc aagtgaagac tggaccatgg aggagcggtt ccgccctctg 2280 

accttccacg gcctgatcct tcggtcgcag cttgtcaccc tgcttgtccg aggagtttgt 2340 

tactctgaaa gccagtcgag cgccagccag ccgcgcctct cctatgccga gatggccgag 240 0 

gactacccgc ggtaccccga catccacgac ctggacctga cgctgctcaa cccgcgcatg 2460 

atcgtggatg tcaccccata catgaaccct tcgcctttca ccgtctcgcc caacacccac 2520 

gtctcccaag tcttcaacct gttcagaacg atgggcctgc gccacctgcc cgtggtgaac 2580 

gctgtgggag agatcgtggg gatcatcaca cggcacaacc tcacctatga atttctgcag 2640 

gcccggctga ggcagcacta ccagaccatc tgacagccca gcccaccctc tcctggtgct 2700 

ggcctgggga ggcaaatcat gctcactccg ggcggggcac agctggctgg ggctgtttcc 2760 

ggggcattgg aaagattccc agttacccac tcactcagaa agccgggagt catcggacac 2820 

cttgctggtc agaggccctg ggggtggttt tgaaccatca gagcttggac ttttctgact 2880 

tccccagcaa ggatcttccc acttcctgct ccctgtgttc cccaccctcc cagtgttggc 2940 

acaggcccca cccctggctc caccagagcc cagaagccag aggtaagaat ccaggcgggc 3000 

cccgggctgc actcccgagc agtgttccct ggcccatctt tgctactttc cctagagaac 3060 

cccggctgtt gccttaaatg tgtgagaggg acttggccaa ggcaaaagct ggggagatgc 3120 

cagtgacaac atacagttgc atgactaggt ttaggaattg ggcactgaga aaattctcaa 3180 

tatttcagag agtccttccc ttatttggga ctcttaacac ggtatcctcg ctagttggtt 3240 

ttaagggaaa cactctgctc ctgggtgtga gcagaggctc tggtcttgcc ctgtggtttg 3300 

actctcctta gaaccaccgc ccaccagaaa cataaaggat taaaatcaca ctaataaccc 3360 

ctggatggtc aatctgataa taggatcaga tttacgtcta ccctaattct taacattgca 342 0 

gctttctctc catctgcaga ttattcccag tctcccagta acacgtttct acccagatcc 3480 

tttttcattt ccttaagttt tgatctccgt cttcctgatg aagcaggcag agctcagagg 3540 

atcttggcat cacccaccaa agttagctga aagcagggca ctcctggata aagcagcttc 3600 

actcaactct ggggaatgct accatttttt ttccaaagta gaaaggaagc acttctgagc 3660 

cagtgaccac tgaaaggtat gtgctatgat aaagcagatg gcctatttga ggaagagggt 372 0 

gtctgccctt cacaaacacc tctctctccc ctgcactagc tgtcccaagc ttacatacag 3780 

aggcccttca ggagggcctc ctgtggccgc agggagggtg cgtggggaag atgcttcctg 3840 

ccagcacgtg cctgaaggtt tcacatgaag ■ catgggaagc gcaccctgtc gttcagtgac 3900 

gtcattcttc tccaggctgg cccgccccct ctgactaggc acccaaagtg agcatctggg 3960 

cattgggcat tcatgcttat cttcccccac cttctacatg gtattagtcc cagcaggcat 4020 

ccctggggca gacgtgcttt ggctcaagat ggccttcatt tacgtttagt tttttttaaa 4080 

accgtggagg ttgcccacgg gcctcggcac ctgggccctg gcagcacagc tctcaggccc 4140 

agccctgggc gacctccttg gccaagtctg cctttcaccc tgggggtgag catcagtcct 4200 

ggctctgctg gtccagatct tgcgctcagc acactctagg gaataattcc actccagaga 426 0 

tggggctgct tcaaggtctt ttctagctga ttgtggcccc tccattttcc gcattttctt 432 0 

atctccctga ccaaaattgc tttgacttct aaatgtttct gcttcccaga atgcacctga 4380 

cttatgaaat ggggataata ctcccaggaa atagcgcagg acatcacaag gaccaaaaag 4440 

gcaattctta tttaaatgtt actatttggc cagctgctgc tgtgttttat ggcagtgttc 4500 

aaagcttgat cacgttattt cttcctttta ttaagaagga agccaattgt ccaagtcagg 4560 
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<210> 845 

<211> 2066 

<212> DNA 

<213> Homo sapiens 



<400> 845 

ttggggccgg ctgccttaaa gcagtgaaaa agaaagcaaa tagcctggcg tgaatgccaa 60 

aatgaccgct caacaaggac agctggatag atacgggcag agaatggaac agagtatgga 120 

cagaaggggg gcagtgataa accccgtctc ctccccgcta cacaatggga aatgaggaga 180 

tgctggaagg atcaacggcc ggatgatcaa caaccttaac aaaattaagg gcagacgcag 240 

gggaccgcgg cagcggccat gaggcaggtg ggaagcaggc acagtgatga gceggctgag 300 

gctgtgggat cgtttattgg ggctctgtcc agccaggctg cagcacccgc ctgggcctgg 360 

cccggtgcca ccaggtgccg ggtgggtgga ggggagaaag tgcaggagcg gccgccgccc 420 

ctagggctcg gccggctcct ggtcctgtct ccgtctctct gaagcggtgc ggcgcttcag 480 

cgtagagcga ggtgtcgtcg tcgctgccct tcgccgcccg cgccgcccat cccgctcctc 540 

tctgctctcg gccaaccgcg ctctcgtcga tgttctccag tggagtccgc atgctgcacc 600 

gacagctccc gacagcgcca ggctcggcaa cgggctctgc tccgggtgcc agccacggct 660 

tgaagtgagg ccaggtgctt ctgtttccac tcggggtact tgaggcacgc cttgtacatc 720 

ttcttcatgg ccttgggagc caggaactga gaagatttat tcaccaccca cttgggtaag 780 

gagcctttgg ggtccacctg ggccaggtag gtgatgacgc agctcttggg ccctgtgctc 840 

tggatgaggt agcccgtctg gatggacaca gctcggacca agtctttccg aggtgggtat 900 

ttgggatgtt tgactgagta gttcataatg atgtaatcag cgcccatggg gagccaggag 960 

cggagggtga tgacatcacg gttcttcagg ggcttgggac acctccagga gtaatagccc 1020 

acgtcagcgt tgactgtcaa gcgggcgatg tcaaaagtct caatgacgtt gctgtcccat 1080 

ttcttgcggt actcaatgtc gtgtaggacg tcgtagagtg tctcggctgg cacatcacag 1140 

cactccatcc ggcacttgat cttgtgcagc gtccgatcca tctccacagc ctgcacccag 1200 

acagacaccc cagccctgct ataggtcagg ttccagccca cctcagcctc acactctgac 1260 

cggaagctgc gaaagtcttg gtcatcgggc acctggacac tctcacggcc caggaccggc 1320 

cgaggccctt ggggctctgt agaggccgcc agcttctcca tggggagtgt ggggaggccc 1380 

agggccctgg tcctagtccg gctctcctgg gtcctccgcg gaggctccga caacgtcgac 1440 

gcggctgcag atgctgacgc caccttcctg ggacctgaga agcagggtct gtacagctcc 1500 

agcaacactc tccttttcct ccagaattct ccagatcctc ctcagtttct tggctctggt 1560 

gctcatctca acacagcagg gtcttcctcc atcaggccaa ggtgggggta ggagaagaat 1620 

tgggaacagg gactccccta ggttctcagg gtacagtcag tcaatctaag cctgtatcca 1680 

acaaagacac tgacccctgg ggtacaagga agggctccag gcccaaaggc aggaggatta 1740 

ggctttagct cttgctcaca gcctgctgag acctggggca agcccctgtc cctctttggg 1B00 

ccctcaggtt tgcaatttgc agaatggagg aaatgggttc ctcaatctac aatcacctga 1860 

ctataataat attttgcctt tatataccgc gtgggtaaat tcctgaaagt aaactaagct 1920 

gttttcaccc ctggatctca tttgatcctc ccaacagcct gtttgcattt acaaatgaga 1980 

aagctccagt tccctaaggg aacaaaatta cccaaagtca cacagcaagc tggaagcaga 2040 

gcctgggtgc agtccttgaa tcctga 2066 



<210> 846 

<211> 5612 

<212> DNA 

<213> Homo sapiens 



<400> 846 

tcactagtcc atgtggtgga attcgtccag agtggcagta aaggaggaag atggcggggt 60 

gcagggggtc tctgtgctgc tgctgcaggt ggtgctgctg ctgcggtgag cgtgagaccc 120 

gcacccccga ggagctgacc atccttggag aaacacagga ggaggaggat gagattcttc 180 

caaggaaaga ctatgagagt ttggattatg atcgctgtat caatgaccct tacctggaag 240 

ttttggagac catggataat aagaaaggtc gaagatatga ggcggtgaag tggatggtgg 300 

tgtttgccat tggagtctgc actggcctgg tgggtctctt tgtggacttt tttgtgcgac 360 

tcttcaccca actcaagttc ggagtggtac agacatcggt ggaggagtgc agccagaaag 420 

gctgcctcgc tctgtctctc cttgaactcc tgggttttaa cctcaccttt gtcttcctgg 480 

aaagcctcct tggtctcatt gagccggtgg aagcgggttc cggcattacc gagggcaaat 540 

gctatctgta tgcccgacag gtgccaggac tcgtgcgact cccgaccctg ctgtggaagg 600 

cccttggagt gctgctcact gttgctgcaa tgcttcttat ttgggcttgg aagccccatg 660 

atccacagtg gttcggtggt gggagctggc ctccctcagt ttcagagcat ctccttacgg 720 
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<212> DNA 

<213> Homo sapiens 



<400> 843 

cgccggacgt cccggaacga cccacgcgtc 

ggagtacctg cagatcccac oggtcagccg 

cgccgccgtg cagttggaat tgatcacacc 

ctttaaacac tttcaaatat ggagattaat 

attcaatttt ttatttaaca tgatttttct 

ctctttccga ggtcggacag cagactttgt 

gacccttttt ggtctgtttg tgagcttagt 

cgtctatgtg tggagccgaa ggaaccccta 

cttccaggcc ccctttctgc cctgggtgct 

aatcattgtg gaccttttgg gtattgcagt 

atttcccaat caacctggtg gaataagaat 
ttt 



cgggaagatg gcgtaccaga gcttgcggct 60 

cgcctacacc actgcctgcg tcctcaccac 120 

ttttcagttg tacttcaatc ctgaattaat 180 

caccaacttc ttattttttg ggccagttgg 240 

atatcgttac tgtcgaatgc tagaagaagg 3 00 

atttatgttc ctttttggtg gattcttaat 360 

tttcttgggc caggccttta caataatgct 420 

tgtccgcatg aacttcttcg gccttctcaa 480 

catgggattt tccttgttgt tggggaactc 540 

tggacacata tattttttct tggaagatgt 600 

bctgaaaaca ccatctattt tgaaagctat 660 

663 



<210> 844 
<211> 2031 
<212> DNA 

<213> Homo sapiens 



<400> 844 

ctggctatta gtgtttattt atttgatgga gtttcgctct tgttgccagg gctggagtgc 60 

aatggcgtga tcttggctca ctgcaacctc cgcctcccgg gttcaagcaa ttctcctgec 120 

tcagcctccc aagtagctgg gattacaggt gtctgccacc atgccaggct aatttttgta 180 

ttttcagtag agacggggtt tctccatgct ggccaggctg gtctcgaact cctgacctca 240 

ggtgatccac ccgcctcagc ctcccaaagt gctgggatta caggcaaaag ccaacacacc 3 00 

oggcctggat atgaatttat aataccctac agtgcagcac aagaagatgc actcaaagca 3 60 

ctgatgtgag gaagtacttg ccccgtagca gctattcact ctaccagtgt aaacaaactc 420 

taagctaggg caagacagca cagacacaag tatatactaa ccaggggttt aatataaata 48 0 

caaccagcat agaaagaccc aaaactatac agaaaccaaa accagaatgc catgtggtgg 540 

aggcaaaggg cagaatttct gacccctttg gctcagctgc ccttccccac aaataaaaac 600 

caacaaagag gacaaatcag gacaataaag aagattcatg ctaagctgtg gcagaggggg 660 

gaaggtatga tcgggtgggg gfcgggacaag gaacggccat ggaagatcac tgggtcaggt 720 

tggaccctgg gctgggagcg ggagggcaag gcccctcacc acaacttaac ccaaacctaa 78 0 

gctgccccca ggtgccatag gtccctgtcc cagcagggag gctgatgggc ctgggcccat 840 

gcccctcccc acctttgggg gtcagaaagt ggccacccag gcctgctggg atggggcctg 900 

acacaggctc tgcatgccca ttcagggtgc ctgtggagaa agaatggagt cactgtttaa 960 

ccatggtacc tgcctcagcc ccagcagacc acaggaggtt ggccccagac tcactgagtg 1020 

cctgcagcag ccgtacagac acagcatcct tggccacctc atgcccatcc cggccatcta 1080 

gggtcagcac aacccagatg aggccgctga agggcaccgg atgcccagga atcaccacct 1140 

ggtaccagaa gcggtgccag ccagcaggtc ctatgcccaa acacttggtg aggaacacag 1200 

ggctgcccag cttcattcgt tggcacagca actgcagggt agcccgagcc ccttggaacc 1260 

ctaacttgtc ccttgccaaa gccaactggc tgccctctgg ctgtggggac cgcaagaagg 1320 

gacccacaag ctgctggcga agtcgctgct tcaggtctgg cttgagccac tccacagcca 1380 

cctgctctcc acagaggtgt gactgccctg taggaaaaat gcaaagacaa gggcaggtct 1440 

aaaccctggg cccaagcctc caggtggtga gccctttgga gctacacagt cctgttattt 1500 

gtagccttcc catttcctgg tagtgtgacc atgggtaaga aaagacaatg aagccttcac 156 0 

cctccattat ttgoaaaggg agtataacac actgctacct tacaagtttc ccttggagaa 1620 

gtactggtta attgccaggc ctttgtcctg ccctccataa cccatccata atggcctaat 168 0 

cctttacctg ggaaaaactt gcctgtaagt cagtccagtg tgcctaagta ccgtacaccc 1740 

cattatgtta cttaaattct cataacagtc ctgaggaaac agattcctat agtagtaaaa 1800 

aggctcagtt ggattcccct tgagcaaatc aatttctcta acagtttcct catagccttg 1B60 

agggtccctg tgccctattt tgcggtgtgg gggtggggga aggttgagaa ttaagtccag 192 0 

gaggtaatgc tcgggaagtg tcacaaattt aggtaagcgg tggtggtagc accattggaa 1980 

gttttaaaaa tctgaggtgc aaatagtaaa aggttgcaaa ttcaaaaaaa a 2031 
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gggcccagcg acgcaaccgc caggagcagg gtctcggcca gccacgggcc caggaagcct 2520 

tcagcatccc agcgccccac caggcagacg cccagctcgg ctgccctcac tgcggctgcc 2580 

gtggctgcac ctccccactg cccagggggg tcagcctctc cctcatcctc gaaggcttcc 2640 

tcctcctcct cctcctcctc atcccctccc gcttccttgg accacgaggg caccatctct 2700 

ccaggaggct gccttagcag cagcgtgctc caacaggctc tgcaagctgc cttccttcat 2760 

ctccctgcag tcctcgccga gcccaggagc ccagcccagg gtccgggccc ctagggcccc 2820 

cctcaccaag gactcaggga agcctctgca catcaaacca cgtctgtgag gaccccaggg 2880 

accggcctgc acctacctca gaccctcatc cttggagagg aaagaggctc tgtccaccac 2940 

tctaccccac aggagggccg cccgccacca agcctcacct gggggccaca gggacactgc 3000 

tctgcctgcc tggccctcaa ccttccatga ccagcgtgtg cgcagggcct ggtcttcctc 3060 

ccccaagcca ggcccctgtc cccaccccac caccttccag ggtgccaggc agggctggcc 3120 

tccaggcctg tccccgactg ccattggcaa caggtggccc tgcagccccc agccctcccc 3180 

acccaggttt tcggcccagt gaagaggcca tctggccagg cctcccaggt caggtgtttt 3240 

atgttcagca ataaaggttc tatccgtaaa aaaaaaa 3277 



<210> 842 

<211> 2074 

<212> DMA 

<213> Homo sapiens 



<:400> 842 

ttagttagga gcccagaggc tgatctgtgg gcgcccggcg agagaggccc cgccccgccc 60 

tggaggccct ggcagctccg ggctgagagc agttccggtg ccaaaaccct tccctccccc 120 

gctcccccgg aagtgctttt ccaggattcg ggccggagag aggccttgta ggcacagcgg 180 

ctgagactcg atctgctcca agtaggggct ccagcgcggg tcggagtctg ggggttcgcg 24 0 

cccgccgacc cgcgccctgc tccctctcag cacctgggcg gacgaaatga ccattaagaa 300 

gtagatgccc agatgcaaaa gtgatgaaac agtccatttg tcataaagta agatgcagct 360 

gtggcatgtc aaccagcttg gaacaaaatt gtatctgttt ttctcagaag agaattccac 420 

aaggttaaat cagcaaacaa agaaaacatg gtattttgaa atatgattaa actcctgatg 480 

ctgcagcaga ggctaagaat attaatggcc agatctagtg cacacatggt cttctgaaga 540 

agccatgggt agctgttgta gctgtccaga taaagacact gtcccagata accatcggaa 600 

caagtttaag gtcattaatg tggatgatga tgggaatgag ttaggttctg gcataatgga 660 

acttacagac acagaactga ttttatacac ccgcaaacgt gactcagtaa aatggcacta 720 

cctctgcctg cgacgctatg gctatgactc gaatctcttt tcttttgaaa gtggtcgaag 780 

gtgtcaaact ggacaaggaa tctttgcctt taagtgtgcc cgtgcagaag aattatttaa 840 

catgttgcaa gagattatgc aaaataatag tataaatgtg gtggaagagc cagttgtaga 900 

aagaaataat catcagacag aattggaagt ccctagaaca cctcgaacac ctacaactcc 960 

aggatttgct gctcagaact tacctaatgg atatccccga tatccctcat ttggagatgc 1020 

ttcatcccat ccgtcaagca gacatccttc tgtgggaagt gctcgcctgc cttcagtagg 1080 

ggaagaatct acacatcctt tgcttgtggc tgaggaacaa gtacatacct atgtcaacac 1140 

tacaggtgtg caagaagagc ggaaaaaccg cacaagtgtg catgttccat tggaggcaag 1200 

ggtttctaac gctgaaagca gcacaccaaa agaagaacca agtagtattg aggacaggga 1260 

tcctcagatt cttcttgaac ctgaaggagt caaatttgtt ttagggccaa cccctgttca 1320 

aaagcagtta atggaaaaag agaaactgga gcaacttgga agagatcaag ttagtggaag 1380 

tggagcaaat aacacagaat gggacactgg ctatgacagt gatgaacgaa gagatgcacc 1440 

ctctgttaac aaactggtgt atgaaaatat aaatgggcta tctatcccta gtgcctcagg 1500 

ggtcaggaga ggtcgtctga catccaccag tacctcagat acccagaata tcaacaactc 1560 

agctcagaga agaactgcat tattaaacta tgaaaatcta ccatctttgc ctcctgtttg 1620 

ggaagcccge aagctaagta gggafcgaaga tgacaattta ggaccaaaga ccccatctct 1680 

aaatggctac cataataatc tagatccaat gcataactat gtaaatacag agaatgtaac 1740 

agtgccagca agtgctcaca aaatagaata ttcaaggcgt cgggactgta caccaacagt 1800 

ctttaacttt gatatcagac gcccaagttt agaacacagg cagcttaatt acatacaggt 1860 

tgacttggaa ggtggcagtg actctgacaa ccctcagact ccaaaaacgc ctacaactcc 1920 

ccttccacaa acccctacca ggcgcacaga gctgtatgcc gtgatagaca tcgagagaac 1980 

tgctgctatg tcaaatttgc agaaagcact gccacgagat gatggtacat ctagggaaaa 2040 

ctagacacaa tagtacttga tctgcccctg tgag 2074 



<210> 843 
<211> .663 
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ctaccaccaa aaataattga agttattcat cctgaaagag aaagcaatca agaagatgtt 1500 

ctagtaagag aaaagtttaa aagaagcatg cagagaaatg gtgtggatga caccacttgg 1560 

caaaggcact gctccctaca cgaaaggccc cctcagacaa agaagacatt actcattcac 1620 

agaagcaact gaaaacctgc atcatgggct tcctgcttca ggggggccag ccaatgccgg 1680 

caacatgagg tacagtcata gtacaggcaa gcatctcagt aacagagagg aaatggagct 174 0 

agagcattct gtacagtggg tatgagccct catttggtaa gtcttccaga ataaaagtga 1800 

aggatacaac tttcagagat aagaaaagca gtctcatgga agaactcttt ggatcaggct 186 0 

atgtcttgaa aactgaccaa tcaagtcctg gtgttgcaaa aggctcagag gagcctttgc 1920 

aaagtaagga gtcgcatccc ttgcctccca gtcaggcctc caccagccat gctttcggag 1980 

actctaaagt aactgtggta aattctatta agccatcgtc acctacagaa ggaaaaagaa 2040 

aaataattat ttaaatataa tcaatatcct aatgcattct ggtttgatat aatgctgctt 2100 

atgtgccttg catcttattt ttgaaatgtg tgagagaggg agtgtatgta tgtgtgtgtt 2160 

ttagtactta attgactttc gataattaaa tttttgtttg attgctaaaa a 2211 



<210> 841 

<211> 3277 

<212> DNA 

<213> Homo sapiens 



<400> 841 

tttcgtcgcg gactcgggag atggaggaaa aggagatatt acggcggcag atccgcctac 60 

tgcagggtct gattgatgac tacaaaaccc tccacggcaa tgccccggcc ectggtaccc 12 0 

cagcagcttc tgggtggcag ccacccactt accacagtgg cagagccttt agtgcccgct 180 

accctcgtcc aagccggagg ggctactctt cccaccatgg gccttcgtgg cgcaagaaat 240 

actccctcgt gaatcggccc ccgggaccct cagaccctcc tgccgaccat gctgtgcggc 3 00 

cgttgcacgg ggcccggggg ggccagcctc ctgtcccgca gcagcatgtc cttgagagac 360 

aggtccagct cagtcagggt cagaacgtgg tcatcaaagt taaaccgcca tcaaagtctg 420 

gctctgccag tgcctcaggg gcccagcggg gctctttgga agaatttgag gacaccccct 48 0 

ggagtgacca aaggccccgg gaaggtgaag gtgagccccc tcggggacag ctgcagccct 540 

cgaggccaac aagagccagg gggacctgca gtgtggaaga tcctcttctg gtctgccaga 600 

aggagcctgg taagcccagg atggtgaagt cagtgggcag tgtgggcgac agcccccggg 660 

agccccgccg gacagtcagt gagagtgtga ttgccgtcaa ggcgagcttc ccatcctccg 720 

ctctgccccc acgcactggc gtggccctgg gccggaagct gggttctcat tccgtggcca 78 0 

gctgtgctcc acagctcctt ggggacagga gagtagatgc tggccacaca gatcagccag 840 

ttccgtctgg ctcagtgggg ggccccgcca gaccggcctc aggacccagg caggcccggg 90 o 

aggcctcgct ggttgtgacc tgtcgaacta acaagttccg gaaaaacaac tacaaatggg 960 

tggctgcctc ctcgaagagt ccccgggttg ctcggagggc cctcagtccc agagtggctg 1020 

cagagaatgt gtgcaaggcc tctgctggca tggcaaacaa ggtggagaag ccgcagctca 1080 

tagctgaccc agagcccaag cccaggaagc cagccacgtc ctccaagcca gggtctgccc 1140 

ccagcaagta caagtggaag gcctccagcc cctctgcctc ctcctcttcc tccttcogtt 1200 

ggcagtcgga ggccggcagc aaggaccatg cctcccagct ctccccagtc ctgtctaggt 1260 

cccogtcggg ggaccagacc agcattagca cacagtggct tgaagcccct ctctggggag 1320 

accccactct cggcttacaa agtgaagacc cgcaccaaga tcatccggag acgcggcagc 1380 

acaagccttc ctggagacaa gaaaagcggc acctcacctg ccgccaccgc caagagccac 144 0 

ctcagcctcc ggcggagaca ggccctcag£ gggaagagca gccctgtcct gaagaagacc 1500 

cccaacaagg gcctggtaca ggtcaccaag caccgactat gtcgcctgcc accgagccgg 1560 

gcccacctcc ccaccaagga agcgtccagc ctgcatgccg tgcggactgc acccaccagc 1620 

aaggtgatca agacccgcta ccgcattgtc aagaagacgc cggcctcgcc tctcagcgcc 1680 

ccgcccttcc ccctgtctct gccctcctgg cgggcccggc ggctctcact atccaggtcc 1740 

ctggtgctga accgcctgcg tccagttgcc agcgggggtg ggaaagccca accgggctcc 1800 

ccttggtggc ggagcaaagg ctaccgctgc atcggagggg tcctctacaa agtatctgcc I86 0 

aacaagctct ccaagacctc cggccagccc agtgatgcgg gcagcaggcc cctcctgcgc 1920 

acaggccggc tggatcctgc aggcagctgt agccgttccc tggccagccg ggcagtgcag 1980 

ogcagcctgg ccatcatccg gcaggcgcgg cagcgcaggg agaagaggaa ggagtactgc 2040 

atgtactaca accgcttcgg caggtgcaac cgtggcgagc gctgccccta catccacgat 2100 

cccgagaagg tggccgtgtg caccaggttt gtccggggca cctgcaagaa aacggatggg 2160 

acctgcccct tctcccacca tgtgtccaag gagaagatgc cggtgtgctc ctacttcctg 2220 

aagggcatct gcagcaacag caactgtccc tatagccacg tgtacgtgtc ccgcaaggcc 228 0 

gaggtctgca gcgacttcct caaaggctac tgccccctgg gtgcaaagtg caagaagaaa 2340 

cacaogctgc tgtgccccga ctttgcccgc aggggggcgt gtccccgcgg cgcccagtgc 2400 

cagctgctcc accgtaccca gaaacgccac agtcggcggg cagccacgtc ccccgcccca 2460 
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gagacagagc atgtggtatc cagccagtca gagtgtcagg tgagagcagg aacaccagct 480 

catgagagtc cacaaaacaa tgccttcaag tgccaagaaa ccagtgcgac ttccaaccaa 540 

gaatagacca gaggactgcc acttcgccaa aggatgcttt tgaaactcgg ccaggactta 600 

aatgaggaag aagctgctca ggtgcatgga gtcaaggacc cggcgccagc atcaacccag 660 
agogtgcttg ccgaatggga cagattctgc agacccctca ccagtccaca aagatgggca . 720 

gaatgaggcc gacagtgcac cagaagacct ccactctgtg gggaccagca ggctgcttct 780 

attcacatca ctgatggtga taaccccact gctgttcgcc acggttgttc cctctttcag 840 

gccaaagcca gagattcaac ttagaccccg agtcagcccc atctccaccc agcactcagc 900 

agtttatgat gccgcggagt tcttcacgct gcagctgtgg agatggcaag gagccacaga 960 

ccatcaccca gctcaccaag cacatccaga gcctcaagcg gaaaattcgg aaatttgaag 1020 

aaaaatttga acaagaaaag aaataccggc cttcacatgg tgacaagact tctaatcctg 1080 

aagtcctgaa atggatgaat gatttggcta aaggtcgtaa acagctcaaa gaactaaagc 1140 

taaagctgtc agaagaacaa gggagtgctc ccaaaggtcc acctagaaac ctgttgtgtg 1200 

agcaacccac agtccccaga gaaaatggga aaccggaagc tgcgggcccg gagccaagct 1260 

cctctggaga agagactcca gatgctgcct tgacatgcct gaaggagaga agagagcaac 1320 

ttcctcccca ggaggattct aaggtaacta agcaagacaa gaacr£^r_*25 aagccgcttt 1380 

atgaccgata cagaattatc aagcaaatct tgtcaacacc ttcccttatt ccaacaattg 1440 

taagtcagga tacttgcatg ctgttacttt gtactgatgt gtagttaaca ggatgtcaca 1500 

tagtagtaca agagttataa aagacccttc atggcagtat atactgcaaa caaggctagt 1560 

tgtcatttca aaaagtgaaa atttggtctt ctctaacccc attactatat ttaacagtgg 1620 

ctgatattag aactattgta aaataggaac atatagcact tgtatgtcta gagccaattt 1680 

taacatttgc tttcattatc ttgggtgaaa agaaatgata gatttcagtt tggcattttc 1740 

taatttgtaa cacagctaga caaaacagag cctttctgtt ctgtgtgttg gttaattttt 1800 

tcctttaatc agaaaattaa caatatattc ttgatataat gcaacatttg tttttggtac 1860 

catttgacca tactgtacaa gatatgagaa gatttatttc aatagaaaat ataagtactg 1920 

aaattgaatt aggctacttt taataaagaa tgatttatgg ggaatacaga actaggaaaa 1980 

ggcatcacaa atcctactcc atcaatatcc agaacagtta cttgttcaag atatcaatat 2040 

aaaaaggaat aaatattaac aaatataaat ttaagtatgg cttggggtac at t tat act t 2100 

ccattttttt gaggacaaat tatacttcca catttttaaa ggacattaag gtgaataatt 2160 

aattcatagt ctttggggaa ttttcccttt atgggaa ~ 2197 



<210> 840 

<211> 2211 

<212> DNA 

<213> Homo sapiens 



<400> 840 

tttttttagg ttttactttt cttttattag gttgtttgct atgtctttgg ctgatctaac 60 

aaaaacaaat atagatgagc atttcttcgg cgtggcatta gaaaacaata ggaggtctgc 120 

agcatgcaag agaagcccag gcacaggcga tttttcacgg aacagtaatg cttccaataa 180 

gagtgttgat tatagcagat ctcagtgctc ctgtggaagt ttaagttctc agtatgatta 240 

ttcagaagac tttctctgtg attgttcaga aaaggctatt aatagaaatt atttaaagca 300 

gcctgtggta aaagaaaagg agaagaaaaa gtataatgtt tctaaaatct cccaatctaa 360 

aggccagaag gaaatatcag ttgaaaaaaa gcacacctgg aatgcatcac tctttaattc 42 0 

tcaaatccat atgattgccc aaagaagaga tgctatggct catcgaatac tctcagcaag 480 

gcttcataaa attaaaggac taaaaaatga attagctgat atgcatcata aattggaagc 540 

catccttaca gaaaaccaat ttttgaaaca acttcagctt aggcatttga aagctatagg 600 

aaaatatgag aattcacaaa ataatctacc tcaaattatg gctaaacatc agaatgaagt 660 

aaaaaattta aggcaactac ttaggaaatc ccaggaaaag gaaagaactc tatctaggaa 720 

acttagagaa actgacagcc agttactgaa gactaaagat atcttgcagg cactgcagaa 780 

actttctgaa gacaaaaacc ttgcagaaag ggaagaactc actcataaat tatctattat 840 

cacaacaaaa atggacgcaa atgacaaaaa aatacagagc ttggaaaaac aactgaggtt 900 

gaactgcaga gcctttagcc ggcagctggc tattgagact cggaagactt tagcagctca 960 

gacagctacc aagactctgc aggtggaagt aaaacacctt caacaaaaac ttaaggaaaa 1020 

ggatcgtgag cttgaaatta aaaacatcta tagtcatcga atacttaaaa atttacatga 1080 

cacagaggac tatccaaaag tttcttcaac aaaatcagtc caagcagaca gaaaaatttt 1140 

gccattcaca agtatgagac accagggaac ccaaaaatca gatgttccac ctttgacact 1200 

aagggtaaaa aggcaacagg aaacatcgat cataaagaaa aatcaactga aataaatcat 1260 

gaaattcctc actgtgtgaa taaactacca aagcaagagg attctaagag aaaatatgaa 1320 

gatttatcag gggaagagaa acatttggaa gtccaaatac tgctggagaa tactggaaga 1380 

caaaaagaca aaaaagaaga ccaagaaaag aaaaacattt ttgtgaaaga agagcaagaa 1440 
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tccctgctgc ggctccacac tgagaggctt gggctgttgg aaggtgaact ggacattggg 3600 
aggcgaacgg cccagtttcc cgaagacgtc cacctcgaca ccccccgtga aaggcgtctc 3660 

cgcagcctcg atcacacaca cgatccgggt ggacacggag taacgttccg gctgaaagga 3720 

gcagttccgg ccggccacag agatcctctg gatgtcccct gcttggacgc ccaaattgga 3780 

ccccaggatg gtgatgcgga tgcccccacc cagggggccc gtctcaggct ggatcctggt 3840 

gatgacgggc ggcgggcact cggaggtggt gttgcacagg gcctcataca cgcacctgct 3900 

ctggcccccg caccacgcac acctgtagtc ggggttagcg gcccggcaca ggctgcagtc 3960 

gctgcggcca aaggagcagt cgtagagggt cacatggagc ttgctgtcga tattcttgcc 4020 

gtaagacttg acgtaaaggt gcaggggcag cgtctcgttg gcatcgtggg acagctttgg 4080 

ggtccgaaag gcgaaggtcc cagattcctg catggtcacc ggctccatga acttgagcaa 4140 

gtcactgecc acgtgcaggg aggaaccctt cacggtgtcc aggttcttgc cctggaagtt 4200 

cacatctgtc tcgtggttca tggggatcac cagggggctg ggtcccagga actggggaca 4260 

gctgtcctcc atgtgggcac ggacgatgcc gtcctcaggg ttgggcgaag cctcccggca 4320 

ctcgtggtag cgcaggtccc actggcaggt ccagcggttg ctcacgcagg agatgcacgg 4380 

caggttctcc tccaggctca tggcctggcg gcagtcgtag aaggggtact ggtaggacgt 4440 

gaggaagatg ttgcctcgtc taaggaggag ctggatggtc acggccacgt ggtcctggcc 4500 

tggcggtgtg acggggatgc tgcttgggga gttgcagatg acggcctcgc cctccacgcg 4560 

ggcggggtgt ggcggcgact ccccaaaaag gcacagcaac tcgtcctcct cgctcagggc 4620 

agggaggggg ctgacggtca gctgcacctc cccctgggcc cgccggctca tgttctgtgg- 4680 

ctgggcgctg gtgacggcca cgcaggactt gcttcggctc cacagccagt ggctggcctc 4740 

ctcggcccgc ggacactcgg ccttccgggt gcatcgtccc tcgacgacgc accagccgca 4800 

gtaggggtcc tgggagtcgc ggcactgggt gcaggtcggg tagctcaggc actcctgcac 4860 

cggcagccgg aacaccttgt cctgggtcat ggcgtacagg ctgcccaggt ctccagacag 4920 

taccaggtcg cgcttgactc tcttgtttat etccacaagg atagagtcgt actctgagga 4980 

ggtgccatct ggggtgaggt acaccttgag gatccggcca tcagaggtgc ccagaaaagc 5040 

aacagtgtgg ttgttctcgg cggcgaccgt cacggccgtg aggttcaggc ctccacgctg 5100 

cagcacggct gtgcctctga gcccgtcgcg gctgcccagc gggtagggca ggtgctccga 5160 

gccacatggg aagctcttgc tggagcccgg cgcgtggccg ccgcactgga tatcgccgtg 5220 

gaagggcttg tagaagatgt cacgggcctc ccgggtgcct gtgtaacagg cgttgcggtt 5280 

ggcctccatc ttggcgtgca cctcgtccag cgggaacagg cagaggcccg caccgggccc 5340 

cccactgctc cggctgtctc tgctgaagac agcatatagc accctgccag agccaggcgc 5400 

agccacggag gcggccaggc aggtgccaaa ggcagcggcg tggatgtcgg ggtcccggca 5460 

ctgcaggtcc atctccaggt aggagtagta gttggggtct tctctgcaca tgcgtgccag 5520 

cagcgtgcgg ttccgggccg ggtgcttgtq ctgctggttg aagacaaaga agacgtaggg 5580 

gccgtcctcg aaggccgcca cgaactgctg tgtgttggtg gacaggtagc cggccttgta 5640 

ggtggcgtgg tccgtgtagg cttcaaaggc ctccctgctg tcagtccggt ccaacagccg 5700 

agtgctcacg atgatgccgt tgtcgtgtgg cccattgcct ttgcccacaa acagcacgcg 5760 

gtcaccacca ggacccgtgg agctcaccag ccccactgtg gccacgccct catcattgct 5820 

ggccacgaaa gacttctccc cgctgccgtc ctcgtagaac aggcggaggg agatgttgct 5880 

cagggcgcgc agagogcagg atgcccttaa gaagctgccc gcactccacc aggcgtttcc 594 D 

tgggagggtc gaccagcagc agctggttga cattgtcagt catctcagcc tcatggcact 6000 

ggctggcctc gatgggcggc gtgcacttct tgttgtccag gaccgggccc gtggccacct 6060 

gctgctccag ctgcagcttc gcatccagct ggtagagggc attcaccgcc cccaggtaca 6120 

ccacgcctga ggcctcatcc acagccaggt ggttcagctc tttctcgctg cggaagaagt 6180 

ccagcttgcg gggcctcagg ctggcacctg cgcccagcag gcccagcagg gtcagggccc 6240 

agagctgcag tgccattgcc ccctgcaccc gaggctccag tggtccagct cagtttctgc 6300 

tccaggccag catcgagatt ctcacgaaa *"* 632 q 



<210> 839 

<211> 2197 

<212> DNA 

<213> Homo sapiens 



<400> 839 

cgagcccgga gacttgcctt gcaatgccat gtttgtgtat gtgctctaac tcccggagag 60 

caatcaggga gacggctccc cggccagact tggctgatgt tttcttgttt ctgtttcagc 12 0 

cttcaggata attccttcag cagcaccact gtaacagagt gtgacgaaga tccagtctct 180 

ctacatgaag accagactga ttgctccagt ctcagagatg aaaacaataa agagaactac 240 

cccgacgcag gggctctggt agaagagcac gcgccgccct cttgggagcc gcagcagcag 300 

aatgtagagg cgaccgtgct ggtggacagc gtattgcgac ccagcatggg caacttcaag 360 

tccaggaagc ccaagtccat cttcaaagcg gagagcggga ggagccacgg agaaagtcag 420 
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<212> DNA 

<213> Homo sapiens 



<400> 838 

tttttttttt ttcggagtga aaaagacgct gtatttgatt tacaatgaac aagatttaca 60 

aaaaggggtg gggtggtctt ggaactgctc ccagtccccc cggactgggt ggggctctag 120 

ggcagcctgt ctgacagacc aggaccccag gatgtctggg ccccgacgta ggacttgacc 180 

tacgtctcac ttgacctttg acgtggggcc cagcagccgt gagfcccaccc agagtgccgg 240 

cacccttggg gaggccggtg aggtcaggaa ggcatcgtac cgctttttct cctcctccca 300 

tctcgtggtg gacagacaga cataggatct gggaacttgc cctgggggcc acaggcccto 3 SO 

agatccccca ggggcccaac ctagggcatg gaggcggctg ctggtgcgtg ggcggaggcg 420 

gaggccagct gcccccagcg tggcagcgta aggcacattt tcaaatcact ogagactcga 480 

cagtgaacac ccgatgctgg ttctgcggcc ggagggagct ggggctgggg ctggtgctgg 540 

tgcggtgccc ggcggtattg ctcagaggaa gatgctacag tctagacgct gggcgggttc 600 

cggctgcacc cactccggct tggggcgcgt tccaggggag ggtgggggcc tcagccacag 660 

ccactcggcc tcctcccctg aggggctctc aggtacctca ggtacctatg tcccaaggca 720 

gcactggaga ttgtaggtca gaggtcagtg accttgttct ccagtgcagc ggcaatctgc 780 

tgcaggcgga aggccagctg catcttctgg gcggcaggat cctcctccaa ggcattgatg 840 

atctcgtcat agtacttctg cgtgtattgg tagagctggt ggagtgccac gagggtgttc 900 

aaggagtccg tgtgcgcccg ggaaatctct gccaggtgtg tgttcatgtc ctggtcgctg 960 

acctgcacca tctgccggat ccccttgtag taatcctcca ccatcttctt gtaggtggag 1020 

atctccttgg cgtacagcag cttgttgctg ggagaatcgc ggctcagctt atgctccgtg 1080 

cgcgtgcagg catccatgaa ggtctgcgcg atgactgaca gcgaggcgtc caccacctcg 1140 

tggacatgca cgtcaaagat' gaagtggggg ttcttgagga tgttcaccca gaaccggagc 1200 

ggtaaactgt tcgtcttcca gatgtggatg gtgtcttcat cctggatgtt gtgcttctct 1260 

gcctgctcgt ccaggaagtc gaagaagtac ttgactgcag gtggcaccgc gtgcccaggc 1320 

gccagcacgc tctggaagaa gttgtccaca aactgctgca gtgtgccctt gactgagagc 1380 

agccgcgtca ggtagatctc ggtgatggcc ttcgtccgct ccttctcttt cacgctgcct 1440 

ctcttggact tgccctcgtc cacctcgtcg gtcggccgca ccaggtgcca cacccggttc 1500 

tcctcctcca ggagggcatg gcgctcccca ggcaggtcct gctggctgtc ctccggctgc 1560 

tgggagaccc ccaccttgga caggatgagg gtggctccat cccggacatt gtagtgcata 1620 

agggtgttga cgcgcttcca ccggccctcc cgctgtgacg tcaggtccag gtccgacagg 1680 

atctgcgctg tggagcccgg acgccactcc aggaccacgc tgtctggcct gggccagcag 1740 

gagcagggct gcccacggta cacctggtca atgatcttct ccttgacctg ggagatggtg 1800 

tcacagttga ggaccttcac cgggatggcg tccactccct cgtcctgcac gatcacgctc 1860 

accgtcaggg gtgcgtactc cacatcatcc cccagcagcc cogtgtcgtt gagagtgtac 1920 

ttggccttct tctgtaccgc atccaccggg cccttttcca cctgatgttt gatggccttg 1980 

aagagcttgt acaggggctc cccggcactg tccttgaggt actggtacag gcagatggac 2040 

atccagttgg acagcatcct ctccaccaca gtctcagacc tgcgcagcat cagcttgggg 2100 

ttcttggcca ccacgtactg ctccaggagc tccaggaaga gcgtgtgcat gatgtccgtg 2160 

tagtactcca gtttcccgtg cagcgccacc gtcagcaggg acgcgaagta gaccttggcg 2220 

cgggccgaga actccggctg gttctcccag ggtgtggatg aaattgatga ggaaagactt 2280 

gctgttcagc aggttggaga actggtagag ggcctgctcc accaccggcc gccgcggctc 2340 

ggggatgtcc agcttgccgg tgatcatcac gtccttgtcg ccgtccttgg agggcaggaa 24 00 

gaagacgcgg tcggtgtagg tcttgtagtc cagcacgggg atgccggcct cgtgcacgtc 2460 

gttggtctgg tcctccatct cgatcatcag gtctgtgaat tccttcttgc agcggtcccg 2520 

cacgctctcc tccaggccct ccagctggga cttgatcttc tcatactctc gttcggcctg 2580 

ctggctcttc ctccagtagc agtagacaga caccgcgatg acgaccacca tgggcacgat 2640 

gaccagcggc aagatgaggc tgagcggcac gtcgctcacc cgtgtgtcgt actccacgcg 2700 

gcccagcacc cactcgcgag agccgaactt cacaatgaac tcgggcaggt tgtgtgtggt 2760 

gtctcgtttc tgccgccgct tgggcggggg ctgcacctcc gggggctcac agtacaggtc 2820 

ggtctccgtc agcgtcttca tggtgcagcg ctcggcaccc acgaaggcct cggcctcctg 2880 

cagogtcatc gccttgttca gattggtgcc ccgggcgcgg atgagcttgt tgacctgctt 2940 

cttgacgcca cctgtgaagt tctcaaaggt ggggtcaggc acgtactcga aggccccggc 3000 

ctctgttctg agcagggcac ggtgcccgtc catctcgatc agcaccgtga ggttgtaggc 3060 

ctctggctcc tcaggcacag ccggggacag gaagacgacc ttggtgtcat tgtggaacac 3120 

gtagtctgta cccaccaccg tcatgggctg cagggattca gcctcccgcg gcggctgcca 3180 

ggactgcagg ggctccgcga tgaccaccat ggcaaacctc tggatcaggc tgaagccctg 3240 

acccgtgacg ttgatgctgo ggccaccact ggcaaagctt cgtagcggct cgaaggctcg 3300 

cagtacgggg ttttcgcggt aggtgaagaa gatgccgggg ttgggcacgg gggacccccc 3360 

gtaggagacc tccagaagca tctggccccg tgtcgcctgg gggccagtga cacactggag 3420 

ctgcgcccca aacttcgtca ctttacacgg gacgccgttg agggtcaccc gcacgtcctc 3480 

ctgggagccc gtgtccaggt gggtgccgtg gatggtcagt gtggtgccgc ccgcctgcgg 354 0 
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aaagtgtatc tgattttaaa aattccttta gtctgtaaaa ctcctagagg gagggaggta 2520 

actgaattca cttctttttg tggatcgtat caaggtcact gggttttact ggctggtgct 2580 

gggaaaatga agctaagtga ggagcttcca ttggaatgct tttccaggga gagaggccag 2640 

ttaatttaaa aaaaacagtc gctagttaac agcgacagag cccagcaccc tggggtcttt 2700 

gtgaatatcc agactgtttc agcccagccc atctcagcca accctcctta gactgagctg 2760 

tcagagcaag caattagggg ccagcctgcc tccacctccc acccccttcc acctccatca 2820 

gtcatgtgtg cagagtcagt gctcgggatc ccgggcccag cttttgcctt tttggggatg 2880 

cttggtgaga cagatttgcc agtcagccct tttgagttcc cgcctcaccc aggggctccc 2940 

agcctgcact tgcaggagtg gtgatgcccc aagtctgcga atccagggtg cacgtggtca 3000 

atatcccctc ctgcattcag gagagccatg gtagggctgg agttgggtct tgcccagccc 3060 

tgcagtttca tagtcccagc cttcctggtg ctggggaggg aggactgtga atggctgttc 3120 

tcccctcact gctgagtctc ccaggacccc ctttggagat gcccatggca tgggcactgc 3180 

ccacaggctc agccagaacc tcttggtgta cccgataagc tgcaggttat cccttgctct 3240 

gtgcgccttt tatttgtcct taaactacct ccttagagct ctgaaggggt ctcctagttc 3300 

cagattttaa tttggggaac agate tgggt tctttttaac cctcttcttt ctcagtctat 3360 

gagaaacttg ccctgagggg cacctgggct aggggcttgg gactggaaga ccatccccgc 3420 

cttgtgccac aactttggtc atgggatctg ctctttgtca ttcttagccc cctactgtgg 348 0 

cccccatagc cccataaccc agagagggag ctggacttca gggagcctga gtgatgcttt 3540 

cccaggagca gggcagctgg ctggaccaga aagtagaggg cccatgggag tgactgcacc 3600 

cttgttggct gctggaaggg gagaggttct cagcatcagg ccacctccac cccaatgcca 3660 

ggatagatgt attctggagt aggggtggag gcggcccagg aggctgaatg acaggtgeae 372 0 

agatgettec cacgaccttg ccatttgggg tgggctcttc aacatctcag gctggggctg 3780 

gaacaggaca ggatgatcta aaacacacgt accattggct gtaaaacagt atgagcccag 3840 

actgaegctg aaatccctca bgagccaacc ttagctacaa ggtagggagt tctgagggaa 3900 

gccgcgtgct cctcaggaga gagctgttta ggttttccga tetttttget caggggecaa 3960 

acactgaagg cacgtactgc ccaacccact gagegectga ggccattccc tccttttccg 4020 

catgcctcct gcctcctggg ctattcctct ccacccagaa ggctgggaat cccagctgat 4080 

tccctgacag gagecgaett cacacacagg tgactctcag gcattggctc atgttttcag 4140 

ccagggataa accatccctt cttggggctt taagtccctg gggagctttc cctgtaggtc 4200 

tcctgggtgt tgagagacaa gttggagacc aacctccaat gaatgagccg eggtcattea 4260 

ttaattcact caegtaattt actgagtagc tgcaacatgc cagcctctac gttaggttct 432 0 

gcggataaag gaggaataag acagagtcag gagaactgtt ccttgtggtt tccgtccctt 4380 

ggggaccaca ggcatcagca gtcccattca agtcacctga ggcaaagtgt ctgcatcttc 4440 

gtccagcgac ectttgettt tcggctccta gaatccttag agtctgaatt cctttagctg 4500 

ggaacagctg tcatggtcac ccctggataa catttgccac caagtataga tgctggatct 4560 

tgggt tccag gcagacatca tccaggtcca tctggaactt tcagtgatag ctgccttcag 4620 

ccagcatctt tgggggactc tataatagca gcttgagatc agtgtctaga agactgttct 4680 

geaatttget gecaaatgea tctcaggttt ttaaagtcat tgtttcttgc tcatgggggc 4740 

tcatttatta catagtcccc tcaccccact aatggataat gggaggaaaa gttgetgett 4800 

ccttcagcat caaagecttt ccttgggaat ctgcctccct ccatggcagg ggtggattcg 4860 

ggagctggga gtaaccaggc aaagtcaacc agatgectag ctcctgctga gacccaggtc 4920 

ctatggcagc tcctcattag attaaaggag accacttcca aagcaggtgc tgcatggctc 4980 

accatcatat gccccaaaca actgaaagtt ggcggttatc accagactgt gagtttctgg 5040 

caagtagctt ggggaagctg aataaactct aggeccaggg ctactaaaga cttcaggata 5100 

gaattctcca tcaaatatac agcataagta aaactgetet gcactgttta atccatttcc 5160 

aaggggctta gaaaagctaa caagggtgtg tcccctgtcc tgccccaccg gtttgctggc 5220 

tttgtaataa cataagacca ttgtggttgt tggtgtcaga taccttccca tcctgagctc 5280 

tctcacctac ctgctctctc tcctagagca ggatactggg gtacttttaa gaagggtgct 5340 

ccttttaaga tgcccagaaa agctgtattt aactcttget atttgtaact tggggatggg 5400 

tctcccctgc cccagggcac ataagagcaa aggctccaat ggtcagtgga tgactctgea 5460 

aaagtgaccc cctgtgccag aagctatagc octet cccca acaggtctct cttgttggcc 5520 

agagggectg cttcccatgg geattgeaag tgccaccgtg eggggectgg ctcctgcaca 5580 

cccaggaaaa gtctgeagae ccccagcccc teegcaataa ttcaccagac cagaagccac 5640 

tgggtgtaca gagaacactt aaaaaaatgt attttatgtg aaaaaaaatt aaaactctgt 5700 

atacctgtat ccagcagctt tgtgtaaaaa tggcaatcaa gagagtegta atatatttaa 5760 

aacttttttt aaaaaaaatc ttegcagate tttgatatcg tactgaggta acttccacgt 5820 

agccccttgc cactgcggca ccggtgggcc ttgggtccaa aatctgtggc tcagccacat 5880 

cccaaagggg gcacatgtcc ctggagttgc ttccagcttg ccaagggcct gtgacagaat 5940 

tcgctgttaa gagtttttaa ttaaaattat taaattcctt ttaataacca aaaaaaaaa 5999 



<210> 838 
<211> 6329 
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<2L1> 148 
<212> PRT 

<213> Homo sapiens 





<400> 1650 








Pro 


Val 


Trp 


Trp 


Asn 


Ser Leu Asn Gly 


Ala Ser Glu Val Thr Phe Ser 


1 








5 




10 15 


Val 


His 


Val 


Lys 


Asp 


Gly Gly Ser Phe 


Pro Lys Thr Asp Ser Thr Thr 








20 




25 




Val 


Thr 


Val 


Arg 


Phe 


Val Asn Lys Ala 


Asp Phe Pro Lys Val Arg Ala 






35 






40 


45 


Lys 


Glu 


Gin 


Thr 


Phe 


Met Phe Pro Glu 


Asn Gin Pro Val Ser Ser Leu 




50 








55 


60 


Val 


Thr 


Thr 


He 


Thr 


Gly Ser Ser Leu 


Arg Gly Glu Pro Met Ser Tyr 


65 










70 


75 80 


Tyr 


He 


Ala 


Ser 


Gly 


Asn Leu Gly Asn 


Thr Phe Gin He Asp Gin Leu 










85 




90 95 


Thr 


Gly 


Gin 


Val 


Ser 


He Ser Gin Pro 


Leu Asp Phe Glu Lys He Gin 








100 




105 


110 


Lys 


Tyr 


Val 


Val 


Trp 


He Glu Ala Arg 


Asp Gly Gly Val Pro Pro Phe 






115 






120 


125 


Ser 


Ser 


Tyr 


Glu 


Lys 


Leu Asp He Thr 


Val Leu Asp Val Asn Asp Asn 




130 








135 


140 


Ala 


Pro 


He 


Phe 








145 






148 









<210> 1651 
<211> 90 
<212> PRT 

<213> Homo sapiens 





<400> 1651 








Thr 


His 


Phe 


He 


Cys 


Leu Pro Leu Gly 


Tyr Cys Phe Pro Leu Leu Asp 


1 








5 




10 15 


Lys 


Asp 


Leu 


Gin 


Leu 


Pro Ser Gly Phe 


Asn Cys Asn Phe Asp Phe Leu 








20 




25 


30 


Glu 


Glu 


Pro 


Cys 


Gly 


Trp Met Tyr Asp 


His Ala Lys Trp Leu Arg Thr 






35 






40 


45 


Thr 


Trp 


Ala 


Ser 


Ser 


Ser Ser Pro Asn 


Asp Arg Thr Phe Pro Gly Lys 




50 








55 


60 


Pro 


Ala 


Val 


Ser 


Glu 


Asp Met Lys Glu 


Leu Arg Pro Ala Cys Ser Thr 


65 










70 


75 80 


Tyr 


Phe 


Asn 


Pro 


Arg 


Phe Pro Tyr Lys 


Leu 










85 




90 



<210> 1652 

<211> 137 

<212> PRT 

<213> Homo sapiens 



<400> 1652 
Gly Pro Gin Met Leu Cys Lys Lys 

1 5 
Ser Gin Cys Gin Phe Glu Trp Leu 
20 

Glu Asn Asp His Gin Asp Leu Val 
35 40 



He Tyr Phe He Trp Val Thr Arg ' 

10 15 
Ala Asp He Met Gin Glu Val Glu 

25 30 
Ser Val His He Tyr Val Thr Gin 
45 
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Leu Ala Glu Lye Phe Asp Leu Arg Thr Thr Met Leu Tyr lie Cys Glu 

50 55 60 

Arg His Phe Gin Lys Val Leu Asn Arg Ser Leu Phe Thr Gly Leu Arg 
65 70 75 80 

Ser lie Thr His Phe Gly Arg Pro Pro Phe Glu Pro Phe Phe Asn Ser 

85 90 95 

Leu Gin Glu Val His Pro Gin Val Arg Lys lie Gly Val Phe Ser Cys 

100 105 110 

Gly Pro Pro Gly Met Thr Lys Asn Val Glu Lys Ala Cys Gin Leu Val 

115 120 125 

Asn Arg Gin Asp Arg Ala His Phe Met 
130 135 137 



<210> 1653 

<211> 54 

<212> PRT 

<213> Homo sapiens 



<400> 1653 

Lys Leu Asn Arg Trp Leu Cys Phe Phe Tyr Ser Trp Ser Phe Gly He 

1-5 10 " 15 

Leu Leu Tyr Glu Met val Thr Leu Gly Ala Pro Pro Tyr Pro Glu Val 

20 25 30 

Pro Pro Thr Ser He Leu Glu His Leu Gin Arg Arg Lys He Met Lys 

35 40 " 45 

Arg Pro Ser Ser Cys Ser 
50 " 54 



<210> 1654 

<211> 58 

<212> PRT 

<213> Homo sapiens 



<400> 1654 

Pro Gly Val Pro Ser Gin Ala Leu Arg Lys Ala Glu Ser Leu Lys Lys 

1 5 io 15 

Cys Leu Ser Val Met Glu Ala Lys Val Lys Ala Gin Thr Ala Pro Asn 

20 25 30 

Lys Asp Val Gin Arg Glu He Ala Asp Leu Gly Glu Val Gly Ala Ala 

35 40 45 . 

Ser Leu Pro Pro Ser Ser Gly Pro Gly Ala 
50 55 " 58 



<210> 1655 

<211> 101 

<212> PRT 

<213> Homo sapiens 



<400> 1655 
Gly Met Gly Tyr Leu His Ala Lys 

1 5 
Ser Lys Asn Val Phe Tyr Asp Asn 
20 

Gly Leu Phe Ser He Ser Gly Val 
35 40 



Gly He Leu His Lys Asp Leu Lys 

10 15 
Gly Lys Val Val He Thr Asp Phe 

25 30 
Leu Gin Ala Gly Arg Arg Glu Asp 
45 
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Lys Leu Arg lie Gin Asn Gly Trp Leu Cys His Leu Ala Pro Glu lie 

50 55 60 

lie Arg Gin Leu Ser Pro Asp Thr Glu Glu Asp Lys Leu Pro Phe Ser 
65 70 75 80 

Lys His Ser Asp Val Phe Ala Leu Gly Thr lie Trp Tyr Glu Leu His 

85 90 "* 95 

Ala Arg Glu Trp Pro 
100 101 



<210> 1656 
<211> 109 
<212> PRT 

<213> Homo sapiens 



<400> 1656 



Val 


Arg 


Trp 


Asn Ser Cys Val Asn 


1 






5 


Ala 


Ser 


Leu 


Ser Thr Ser Leu Gly 








20 


lie 


Gly 


Lys 


Trp Leu Ser Cys Ser 






35 


40 


Ala 


Val 


Leu 


lie lie Thr Phe Cys 




50 




55 


Ala 


Leu 


Thr 


Lys Gly Ala Leu Trp 


65 






70 


Ala 


Leu 


Leu 


Cys Ala Glu Val Thr 








85 


Ser 


Lys 


Thr 


Lys Leu Ser Phe Lys 



100 



Cys Ser Cys Ala Phe Gly Asn Gly 

10 15 
Glu Ser Ser Gly Cys Leu Trp Glu 

25 30 
Leu Leu Ser Phe Pro Ser Pro Leu 
45 

He Val Thr Val Leu Gly Arg Glu 
60 

Ala Val Phe Leu Leu Ala Gly Ser 
75 80 
Gly Val He Trp Arg Gin Pro Glu 

90 95 
Val Ser Ser Ser Ala 
105 109 



<210> 1657 
<211> 136 
<212> PRT 

<213> Homo sapiens 



<400> 1657 



Asn 


Tyr 


Leu 


Cys He 


Ala Lys Asn 


1 






5 




Thr 


Arg 


Leu 


Val Val 


Gin Val Pro 








20 




Asp 


Leu 


Ser 


Thr Thr 


Glu Gly Ser 






35 




40 


Arg 


Gly 


Ser 


Pro Glu 


Pro Asn He 




50 






55 


Val 


Ser 


Gly 


Ala Glu 


Gly Lys Phe 


65 








70 


Leu 


Val 


Lys 


Asn Leu 


Glu Gly Gin 








85 




Ala 


Glu 


Asn 


Ala Val 


Gly Arg Ala 








100 




Leu 


Val 


Leu 


Pro Val 


Phe Thr Thr 






115 




120 


Leu 


Gly 


Asp 


Arg Leu 


Trp Leu Arg 




130 






135 136 



Ser Ala Gly Ser Ala Met Gly Lys 

10 15 
Pro Val He Glu Asn Gly Leu Pro 

25 30 
His Ala Phe Leu Pro Cys Lys Ala 
45 

Thr Trp Asp Lys Asp Gly Gin Pro 
60 

Thr He Gin Pro Ser Gly Glu Leu 
75 80 
Asp Ala Gly Thr Tyr Thr Cys Thr 

90 95 
Arg Arg Arg Val His Leu Thr He 
105 110 
Leu Pro Gly Asp Arg Ser Leu Arg 
125 



<210> 1658 
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<211> 135 
<212> PRT 

<213> Homo sapiens 



<400> 1658 

Pro Thr Arg Pro Pro Arg Val Arg Phe Asp Asn Glu Phe Asp Ala Glu 

1 5 10 is 

Ser Gin Arg Lys Arg Thr Thr ser Val Ser Lys Met Glu Arg Met Asp 

20 25 30 

Ser Ser Leu Pro Glu Glu Glu Glu Asp Glu Asp Lys Glu Ala He Asn 

35 40 45 

Gly Ser Gly Asn Ala Glu Asn Arg Glu Arg His Ser Glu Ser Ser Asp 

50 55 60 

Trp Met Lys Thr Val Pro Ser Tyr Asn Gin Thr Asn Ser Ser Met Asp 
65 70 75 80 

Phe Arg Asn Tyr Met Met Arg Asp Glu Thr Leu Glu Pro Leu Pro Lys 

85 90 95 

Asn Trp Glu Met Ala Tyr Thr Asp Thr Gly Met He Tyr Phe He Asp 

100 105 no 

His Asn Thr Lys Thr Thr Thr Trp Leu Asp Pro Arg Leu Cys Lys Lys 

115 120 125 

Ala Lys Ala Pro Glu Asp Cys 
130 135 



<210> 1659 
<211> 59 
<212> PRT 

<213> Homo sapiens 



<400> 1659 

Gin Asp Phe Leu Thr Leu Thr Leu Thr Glu Pro Thr Gly Leu Leu Tyr 

1 5 io 15 

Val Gly Ala Arg Glu Ala Leu Phe Ala Phe Ser Met Glu Ala Leu Glu 

20 25 30 

Leu Gin Gly Ala Val Arg Gly Gly Ala Val Gly Gly Ser Arg Ala Cys 

35 40 45 

Gin Arg Ala Arg Pro Arg Gly Ala Val Leu Gly 
50 55 59 



<210> 1660 

<211> 139 

<212> PRT 

<213> Homo sapiens 



<400> 1660 

Gin Asp Met Met Glu Arg Ala He He Asp Thr Phe Val 

15 io 
Val Val Glu Pro Gly Ser Tyr Val Gin Met Phe Pro Tyr 

20 25 
Thr Arg Asp Asp Phe Leu Phe Val He Glu His Met Met 
35 40 45 

Met Val He Ser Trp Val Tyr Ser Val Ala Met Thr He 

50 55 60 

Val Ala Glu Lys Glu His Arg Leu Lys Glu Val Met Lys 

65 70 75 

Leu Asn Asn Ala Val His Trp Val Ala Trp Phe He Thr 
85 90 



Gly His Asp 
15 

Pro Cys Tyr 
30 

Pro Leu Cys 

Gin His He 

Thr Met Gly 
80 

Gly Phe Val 
95 
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Gin 


Leu Ser lie 


Ser Val 


Thr 


Ala 


Leu 


Thr Ala He lieu 


Lys 


Tyr Gly 




100 








105 




110 




Gin 


Val Leu Met 


His Ser 


His 


Val 


Val 


lie He Trp Leu 


Phe 


Leu Ala 




115 






120 




125 






Val 


Tyr Ala Val 


Ala Thr 


He 


Met 


Phe 


Cys Phe 








130 




135 






13S 







<210> 1661 

<211> 154 

<212> PRT 

<213> Homo sapiens 



<400> 1661 



Met 


Lys 


Pro 


Gin 


Met 


Pro 


Gly 


Leu 


1 








5 








Gly 


Arg 


Gly 


Arg 
20 


Ala 


Gly 


Val 


Pro 


Val 


Pro 


His 
35 


Leu 


Leu 


Pro 


Phe 


Ser 
40 


Lys 


Ala 
50 


Gin 


Lys 


Pro 


Gly 


Ala 
55 


Gly 


Gly 


Leu 


Arg 


Gly 


Thr 


Leu 


Lys 


Pro 


65 










70 






Asn 


Gly 


Pro 


Trp 


Pro 
85 


Gly 


Pro 


Cys 


Leu 


Pro 


Arg 


Leu 
100 


Pro 


Thr 


Pro 


Gly 


Trp 


Gly 


Leu 
115 


Lys 


Ser 


Gin 


Pro 


Pro 
120 


Pro 


Gly 
130 


His 


Gin 


Pro 


Pro 


Asn 
135 


Gly 


Phe 


Asn 


Gly 


Gly 


Leu 


Glu 


Pro 


Gin 


145 










150 







Gly 


Ala Pro Asn Gly 


Tyr 


Gly Pro 




10 




15 


Gly 


Gly Pro Glu Arg 


Arg 


Pro Trp 


25 




30 




Ser 


Pro Gly Tyr Leu 


Gly 


Val Met 




45 






Glu 


Gly Met Lys Pro 


Gin 


Lys Pro 




60 






Gin 


Lys Ser Gly His 


Gly 


His Glu 




75 




80 


Asn 


Ala Arg Val Ala 


Pro 


Met Leu 




90 




95 


Val 


Pro Ser Asp Lys 


Glu 


Gly Gly 


105 




110 




Ser 


Ala Val Gin Asn 


Gly 


Lys Leu 




125 






Tyr 


Gly Pro Gly Ala 


Glu 


Pro Gly 




140 






Lys 


He 







154 



<210> 1662 

<211> 134 

<212> PRT 

<213> Homo sapiens 



<400> 1662 

Trp Leu Ala Gin Glu Trp Ser Pro Cys Thr Val Thr Cys Gly Gin Gly 

15 10 15 

Leu Arg Tyr Arg Val Val Leu Cys He Asp His Arg Gly Met His Thr 

20 25 30 

Gly Gly Cys Ser Pro Lys Thr Lys Pro His He Lys Glu Glu Cys He 

35 40 45 

Val Pro Thr Pro Cys Tyr Lys Pro Lys Glu Lys Leu Pro Val Glu Ala 

50 55 60 

Lys Leu Pro Trp Phe Lys Gin Ala Gin Glu Leu Glu Glu Gly Ala Ala 
65 70 75 80 

Val Ser Glu Glu Pro Ser Phe He Pro Glu Ala Trp Ser Ala Cys Thr 

85 90 95 

Val Thr Cys Gly Val Gly Thr Gin Val Arg He Val Arg Cys Gin Val 

100 105 110 

Leu Leu Ser Phe Ser Gin Ser Val Ala Asp Leu Pro He Asp Glu Cys 

115 120 125 

Glu Gly Pro Lys Pro Ala 
130 134 
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<210> 1663 

<211> 143 

<212> PRT 

<213> Homo sapiens 



<400> 1663 



Val 


Val 


Ala 


Asp Asn 


Cys Arg Gin 


1 






5 




Leu 


Glu 


Arg 


Arg Gly 


Leu Thr Lys 








20 




Ser 


Lys 


Glu 


Pro Pro 


Ala Pro Ala 






35 




40 


Asp 


Gin 


Arg 


Arg Lys 


Gly Gly Leu 




50 






55 


Val 


Gin 


Val 


Lys Asp 


Val Pro Asn 


65 








70 


Glu 


Ala 


Ala 


Leu Lys 


Lys Ala Cys 








85 




Arg 


Phe 


Trp 


His Ser 


Gly Pro Gly 








100 




Pro 


Cys 


Thr 


Leu Pro 


Plie Glu Tyr 






115 




120 


Val 


Val 


Trp 


Leu Pro 


Asp Val Pro 




130 






135 



Gly Tyr Leu Asp 


Ala 


Leu Arg Phe 


10 




15 


Glu Pro Val Leu 


Trp 


Thr Leu Val 


25 




30 


Asp Gly Asn Trp 


Asp 


Ala Gly Cys 




45 




Ser Leu Asn Trp 


Lys 


Val Pro His 


60 






Phe Glu Gin Leu 


Ser 


Pro Glu Leu 


75 




80 


Thr Arg Asp Pro 


Ser 


Arg Trp Ala 


90 




95 


Gin Val Leu Thr 


Tyr 


Leu Leu Leu 


105 




110 


lie Tyr Phe Arg 


ser 


Arg Arg Leu 


Ala Asp Leu' Trp 


125 




Trp 


Met Gin 



140 143 



<210> 1664 

<211> 130 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (130) 

<223> Xaa = any amino acid or nothing 



<400> 1664 



lieu 


Asp 


Xaa 


Ser His 


Asn Ala Leu 


1 






5 




Ala 


Pro 


Leu 


Phe Gin 


Leu Arg Ala 








20 




Asp 


Ala 


Leu 


Gly Arg 


Gly Val Phe 






35 




40 


Leu 


Asp 


Leu 


Ser Ser 


Asn Thr Leu 




50 






55 


Asp 


Gly 


Leu 


Gly Ala 


Leu Glu Lys 


65 








70 


Val 


His 


Leu 


Asp Glu 


His Ala Phe 








85 




Leu 


Tyr 


Leu 


Gly Cys 


Asn Glu Leu 








100 




His 


Gly 


Leu 


Ser Ala 


Thr His Leu 






115 




120 


Arg 


Met 










130 









Gin 


Arg 


Leu Arg 


Pro 


Gly Trp Leu 




10 






15 


Leu 


His 


Leu Asp 


His 


Asn Glu Leu 


25 








30 


val 


Asn 


Ala Ser 


Gly 


Leu Arg Leu 








45 




Arg 


Ala 


Leu Gly 


Arg 


His Asp Leu 






60 






Leu 


Leu 


Leu Phe 


Asn 


Asn Arg Leu 






75 




BO 


His 


Gly 


Leu Arg 


Ala 


Leu Ser His 




90 






95 


Ala 


Ser 


Phe Ser 


Phe 


Asp His Leu 


105 








110 


Leu 


Thr 


Leu Asp 


Leu 


Ser Ser Asn 






125 





<210> 1665 



831 



WO 01/57188 



<211> 175 
<212> PRT 

<213> Homo sapiens 



<400> 1665 



lie 


Thr 


Val 


Ser 


Thr 


His 


Ala 


Ser 


Gly 


1 








5 










Gin 


Ser 


Gly 


Trp 


Leu 


Trp 


Val 


Arg 


Ala 








20 










25 


Glu 


Leu 


Tyr 


He 


Leu 


Lys 


Val 


Met 


Ala 






35 










40 




Leu 


Gly 


Gin 


Gin 


Thr 


Gly 


Thr 


Ala 


Thr 




50 










55 






Gin 


Asn 


Glu 


His 


Ser 


Pro 


Ara 


Leu 


Ser 


65 










70 








Val 


Ala 


•Glu 


Asn 


Gin 


Pro 


Pro 


Gly 


Thr 










85 










Thr 


Asp 


Arg 


Asp 


Ser 


Gly 


Pro 


Asn 


Gly 








100 










105 


Gin 


Leu 


Ser 


Glu 


Asp 


Ser 


Lys 


Ala 


Phe 






115 










120 




Glu 


Val 


Thr 


Thr 


Leu 


Gin 


Thr 


Leu 


Asp 




130 










135 






Gin 


Leu 


Leu 


Val 


Gin 


val 


Gin 


Asp 


Gly 


145 










150 








Thr 


Gly 


Thr 


Val 


His 


Val 


Ala 


Val 


Leu 










165 












<210> 1666 














<211> 133 














<212> PRT 














<213> Homo 


sapiens 










<400> 1666 












Glu 


Leu 


Val 


Val 


Glu 


Leu 


Val 


Ser 


Ala 


1 








5 










Asn 


Thr 


Tyr 


GlU 


val 


Gin 


Val 


Val 


Thr 








20 










25 


Thr 


Asp 


Ala 


Asn 


val 


Tyr 


Leu 


Thr 


He 






35 










40 




Thr 


Gly 


Glu 


Arg 


Pro 


Leu 


Lys 


Lys 


Ser 




50 










55 






Gin 


Gly 


Gin 


Thr 


Asp 


Thr 


Phe 


Thr 


He 


65 










70 








Leu 


Thr 


Lys 


He 


Arg 


He 


Arg 


His 


Asp 










85 










Trp 


Phe 


Leu 


Asp 


Arg 


lie 


Asp 


He 


Thr 








100 










105 


Tyr 


Tyr 


Phe 


Pro 


Cys 


Gin 


Arg 


Trp 


Leu 






115 










120 




Gin 


Leu 


Ser 


Arg 


Glu 












130 






133 











<210> 1667 

<211> 146 

<212> PRT 

<213> Homo sapiens 



PCT/US01/03800 



Ser 


Pro 


Phe 


Gly 


Leu 


Glu 


Pro 


10 










15 




Ala 


Leu 


Asp 


Arg 


Glu 


Ala 


Gin 










30 






Val 


Ser 


Gly 


Ser 


Lys 


Ala 


Glu 








45 








Val 


Arg 


Val 


Ser 


He 


Leu 


Asn 






60 










Glu 


Asp 


Pro 


Thr 


Phe 


Leu 


Ala 




75 










80 


Ser 


Val 


Gly 


Arg 


Val 


Phe 


Ala 


90 










95 




Arg 


Leu 


Thr 


Tyr 


Ser 


Leu 


Gin 










110 






Arg 


He. 


His 


Pro 


Gin 


Thr 


Gly 








125 








Arg 


Glu 


Gin 


Gin 


Ser 


Ser 


Tyr 






140 










Gly 


Ser 


Pro 


Pro 


Arg 


Ser 


Thr 




155 










160 


Asp 


Leu 


Asn 


Asp 


Asn 


Thr 




170 










175 




Gly 


Lys 


Ser 


Gly 


Pro *Glu 


Arg 


10 










15 




Gly 


Asn 


Val 


Pro 


Lys 


Ala 


Gly 










30 






Tyr 


Gly 


Glu 


Glu 


Tyr 


Gly 


Asp 








45 








Asp 


Lys 


Ser 


Asn 


Lys 


Phe 


Glu 






60 










Tyr 


Ala 


He 


Asp 


Leu 


Gly 


Ala 




75 










80 


Asn 


Thr 


Gly 


Asn 


Arg 


Ala 


Gly 


90 










95 




Asp 


Met 


Asn 


Asn 


Glu 


He 


Thr 










110 






Ala 


Val 


Glu 


Glu 


Asp 


Asp 


Giy 








125 
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<400> 1667 




Val Leu 


Asu 


Cys Glu 


Gly Arg Pro 


1 




c 




TV aT\ nil v 




Hill \7aT 
oJ.U val 


Leu Tyr Leu 






20 






JtrXU 


lyX Val 


iteu Ab^ ir£<J 




35 




40 


Hen Tl 


VJl u 


izrp wet 


uin vai Asn 


50 








Asn Val 


Phe 


Leu Ser 


Tyr Gin Asp 


65 






70 


Pro His 


Leu 


Gin His 


Arg Val Arg 






85 




Tyr Asp 


Ala 


Ser lie 


Asn Leu Met 






100 




Thr Tyr 


Glu 


Cys Arg 


Val Lys Lys 




115 




120 


lie Val 


Thr 


Val Gin 


Ala Arg Pro 


130 






135 



Gly Gin 
145 146 



Thr Arg Pro Val Arg lie Asn Gly 

10 15 
Ala Glu Ser Asp Asn Val Arg Leu 

25 30 
Asp Asp Tyr Gly Pro Asn Gly Leu 
45 

Ser Asn Pro Ala His His Arg Glu 
60 

Lys Arg lie Asn His Gly Ser Leu 
75 80 
Phe Ala Ala Ser Asp Pro Ser Gin 

90 95 
Asn Leu Gin Val Ser Asp Thr Ala 
105 110 
Thr Thr Met Ala Thr Arg Lys Val 
125 

Ala Val Pro Met Cys Trp Thr Glu 
140 



<210> 1668 

<211> 98 

<212> PRT 

<213> Homo sapiens 



<400> 1668 

Leu Pro Glu Lys Glu Phe Pro lie He Arg Lys Ser Ser Ser Leu Lys 

15 10 15 

Val Thr Lys Cys Leu Phe Thr Glu Gin Pro Lys Pro lie He He Leu 

20 25 30 

Arg Phe Ala Glu Asn Tyr Asp Ala Arg Leu Leu Arg He Asp He Ala 

35 40 45 

Asn Thr Leu Arg Glu Gin Val Gin Glu Leu Phe Asn Lys Thr Tyr Gly 

50 55 60 

Lys Gin Arg Arg Thr Pro Gly Glu Gly His Val Ala Ala Val Asp Arg 
65 70 75 ~ 80 

Glu Val Ala Gly Phe Pro Val Pro Ala Glu Gly He Ser Gly Glu Thr 
85 90 95 

lie His 
98 



<210> 1669 

<211> 110 

<212> PRT 

<213> Homo sapiens 



<400> 1669 

Gly Phe Phe Ala Tyr Thr Tyr Gly Arg Leu Val Val Val Glu Asp Leu 

15 10 15 

His Ser Gly Ala Gin Gin His Trp Ser Gly His Ser Ala Glu He Ser 

20 25 30 

Thr Leu Ala Leu Ser His Ser Ala Gin Val Leu Ala Ser Ala Ser Gly 

35 40 45 

Arg Ser Ser Thr Thr Ala His Cys Gin He Arg Val Trp Asp Val Ser 
50 55 60 
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Gly 


Gly Leu Cys 


Gin 


His Leu 


He Phe Pro His 


Ser Thr Thr 


Val Leu 


65 






70 


75 




80 


Ala 


Leu Ala Phe 


Ser 


Pro Asp 


Asp Arg Leu Leu 


Val Thr Leu 


Gly Asp 






85 




90 




95 


His 


Asp Gly Arg 


Thr 


Leu Ala 


Leu Trp Gly Thr 


Gly His Leu 






100 






105 


-110 





<210> 1670 

<211> 124 

<212> PRT 

<213> Homo sapiens 





<400> 1670 














lie 


Asp 


Glu 


Ser 


Thr 


Gly Leu 


He He Thr 


Val 


Asn Tyr Leu 


Asp Tyr 


l 








5 




10 






15 


Glu 


Thr 


Lys 


Thr 


Ser 


Tyr Met 


Met Asn Val 


Ser 


Ala Thr Asp 


Gin Ala 








20 






25 




30 




Pro 


Pro 


Phe 


Asn 


Gin 


Gly Phe 


Cys Ser Val Tyr 


He Thr Leu 


Leu Asn 






35 








40 




45 




Glu 


Leu 


Asp 


Glu 


Ala 


Val Gin 


Phe Ser Asn 


Ala 


Ser Tyr Glu 


Ala Ala 




50 








55 






60 




lie 


Leu 


Glu 


Asn 


Leu 


Ala Leu 


Gly Thr Glu 


He 


val Arg Val 


Gin Ala 


65 










70 




75 




80 


Tyr 


Ser 


He 


Asp 


Asn 


Leu Asn 


Gin He Thr 


Tyr 


Arg Phe Asp 


Ala Tyr 










85 




90 






95 


Thr 


Ser 


Thr 


Gin 


Ala 


Lys Ala 


Leu Phe Lys 


He 


Asp Ala He 


Thr Val 








100 






105 




110 




Arg 


Gly 


Trp 


Gly 


Gin 


Gly Ala 


Pro Phe Phe 


Pro 


He 








115 








120 




124 





<210> 1671 

<211> 126 

<212> PRT 

<213> Homo sapiens 

<22l> misc_feature 
<222> (1) .7. (126) 

<223> Xaa = any amino acid or nothing 





<400> 1671 
















Arg 


He 


Pro 


Arg 


Gly 


Lys 


Ala 


Cys Xaa Thr 


Val 


Leu Gly Arg 


Ser Thr 


1 








5 






10 






15 


Gly 


Glu 


Leu 


Glu 


Gly 


Phe 


Ala 


Ser Ser Arg 


Leu 


Pro Pro Gin 


Pro Cys 








20 








25 




30 




Gly 


Trp 


Gly 


Gin 


Ser 


Ser 


Asp 


Leu Leu Ser 


Arg 


He Asp Leu 


Asp Glu 






35 










40 




45 




Leu 


Met 


Lys 


Lys 


Asp 


Glu 


Pro 


Pro Leu Asp 


Phe 


Pro Asp Thr 


Leu Glu 




50 










55 






60 




Gly 


Phe 


Glu 


Tyr 


Ala 


Phe 


Asn 


Glu Lys Gly 


Gin 


Leu Arg His 


He Lys 


65 










70 






75 




80 


Thr 


Gly 


Glu 


Pro 


Phe 


Val 


Phe 


Asn Tyr Arg 


Glu 


His Leu His 


Arg Trp 










85 






90 






95 


Asn 


Gin 


Lys 


Arg 


Tyr 


Glu 


Ala 


Leu Gly Glu 


He 


He Thr Lys 


Tyr Val 








100 








105 




110 




Tyr 


Glu 


Leu 


Leu 


Glu 


Lys 


Asp 


Cys Asn Ser 


Lys 


Lys Val Ser 








115 










120 




125 126 
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<210> 1672 
<211> 85 
<212> PRT 

<213> Homo sapiens 



<400> 1672 

Glu Arg Val Arg Asn Ser Leu Phe Pro Gly Arg Gly Asp Ser Gin Cys 

1 5 10 - 15 

Ala Cys Cys Pro Ser Ser Pro Val Trp Val Phe Leu Glu Ihr Gly Phe 

20 25 30 

Leu Phe Pro Trp Leu Phe Leu Gin Val. Glu Val He Lys Lys Ala Tyr 

35 40 45 

Met Gin Gly Glu Val Glu Phe Glu Asp Gly Glu Asn Gly Lye Asp Gly 

50 55 60 

Ala Ala Ser Pro Arg Asn Val Gly His Asn He Tyr lie Leu Ala His 
65 70 75 * 80 

Gin Leu Ala Arg His 
85 



<210> 1673 
<211> 75 
<212> PRT 

<213> Homo sapiens 



<400> 1673 
Lys Glu Leu Leu Phe Tyr His Leu 

1 5 
Asn Thr Arg Tyr Ala Lys He His 
20 

Glu His Gin Pro Thr Thr Trp Val 
35 40 
Leu Val Cys Thr Phe Pro Ala Gly 

50 55 
Asn Asp Glu Arg Val Phe Gly Lys 
65 70 



He Val Asn Asn He Asn Phe Phe 

10 15 
He Pro He He Ala Ser Val Ser 

25 30 
Ser Phe Phe Phe Asp Leu His He 
45 

Leu Trp Phe Cys He Lys Asn He 
60 

Arg Gly Phe 
75 



<210> 1674 

<211> 91 

<212> PRT 

<213> Homo sapiens 



<400> 1674 

Leu Cys Tyr Phe Ser Ala Arg Tyr His Gin Arg Lys He Phe Gly He 

1 5 io 15 

Leu Tyr He Phe Thr Leu Ser Ala He Asn Arg Lys Glu Pro Asn Leu 

20 25 30 

Phe He Tyr Leu Phe He Phe Phe Glu Met Glu Ser His Ser Val Thr 

35 40 45 

His Ala Gly Val Gin Arg His Asn Leu Asn Ser Leu Gin Pro Leu Pro 

50 55 50 

Pro Gly Phe Lys Arg Phe Ser Cys Leu Cys Phe Leu Ser Ser Trp Asn 
65 70 75 80 

Tyr Arg Gly Ala Pro Pro Gly Pro Ala Asn Phe 
85 so 91 



835 
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<210> 1675 
<211> 51 
<212> PRT 

<213> Homo sapiens 



<400> 1675 

Asn Asp Phe Leu Pro Leu Tyr Phe Gly Trp Val Leu Thr Lys Lys Ser 

IS 10 15 

Ser Glu Thr Leu Arg Lys Ala Gly Gin Val Phe Leu Glu Glu Leu Gly 

20 25 30 

Asn His Lys Ala Phe Lys Lys Glu Leu Arg Gin Cys Arg Trp Gin Val 

35 40 45 

Gly Ala Leu 
50 51 



<210> 1676 
<211> 45 
<212> PRT 

<213> Homo sapiens 



<400> 1676 

Lys Met Val Arg Gly Ser Lys Lys Leu He ser Phe Phe Pro Gly Gly 

1 5 10 15 

Pro Tyr Gly He Leu Ala Gly Arg Asp Pro Ser Lys Gly Leu Ala Thr 

20 25 30 

Phe Cys Leu Asn Lys Glu Ala Leu Lys Asp Glu Phe Glu 
35 40 45 



<210> 1677 
<211> 128 
<212> PRT 

<213> Homo sapiens 



<400> 1677 



Leu 


Thr 


Leu Glu Phe Leu Leu Leu 


1 




5 


Gly 


Lys 


Arg Leu Ala Cys Cys He 






20 


Gly 


Phe 


Tyr Gly Leu Tyr Asp Lys 






35 40 


Thr 


Ser 


Ala Asn Leu Leu Gin Leu 




50 


55 


Glu 


Gly 


Asp Leu Val Glu Val. Val 


65 




70 


Asp 


Phe 


Gin He Arg Pro His Ala 






85 


Pro 


Ala 


Phe Cys Asp His Cys Gly 






100 


Gin 


Gly 


Leu Lys Cys Asp Gly Cys 



115 120 



Pro Ala Ala Ser Glu Leu Ala His 

10 15 
Val Asp His Lys Leu Pro Glu Cys 

25 30 
He Leu Leu Phe Lys His Asp Pro 
45 

Val Arg Ser Ser Gly Asp He Gin 
60 

Leu Ser Ala Ser Ala Thr Phe Glu 
75 80 
Leu Thr Val His Ser Tyr Arg Ala 

90 95 
Glu Met Leu Phe Gly Leu Val Arg 
105 110 
Gly Leu Asn Tyr His Lys Arg Cys 
125 128 



<210> 1678 



836 
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<211> 185 
<212> PRT 
<213> Homo sapiens 



<400> 1678 

He Thr Arg Pro Thr He Ser Cys Gin Arg Pro Gly Pro Gly Leu Ala 

15 10 15 

Ala Gly Met Leu Pro Tyr Thr Val Asn Phe Lys Val Ser Ala Arg Thr 

20 25 30 

Leu Thr Gly Ala Leu Asn Ala His Asn Lys Ala Ala Val Asp Trp Gly 

35 40 45 

Trp Gin Gly Leu He Ala Tyr Gly Cys His Ser Leu Val Val Val He 

50 55 60 

Asp Ser He Thr Ala Gin Thr Leu Gin Val Leu Glu Lys His Lys Ala 
65 70 75 80 

Asp Val Val Lys Val Lys Trp Ala Arg Glu Asn Tyr His His Asn He 

85 90 95 

Gly Ser Pro Tyr Cys Leu Arg Leu Ala Ser Ala Asp Val Asn Gly Lys 

100 105 110 

He He Val Trp Asp Val Ala Ala Gly Val Ala Gin Cys Glu He Gin 

115 120 125 

Glu His Ala Lys Pro He Gin Asp Val Gin Trp Leu Trp Asn Gin Asp 

130 135 140 

Ala Ser Arg Asp Leu Leu Leu Ala He His Pro Pro Asn Tyr He Val 
145 150 155 160 

Leu Trp Asn Ala Asp Thr Gly Thr Lys Leu Trp Lys Lys Ser Tyr Ala 

165 170 ~ * 175 

Asp Asn He Leu Ser Phe Ser Phe Asp 
180 185 



<210> 1679 
<211> 217 
<212> PRT 

«c213> Homo sapiens 



<400> 1679 

Ser Val Asn Leu Pro Pro Ser Leu Trp Pro Trp Glu Glu Ala Met Asp 

1 5 10 15 

Ser Thr Lys Ser Glu Pro Leu Lys Gly Ser Pro Glu Ala Glu Asp Gly 

20 25 30 

Asn He Glu Tyr Lys Lys Leu Val Asn Pro Ser Gin Tyr Arg Phe Glu 

35 40 45 

His Leu Val Thr Gin Met Lys Trp Arg Leu Gin Glu Gly Arg Gly Glu 

50 55 60 

Ala Val Tyr Gin He Gly Val Glu Asp Asn Gly Leu Leu Val Gly Leu 
65 70 75 * 80 

Ala Glu Glu Glu Met Arg Ala Ser Leu Lys Thr Leu His Arg Met Ala 

85 90 ~ 95 

Glu Lys Val Gly Ala Asp He Thr val Leu Arg Glu Arg Glu val Asp 

100 105 110 

Tyr Asp Ser Asp Met Pro Arg Lys He Thr Glu Val Leu Val Arg Lys 

115 120 125 

Val Pro Asp Asn Gin Gin Phe Leu Asp Leu Arg Val Ala Val Leu Gly 

130 135 140 

Asn Val Asp Ser Gly Lys Ser Thr Leu Leu Gly Val Leu Thr Gin Gly 
145 150 155 160 

Glu Leu Asp Asn Gly Arg Gly Arg Ala Arg Leu Asn Leu Phe Arg His 

165 170 175 

Leu His Glu He Gin Ser Gly Arg Thr Ser Ser He Ser Phe Glu He 
180 185 190 



837 
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Leu 


Gly Phe Asn 


Ser Lys 


Gly 


Glu 


Val 






195 










200 




Trp 


Gly Gin Thr 


Leu Arg 


Met 


Gly 


Trp 




210 










215 




217 




<210> 1680 














<211> 131 














<212> PRT 














<213> Homo 


sapiens 










<400> 1680 












Leu 


Cys 


Ser 


Thr 


Leu 


Leu 


Leu 


Leu 


Thr 


1 








5 










Gin 


lie 


Thr 


Leu 


Lys 


Glu 


Ser 


Gly 


Pro 








20 










25 


Thr 


Leu 


Thr 


Leu 


Thr 


Cys 


Thr 


Phe 


Ser 






35 










40 




Gly 


Val 


Gly 


Val 


Ala 


Trp 


He 


Arg 


Gin 




50 










55 






Trp 


Leu 


Ala 


Leu 


lie 


Tyr 


Trp 


Asp 


Asp 


65 










70 








Leu 


Asn 


Asp 


Arg 


Leu 


Thr 


He 


Ala 


Lys 










85 










val 


Leu 


Thr 


Met 


Thr 


Asn 


Met 


Gly 


Pro 








100 










105 


Cys 


Ala 


Gin 


Phe 


Ala 


Arg 


Gly 


Ala 


Arg 






115 










120 




Trp 


Gly 


Gin 
















13 0 


131 
















<210> 1681 














<211> 501 














<212> PRT 














<213> Homo 


sapiens 










<400> 1681 












Ala 


Gly 


lie 


Arg 


His Glu 


Ala 


Pro 


Pro 


1 








5 










Arg 


Gin 


lie 


Asp 


Arg 


Gly 


Val 


Thr 


His 








20 










25 


Met 


Pro 


Arg 


Gly 


lie 


Ala 


He 


Asp 


Trp 






35 










40 




Thr 


Asp 


Ser 


Gly 


Arg 


Asp 


Val 


He 


Glu 




50 










55 






Asn 


Arg 


Lys 


Thr 


Leu 


He 


Ser 


Gly 


Met 


65 










70 








Val 


Val 


Asp 


Pro 


Leu 


Arg 


Gly 


Thr 


Met 










85 










His 


Pro 


Lys 


lie 


Glu 


Thr 


Ala 


Ala 


Met 








100 










105 


Leu 


Val 


Gin 


Asp 


Asn 


He 


Gin 


Trp 


Pro 






115 










120 




His 


Asn 


Glu 


Arg 


Leu 


Tyr 


Trp 


Ala 


Asp 




130 










135 






Ser 


lie 


Arg 


Leu 


Asn 


Gly 


Thr 


Asp 


Pro 


145 










150 








Arg 


Gly 


Leu 


Ser 


His 


Pro 


Phe 


Ser 


lie 



165 
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His Gly He Asn Gly Thr Gin 
205 



He Pro Ser Trp 


Val 


Leu 


Ser 


10 




15 




Thr Leu Met Lys 


Pro 


Thr 


Glu 




30 






Gly Phe Ser Leu 


Asn 


Thr 


Ser 


45 








Pro Pro Gly Lys 


Ala 


Leu 


Glu 


60 








Asp Lys Arg Tyr 
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Tyr Gly Val Thr Tyr lie Asn Asn Arg Val Phe Lys lie His Lys Phe 
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Gly His Ser Pro Leu Val Asn Leu Thr Gly Gly Leu Ser His Ala Ser 
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Asp Val Val Leu Tyr His Gin His Lys Gin Pro Glu Val Thr Asn Pro 

210 215 220 

Cys Asp Arg Lys Lys Cys Glu Trp Leu Cys Leu Leu Ser Pro Ser Gly 
225 230 235 240 

Pro Val Cys Thr Cys Pro Asn Gly Lys Arg Leu Asp Asn Gly Thr Cys 

245 250 255 

Val Pro Val Pro Ser Pro Thr Pro Pro Pro Asp Ala Pro Arg Pro Gly 
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Ala Val Asp Glu Glu Val Gly Asp Tyr Phe Pro Glu Phe Leu Asp Met 
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Leu Glu Glu Ser Pro Phe Leu Lys Met Thr Leu Pro Trp Gly Thr Leu 
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Ser Ser Leu Arg Leu Gin Cys Arg Ser Gin Ser Asp Asp Gly Pro He 
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Met Trp Val Arg Pro Gly Glu Gin Met He Pro Thr Ala Asp Met Pro 
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Trp 


155 




160 


Asp Val He Cys Phe His 


Ala 


Glu 


170 


175 




Leu Gin Leu Asp Leu His 


Glu 


Pro 


185 190 






Val Asp Glu Ala Lys Leu 


Asn 


Gin 


205 






Ala Arg lie Gin Leu Cys 


Asp 


Asn 


220 






Val He His Gin' Phe Lys 


Thr 


Val 


235 




240 


VJ-i c T"L<» ZiT-er T.f»n TiVR f5l n 




His 


250 


255 




Thr Glu Ser Asn Ser Asn 


Met 


Asp 


265 270 






Leu Glu Val Asp Ser Gin 


Cys 


Val 


285 






&1a fVfl TVit" fll in T T nln 

ftJ-O V*JfO 1U1 VJ J- L*. 4,J»C VJXU 


JJCU 


JJCU 


300 






Pro Ala Ser Glu 
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360 






Ala Leu Leu Asp 


Ala 


Ala 


375 




380 


Leu Ser Ser Pro 


Asp 


Asn 




395 




Ser Thr Pro Leu 


His 


Leu 



410 



Phe Gin Asn Gin 


Leu 


Phe 


10 






Thr Ser Glu His 


Asn 


Tyr 


25 






Arg Asp Ser Glu 


Glu 


Glu 


40 






Asp Gly He He 


Leu 


Ser 


55 




60 


Phe Leu Arg Ser 


Ala 


Thr 




75 




Gly Glu Arg Leu 


Asp 


Met 


90 






Phe Asp Met Val 


Cys 


Thr 


105 






Leu Tyr Leu Gly 


Ser 


Lys 


120 






Gly Tyr Cys Asp 


Ala 


Met 


135 




140 


Asn Pro Arg Ala 


He 


Ser 




155 




Asp Ala Leu Ser 


Ala 


Asn 



170 



PCTAJS01/03800 



He 


Ser 


Leu 


Gin 




190 






Gin 


Gin 


Leu 


Leu 


205 








Arg 


Gin 


Leu 


Leu 


Lys 


Leu 


Cys 


Thr 








240 


Gin 


Ser 


Thr 


Pro 






255 




Val 


GlU 


Tyr 


Leu 




270 






Gly 


Gly 


Leu 


Val 


285 








Val 


Ala 


Glu 


Leu 


Leu 


Trp 


Lys 


Pne 








320 


Glu 


He 


Cys 


Lys 






335 




Asn 


Arg 


Asp 


Gly 




350 






Asp 


He 


Gin 


Asp 


365 








Lye 


Lys 


Gly 


Cys 


Val 


Asn 


Cys 


Arg 








400 


Ala 


Gly 


Lys 








415 




Ala 


Asp 


He 


Leu 






15 




Gin 


Thr 


Leu 


He 




30 






Ser 


Val 


He 


Asn 


45 








Glu 


Lys 


Tyr 


His 


He 


Pro 


Val 


Val 








80 


Glu 


Val 


Gly 


Phe 






95 




Met 


Leu 


Glu 


Lys 




110 






Asp 


Asp 


Thr 


Arg 


125 








Met 


Leu 


His 


Asn 


Ser 


He 


His 


Leu 








160 


Pro 


Asp 


Leu 


Asp 






175 
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<21D> 1692 
<211> 153 
<212> PRT 

<213> Homo sapiens 



<400> 1692 

Arg lie Asn Arg Cys Arg Lys Pro Ser Asp Ala Asp lie Leu Val Pro 

15 10 15 

Gly Asp Thr He Ser Leu lie Gly Thr Thr Ser Leu Arg He Asp Tyr 

20 25 30 

Asn Glu He Asp Asp Asn Arg Val Thr Ala Glu Glu Val Asp He Leu 

35 40 45 

Leu Arg Glu Gly Glu Lys Leu Ala Pro Val Met Ala Lys Thr Arg He 

50 55 60 

Leu Arg Ala Tyr Ser Gly Val Arg Pro Leu Val Ala Ser Asp Asp Asp 
65 70 75 80 

Pro Ser Gly Arg Asn Val Ser Arg Gly He Val Leu Leu Asp His Ala 

85 90 95 

Glu Arg Asp Gly Leu Asp Gly Phe He Thr He Thr Gly Gly Lys Leu 

100 105 110 

Met Thr Tyr Arg Leu Met Ala Glu Trp Ala Thr Asp Ala Val Cys Arg 

115 120 125 

Lys Leu Gly Asn Thr Arg Pro Cys Thr Thr Ala Asp Leu Ala Leu Pro 

130 135 140 

Gly Ser Gin Glu Pro Ala Lys Val Pro 
145 150 153 



<210> 1693 

<211> 83 

<212> PRT 

<213> Homo sapiens 



<400> 1693 

Leu Leu He Tyr Leu Ala He Phe Ala Pro Val Ala Met Ser Ala Leu 

1 5 10 15 

Ala Gly Val Lys Ser Val Gin Gin Val Arg He Arg Ala Ala Gin Ser 

20 25 30 

Leu Gly Ala Ser Arg Ala Gin Val Leu Trp Phe Val He Leu Pro Gly 

35 40 45 

Ala Leu Pro Glu He Leu Thr Gly Leu Arg He Gly Leu Gly Val Gly 

50 55 60 

Trp Ser Thr Leu Val Ala Ala Glu Leu He Ala Ala Thr Arg Gly Leu 
65 70 75 80 

Gly Phe Met 
83 



<210> 1694 

<211> 45 

<212> PRT 

<213> Homo sapiens 



<400> 1694 

Leu Tyr Phe Asp Ala Tyr Leu Gin Ser Leu Gin Val Ala Ala He Ser 
15 10 15 
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Thr 


Phe 


Cys 


Cys 


Leu 


Leu 


He 


Gly 








20 










His 


Ser Lys Pro 


Ser 


Thr 


Arg 


Asn 






35 










40 




<210> 1695 












<211> 155 












c212> PRT 












<213> Homo 


sapiens 








<400> 1695 










Leu 


Lys 


He 


Arg 


Gly 


Gin 


Arg 


lie 


1 








5 








Met 


Gin 


Ala 


Leu 


Pro 


Asp 


Val 


Glu 








20 










He 


Asn 


Gin 


Ala 


Ala 


Ala 


Thr 


Gly 






35 










40 


Tyr 


Leu 


Val 


Ser 


Gin 


Ser 


Gly 


Leu 




50 










55 




Ala 


Gin 


Leu 


Arg 


Glu 


Thr 


Leu 


Pro 


65 










70 






Leu 


Gin 


Leu 


Pro 


Gin 


Leu 


Pro 


Leu 










85 








Lys 


Ala 


Leu 


Pro 


Leu 


Pro 


Glu 


Leu 








100 










Pro 


Lys 


Ala 


Gly 


Ser 


Glu 


Thr 


lie 






115 










120 


Leu 


Gly 


Cys 


Asp 


val 


Gin 


Asp 


Ala 




130 










135 




Gly 


His 


Ser 


Leu 


Leu 


Ala 


Met 


Lys 


145 










150 








<210> 1696 












<211> 134 












<212> PRT 












<213> Homo 


sapiens 








<400> 1696 










Gin 


Asn 


He 


Thr 


Ser 


Lys 


Asp 


Leu 


1 








5 








Val 


Pro 


He 


Glu 


Leu 


Glu 


Gin 


Leu 








20 










Glu 


Arg 


He 


Glu 


Asp 


Val 


Phe 


Thr 






35 










40 


He 


Ala 


His 


Glu 


He 


Arg 


Thr 


Pro 




50 










55 




Glu 


He 


Ala 


Leu 


Ser 


Gin 


Ser 


Arg 


65 










70 






Leu 


Tyr 


Ser 


Asn 


Leu 


Glu 


Glu 


Leu 










85 








Asp 


Met 


Leu 


Phe 


Leu 


Ala 


Gin 


Ala 








100 










Lys 


Lys 


Met 


Leu 


Asn 


Leu 


Ala 


His 






115 










120 


Phe 


Glu 


Ala 


Leu 


Pro 


Glu 








130 








134 







Tyr 


Pro 


Leu 


Ala 


Trp 


Ala Val Ala 


25 










30 


He 


Leu 


Leu 


Leu 


Leu 












45 




Glu 


Leu 


Gly 


Glu 


He 


Asp Arg Val 




10 








15 


Gin 


Ala 


Val 


Thr 


His 


Ala Cys Val 


25 










30 


Gly 


Asp 


Ala 


Arg 


Gin 


Leu Val Gly 










45 




Pro 


Leu 


Asp 


Thr 


Ser 


Ala Leu Gin 








60 






Pro 


His 


Met 


Val 


Pro 


val Val Leu 






75 






80 


He 


Ala 


Asn 


Gly 


Lys 


Leu Asp Arg 




90 








95 


Lys 


Ala 


Gin 


Ala 


Pro 


Gly Arg Ala 


105 










110 


He 


Ala 


Ala 


Ala 


Phe 


Ser Ser Leu 










125 




Asp 


Ala 


Asp 


Phe 


Phe 


Ala Leu Gly 








140 






Leu 


Ala 


Thr 












155 








Asp 


Val 


Arg 


Leu 


Asp 


Pro Gin Thr 




10 








15 


Val 


Leu 


Ser 


Phe 


Asn 


His Met He 


25 










30 


Arg 


Gin 


Ser 


Asn 


Phe 


Ser Ala Asp 










45 




He 


Thr 


Asn 


Leu 


He 


Thr Gin Thr 








60 






Ser 


Gin 


Lys 


Glu 


Leu 


Glu Asp Val 






75 






80 


Thr 


Arg 


Met 


Ala 


Lys 


Met Val Ser 




90 








95 


Asp 


Asn 


Asn 


Gin 


Leu 


He Pro Glu 


105 










110 


Glu 


Val 


Gly 


Lys 


Val 


Phe Asp Gin 










125 





846 
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<210> 1697 

<211> 112 

<212> PRT 

<213> Homo sapiens 



<400> 1697 



Asn 


Glu 


Leu 


Thr 


Phe 


Lys 


Glu Ala 


Glu 


He Ser 


Lys 


Leu 


Tyr 


Thr 


Lys 


1 








5 










10 








15 




Val 


His 


Pro 


Ala 


Tyr 


Arg 


Thr Leu 


Leu 


Glu Lys 


Arg 


Gin 


Ala 


Leu 


Glu 








20 










25 








30 






Asp 


Glu 


Lys 


Ala 


Lys 


Leu 


Asn ■ Gly 


Arg 


Val Thr 


Ala 


Met 


Pro 


Lys 


Thr 






35 










40 








45 








Gin 


Gin 


Glu 


He 


Val 


Arg 


Leu 


Thr 


Arg 


Asp Val 


Glu 


Ser 


Gly 


Gin 


Gin 




50 










55 








60 










Val 


Tyr 


Met 


Gin 


Leu 


Leu 


Asn 


Lys 


Glu 


Gin Glu 


Leu 


Lys 


He 


Thr 


Glu 


65 










70 








75 










80 


Ala 


Ser 


Thr 


Val 


Gly 


Asp 


Val 


Arg 


lie 


Val Asp 


Pro 


Ala 


He 


Thr 


Gin 










85 










90 








95 




Pro 


Gly 


Val 


Leu 


Lys 


Pro 


Lys 


Lys 


Gly 


Leu He 


lie 


Leu 


Gly 


Ala 


He 








100 










105 








110 




112 




<210> 1698 


























<211> 238 


























<212> PRT 


























<213> Homo 


sapiens 






















<400> 1698 
























Thr 


Gin 


Ala 


Met 


Val 


Trp 


Gin 


Gin 


Lys 


Ala Cys 


Ala 


Glu 


Asp 


Asp 


Pro 


1 








5 










10 








15 




Gin 


Leu 


ser 


Gly 


Arg 


His 


Trp 


Leu 


His 


Ala Ala 


Thr 


Leu 


Tyr 


Asn 


He 








20 










25 








30 






Ala 


Ala 


Tyr 


Pro 


His 


Leu 


Lys 


Gly 


Asp 


Asp Leu 


Ala 


Glu 


Gin 


Ala 


Gin 






35 










40 








45 








Ala 


Leu 


Ser 


Asn 


Arg 


Ala 


Tyr 


Glu 


Glu 


Ala Ala 


Gin 


Arg 


Leu 


Pro 


Gly 




50 










55 








oQ 










Thr 


Met 


Arg 


Gin 


Met 


Glu 


Phe 


Thr 


Val 


Pro Gly 


Gly 


Ala 


Pro 


He 


Thr 












70 








75 










80 


Gly 


Phe 


Leu 


His 


Met 


Pro 


Lys 


Gly 


Asp 


Gly Pro 


Phe 


Pro 


Thr 


Val 


Leu 










B5 










90 








95 




Met 


Cys 


Gly 


Gly 


Leu 


Asp 


Ala 


Met 


Gin 


Thr Asp 


Tyr 


Tyr 


Ser 


Leu 


Tyr 








100 










105 








110 






Glu 


Arg 


Tyr 


Phe 


Ala 


Pro 


Arg 


Gly 


He 


Ala Met 


Leu 


Thr 


He 


Asp 


Met 






115 










120 








125 








Pro 


Ser 


Val 


Gly 


Phe 


Ser 


Ser 


Lys 


Trp 


Lys Leu 


Thr 


Gin 


Asp 


Ser 


Ser 




130 










135 








140 










Leu 


Leu 


His 


Gin 


His 


Val 


Leu 


Lys 


Ala 


Leu Pro 


Asn 


Val 


Pro 


Trp 


Val 


145 










150 








155 










160 


Asp 


His 


Thr 


Arg 


Val 


Ala 


Ala 


Phe 


Gly 


Phe Arg 


Phe 


Gly 


Ala 


Asn 


Val 










165 










170 








175 




Ala 


Val 


Arg 


Leu 


Ala 


Tyr 


Leu 


Glu 


Ser 


Pro Arg 


Leu 


Lys 


Ala 


Val 


Ala 








180 










185 








190 






Cys 


Leu 


Gly 


Pro 


Val 


Val 


His 


Thr 


Leu 


Leu Ser 


Gly 


Leu 


Lys 


Cys 


Gin 






195 










200 








205 








Gin 


Gin 


Val 


Pro 


Glu 


Met 


Tyr 


Leu 


Asp 


Val Leu 


Ala 


Ser 


Arg 


Leu 


Gly 




210 










215 








22 0 










Met 


His 


Asp 


Ala 


Ser 


Thr 


Lys 


Ser 


Ser 


Thr Arg 


Glu 


Asn 


His 






225 










230 








235 






238 
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<210> 1699 
<211> 82 
<212> PRT 

<213> Homo sapiens 





<400> 1699 








Arg 


lie 


Arg Ser 


Ser 


Acp 


Pro Glu 


1 






5 






His 


Ala 


Ala Tyr 


Leu 


lie 


Gly Met 






20 








Val 


Gly 


Phe Gly 


Val 


Ala 


Met Ser 






35 






40 


Arg 


Ala 


Gly Val 


Ala 


Ser 


Ser Thr 




50 








55 


Ser 


Ser 


Leu Trp 


lie 


Trp 


Leu Ala 


65 








70 




Asn 


Met 












82 











lie 


Thr 


Leu 


Ala Gly Thr Pro 


Leu 




10 




15 




Thr 


Leu 


lie 


Cys Ala Gly Phe 


Ser 


25 






30 




Gin 


Ala 


Leu 


Gly Pro Phe Ser 


Leu 








45 




Leu 


Gly lie 


Ala Gin Val Cys 


Gly 








60 




Ala 


Val 


val 


Gly He Gly Ala 


Trp 






75 




80 



<210> 1700 
<211> 140 
<212> PRT 

<213> Homo sapiens 



<400> 1700 



Glu 


Ala 


Pro 


Glu 


Ala 


Thr 


Pro Gin 


1 








5 






Pro 


lie 


Ser 


Leu 


Ser 


Ala 


Glu Glu 








20 








Arg 


Ala 


Asn 


Thr 


Pro 


Asp 


Ser Asp 






35 








40 


Ser 


Val 


Pro 


Glu 


Thr 


Pro 


Asp Asn 




50 










55 


Phe 


Lys 


Asn 


Gin 


Arg 


Gly 


He Gin 


65 










70 




Glu 


Asp 


Val 


Val 


Ser 


Pro 


Asn Cys 










85 






Phe 


Asn 


Lys 


Asp 


Thr 


Val 


lie lie 








100 








Glu 


Ser 


Gin 


Gly 


Leu 


Pro 


Thr Met 






115 








120 


Glu 


Leu 


Glu 


Asp 


Leu 


Ser 


Gly Met 




130 










135 



Pro 


Ser Gin 


Pro Gly Pro Ser 


Ser 




10 


15 




Glu 


Asn Ala 


Glu Gly Glu Val 


Ser 


25 




30 




lie 


Thr Glu 


Lys Thr Glu Asp 


Ser 






45 




Glu 


Arg Lys 


Ala Ser He Ser 


Tyr 






60 




Tyr 


He Asp 


Leu Ser Ser Asp 


Ser 




75 




80 


Ser 


Asn Thr 


Val Gin Glu Lys 


Thr 




90 


95 




Val 


Ser Glu 


Pro Ser Glu Asp 


Glu 


105 




110 




Ala 


Arg Arg 


Asn Asp Asp He 


Ser 






125 




Glu 


Asp Leu 


Lys 





140 



<210> 1701 
<211> 134 
<212> PRT 

<213> Homo sapiens 



c400> 1701 

He Lys Lys Asn His He He Gly Tyr Gin Leu Leu His Arg Arg Ala 

1 5 10 15 

Leu Phe Glu Lys Arg Thr Arg Leu Ser Asp Tyr Ala Leu He Phe Gly 
20 25 30 
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Met Phe 


Gly 


lie Val 


Val Met Val 




35 




40 


Ala Tyr 


Tyr 


Lys Ala 


Pro Leu Tyr 


50 






55 


Ser Leu 


Phe 


Thr He 


He Leu Leu 


65 






* 70 


Arg Qlu 


lie 


Gin Leu 


Phe Met Ala 






85 




Ser Ala 


Leu 


Thr Tyr 


Glu Pro He 






100 




Arg Gly 


Val 


He His 


Ala Thr Pro 




115 




120 


Asp Gly 


Leu 


Asp Leu 


Pro 


130 






134 



He Glu Thr Glu Leu Ser Trp Gly 
45 

Ser Leu Ala Leu Lys Cys Leu He 
60 

Gly Leu Thr He Val Tyr His Ala 
75 80 
Asn Tyr Gly Ala Asp Asp Trp Arg 

90 95 
Phe Leu He Leu Leu Glu Ala Leu 
105 110 
Cys Arg Val Ser Leu Ser Leu Trp 
125 



<210> 1702 
<211> 113 
<212> PRT 

<213> Homo sapiens 



<400> 1702 



Ala Gin 


Leu 


Ala Glu Val Cys Pro 


1 




5 


Thr Ser 


Ser 


He Ser He Thr Ala 






20 


Glu Arg 


Val 


Ala Gly Leu Eis Phe 




35 


40 


Leu Val 


Glu 


Val Val Ser Gly Leu 


50 




55 


Gin Leu 


Cys 


Glu Leu Thr Leu Ser 


65 




70 


His Ser 


Thr 


Pro Gly Phe He Val 






85 


Ser Glu 


Ala 


Trp Arg Ala Leu Glu 






100 


lie 






113 







Pro Gin Thr Leu Leu Thr Thr Asn 

10 15 
He Ala Ala Glu He Lys Asn Pro 

25 30 
Phe Asn Pro Ala Pro Val Met Lys 
45 

Ala Thr Ala Ala Glu Val Val Glu 
60 

Trp Gly Lys Gin Pro Val Arg Cys 
75 80 
Asn Arg Val Ala Arg Pro Tyr Tyr 

90 95 
Glu Gin Val Ala Ala Pro Glu Val 
105 110 



<210> 1703 
<211> 62 
<212> PRT 

<213> Homo sapiens 



<400> 1703 
• His Phe Ser Leu Phe Arg He Ala 
1 5 
Thr Val Gly Leu Pro Leu Pro val 
20 

Leu Gly Tyr Gly Asn Thr Met Val 
35 40 
Leu Ala Thr Val Leu Thr Arg Gly 
50 55 



Phe Ala Val Phe Leu Thr Tyr Met 

10 15 
He Pro Leu Phe Val His His Glu 

25 30 
Gly He Ala Val Gly He Gin Phe 
45 

Tyr Ala Gly Arg Leu Ala 
60 62 



<210> 1704 
<211> 47 
<212> PRT 
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<213> Homo sapiens 

<400> 1704 
Trp Gin Leu Phe His Leu Asn Gly 

1 5 
Asp Thr Glu Ser Cys Val Asn Gly 
20 

Pro Phe Ser Asn Met Thr Glu Val 
35 40 



Thr Phe Leu Asn lie Gly Glu Thr 

10 15 
Trp Val Tyr Asp Arg Ser Ser Phe 

25 30 
Arg Gly Leu Val Phe Leu Ser 
45 47 



<210> 1705 
<211> 252 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1)...{246) 

<223> Xaa = any amino acid or nothing 



<400> 1705 



val 


lie 


Asn 


Leu val 


Tyr 


Leu 


He Ser 


Ser 


Pro 


Arg Pro Glu Leu Lys 


1 






5 








10 




15 


Pro 


Val 


Asp 


Lys Glu 


Ser 


Glu 


Val Val 


Met 


Lys 


Phe Pro Asp Gly Phe 








20 






25 






30 


Glu 


Lys 


Phe 


Ser Pro 


Pro 


lie 


Leu Gin 


Leu 


Asp 


Glu Val Asp Phe Tyr 






35 








40 






45 


Tyr 


Asp 


Pro 


Lys His 


Val 


lie 


Phe Ser 


Arg 


Leu 


Ser Val Ser Ala Asp 




50 








55 








60 


Leu 


Glu 


Ser 


Arg lie 


Cys 


Val 


Val Gly 


Glu 


Asn 


Gly Ala Gly Lys Ser 


65 








70 








75 


80 


Thr 


Met 


Leu 


Lys Leu 


Leu 


Leu 


Gly Asp 


Leu 


Ala 


Pro Val Arg Gly He 








85 








90 




95 


Arg 


His 


Ala 


His Arg 


Asn 


Leu 


Lys He 


Gly 


Tyr 


Phe Ser Gin His His 








100 






105 






110 


Val 


Gly 


Ala 


Ala Gly 


Thr 


Xaa 


Thr Phe 


Ser 


Ala 


Cys Gly Asn .Leu Leu 






115 








120 






125 


Gly 


Thr 


Gin 


Val Phe 


Leu 


Gly 


Arg Pro 


Glu 


Glu 


Glu Tyr Arg His Gin 




130 








135 








140 


Leu 


Gly 


Phe 


Gly Met 


Gly 


He 


Ser Gly 


Glu 


Leu 


Gly His Ala Ser Ser 


145 








150 








155 


160 


Leu 


Pro 


Ala 


Cys Leu 


Gly 


Gly 


Gin Lys 


Glu 


Ala 


Glu Val Ala Phe Cys 








165 








170 




175 


Ser 


Asp 


Gly 


Leu Leu 


Pro 


Cys 


Pro Asn 


Phe 


Leu 


He Leu Asp Glu Pro 








180 






185 






190 


Thr 


Asn 


His 


Leu Gly 


His 


Gly 


Arg Ala 


He 


Glu 


Ala Leu Gly Pro Cys 






195 








200 






205 


Leu 


Gin 


Thr 


He Ser 


Gly 


Val 


Gly Val 


He 


Leu 


val Ser His Glu Xaa 




210 








215 








220 


Ser 


Ala 


Leu 


Ser Arg 


Leu 


Val 


Cys Arg 


Glu 


Leu 


Trp Val Cys Xaa Gly 


225 








230 








235 


240 


Arg 


Ser 


Thr 


Ser Pro 


Phe 













245 246 



<210> 1706 
<211> 110 
<212> PRT 

<213> Homo sapiens 
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<4O0> 1706 










lip wljf 






s 




V7.L 11 /i-Ld. 




rua .lip 


Gin Glv Ala 






20 




Glu His 


Ala 


Arg Trp 


Gin Gly Thr 




35 




40 


Ala Val 


Ala 


Pro Thr 


Cys Val Gin 


50 






55 


Cys Arg 


Pro 


Phe Phe 


Ser Ser Arg 


65 






7D 


Leu Gly 


Ala 


Gly Ala 


His Gly Lys 






85 




Cys Val 


Val 


Arg Gly 


Gly Arg Trp 






100 





<210> 1707 

<211> 340 

<212> PRT 

<213> Homo sapiens* 



<400> 1707 






Met Leu 


G1U 


Ala 


Pro 


Gly Pro Ser 


-L 






5 




Ser Ala 


Ser 


Arg 


vai 


Ser Cys Ala 






20 






Gly Leu 


Tyr 


Phe 


Gly 


Gly Ala Ala 




35 






.40 


Arg Glu 


Ala 


Gly 


He 


Thr Ala Val 


50 








55 


Ser Phe 


Lys 


Ala 


Gly 


Pro Gly Val 


65 








70 


Pro Ala 


Leu 


Asp 


Lys 


Pro Glu Thr 








85 




cys Val 


Ala 


Phe 


He 


Gly Gin Ala 






100 






Val His 


Cys 


His 


Ala 


Gly Val Ser 




115 






120 


Phe Leu 


Met 


Lys 


Thr 


Asp Gin Leu 


130 








135 


Leu Gin 


lie 


Leu 


Lys 


Pro Glu Ala 


145 








150 


Gin Leu 


Lys 


Leu 


Tyr 


Gin Ala Met 








165 




Ala lie 


Tyr 


Lys 


Gin 


Tyr Arg Leu 






180 






Glu Leu 


Gin 


Asn 


Leu 


Pro Gin Glu 




195 






200 


Val Ser 


Gin 


Gly 


Leu 


Lys Asp Glu 


210 








215 


Arg Arg 


Ser 


Leu 


Phe 


Arg Ser Ser 


225 








230 


Ser Gly 


Pro 


He 


Ala 


Phe Ala His 








245 




Leu Thr 


Thr 


Gly 


Arg 


Gin Ala Gin 






260 






Val Gin 


Trp 


Met 


Glu 


Ser Ala Leu 




275 






280 


Leu Cys 


Pro 


Lys 


cys 


Ser Ala Lys 


290 








295 



His 


Asn Gin Arg 


Leu Glu Glu His 




10 


15 


Met 


Asp Ala Gly 


Ala Ala Ser Arg 


25 




30 


Gly 


Leu Ala Pro 


Gly Thr Arg Val 






45 


Gly 


Leu Pro Gin 


Glu Arg Ser Val 




60 




Trp 


Arg Glu Gly 


Pro Val Trp Ala 




75 


80 


Pro 


Arg Trp Ser 


Gly Gly Val Arg 




90 


95 


Phe 


Thr Pro Ala 


Pro His 


105 




110 


Asp 


Uiy tyo vjrxLi 


t.»u ger Asn Pro 




10 


15 




ftln Mot- TiPn 

OJ.il 11CL UCU 


Glu Val Gin Pro 






30 


Al a 


Val Ala Glu 

V CLX Altt wl>U 


Pro Asti Hi s Leu 






45 


Lieu 


TTi t* \7a T 2X on 
X 1LX val ns>^/ 


Ser Glu Glu Pro 




60 




Glu 




Ara Leu Phe Val 




75 


80 


Ion 


Lftu Leu Ser 

AJ^l* 


His Leu Asp Arg 




90 


95 


Ara 


Ala. Glu Glv 


Arg Ala Val Leu 


105 




110 




Ser Val Ala 


He He Thr Ala 






125 


Pro 


Phe Glu Lys 


Ala Tyr Glu Lys 




140 




Lvs 


Met Asn Glu 


Gly Phe Glu Trp 




155 


160 


Glv 


Tyr Glu Val 


Asp Thr Ser Ser 




170 


175 


Gin 


Lys Val Thr 


Glu Lys Tyr Pro 


185 




190 


Leu 


Phe Ala Val 


Asp Pro Thr Thr 






2 05 


Val 


Leu Tyr Lys 


Cys Arg Lys Cys 








Ser 


He Leu Asp 


His Arg Glu Gly 




o ^ e 




Lys 


Arg Met Thr 


Pro Ser Ser Met 




250 


255 


Cys 


Thr Ser Tyr 


Phe He Glu Pro 


265 




270 


Leu 


Gly Val Met 


Asp Gly Gin Leu 






285 


Leu 


Gly Ser Phe 


Asn Trp Tyr Gly 




300 






851 
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Glu Gin Cys Ser Cys Gly Arg Trp lie Thr Pro Ala Phe Gin He His 
305 310 315 320 

Lys Asn Arg Val Asp Glu Met Lys He Leu Pro Val Leu Gly Ser Gin 
325 330 335 

Thr Gly Lys He 
340 



<210> 1708 

<211> 229 

<212> PRT 

<213> Homo sapiens 

<2 21> misc_ feature 

<222> (1) . . . (225) 

<223> Xaa o any amino acid or nothing 



<400> 1708 



Glu 


Val 


Glu 


Thr 


Leu 


Gly 


Pro 


Arg Thr 


Pro 


Gly Pro Glu Ala Gin Ser 


1 








5 








10 


15 


Pro 


Thr 


Pro 


Gly 


Ser 


Cys 


Pro 


Gly Trp 


Gin 


Glu Pro Ser Pro Gly Pro 








20 








25 




30 


Thr 


Pro 


Pro 


Pro 


Xaa 


Leu 


Ser 


Gly Pro 


Gly 


Pro Gin Gly Ala Pro Val 






35 










40 




45 


Leu 


Gly 


Lys 


Leu 


Leu 


Pro 


Asp 


Pro Glu 


Glu 


Thr Pro Ala Gly Lys Thr 




50 










55 






€0 


Pro 


Leu 


Gly 


Lys 


His 


Phe 


Trp 


Trp Gly 


Leu 


Pro Val Thr Ser Ala Asn 


65 










70 








75 80 


Phe 


Ser 


Pro 


Gly 


Ala 


Ala 


Ala 


Xaa Phe 


Gly 


Gly Ala Leu Ser Pro Pro 










85 








90 


95 


Gly 


Gly 


Asp 


Leu 


Gly 


His 


Met 


Leu Leu 


Gin 


Gly Pro Pro Ser Pro Phe 








100 








105 




110 


Arg 


Leu 


Gin 


Gin 


Gin 


Xaa 


Gin 


Thr Pro 


Pro 


Gly Ser His Ser Pro Pro 






115 










120 




125 


Thr 


Ala 


Asn 


Arg 


Glu 


He 


Asn 


Pro Gly 


Pro 


Ala Ala Ala Ala Asp Thr 




130 










135 






140 


Arg 


Ser 


Cys 


Trp 


Gly 


His 


Lys 


Arg Ser 


Trp 


Arg Gly Trp Arg Gly Leu 


145 










150 








155 160 


Ala 


Pro 


Trp 


Arg 


Leu 


Gly 


Phe 


Gly Ser 


Pro 


Gly He Pro Xaa Pro Ala 










165 








170 


175 


Pro 


Ala 


Gly 


.lie 


Pro 


Gly 


Arg 


Pro Thr 


Trp 


Glu Gly Gly Lys Gly Ala 








180 








185 




190 


Gly 


Gly 


Lys 


Pro 


Ser 


Glu 


Thr 


Leu Thr 


Arg 


Ser Pro Pro Val Trp Arg 






195 










200 




205 


Gly 


Lys 


Arg 


Gly 


Ser 


Ala 


Asn 


Gly Phe 


Leu 


Ser Trp Val Gin He Leu 




210 










215 






220 



Gin 



225 



<210> 1709 
<211> 88 
<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1) . . . (87) 

<223> Xaa «=» any amino acid or nothing 



<400> 1709 
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His 


Glu 


His 


Leu 


Leu 


Leu 


Leu Leu 


1 








5 






Gin 


Gly 


Val 


Asn 
20 


Asp 


Asn 


Glu Glu 


Arg 


Pro 


Leu 
35 


Asp 


Lys 


Lys 


Arg Glu 
40 


Leu 


Ala 
50 


Asp 


lie 


Thr 


Val 


Cys Asp 
55 


Ala 


Ser 


Thr 


Pro 


Lys 


Arg 


Ala Ala 


65 










70 




Cys 


Arg 


Xaa 


Ala 


Gin 
85 


lie 


Ala 
87 



Leu Cys Val Phe Leu Val Lys Ser 

10 15 
Gly Phe Phe Ser Ala Arg Gly His 

25 30 
Asp Ala Pro Asn Leu Arg Pro Ala 
45 

Tyr Arg Ala Gin He Ala Xaa Ala 
60 

Ser He Ala His Asn Ala Val Ser 
75 80 



<210> 1710 

<211> 96 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (X) ... (55) 

<223> Xaa - any amino acid or nothing 





<400> 1710 










Arg 


Glu 


Pro 


Pro 


Arg Pro 


Ala Leu Leu 


Phe 


Phe xaa Asp Arg Val Ser 


1 








5 




10 


15 


Leu 


Cys 


Cys 


Pro 


Gly Trp 


Asn Ala Val 


Val 


Gin Ser Gin Leu Thr Ala 








20 




25 




30 


Ala 


Pro 


Thr 


Ser 


Gin Val 


Gin Ser Asp 


Ser 


Pro Thr Phe Pro Ser Ser 






35 






40 




45 


Trp 


Asp 


Tyr 


Arg 


His Val 


Pro Glu Tyr 


Pro 


Ala Asn Phe Leu Xaa Arg 




50 








55 




60 


Gin 


Gly 


Phe 


Pro 


Met Leu 


Pro Arg Leu 


Val 


Ser Asn Ser Trp Ala Gin 


65 








70 






75 80 


Thr 


Val 


His 


Pro 


Pro Arg 


Pro Pro Lys 


Val 


Leu Asp Leu Gin Ala 










85 




90 


95 



<210> 1711 

<211> 476 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (467) 

<223> Xaa ■ any amino acid or nothing 





<400> 1711 










Pro 


Val 


Pro 


Ala 


Pro 


Arg Val Ser Pro 


Ser 


Ala Arg Gly Ala Pro Gly 


1 








5 




10 


15 


Arg 


Pro 


Arg 


Leu 


Pro 


Gly Val Arg Gly 


Pro 


Arg His Ser Trp Ala Ala 








20 




25 




30 


Asp 


Xaa 


Arg 


Gly 


Ser 


Arg Met Pro Pro 


Arg 


Ala Pro Ala Pro Ser Pro 






35 






40 




45 


Thr 


Gly 


Pro 


Ala 


Pro 


Gly Gly Lys Lys 


Val 


Arg Gly Arg Val Pro Glu 




50 








55 




60 


Asp 


Pro 


Asp 


Ala 


Tyr 


Glu Pro Arg Cys 


Ser 


Ala Leu Xaa Val Xaa Pro 


55 










70 




75 80 


Thr 


His 


Val 


Thr 


Ser 


Pro Gin Phe Cys 


Asp 


Pro Xaa Asn Gly Gin He 










65 




90 


95 
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Arg 


Ser 


Tyr 


Phe 


Thr 


Val 


Leu 


Leu 








100 










Val 


Lys 


Pro 


Leu 


Cys 


Arg 


Arg 


Glu 






115 










120 


Gin 


Ser 


Thr 


Pro 


Ala 


Val 


Thr 


Arg 




130 










135 




Arg 


Gly 


Ala 


Gly 


Arg 


Gin 


Trp 


Asp 


145 










150 






Pro 


Ala 


Glu 


Val 


Ala 


Thr 


Gly 


Ser 










165 








Arg 


Leu 


Cys 


Leu 


Ala 


Ala 


Gin 


Gin 








180 










ser 


lie 


Arg 


Pro 


Gly 


Trp 


Arg 


Arg 






195 










200 


Arg 


Arg 


His 


Arg 


Arg 


Pro 


Trp 


Gly 




210 










215 




Pro 


Gin 


Gly 


Ala 


Ala 


Pro 


Pro 


Pro 


225 










230 






Thr 


Asp 


Pro 


Ser 


Ala 


Thr 


Pro 


Arg 










245 








Ala 


Pro 


Asp 


Leu 


Lys 


Ala 


Pro 


Ala 








260 










Gly 


Met 


Pro 


Gin 


Ser 


Ser 


Gly 


Ala 






275 










2B0 


Pro 


Arg 


Gly 


Ser 


His 


Ser 


Pro 


Arg 




290 










295 




He 


His 


Pro 


Ala 


Gly 


Pro 


Ser 


Lys 


305 










310 






Leu 


Pro 


Glu 


Val 


He 


Tyr 


Gly 


Trp 










325 








Ala 


Gly 


Thr 


Phe 


Leu 


He 


Pro 


Ser 






340 










Val 


He 


Gin 


Pro 


Pro 


Val 


Pro 


Pro 






355 










360 


Gly 


Leu 


Pro 


Arg 


Gin 


Gly 


Xaa 


Pro 




370 










375 




Gly 


Leu 


Ala 


Gin 


Leu 


Ala 


Phe 


Gin 


385 










390 






Gly 


Pro 


Pro 


Arg 


Asn 


Gin 


Ser 


Pro 










405 








Gly 


Leu 


Pro 


Met 


Gly 


Pro 


Arg 


Arg 








420 










Gly 


Gly 


His 


Ser 


Ser 


Pro 


Arg 


Glu 






435 










440 


Trp 


Gly 


Gin 


Thr 


Asp 


He 


Ala 


Gly 




450 










455 




Asp 


Asn 


Leu 












465 




467 













<210> 1712 

<211> 333 

<212> PRT 

<213> Homo sapiens 

<221> misc_f eature 

<222> (1) . . . (332) 

<223> Xaa = any amino acid 



<400> 1712 
Arg Val Gly Met Val Leu Gly Thr 
1 5 



Arg 


Gly 


Leu 


Asn Glu Thr Met Leu 


105 






110 


Pro 


Pro 


Glu 


Ala Gly Pro Gly Arg 








125 


Asp 


His 


Arg 


Gin His Glu Asp Pro 








140 


Ala 


Asp 


Pro 


Arg Pro Ser Ala Pro 






155 


160 


Arg 


Pro 


Gly 


Arg His Met Trp Met 




170 




175 


Ala 


Pro 


Gly 


Leu Pro His Arg Thr 


185 






190 


Leu 


Thr 


Glu 


Pro Glu Ala Trp Ala 








205 


Gin 


Arg 


Gly 


Ala Val Arg Pro Pro 








220 


Ser 


His 


Gin 


Gly Arg Arg Thr Asn 






235 


240 


Leu 


Thr 


Val 


Met Ser Arg Cys Leu 




250 




255 


Ser 


Gly 


Pro 


Arg Gly Trp Arg Arg 


265 






270 


Leu 


Leu 


Trp 


Thr Pro Pro Pro Thr 








285 


Pro 


Arg 


Glu 


Ala Pro Leu Arg Ala 








300 


Ser 


Arg 


Ala 


Gly Ala Ser Gly Arg 






315 


320 


Val 


Thr 


Leu 


Phe Thr Pro Pro Glu 




330 




335 


Pro 


Thr 


Xaa 


Met Ser Pro Ala Leu 


345 






350 


Thr 


Gin 


Met 


Gly Leu Arg He Ser 








365 


Ser 


Gly 


Ala 


Pro Trp Xaa Leu Pro 








380 


Cys 


His 


Leu 


Pro His Asp Glu Val 






395 


400 


Leu 


Gly 


Asn 


Asp Thr Leu Ser Ser 




410 




415 


Gin 


Val 


Trp 


Pro Leu Ala Arg Val 


425 






430 


Pro 


Gin 


Val 


Leu Lys Lys Pro Leu 








445 


Val 


Gly 


Ser 


Ala Ser Leu Tyr Pro 



460 



or nothing 



Arg Glu Val Gly Asp Ser Thr Pro 
10 15 



854 
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Pro Pro 


Ser 


Pro Pro 


Leu 


Tyr 


Pro Phe 


Thr 


Gly Asn 


Glu 


Phe 


Val 


Gin 






20 






25 








30 






His As n 


Thr 


Trp Gin Leu 


Ser 


Arg Val 


Tyr 


Pro Ser 


Asp 


Leu 


Arg 


Thr 




35 








40 






45 








Asp Ser 


Ser 


Asn Tyr- Asn 


Pro 


Gin Glu 


Leu 


Trp Asn 


Ala 


Gly 


Cys 


Gin 


50 








55 






60 










Met Val 


Xaa 


Gly Gly 


Ser 


Arg 


Asp Trp 


Glu 


Glu Gly 


Val 


Glu 


Glu 


Gin 


65 






70 








75 








80 


Gin Val 


Gly 


Asn Lys 


Phe 


Ser 


Ser Asp 


Gly 


Arg Val 


Gly 


Glu 


Cys 


Ser 






85 








90 








95 




Arg Lys 


Leu 


Leu Gly 


Xaa 


Glu 


Met Leu 


Ser 


Val Asp 


He 


Thr 


Ser 


Arg 






100 






105 








110 






Tyr Arg 


Ala 


Pro Ser 


Thr 


Tyr 


Leu Leu 


Asn 


Ser Leu 


Lys 


Glu 


Gly 


Leu 




115 








120 






125 








Glu Gly 


Leu 


His Gly 


Glu 


Ser 


Cys Ser 


Ser 


Phe Leu 


Leu 


Gly 


Pro 


Ser 


130 








135 






140 










Val Ala 


Met 


Asn Met 


Gin 


Thr 


Ala Gly 


Leu 


Glu Met 


Asp 


He 


Cys 


Asp 


145 






150 








155 








160 


Gly His 


Phe 


Arg Gin 


Asn 


Gly 


Gly Cys 


Gly 


Tyr Val 


Leu 


Lys 


Pro 


Asp 






165 








170 








175 




Phe Leu 


Arg 


Asp lie 


Gin 


Ser 


Ser Phe 


His 


Pro Glu 


Lys 


Pro 


He 


Ser 






180 






185 








190 






Pro Phe 


Lys 


Ala Gin 


Thr 


Leu 


Leu Asn 


Gin 


Val He 


Ser 


Val 


Gin 


Gin 




195 








200 






205 








Leu Pro 


Lys 


Val Asp 


Lys 


Thr 


Lys Glu 


Gly 


Ser He 


val 


Asp 


Pro 


Leu 


210 








215 






220 










Val Lys 


Val 


Gin lie 


Phe 


Gly 


Val Arg 


Leu 


Asp Thr 


Ala 


Arg 


Gin 


Glu 


225 






230 








235 








240 


Thr Asn 


Tyr 


Val Glu 


Asn 


Asn 


Gly Phe 


Asn 


Pro Tyr 


Trp 


Gly 


Gin 


Thr 






245 








250 








255 




Leu Cys 


Phe 


Arg Val 


Leu 


Gly 


Pro Asp 


Phe 


Pro Met 


Leu 


Arg 


Phe 


Gly 




260 






265 








270 






Lys Met 


Asp 


Tyr Asp 


Trp 


Lys 


Ser Arg 


Asn 


Asp Leu 


Leu 


Gly 


Lys 


Thr 




275 








280 






285 








Pro Cys 


Pro 


Gly Thr 


Cys 


Met 


Gin Gin 


Gly 


Tyr Arg 


His 


He 


His 


Leu 


230 








295 






300 










Leu Ser 


Lys 


Asp Gly 


lie 


Ser 


Leu Arg 


Pro 


Ala Ser 


lie 


Phe 


Val 


Tyr 


305 






310 








315 








320 


He Cys 


lie 


Gin Glu 


Gly 


Leu 


Glu Gly 


Asp 


Glu Ser 














325 








330 


332 











<210> 1713 
<211> 63 
<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1) . . . (63) 

<223> Xaa « any amino acid or nothing 



<400> 1713 

Met Phe Ala Gly Ser Tyr Gly Lys Ser Met Phe Ser Phe Ser Lys Lys 

1 5 10 15 

Val Leu Asn Cys Leu Pro Lys Trp Arg Tyr His Phe Val He Ala Pro 

20 25 30 

Ala Met Asn Glu Ser Pro Leu Ala Pro His Leu His Gin His Leu Val 

35 40 45 

Phe Ser Val Phe Gin Val Leu Thr He Leu He Gly Val Xaa Xaa 
50 55 60 63 



855 
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<210> 1714 
<211> 120 
<212> PRT 

<213> Homo sapiens 

<221> misc_f eature 
<222> (1) . . . (120) 

<223> Xaa = any amino acid or nothing 





<400> 1714 














Ser 


Ala 


Phe 


Lys. 


Thr 


Leu 


Gin 


Leu 


Pro Ala 


Phe Ser Leu Tyr Phe Asp 


1 








5 








10 


15 


Leu 


Gly 


Ser 


Leu 


Lys 


Leu 


Leu 


He 


Leu Arg 


lie His Thr Ser He Val 








20 










25 


30 


Lys 


Asn 


His 


Lys 


Val 


Glu 


Ser 


Pro 


Arg Thr 


Met Ser Pro Gly Xaa Asp 






35 










40 




45 


Pro 


Gin 


Ser 


Phe 


Leu 


Gin 


He 


Pro 


Gin Pro 


Arg Pro Pro Gin Leu Arg 




50 










55 






60 


Val 


Gly 


Leu 


Thr 


Ser 


Gly 


Leu 


He 


Gin His 


Phe His Ser Pro Ser Ser 


65 










70 








75 80 


Cys 


Gin 


Phe 


Pro 


Leu 


Leu 


Arg 


Gly 


Pro Pro 


Phe Pro Arg Gin Pro Pro 










85 








90 


95 


Leu 


Gly 


lie 


Ser 


Gly 


Ala 


Ser 


Leu 


Cys Pro 


Val Leu Ser Pro Pro Arg 








100 










105 


110 


Xaa 


Pro 


Leu 


Gin 


Pro 


Ser 


Ser 


Leu 










115 










120 







<210> 1715 

<211> 99 

<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1) . . . (96) 

<223> Xaa » any amino acid or nothing 



<400> 1715 



Leu 


Leu 


Pro Tyr 


Pro 


Ser 


Leu Phe 


Val 


Phe 


Leu Arg Gin Cys His Phe 


l 






5 








10 


15 


Val 


Thr 


Arg Leu 


Glu 


Cys 


Asn Gly 


Val 


Val 


Ser Ala His Cys Asn Leu 






20 








25 




30 


His 


Leu 


Pro Gly 


Ser 


Ser 


Asp Ser 


Pro 


Ala 


Ser Ala Ser Xaa Val Ala 






35 






40 






45 


Gly 


Thr 


Thr Gly 


Val 


Cys 


His His 


Thr 


Arg 


Leu He Phe Val Phe Leu 




50 








55 






60 


Val 


Xaa 


Thr Gly 


Phe 


His 


Tyr Val 


Ala 


Gin 


Ala Gly Leu Glu Leu Leu 


65 








70 








75 80 


Thr 


Ala 


Xaa Ser 


Pro 


Pro 


Gin Leu 


Pro 


Lys 


Val Val Gly Leu Gin Ala 








85 








90 


95 96 



<210> 1716 

<211> 83 

<212> PRT 

<213> Homo sapiens 



856 
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<400> 1716 






Val Gly Glu Lys 


Leu His 


Asp He 


1 


5 




Thr Pro Lys Ala 


Gin Ala 


Thr Lys 


20 






lie Lys lie Lys 


Lys Leu 


Cys He 


35 




40 


Gin Asn Gly Arg 


Lys He 


Phe Ala 


50 




55 


Met Ala Thr He 


Tyr Glu 


Glu Leu 


65 


70 




Gin 






81 







Arg Phe Gly Asn Asp Phe Asp Met 

10 15 
Glu Lys He Asp Lys Leu Asn Phe 

25 30 
Glu Gly Tyr Tyr Asn Arg Glu Pro 
45 

Asn Tyr Val Ser Asp Lys Gly Leu 
60 

Leu Lys Leu Ser Asn Lys Leu He 
75 80 



<210> 1717 

<211> 791 

<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1) . . . (789) 

<223> Xaa = any amino acid or nothing 



<400> : 


L717 




Gin Lys 


Leu 


Lys Gin Asn Gin 


Pro 


1 




5 




Gly Ser 


Arg 


Ser Lys Gin Gly 


Asn 






20 




Glu Lys 


Ser 


Asp Phe Ala Ala 


Ala 




35 




40 


Ser Lys 


Pro 


Asp Glu Thr Pro 


Asn 


50 




55 




Gly Leu 


Thr 


Tyr Trp Lys Leu 


Glu 


65 




70 




Pro Glu 


Thr 


Leu Glu Lys Thr 


Phe 






85' 




Ser Pro 


Asn 


Gin Val Leu Thr 


Leu 






100 




Lys Gin 


Gin 


He Ser Gly He 


Gin 




115 




120 


Asp Asp 


Arg 


He Ser Phe Ser 


Pro 


130 




135 




Ser Ser 


Pro 


Ser Asp He Asp 


Ser 


145 




150 




Ser Gin 


Leu 


Pro Gly Phe Pro 


Lys 






165 




Pro Val 


Asp 


Ser Trp Lys Asn 


Gin 






180 




Ser Ser 


Thr 


Phe Pro Ser Val 


Tyr 




195 




200 


Val Asn 


Thr 


Val Asp Glu Glu 


Asn 


210 




215 




Val Ser 


Gin 


Ser Gin Leu Pro 


Gly 


225 




230 




He Ser 


Leu 


Thr Ser Leu Glu 


Asp 






245 




Gin Asn 


Leu 


Lys Glu Lys His 


Ala 






260 




Tyr Tyr 


Glu 


Ser Glu lie Asn 


Ser 




275 




280 



Lys 


Arg 


Ala His Val 


Glu Asp Gly 




10 




15 


Glu 


Gin 


Ser Lys Lys 


Thr Pro He 


25 






30 


Thr 


His 


Pro Arg Ala 


Phe Tyr Leu 






45 




Ala 


Trp 


Met Ser Asp 


Ser Gly Thr 






60 




Glu 


Lys 


Asp Met His 


His Ser Leu 






75 


80 


He 


Ser 


Leu Ser Ser 


Thr Asp Val 




90 




95 


Asp 


Pro 


Thr Leu His 


Met Lys Pro 


105 






110 


Pro 


His 


Gly Leu Pro 


Asn Ala Leu 






125 




Asp 


Ser 


Val Leu Glu 


Pro Ser Met 






140 




Phe 


Ser 


Gin Ala Ser 


Asn Val Thr 






155 


160 


Tyr 


Pro 


Ser His Thr 


Lys Ala Ser 




170 




175 


Thr 


Phe 


Gin Asn Glu 


Ser Arg Thr 


185 






190 


Thr 


He 


Thr Ser Asn 


Asp He Ser 






205 




Thr 


Val 


Met Val Ala 


Ser Ala Ser 






220 




Thr 


Ala 


Asn Ser Val 


Pro Glu Cys 






235 


240 


Pro 


Val 


He Leu Ser 


Lys He Arg 




250 




255 


Arg 


His 


He Ala Asp 


Leu Arg Ala 


265 






270 


Leu 


Lys 


Gin Lye Leu 


Glu Ala Lys 






285 
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Glu 


lie 


Ser 


Gly 


Val 


Glu 


Asp 


Trp 


Lys 




290 










295 






Asp 


Arg 


Cys 


Gly 


Gin 


Leu 


Asp 


Ser 


Ala 


305 










310 








Val 


Arg 


Thr 


Leu 


Glu 


Asn 


Lys 


Asn 


Asn 










325 










Asp 


Leu 


Arg 


Glu 


Arg 


Phe 


Ser 


Ala 


Ala 








340 










345 


Gin 


Glu 


Arg 


He 


Glu 


Glu 


Met 


Arg 


Thr 






355 










360 




Thr 


He 


He 


Arg 


Leu 


Lys 


Ser 


Arg 


Leu 




370 










375 






Glu 


Asn 


Ala 


Tyr 


Lys 


Leu 


Ser 


Asp 


Asp 


385 










390 








Glu 


Asn 


Lys 


Met 


Phe 


Gin 


Asp 


Leu 


Leu 










405 










Lys 


Glu 


His 


Arg 


Arg 


Val 


Lys 


Asp 


Ala 








420 










425 


Leu 


Leu 


Asp 


Ala 


Tvr 


Thr 


Gin 


He 


Ser 






435 










440 




Lvs 


Leu 


Glu 


Ala 


Gin 


Val 


Lvs 
i 


Gin 


Val 




450 










455 






Leu 




Hie 


Asn 


Ser 


Arg 


He 


His 


Val 


465 










470 








Leu 


Ala 


Thr 


Ser 


Asp 


Val 


Ser 


Arg 


Arg 










485 










Glu 


Tvr 


Ser 


He 


Phe 


Thr 


Glv 


Gin 


Pro 








500 










505 


Val 


Asp 

may 


Asn 


Gin 


Leu 


Glu 


Glu 


Thr 


Cvs 






515 










520 




Leu 


Glu 


Lvs 


Asp 


Ser 


Ser 


Pro 


Gly 


Ser 




530 










535 






Lvs 


LVS 


Gin 


Arg 


Glu 


Thr 


Ser 


Asp 


Thr 


545 










550 








Glu 


Leu 


nay 


Glu 


Glv 


Lvs 


He 


Phe 


Lvs 










565 










LVD 


Glu 


Asp 


Thr 


Ser 


Asn 


Ser 


Leu 


Leu 








580 










585 


Glu 


Thr 


Ser 


Val 


Asn 


Ala 


Ser 


Arg 


Ser 






595 










600 




Arg 


Gin 


Lys 


Arg 


Leu 


Asn 


Ser 


Ala 


Ser 




610 










615 






Pro 


Ser 


Asn 


Arg 


Lys 


Ser 


Ser 


Thr 


Pro 


625 










630 








Thr 


Pro 


Val 


Thr 


Val 


Ala 


Tyr 


Ser 


Pro 










645 










Leu 


Ser 


Pro 


Gly 


Phe 


Ser 


His 


Leu 


Leu 








660 










665 


lie 


Arg 


Glu 


Lys 


Thr 


Tyr 


Ser 


Glu 


Lys 






675 










680 




His 


Ser 


Ser 


Cys 


Pro 


Glu 


Pro 


Val 


Pro 




690 










695 






Val 


Arg 


Thr 


Ala 


Trp 


Glu 


Lys 


Asn 


Lys 


705 










710 








Lys 


Pro 


Val 


Ser 


Val 


Thr 


Pro 


Gin 


Gly 










725 










Lys 


He 


Arg 


Thr 


Leu 


Ala 


Glu 


Thr 


Glu 








740 










745 


Lys 


Glu 


Lys 


Asp 


Gin 


He 


Glu 


Ala 


Ala 






755 










760 




Gly 


Gly 


Arg 


He 


Thr 


Leu 


Gin 


Thr 


Arg 




770 










775 






Ser 


Leu 


Asn 


Leu 


Leu 
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He 


Thr 


Asn 


Gin 


He 


Leu 


Val 






300 










Leu 


His 


Glu 


Ala 


Thr 


Ser 


Arg 




315 










320 


Leu 


Leu 


Glu 


He 


Glu 


Val 


Asn 


330 










335 




Ser 


Ser 


Ala 


Ser 


Lys 


He 


Leu 










350 






Ser 


Ser 


Lys 


Glu 


Lys 


ASp 


Asn 








365 








Gin 


Asp 


Leu 


Glu 


Glu 


Ala 


Phe 






380 










Lys 


Glu 


Ala 


Gin 


Leu 


Lys 


Gin 




395 










400 


Gly 


Glu 


Tyr 


Glu 


Ser 


Leu 


Gly 


410 










415 




Leu 


Asn 


Thr 


Thr 


Glu 


Asn 


Lys 










430 






Asp 


Leu 


Lys 


Arg 


Met 


He 


Ser 








445 








Glu 


His 


Glu 


Asn 


Met 


Leu 


Ser 






460 










Arg 


Pro 


Ser 


Arg 


Ala 


Asn 


Thr 




475 










480 


Lvs 


Trp 


Leu 


lie 


Pro 


Gly 


Ala 


490 










495 




Leu 


Asp 


Thr 


Gin 


ASP 


Ser 


Asn 










510 






Ser 


Leu 


Gly 


His 


Arg 


Ser 


Pro 








525 








Ser 


Ser 


Thr 


Ser 


Leu 


Leu 


He 






540 










Pro 


He 


Met 


Arg 


Ala 


Leu 


Lys 

2 




555 










560 


Asn 


Trp 


Gly 


Thr 


Gin 


Thr 


Glu 


570 










575 




Xaa 


He 


Asn 


Pro 


Arg 


Gin 


Thr 










590 






Pro 


Glu 


Lys 


Cys 


Ala 


Gin 


Gin 








605 








Gin 


Arg 


Ser 


Ser 


Ser 


Leu 


Pro 






620 










Thr 


Lys 


Arg 


Glu 


He 


Met 


Leu 




635 










640 


Lys 


Arg 


Ser 


Pro 


Lys 
* 


Glu 


Asn 


650 










655 




Ser 


Lys 


Asn 


Glu 


Ser 


Ser 


Pro 










670 






Ala 


Thr 


Asp 


Asn 


His 


Val 


Asn 








685 








Asn 


Gly 


Val 


Lys 


Lys 


Val 


Ser 






700 










Ser 


Val 


Ser 


Tyr 


Glu 


Gin 


Cys 




715 










720 


Asn 


Asp 


Phe 


Glu 


Tyr 


Thr 


Ala 


730 










735 




Arg 


Phe 


Phe 


Asp 


Glu 


Leu 


Thr 










750 






Leu 


Ser 


Arg 


Met 


Pro 


Ser 


Pro 








765 








Leu 


Asn 


Gin 


Val 


Lys 


Cys 


Leu 



780 
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<210> 1718 

<211> 782 

<212> PRT 

<213> Homo sapiens 



<400> 1718 

Glu Phe Lys Ser Gly Gly Cys Gly Ala Gly Leu Val Ala Ala Gly Ala 

15 10 15 

Val lieu Val Leu Tyr Pro Ala Ser Arg Ala Gly Glu Arg Thr Arg Val 

20 25 30 

Pro Gly Ser Pro Ala Pro Ser Ser Leu Pro Leu His Ser Pro Gly Ala 

35 40 45 

Cys Gly Thr Glu Val Asp Met Asp Pro Gin Arg Ser Pro Leu Leu Glu 

50 55 60 

Val Lys Gly Asa He Glu Leu Lys Arg Pro Leu He Lys Ala Pro Ser 
65 70 75 80 

Gin Leu Pro Leu Ser Gly Ser Arg Leu Lys Arg Arg Pro Asp Gin Met 

85 90 95 

Glu Asp Gly Leu Glu Pro Glu Lys Lys Arg Thr Arg Gly Leu Gly Ala 

100 105 110 

Thr Thr Lys He Thr Thr Ser His Pro Arg Val Pro Ser Leu Thr Thr 

115 120 125 

Val Pro Gin Thr Gin Gly Gin Thr Thr Ala Gin Lys Val Ser Lys Lys 

130 135 140 

Thr Gly Pro Arg Cys Ser Thr Ala He Ala Thr Gly Leu Lys Asn Gin 
145 150 155 160 

Lys Pro Val Pro Ala Val Pro Val Gin Lys Ser Gly Thr Ser Gly Val 

165 170 ~ 175 

Pro Pro Met Ala Gly Gly Lys Lys Pro Ser Lys Arg Pro Ala Trp Asp 

180 185 190 

Leu Lys Gly Gin Leu Cys Asp Leu Asn Ala Glu Leu Lys Arg Cys Arg 

195 200 205 

Glu Arg Thr Gin Thr Leu Asp Gin Glu Asn Gin Gin Leu Gin Asp Gin * 

210 215 220 

Leu Arg Asp Ala Gin Gin Gin Val Lys Ala Leu Gly Thr Glu Arg Thr 
225 230 235 240 

Thr Leu Glu Gly His Leu Ala Lys Val Gin Ala Gin Ala Glu Gin Gly 

245 250 255 

Gin Gin Glu Leu Lys Asn Leu Arg Ala Cys Val Leu Glu Leu Glu Glu 

250 265 270 

Arg Leu Ser Thr Gin Glu Gly Leu Val Gin Glu Leu Gin Lys Lys Gin 

275 280 2B5 

Val Glu Leu Gin Glu Glu Arg Arg Gly Leu Met Ser Gin Leu Glu Glu 

290 295 * 300 

Lys Glu Arg Arg Leu Gin Thr Ser Glu Ala Ala Leu Ser Ser Ser Gin 
305 310 315 320 

Ala Glu Val Ala Ser Leu Arg Gin Glu Thr Val Ala Gin Ala Ala Leu 

325 330 335 

Leu Thr Glu Arg Glu Glu Arg Leu His Gly Leu Glu Met Glu Arg Arg 

340 345 350 

Arg Leu His Asn Gin Leu Gin Glu Leu Lys Gly Asn He Arg Val Phe 

355 360 * 355 

Cys Arg Val Arg Pro Val Leu Pro Gly Glu Pro Thr Pro Pro Pro Gly 

370 375 380 

Leu Leu Leu Phe Pro Ser Gly Pro Gly Gly Pro Ser Asp Pro Pro Thr 
385 390 395 400 

Arg Leu Ser Leu Ser Arg Ser Asp Glu Arg Arg Gly Thr Leu Ser Gly 

405 410 415 

Ala Pro Ala Pro Pro Thr Arg His Asp Phe Ser Phe Asp Arg Val Phe 
420 425 430 
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Pro 


Pro 


Gly 
435 


Ser 


Gly 


Gin 


Asp 


Glu 
440 


val 


Gin 
450 


Ser 


Ala 


Leu 


Asp 


Gly 
455 


Tyr 


Gin 


Thr 


Gly 


Ser 


Gly 


Lys 


Thr 


Phe 


465 










470 






Asp 


Pro 


Gin 


Leu 


Glu 
485 


Gly 


Leu 


He 


Ser 


Val 


Ala 


Gin 
500 


Glu 


Leu 


Ser 


Gly 


Ala 


Ser 


Tyr 
515 


Val 


Glu 


lie 


Tyr 


Asn 
520 


Thr 


Gly 
530 


Thr 


Arg 


Lys 


Gly 


Gin 
535 


Gly 


Gly 


Pro 


Gly 


Ser 


Glu 


Glu 


Leu 


Thr 


545 










550 






Val 


Ser 


Cys 


Glu 


Lys 
565 


Glu 


Val 


Asp 


Asn 


Arg 


Ala 


Val 
580 


Ala 


Arg 


Thr 


Ala 


His 


Ser 


val 
595 


Phe 


Gin 


Leu 


Gin 


He 
600 


Leu 


Gin 
610 


Cys 


Gly 


Ala 


Pro 


Leu 
615 


Ser 


Arg 


Leu 


Asp 


Pro 


Gly 


Leu 


Ala 


Leu 


625 










630 






Arg 


Glu 


Thr 


Gin 


Ala 
645 


He 


Asn 


Ser 


lie 


Met 


Ala 


Leu 
660 


Ser 


Asn 


Lys 


Glu 


Lys 


Leu 


Thr 
675 


Tyr 


Leu 


Leu 


Gin 


Asn 
680 


Leu 


Met 
690 


Phe 


Val 


Asn 


He 


Ser 
695 


Pro 


Leu 


Asn 


Ser 


Leu 


Arg 


Phe 


Ala 


Ser 


705 










710 






Gly 


Thr 


Ala 


Gin 


Ser 
725 


Asn 


Arg 


Lys 


val 


Cys 


Val 


Cys 
740 


Val 


Cys 


val 


Cys 


val 


Pro 


Met 

755 


Ser 


Met 


Tyr 


Arg 


Val 
760 


Cys 


Phe 
770 


lie 


Gly 


Trp 


Arg 


Ala 
775 


Pro 



<210> 1719 

<211> 120 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 

<222> (1) . . - (119) 

<223> Xaa = any amino acid 



<400> 1719 
Gly Tyr Thr Ser Gin Gly Arg Trp 

1 5 
Thr Ala Asn Thr Glu Ser Leu His 
20 

Gly Tyr He Arg Lys He Glu Xaa 
35 40 



Val 


Phe 


Glu 


Glu 


lie 


Ala 


Met Leu 










445 






Pro 


Val 


Cys 


He 


Phe 


Ala 


Tyr Gly 








460 








Thr 


Met 


Glu 


Gly 


Gly 


Pro 


Gly Gly 






475 








480 


Pro 


Arg 


Ala 


Leu 


Arg 


His 


Leu Phe 




490 










495 


Gin 


Gly 


Trp 


Thr 


Tyr 


Ser 


Phe Val 


505 










510 




Glu 


Thr 


Val 


Arg 


Asp 


Leu 


Leu Ala 










525 






Gly 


Glu 


Cys 


Glu 


He 


Arg 


Arg Ala 








540 








Val 


Thr 


Asn 


Ala 


Arg 


Tyr 


Val Pro 






555 








560 


Ala 


Leu 


Leu 


His 


Leu 


Ala 


Arg Gin 




570 










575 - 


Gin 


Asn 


Glu 


Arg 


Ser 


Ser 


Arg Ser 


585 










590 




Ser 


Gly 


Glu 


His 


Ser 


Ser 


Arg Gly 










605 






Leu 


Val 


Asp 


Leu 


Ala 


Gly 


Ser Glu 








620 








Gly 


Pro 


Gly 


Glu 


Arg 


Glu 


Arg Leu 






635 








640 


Ser 


Leu 


Ser 


Thr 


Leu 


Gly 


Leu Val 




650 










655 


Ser 


His 


Val 


Pro 


Tyr 


Arg 


Asn Ser 


665 










670 




Ser 


Leu 


Gly 


Gly 


Ser 


Ala 


Lys Met 










685 






Leu 


Glu 


Glu 


Asn 


val 


Ser 


Glu Ser 








700 








Lys 


Val 


Glu 


Pro 


Ser 


Val 


Leu Phe 






715 








720 


Trp 


Lys 


Thr 


Asp 


Pro 


Asp 


Leu Cys 




730 










735 


Val 


Cys 


val 


Cys 


val 


Cys 


Val Cys 


745 










750 




Arg 


Gly 


Gly 


Arg 


Val 


Ala 


Gly Gly 










755 






Cys 


Pro 


Arg 


Ala 


He 


Lys 










780 




782 




or nothing 








- 


He Asp He 


Glu 


Arg 


Gly 


Pro Leu 




10 










15 


Glu Asn Asn 


Phe 


Asn 


Ala 


Leu Pro 


25 










30 




He 


xaa 


He 


Tyr 


Lys 


Lys 


Asn Xaa 



45 
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lie Asn Phe Gly Gly Val Gly Leu Leu Asn lie Val Lys He Ser He 

50 55 60 

Leu Ser Lys He Tyr Arg Phe Asp Ala He Pro Val Lys He Leu Thr 
65 70 75 BO 

Arg Phe Phe He Asn Leu Asp Lys Leu He Leu Lys Phe Val Leu Lys 

85 90 95 

Thr Lys He Ala Lys Asn Arg He Lys Thr Phe Tyr He Met Arg Arg 

100 105 HO 

Lys Lys Leu Gly Asp Ser Ser 
115 119 



<210> 1720 
<211> 118 
<212> PRT 

<213> Homo sapiens 

<221> misc_f eature 
<222> (I)... (117) 

<223> Xaa = any amino acid or nothing 



<400> 1720 




Gly Ala 


Ser 


He Ser 


Pro Ser Ala 


1 




5 




Lys Pro 


Met 


Gin Glu 


Gin Glu Ala 






20 




Xaa His 


Met 


Ala Pro 


Glu Gin Trp 




35 




40 


Arg Leu 


He 


Phe Ser 


Val Leu His 


50 






55. 


Gin Ser 


Ser 


Ala Glu 


Glu Asp Glu 


65 






70 


Ser Glu 


Asp 


Gin Ala 


Pro Asn Gin 






85 




Arg Val 


His 


val Pro 


Leu Gly Ala 






100 




Ser His 


Phe 


Pro Arg 






115 


117 





Val 


He 


Asp Gly Val Glu 


Gly 


Leu 




10 




15 




Gin 


Glu 


Ala Gly Pro Cys 


Leu 


Asp 


25 




30 






Val 


Ala 


Pro Arg Arg Leu 


Leu 


Phe 






45 






Ala 


Leu 


He He Ala Ala 


Ala 


Ala 






60 






Asp 


Pro 


Arg Asn Xaa Gly 


Gin 


Ser 






75 




80 


Asn 


Gly 


Leu He Val He 


Val 


His 




90 




95 




Ala 


Ala 


Thr Val Pro Val 


His 


Arg 


105 




110 







<210> 1721 

<211> 89 

<212> PRT 

<213> Homo sapiens 

<221> mis c_f eature 
<222> (1) . . . (87) 

<223> Xaa - any amino acid or nothing 



<400> 1721 

Gly Asn Gly Gly Cys Gly Leu Ser Gin He Pro Pro Ser His Leu Gly 

15 10 15 

Ala Phe Ser Arg Gly Ser Leu Leu Ser Arg Gly Asp Pro Arg Gly Pro 

20 25 30 

Pro Pro His Pro Val He Phe Phe Val Phe Val Val Glu Gin Gly Phe 

35 40 45 

Thr Val Leu Ala Arg Met Val Ser He Ser Xaa Pro Cys Asp Pro Pro 

50 55 60 

Ala Leu Ala Ser Gin Ser Ala Gly He Tnr Gly Val Ser His Leu Ala 
65 70 75 80 
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Arg Pro Gin Asn Leu Tyr Phe 
85 87 



<210> 1722 

<211> 104 

<212> PRT 

<213> Homo sapiens 

<22l> Tnisc_feature 
<222> (1) . . . (102) 

<223> Xaa = any amino acid or nothing 



<400> 1722 



Ara 


Val 


Leu 


His 


His 


Asp 


Asn 


Val Pro Ala 


His Ser 


Ser Pro Gin Lys 










5 






10 




15 


Mrg 


Glu 


He 


Ser 


Gin 


Glu 


Phe 


Gin Leu Glu 


Xle Arg 


His Leu Pro Xaa 








20 








25 




30 




Pro 


Asp 


Leu 


Ala 


Pro 


Ser 


Glv Cvs Phe 


Leu Phe 


Leu Asn Leu Lys 






35 










40 




45 


Asn 


lie 


Phe 


Lys 


Gly 


Thr 


His 


Phe Ser lieu 


Val Asp 


Asn Val Lys Lys 




50 














60 




Thr 


Val 


Ser 


Thr 


Trp 


Leu 


His 


Ser Gin Asn 


Ala Gin 


Phe Tyr Lys Asp 


O D 










70 






75 


60 




Leu 


Asn 


Gly 


Trp 


Tyr 


His 


r*v«a Tj^u Gin 

WVD VJX*4 


Lys Cys 


Leu Gin His Tvr 










85 










95 


Xaa 


Ala 


Tyr 


Val 


Glu 


Lys 
















100 




102 












<210> 1723 
















<211> 4565 
















<212> PRT 
















<213> Homo 


sapiens 












<400> 1723 






* 








Arg 


Arg 


Glu 


Val 


Ala 


Gly 


Pro 


Glu Gly Lys 


Gly Leu 


Leu Leu Ala Ser 


1 








5 






10 




15 


Ala 


His 


Thr 


Met 


Leu 


Thr 


Pro 


Pro Leu Leu 


Leu Leu 


Leu Pro lieu Leu 








20 








25 




30 


Ser 


Ala 


Leu 


Val 


Ala 


Ala 


Ala 


He Asp Ala 


Pro Lys 


Thr Cys Ser Pro 






35 










40 




45 


Lys 


Gin 


Phe 


Ala 


Cys 


Arg 


Asp 


Gin He Thr 


Cys He 


Ser Lys Gly Trp 




50 










55 




60 




Arg 


Cys 


Asp 


Gly 


Glu 


Arg 


Asp 


Cys Pro Asp 


Gly Ser 


Asp Glu Ala Pro 


es 










70 






75 


80 


Glu 


lie 


Cys 


Pro 


Gin 


Ser 


Lys 


Ala Gin Arg 


Cys Gin 


Pro Asn Glu His 










85 






90 




95 


Asn 


Cys 


Leu 


Gly 


Thr 


Glu 


Leu 


Cys Val Pro 


Met Ser 


Arg Leu Cys Asn 








100 








105 




110 


Gly 


Val 


Gin 


Asp 


Cys 


Met 


Asp 


Gly Ser Asp 


Glu Gly 


Pro His Cys Arg 






115 










120 




125 


Glu 


Leu 


Gin 


Gly 


Asn 


Cys 


Ser 


Arg Leu Gly 


Cys Gin 


His His Cys Val 




130 










135 




140 




Pro 


Thr 


Leu 


Asp 


Gly 


Pro 


Thr 


Cys Tyr Cys 


Asn Ser 


Ser Phe Gin Leu 


145 










150" 






155 


160 


Gin 


Ala 


Asp 


Gly 


Lys 


Thr 


Cys 


Lys Asp Phe 


Asp Glu 


Cys Ser Val Tyr 










165 






170 




175 


Gly 


Thr 


Cys 


Ser 


Gin 


Leu 


Cys 


Thr Asn Thr 


Asp Gly 


Ser Phe He Cys 








180 








185 




190 
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Gly 


Cys 


Val 
195 


Glu 


Gly 


Tyr 


Leu 


Leu 
200 


Gin 


Pro 


Asp 


Asn 


Arg 
205 


Ser 


Cys 


Lys 


Ala 


Lys 
210 


Asn 


Glu 


Pro 


Val 


Asp 
215 


Arg 


Pro 


Pro 


Val 


Leu 
220 


Leu 


He 


Ala 


Asn 


Ser 


Gin 


Asn 


He 


Leu 


Ala 


Thr 


Tyr 


Leu 


Ser 


Gly 


Ala 


Gin 


Val 


Ser 


Thr 


225 










230 










235 










240 


lie 


Thr 


Pro 


Thr 


Ser 
245 


Thr 


Arg 


Gin 


Thr 


Thr 
250 


Ala 


Met 


Asp 


Phe 


Ser 
255 


Tyr 


Ala 


Asn 


Glu 


Thr 
260 


Val 


Cys 


Trp 


Val 


His 
265 


Val 


Gly 


Asp 


Ser 


Ala 

270 


Ala 


Gin 


Thr 


Gin 


Leu 
275 


Lys 


Cys 


Ala 


Arg 


Met 
280 


Pro 


Gly 


Leu 


Lys 


Gly 
2 85 


Phe 


Val 


Asp 


Glu 


His 
290 


Thr 


He 


Asn 


He 


Ser 
295 


Leu 


Ser 


Leu 


His 


His 
300 


Val 


Glu 


Gin 


Met 


Ala 


lie 


Asp 


Trp 


Leu 


Thr 


Gly 


Asn 


Phe 


Tyr 


Phe 


Val 


Asp 


Asp 


He 


Asp 


305 










310 










315 










320 


Asp 


Arg 


lie 


Phe 


Val 
325 


Cys 


Asn 


Arg 


Asn 


Gly 
330 


Asp 


Thr 


Cys 


Val 


Thr 
335 


Leu 


Leu 


Asp 


Leu 


Glu 
340 


Leu 


Tyr 


Asn 


Pro 


Lys 
345 


Gly 


He 


Ala 


Leu 


Asp 
350 


Pro 


Ala 


Met 


Gly 


Lys 
355 


Val 


Phe 


Phe 


Thr 


Asp 
360 


Tyr 


Gly 


Gin 


lie 


Pro 

365 


Lys 


Val 


Glu 


Arg 


Cys 
370 


Asp 


Met 


Asp 


Gly 


Gin 
375 


Asn 


Arg 


Thr 


Lys 


Leu 
380 


Val 


Asp 


Ser 


Lys 


lie 


Val 


Phe 


Pro 


His 


Gly 


He 


Thr 


Leu 


Asp 


Leu 


Val 


Ser 


Arg 


Leu 


Val 


385 










390 










395 










400 


Tyr 


Trp 


Ala 


Asp 


Ala 
405 


Tyr 


Leu 


Asp 


Tyr 


He 
410 


Glu 


Val 


Val 


Asp 


Tyr 
415 


Glu 


Gly 


Lys 


Gly 


Arg 
420 


Gin 


Thr 


He 


He 


Gin 
425 


Gly 


He 


Leu 


He 


Glu 
430 


His 


Leu 


Tyr 


Gly 


Leu 
435 


Thr 


Val 


Phe 


Glu 


Asn 
440 


Tyr 


Leu 


Tyr 


Ala 


Thr 
445 


Asn 


Ser 


Asp 


Asn 


Ala 
450 


Asn 


Ala 


Gin 


Gin 


Lys 
455 


Thr 


Ser 


Val 


He 


Arg 
460 


Val 


Asn 


Arg 


Phe 


Asn 


Ser 


Thr 


Glu 


Tyr 
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Asn Asp Cys Gly Asp Tyr Ser Asp Glu Thr His Ala Asn Cys Thr Asn 

1060 1065 1070 

Gin Ala Thr Arg Pro Pro Gly Gly Cys His Thr Asp Glu Phe Gin Cys 

1075 1080 10B5 

Arg Leu Asp Gly Leu Cys He Pro Leu Arg Trp Arg .Cys Asp Gly Asp 

1090 1095 1100 

Thr Asp Cys Met Asp Ser Ser Asp Glu Lys Ser Cys Glu Gly Val Thr 
1105 1110 1115 1120 

His Val Cys Asp Pro Ser Val Lys Phe Gly Cys Lys Asp Ser Ala Arg 

1125 1130 1135 

Cys He Ser Lys Ala Trp Val Cys Asp Gly Asp Asn Asp Cys Glu Asp 

1140 1145 1150 

Asn Ser Asp Glu Glu Asn Cys Glu Ser Leu Ala Cys Arg Pro Pro Ser 

1155 1160 1165 

His Pro Cys Ala Asn Asn Thr Ser Val Cys Leu Pro Pro Asp Lys Leu 

1170 1175 1180 

Cys Asp Gly Asn Asp Asp Cys Gly Asp Gly Ser Asp Glu Gly Glu Leu 
1185 1190 1195 1200 

Cys Asp Gin Cys Ser Leu Asn Asn Gly Gly Cys Ser His Asn Cys Ser 
1205 1210 1215 



864 



WO 01/57188 



PCT/US01/03800 



Val Ala Pro Gly Glu Gly lie Val Cys Ser Cys Pro Leu Gly Met Glu 

1220 1225 1230 

Leu Gly Pro Asp Asn His Thr Cys Gin He Gin Ser Tyr Cys Ala Lys 

1235 1240 1245 

His Leu Lys Cys Ser Gin Lys Cys Asp Gin Asn Lys Phe Ser Val Lys 

1250 1255 1260 

Cys Ser Cys Tyr Glu Gly Trp Val Leu Glu Pro Asp Gly Glu Ser Cys 
1265 1270 1275 1280 

Arg Ser Leu Asp Pro Phe LyB Pro Phe He He Phe Ser Asn Arg His 

1285 1290 1295 

Glu He Arg Arg He Asp Leu His Lys Gly Asp Tyr Ser Val Leu Val 

1300 1305 1310 

Pro Gly Leu Arg Asn Thr He Ala Leu Asp Phe His Leu Ser Gin Ser 

1315 1320 1325 

Ala Leu Tyr Trp Thr Asp Val Val Glu Asp Lys He Tyr Arg Gly Lys 

1330 1335 1340 

Leu Leu Asp Asn Gly Ala Leu Thr Ser Phe Glu Val Val He Gin Tyr 
1345 1350 1355 1360 

Gly Leu Ala Thr Pro Glu Gly Leu Ala Val Asp Trp He Ala Gly Asn 

1365 1370 1375 

He Tyr Trp Val Glu Ser Asn Leu Asp Gin He Glu Val Ala Lys Leu 

1380 1385 1390 

Asp Gly Thr Leu Arg Thr Thr Leu Leu Ala Gly Asp He Glu His Pro 

1395 1400 1405 

Arg Ala He Ala Leu Asp Pro Arg Asp Gly He Leu Phe Trp Thr Asp 

1410 1415 1420 

Trp Asp Ala ser Leu Pro Arg He Glu Ala Ala ser Met ser Gly Ala 
1425 1430 1435 1440 

Gly Arg Arg Thr Val His Arg Glu Thr Gly Ser Gly Gly Trp Pro Asn 

1445 1450 1455 

Gly Leu Thr Val Asp Tyr Leu Glu Lys Arg He Leu Trp He Asp Ala 

1460 1465 1470 

Arg Ser Asp Ala He Tyr Ser Ala Arg Tyr Asp Gly Ser Gly His Met 

1475 1480 1485 

Glu Val Leu Arg Gly His Glu Phe Leu Ser His Pro Phe Ala Val Thr 

1490 1495 1500 

Leu Tyr Gly Gly Glu Val Tyr Trp Thr Asp Trp Arg Thr Asn Thr Leu 
1505 1510 1515 1520 

Ala Lys Ala Asn Lys Trp Thr Gly His Asn Val Thr Val Val Gin Arg 

1525 1530 1535 

Thr Asn Thr Gin Pro Phe Asp Leu Gin Val Tyr His Pro Ser Arg Gin 

1540 1545 1550 

Pro Met Ala Pro Asn Pro Cys Glu Ala Asn Gly Gly Gin Gly Pro Cys' 

1555 1560 1565 

Ser His Leu Cys Leu He Asn Tyr Asn Arg Thr Val Ser Cys Ala Cys 

1570 1575 15B0 

Pro His Leu Met Lys Leu His Lys Asp Asn Thr Thr Cys Tyr Glu Phe 
1585 1590 1595 1600 

Lys Lys Phe Leu Leu Tyr Ala Arg Gin Met Glu He Arg Gly Val Asp 

1605 1610 1615 

Leu Asp Ala Pro Tyr Tyr Asn Tyr He He Ser Phe Thr Val Pro Asp 

1620 1625 1630 

He Asp Asn Val Thr Val Leu Asp Tyr Asp Ala Arg Glu Gin Arg Val 

1635 1640 1645 

Tyr Trp Ser Asp Val Arg Thr Gin Ala He Lys Arg Ala Phe He Asn 

1650 1655 1660 

Gly Thr Gly Val Glu Thr Val Val Ser Ala Asp Leu Pro Asn Ala His 
1665 1670 1675 1680 

Gly Leu Ala Val Asp Trp Val Ser Arg Asn Leu Phe Trp Thr Ser Tyr 

1685 1690 1695 

Asp Thr Asn Lys Lys Gin He Asn Val Ala Arg Leu Asp Gly Ser Phe 

1700 1705 1710 

Lys Asn Ala Val Val Gin Gly Leu Glu Gin Pro His Gly Leu Val Val 
1715 1720 1725 
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His Pro Leu Arg Gly Lys Leu Tyr Trp Thr Asp Gly Asp Asn lie Ser 

1730 1735 1740 

Met Ala Asn Met Asp Gly Ser Asn Arg Thr Leu Leu Phe Ser Gly Gin 
1745 1750 1755 1760 

Lys Gly Pro Val Gly Leu Ala lie Asp Phe Pro Glu Ser Lys Leu Tyr 

1765 1770 1775 

Trp lie Ser Ser Gly Asn His Thr lie Asn Arg Cys Asn Leu Asp Gly 

1780 1785 1750 

Ser Gly Leu Glu Val lie Asp Ala Met Arg Ser Gin Leu Gly Lys Ala 

1795 1800 1805 

Thr Ala Leu Ala lie Met Gly Asp Lys Leu Trp Trp Ala Asp Gin Val 

1810 1815 1820 

Ser Glu Lys Met Gly Thr Cys Ser Lys Ala Asp Gly Ser Gly Ser Val 
1825 1830 1835 1840 

Val Leu Arg Asn Ser Thr Thr Leu Val Met His Met Lys Val Tyr Asp 

1845 1850 1855 

Glu Ser lie Gin Leu Asp His Lys Gly Thr Asn Pro Cys Ser Val Asn 

1860 1865 1870. 

Asn Gly Asp Cys Ser Gin Leu Cys Leu Pro Thr Ser Glu Thr Thr Arg 

1875 1880 1885 

Ser Cys Met Cys Thr Ala Gly Tyr Ser Leu Arg Ser Gly Gin Gin Ala 

1890 1895 1900 

Cys Glu Gly Val Gly Ser Phe Leu Leu Tyr Ser Val His Glu Gly lie 
1905 1910 1915 1920 

Arg Gly lie Pro Leu Asp Pro Asn Asp Lys Ser Asp Ala Leu Val Pro 

1925 1930 1935 

Val Ser Gly Thr Ser Leu Ala Val Gly lie Asp Phe His Ala Glu Asn 

1940 1945 1950 

Asp Thr lie Tyr Trp Val Asp Met Gly Leu Ser Thr lie Ser Arg Ala 

1955 1960 1965 

Lys Arg Asp Gin Thr Trp Arg Glu Asp Val Val Thr Asn Gly lie Gly 

1970 1975 1980 

Arg Val Glu Gly lie Ala Val Asp Trp lie Ala Gly Asn lie Tyr Trp 
1985 1990 1995 2000 

Thr Asp Gin Gly Phe Asp Val He Glu Val Ala Arg Leu Asn Gly Ser 

2005 2010 2015 

Phe Arg Tyr Val Val He Ser Gin Gly Leu Asp Lys Pro Arg Ala He 

2020 2025 2030 

Thr Val His Pro Glu Lys Gly Tyr Leu Phe Trp Thr Glu Trp Gly Gin 

2035 2040 2045 

Tyr Pro Arg He Glu Arg Ser Arg Leu Asp Gly Thr Glu Arg Val Val 

2050 2055 2060 

Leu Val Asn Val Ser He Ser Trp Pro Asn Gly He Ser Val Asp Tyr 
2065 2070 2075 2080 

Gin Asp Gly Lys Leu Tyr Trp Cys Asp Ala Arg Thr Asp Lys He Glu 

2085 2090 2095 

Arg He Asp Leu Glu Thr Gly Glu Asn Arg Glu Val Val Leu Ser Ser 

2100 2105 2110 

Asn Asn Met Asp Met Phe Ser Val Ser Val Phe Glu Asp Phe He Tyr 

2115 2120 2125 

Trp Ser Asp Arg Thr His Ala Asn Gly Ser He Lys Arg Gly Ser Lys 

2130 2135 2140 

Asp Asn Ala Thr Asp Ser Val Pro Leu Arg Thr Gly He Gly Val Gin 
2145 2150 2155 2160 

Leu Lys Asp He Lys Val Phe Asn Arg Asp tog Gin Lys Gly Thr Asn 

2165 2170 2175 

Val Cys Ala Val Ala Asn Gly Gly Cys Gin Gin Leu Cys Leu Tyr Arg 

2180 2185 2190 

Gly Arg Gly Gin Arg Ala Cys Ala Cys Ala His Gly Met Leu Ala Glu 

2195 2200 2205 

Asp Gly Ala Ser Cys Arg Glu Tyr Ala Gly Tyr Leu Leu Tyr Ser Glu 

2210 2215 2220 

Arg Thr He Leu Lys Ser He His Leu Ser Asp Glu Arg Asn Leu Asn 
2225 2230 2235 2240 
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Ala Pro Val Gin Pro Phe Glu Asp Pro Glu His Met Lys Asn Val lie 

2245 2250 2255 

Ala Leu Ala Phe Asp Tyr Arg Ala Gly Thr Ser Pro Gly Thr Pro Asn 

2260 2265 2270 

Arg He Phe Phe Ser Asp He His Phe Gly Asn He Gin Gin He Asn 

2275 2260 2285 

Asp Asp Gly Ser Arg Arg He Thr He Val Glu Asn Val Gly Ser Val 

2290 2295 2300 

Glu Gly Leu Ala Tyr His Arg Gly Trp Asp Thr Leu Tyr Trp Thr Ser 
2305 2310 2315 2320 

Tyr Thr Thr Ser Thr He Thr Arg His Thr val Asp Gin Thr Arg Pro 

2325 2330 2335 

Gly Ala Phe Glu Arg Glu Thr Val He Thr Met Ser Gly Asp Asp His 

2340 2345 2350 

Pro Arg Ala Phe Val Leu Asp Glu Cys Gin Asn Leu Met Phe Trp Thr 

2355 2360 2365 

Asn Trp Asn Glu Gin His Pro Ser He Met Arg Ala Ala Leu Ser Gly 

2370 2375 2380 

Ala Asn Val Leu Thr Leu He Glu Lys Asp He Arg Thr Pro Asn Gly 
2385 2390 2395 2400 

Leu Ala He Asp His Arg Ala Glu Lys Leu Tyr Phe Ser Asp Ala Thr 

2405 2410 2415 

Leu Asp Lys He Glu Arg Cys Glu Tyr Asp Gly Ser His Arg Tyr Val 

2420 2425 . 2430 

He Leu Lys Ser Glu Pro Val His Pro Phe Gly Leu Ala Val Tyr Gly 

2435 ■ 2440 2445 

Glu His He Phe Trp Thr Asp Trp Val Arg Arg Ala Val Gin Arg Ala 

2450 2455 * 2460 

Asn Lys His Val Gly Ser Asn Met Lys Leu Leu Arg Val Asp He Pro 
2465 2470 2475 ~ 2480 

Gin Gin Pro Met Gly He He Ala Val Ala Asn Asp Thr Asn Ser Cys 

2485 2490 2495 

Glu Leu Ser Pro Cys Arg He Asn Asn Gly Gly Cys Gin Asp Leu Cys 

2500 2505 " 2510 

Leu Leu Thr His Gin Gly His Val Asn Cys Ser Cys Arg Gly Gly Arg 

2515 2520 2525 

He Leu Gin Asp Asp Leu Thr Cys Arg Ala Val Asn Ser Ser Cys Arg 

2530 2535 2540 

Ala Gin Asp Glu Phe Glu Cys Ala Asn Gly Glu Cys He Asn Phe Ser 
2545 2550 2555 2560 

Leu Thr Cys Asp Gly Val Pro His Cys Lys Asp Lys Ser Asp Glu Lys 

2565 2570 - 2575 

Pro Ser Tyr Cys Asn Ser Arg Arg Cys Lys Lys Thr Phe Arg Gin Cys 

2580 2585 2590 

Ser Asn Gly Arg Cys Val Ser Asn Met Leu Trp Cys Asn Gly Ala Asp 

2595 2600 2605 

Asp Cys Gly Asp Gly Ser Asp Glu He Pro Cys Asn Lys Thr Ala Cys 

2610 2615 2620 

Gly Val Gly Glu Phe Arg Cys Arg Asp Gly Thr Cys He Gly Asn Ser 
2625 2630 2635 2640 

Ser Arg Cys Asn Gin Phe Val Asp Cys Glu Asp Ala Ser Asp Glu Met 

2645 2650 2655 

Asn Cys Ser Ala Thr Asp Cys Ser Ser Tyr Phe Arg Leu Gly Val Lys 

2660 2665 2670 

Gly Val Leu Phe Gin Pro Cys Glu Arg Thr Ser Leu Cys Tyr Ala Pro 

2675 2680 2685 

Ser Trp Val Cys Asp Gly Ala Asn Asp Cys Gly Asp Tyr Ser Asp Glu 

2690 2695 2700 

Arg Asp Cys Pro Gly val Lys Arg Pro Arg Cys Pro Leu Asn Tyr Phe 
2705 2710 2715 2720 

Ala Cys Pro Ser Gly Arg Cys He Pro Met Ser Trp Thr Cys Asp Lys 

2725 2730 2735 

Glu Asp Asp Cys Glu His Gly Glu Asp Glu Thr His Cys Asn Lys Phe 
2740 2745 2750 
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Cys Ser Glu Ala Gin Phe Glu Cys Gin Asn His Arg Cys lie Ser Lys 

2755 2760 2765 

Gin Trp Leu Cys Asp Gly Ser Asp Asp Cys Gly Asp Gly Ser Asp Glu 

2770 2775 2780 

Ala Ala His Cys Glu Gly Lys Thr Cys Gly Pro Ser Ser Phe Ser Cys 
2785 2790 2795 2800 

Pro Gly Thr His Val Cys Val Pro Glu Arg Trp Leu Cys Asp Gly Asp 

2805 2810 2815 

Lys Asp Cys Ala Asp Gly Ala Asp Glu Ser lie Ala Ala Gly Cys Leu 

2820 2825 2830 

Tyr Asn Ser Thr Cys Asp Asp Arg Glu Phe Met Cys Gin Asn Arg Gin 

2835 2840 2845 

Cys He Pro Lys His Phe Val Cys Asp His Asp Arg Asp Cys Ala Asp 

2850 2855 2860 

Gly Ser Asp Glu Ser Pro Glu Cys Glu Tyr Pro Thr Cys Gly Pro Ser 
2865 ~ 2870 2875 2880 

Glu Phe Arg Cys Ala Asn Gly Arg Cys Leu Ser Ser Arg Gin Trp Glu 

2885 2890 2895 

Cys Asp Gly Glu Asn Asp Cys His Asp Gin Ser Asp Glu Ala Pro Lys 

2900 " 2905 2910 

Asn Pro His Cys Thr Ser Pro Glu His Lys Cys Asn Ala Ser Ser Gin 

2915 2920 2925 

Phe Leu Cys Ser Ser Gly Arg Cys Val Ala Glu Ala Leu Leu Cys Asn 

2930 2935 2940 

Gly Gin Asp Asp Cys Gly Asp Ser Ser Asp Glu Arg Gly Cys His lie 
2945 2950 2955 2960 

Asn Glu Cys Leu Ser Arg Lys Leu Ser Gly Cys Ser Gin Asp Cys Glu 

2965 2970 2975 

Asp Leu Lys He Gly Phe Lys Cys Arg Cys Arg Pro Gly Phe Arg Leu 

29B0 2985 2990 

Lys Asp Asp Gly Arg Thr Cys Ala Asp Val Asp Glu Cys Ser Thr Thr 

2995 3000 3005 

Phe Pro Cys Ser Gin Arg Cys He Asn Thr His Gly Ser Tyr Lys Cys 

3010 3015 3020 

Leu Cys Val Glu Gly Tyr Ala Pro Arg Gly Gly Asp Pro His Ser Cys 
3025 3030 3035 3040 

Lys Ala Val Thr Asp Glu Glu Pro Phe Leu He Phe Ala Asn Arg Tyr 

3045 3050 3055 

Tyr Leu Arg Lys Leu Asn Leu Asp Gly Ser Asn Tyr Thr Leu Leu Lys 

3060 3065 3070 

Gin Gly Leu Asn Asn Ala Val Ala Leu Asp Phe Asp Tyr Arg Glu Gin 

3075 3080 30B5 

Met He Tyr Trp Thr Asp Val Thr Thr Gin Gly Ser Met He Arg Arg 

3090 3095 3100 

Met His Leu Asn Gly Ser Asn Val Gin Val Leu His Arg Hir Gly Leu 
3105 3110 3115 3120 

Ser Asn Pro Asp Gly Leu Ala Val Asp Trp Val Gly Gly Asn Leu Tyr 

3125 3130 3135 

Trp Cys Asp Lys Gly Arg Asp Thr He Glu Val Ser Lys Leu Asn Gly 

3140 * 3145 3150 

Ala Tyr Arg Thr Val Leu Val Ser Ser Gly Leu Arg Glu Pro Arg Ala 

3155 3160 3165 

Leu Val Val Asp Val Gin Asn Gly Tyr Leu Tyr Trp Thr Asp Trp Gly 

3170 3175 3180 

Asp His Ser Leu He Gly Arg He Gly Met Asp Gly Ser Ser Arg Ser 
3185 3190 3195 3200 

Val He Val Asp Thr Lys He Thr Trp Pro Asn Gly Leu Thr Leu Asp 

3205 3210 3215 

Tyr Val Thr Glu Arg He Tyr Trp Ala Asp Ala Arg Glu Asp Tyr He 

3220 3225 3230 

Glu Phe Ala Ser Leu Asp Gly Ser Asn Arg His Val Val Leu Ser Gin 

3235 3240 3245 

Asp He Pro His He Phe Ala Leu Thr Leu Phe Glu Asp Tyr Val Tyr 
3250 3255 3260 
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Trp Thr Asp Trp Glu Thr Lys Ser lie Aen Arg Ala His Lys Thr Thr 
3265 3270 3275 3280 

Gly Thr Asn Lys Thr Leu Leu lie Ser 'Thr Leu His Arg Pro Met Asp 

3285 3290 3295 

Leu His Val Phe His Ala Leu Arg Gin Pro Asp Val Pro Asn His Pro 

3300 3305 3310 

Cys Lys Val Asn Asn Gly Gly Cys Ser Asn Leu Cys Leu Leu Ser Pro 

3315 332X) 3325 

Gly Gly Gly His Lys Cys Ala Cys Pro Thr Asn Phe Tyr Leu Gly Ser 

3330 3335 3340 

Asp Gly Arg Thr Cys Val Ser Asn Cys Thr Ala Ser Gin Phe Val Cys 
3345 3350 3355 3360 

Lys Asn Asp Lys Cys lie Pro Phe Trp Trp Lys Cys Asp Thr Glu Asp 

3365 3370 3375 

Asp Cys Gly Asp His Ser Asp Glu Pro Pro Asp Cys Pro Glu Phe Lys 

3380 3385 3390 

Cys Arg Pro Gly Gin Phe Gin Cys Ser Thr Gly lie Cys Thr Asn Pro 

3395 3400 3405 

Ala Phe lie Cys Asp Gly Asp Asn Asp Cys Gin Asp Asn Ser Asp Glu 

3410 3415 3420 

Ala Asn Cys Asp lie His Val Cys Leu Pro Ser Gin Phe Lys Cys Thr 
3425 3430 3435 3440 

Asn Thr Asn Arg Cys lie Pro Gly lie Phe Arg Cys Asn Gly Gin Asp 

3445 3450 3455 

Asn Cys Gly Asp Gly Glu Asp Glu Arg Asp cys Pro Glu val Thr Cys 

3460 3465 3470 

Ala Pro Asn Gin Phe Gin Cys Ser He Thr Lys Arg Cys He Pro Arg 

3475 3480 3485 

Val Trp Val Cys Asp Arg Asp Asn Asp Cys Val Asp Gly Ser Asp Glu 

3490 3495 3500 

Pro Ala Asn Cys Thr Gin Met Thr Cys Gly Val Asp Glu Phe Arg Cys 
3505 3510 3515 3520 

Lys Asp Ser Gly Arg Cys He Pro Ala Arg Trp Lys Cys Asp Gly Glu 

3525 3530 3535 

Asp Asp Cys Gly Asp Gly Ser Asp Glu Pro Lys Glu Glu Cys Asp Glu 

3540 3545 3550 

Arg Thr Cys Glu Pro Tyr Gin Phe Arg Cys Lys Asn Asn Arg Cys Val 

3555 3560 3565 

Pro Gly Arg Trp Gin Cys Asp Tyr Asp Asn Asp Cys Gly Asp Asn Ser 

3570 3575 3580 

Asp Glu Glu Ser Cys Thr Pro Arg Pro Cys Ser Glu Ser Glu Phe Ser 
3585 3590 3595 3600 

Cys Ala Asn Gly Arg Cys He Ala Gly Arg Trp Lys Cys Asp Gly Asp 

3605 3610 3615 

His Asp Cys Ala Asp Gly Ser Asp Glu Lys Asp Cys Thr Pro Arg Cys 

3620 3625 3630 

Asp Met Asp Gin Phe Gin Cys Lys Ser Gly His Cys lie Pro Leu Arg 

3635 3640 3645 

Trp Arg Cys Asp Ala Asp Ala Asp Cys Met Asp Gly Ser Asp Glu Glu 

3650 3655 3660 

Ala Cys Gly Thr Gly Val Arg Thr Cys Pro Leu Asp Glu Phe Gin Cys 
3665 3670 3675 3680 

Asn Asn Thr Leu Cys Lys Pro Leu Ala Trp Lys Cys Asp Gly Glu Asp 

3685 3690 3695 

Asp Cys Gly Asp Asn Ser Asp Glu Asn Pro Glu Glu Cys Ala Arg Phe 

3700 3705 3710 

Val Cys Pro Pro Asn Arg Pro Phe Arg Cys Lys Asn Asp Arg Val Cys 

3715 3720 3725 

Leu Trp He Gly Arg Gin Cys Asp Gly Thr Asp Asn Cys Gly Asp Gly 

3730 3735 3740 

Thr Asp Glu Glu Asp Cys Glu Pro Pro Thr Ala His Thr Thr His Cys 
3745 3750 3755 3760 

Lys Asp Lys Lys Glu Phe Leu Cys Arg Asn Gin Arg Cys Leu Ser Ser 
3765 * 3770 ~ * 3775 
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Ser Leu Arg Cys Asn Met Phe Asp Asp Cys Gly Asp Gly Ser Asp Glu 

3780 3785 3790 

Glu Asp Cys Ser lie Asp Pro Lys Leu Thr Ser Cys Ala Thr Asn Ala 

3795 3800 3805 

Ser He Cys Gly Asp Glu Ala Arg Cys Val Arg Thr Glu Lys Ala Ala 

3810 3815 3820 

Tyr Cys Ala Cys Arg Ser Gly Phe His Thr Val Pro Gly Gin Pro Gly 
3825 3830 3835 3840 

Cys Gin Asp He Asn Glu Cys Leu Arg Phe Gly Thr Cys Ser Gin Leu 

3845 3850 3855 

Cys Asn Asn Thr Lys Gly Gly His Leu Cys Ser Cys Ala Arg Acn Phe 

3860 3865 3870 

Met Lys Thr His Asn Thr Cys Lys Ala Glu Gly Ser Glu Tyr Gin Val 

3875 3880 38B5 

Leu Tyr He Ala Asp Asp Asn Glu He Arg Ser Leu Phe Pro Gly His 

3890 3895 3900 

Pro His Ser Ala Tyr Glu Gin Ala Phe Gin Gly Asp Glu Ser Val Arg 
3905 . 3910 3915 3920 

lie Asp Ala Met Asp Val His Val Lys Ala Gly Arg Val Tyr Trp Thr 

3925 3930 3935 

Asn Trp His Thr Gly Thr He Ser Tyr Arg Ser Leu Pro Pro Ala Ala 

3940 3945 3950 

Pro Pro Thr Thr Ser Asn Arg His Arg Arg Gin He Asp Arg Gly Val 

3955 3960 3955 

Thr His Leu Asn He Ser Gly Leu Lys Met Pro Arg Gly He Ala He 

3970 3975 3980 

Asp Trp Val Ala Gly Asn Val Tyr Trp Thr Asp Ser Gly Arg Asp Val 
3985 3990 3995 4000 

He Glu Val Ala Gin Met Lys Gly Glu Asn Arg Lys Thr Leu He Ser 

4005 4010 4015 

Gly Met He Asp Glu Pro His Ala He Val Val Asp Pro Leu Arg Gly 

4020 4025 4030 

Thr Met Tyr Trp Ser Asp Trp Gly Asn His Pro Lys He Glu Thr Ala 

4035 4040 4045 

Ala Met Asp Gly Thr Leu Arg Glu Thr Leu Val Gin Asp Asn He Gin 

4050 ^ " 4055 4060 

Trp pro Thr Gly Leu Ala Val Asp Tyr His Asn Glu Arg Leu Tyr Trp 
4065 4070 4075 4080 

Ala Asp Ala Lys Leu Ser Val He Gly Ser He Arg Leu Asn Gly Thr 

4085 4090 4095 

Asp Pro He Val Ala Ala Asp Ser Lys Arg Gly Leu Ser His Pro Phe 

4100 4105 4110 

Ser He Asp Val Phe Glu Asp Tyr He Tyr Gly Val Thr Tyr He Asn 

4115 4120 4125 

Asn Arg Val Phe Lys He His Lys Phe Gly His Ser Pro Leu Val Asn 

4130 4135 4140 

Leu Thr Gly Gly Leu Ser His Ala Ser Asp Val Val Leu Tyr His Gin 
4145 4150* 4155 4160 

His Lys Gin Pro Glu Val Thr Asn Pro Cys Asp Arg Lys Lys Cys Glu 

4165 4170 4175 

Trp Leu Cys Leu Leu Ser Pro Ser Gly Pro Val Cys Thr Cys Pro Asn 

4180 4185 4190 

Gly Lys Arg Leu Asp Asn Gly Thr Cys Val Pro Val Pro Ser Pro Thr 

4195 4200 4205 

Pro Pro Pro Asp Ala Pro Arg Pro Gly Thr Cys Asn Leu Gin Cys Phe 

4210 4215 4220 

Asn Gly Gly Ser Cys Phe Leu Asn Ala Arg Arg Gin Pro Lys Cys Arg 
4225 4230 4235 4240 

Cys Gin Pro Arg Tyr Thr Gly Asp Lys Cys Glu Leu Asp Gin Cys Trp 

4245 4250 4255 

Glu His Cys Arg Asn Gly Gly Thr Cys Ala Ala Ser Pro Ser Gly Met 

4260 4265 4270 

Pro Thr Cys Arg Cys Pro Thr Gly Phe Thr Gly Pro Lys Cys Thr Gin 
4275 4280 4285 
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Gin Val Cys Ala Gly Tyr Cys Ala Asn Asn Ser Thr Cys Thr Val Asn 

4290 4295 4300 

Gin Gly Asn Gin Pro Gin Cys Arg Cys Leu Pro Gly Phe Leu Gly Asp 
4305 4310 4315 4320 

Arg Cys Gin Tyr Arg Gin Cys Ser Gly Tyr Cys Glu Asn Phe Gly Thr 

4325 4330 4335 

Cys Gin Met Ala Ala Asp Gly Ser Arg Gin Cys Arg Cys Thr Ala Tyr 

4340 4345 4350 

Phe Glu Gly Ser Arg Cys Glu Val Asn Lys Cys Ser Arg Cys Leu Glu 

4355 4360 4355 

Gly Ala Cys val Val Asn Lys Gin Ser Gly Asp val Thr Cys Asn Cys 

4370 437S 4380 

Thr Asp Gly Arg Val Ala Pro Ser Cys Leu Thr Cys Val Gly His Cys 
4385 4390 4395 4400 

Ser Asn Gly Gly Ser Cys Thr Met Asn Ser Lys Met Met Pro Glu Cys 

4405 4410 4415 , 

Gin Cys Pro Pro His Met Thr Gly Pro Arg Cys Glu Glu His Val Phe 

4420 4425 4430 

Ser Gin Gin Gin Pro Gly His He Ala Ser He Leu lie Pro Leu Leu 

4435 4440 4445 

Leu Leu Leu Leu Leu Val Leu Val Ala Gly Val Val Phe Trp Tyr Lys 

4450 4455 4460 

Arg Arg Val Gin Gly Ala Lys Gly Phe Gin His Gin Arg Met Thr Asn 
4465 4470 4475 4480 

Gly Ala Met Asn Val Glu He Gly Asn Pro Thr Tyr Lys Met Tyr Glu 

4485 4490 4495 

Gly Gly Glu Pro Asp Asp Val Gly Gly Leu Leu Asp Ala Asp Phe Ala 

4500 4505 4510 

Leu Asp Pro Asp Lys Pro Thr Asn Phe Thr Asn Pro Val Tyr Ala Thr 

4515 4520 4525 

Leu Tyr Met Gly Gly His Gly Ser Arg His Ser Leu Ala Ser Thr Asp 

4530 4535 4540 

Glu Lys Arg Glu Leu Leu Gly Arg Gly Pro Glu Asp Glu lie Gly Asp 
4545 4550 4555 4560 

Pro Leu Ala 
4563 



<210> 1724 
<211> 541 
<212> PRT 

<213> Homo sapiens 

<221> misc_f eature 
<222> (1) . . . (540) 

<223> xaa « any amino acid or nothing 



<400> 1724 



Cys 


Leu 


Glu 


Leu 


Ala 


Ser 


Ala 


Gly 


Lys 


lie 


Pro Glu Glu 


Ser 


Lys 


Ala 


1 








5 










10 






15 




Leu 


Ser 


Leu 


Leu 
20 


Ala 


Pro 


Ala 


Pro 


Thr 
25 


Met 


Thr Ser Leu 


Met 
30 


Pro 


Gly 


Ala 


Gly 


Leu 
35 


Leu 


Pro 


He 


Pro 


Thr 
40 


Pro 


Asn 


Pro Leu Thr 
45 


Thr 


Leu 


Gly 


Val 


Ser 
50 


Leu 


Ser 


Ser 


Leu 


Gly 
55 


Ala 


He 


Pro 


Ala Ala Ala 
60 


Leu 


Asp 


Pro 


Asn 


He 


Ala 


Thr 


Leu 


Gly 


Glu 


He 


Pro 


Gin 


Pro Pro Leu 


Met 


Gly 


Asn 


65 










70 










75 






80 


Val 


Asp 


Pro 


Ser 


Lys 
85 


He 


Asp 


Glu 


He 


Arg 
90 


Arg Thr Val 


Tyr 


Val 
95 


Gly 


Asn 


Leu 


Asn 


Ser 
100 


Gin 


Thr 


Thr 


Thr 


Ala 
105 


Asp 


Gin Leu Leu 


Glu 
110 


Phe 


Phe 
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Lys 


Gin 


Val 


Gly 


Glu 


Val 


Lys 


Phe 


Val 






115 










120 




Gin 


Pro 


Thr 


Arg 


Phe 


Ala 


Phe 


Val 


Glu 




130 










135 






Pro 


Arg 


Ala 


Leu 


Ala 


Phe 


Asn 


Gly 


Val 


145 










150 








Lys 


lie 


Asn 


His 


Ser 


Asn 


Asn 


Ala 


He 










165 










Pro 


Gin 


Ala 


Ala 


Ala 


Lys 


Glu 


Leu 


Glu 








180 










185 


Glu 


Ala 


Gin 


Ser 


Phe 


He 


Ser 


Ala 


Ala 






195 










200 




Ser 


Thr 


Ser 


Leu 


Cys 


Asn 


Asp 


Phe 


Leu 




210 










215 






Met 


Tyr 


Arg 


Glu 


Xaa 


Ala 


Pro 


Cys 


Thr 


225 










230 








Cys 


Leu 


He 


He 


Asn 


Trp 


Asp 


Leu 


Xaa 










245 










Lys 


Xaa 


Phe 


Phe 


Pro 


Pro 


Arg 


Val 


Trp 








260 










265 


Arg 


Arcr 


Ser 


Arg 


Ser 


His 


Thr 


Arg 


Ser 






275 










280 




Ser 


His 


Ser 


Arg 


Arg 


Lys 


Arg 


Ser 


Gin 




250 










295 






His 


Asn 


Arg 


Ser 


Arg 


Ser 


Arg 


Gin 


Lys 


305 










310 








Pro 


His 


Lys 


Lvs 


Arg 


Ser 


Lys 


Ser 


Arg 










325 










Arcr 


Ser 


His 


Ser 


Arg 


Asp 


Lvs 


Arg 


Lvs 








340 










345 


Glu 


Lvs 


Glu 


Arg 


Val 


Lys 


GlU 


Lys 


Asp 






355 










360 




Glu 


Lys 


Glu 


Arg 


Glu 


Lys 


Glu 


Lys 


Glu 




370 










375 






Asp 


Lys 


Glu 


Arg 


Glu 


Lys 


Asp 


Arg 


Glu 


385 










390 








Glu 


Arq 


Glu 


Arg 


Glu 


Lys 


Glu 


His 


Glu 










405 










Glu 


Lys 


Glu 


Gin 


Asp 


Lys 


Glu 


Lys 


Glu 








420 










425 


Glu 


He 


Asp 


Glu 


Lys 


Arg 


Lys 


Lys 


Asp 






435 










440 




Arg 


Ser 


Tyr 


Asn 


Ala 


Ser 


Arg 


Arg 


Ser 




450 










455 






Arg 


Arg 


Arg 


Arg 


Ser 


Arg 


Ser 


Ser 


Ser 


465 










470 








Thr 


He 


Lys 


Arg 


Lys 


Ser 


Ser 


Arg 


Ser 










485 










Lys 


Lys 


Asp 


Lys 


Lys 


Arg 


Glu 


Lys 


Glu 








500 










505 


Arg 


Glu 


Arg 


Glu 


Arg 


Ser 


Thr 


Ser 


Met 






515 










520 




Asp 


Gly 


Lys 


Glu 


Lys 


Leu 


Glu 


Lys 


Asn 



530 535 



<210> 1725 

<211> 107 

<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1) . . . (103) 
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Arg 


Met 


Ala 


Gly 


Asp 


Glu 


Thr 








125 






Phe 


Ala 


Asp 


Gin 


Asn 


Ser 


Val 






140 










Met 


Phe 


Gly 


Asp 


Arg 


Pro 


l>eu 




155 










160 


val 


Lys 


Pro 


Pro 


Glu 


Met 


Thr 


170 










175 




Glu 


Val 


Met 


Lys 


Arg 


val 


Arg 










190 






He 


Glu 


Pro 


Gly 


Trp 


Leu 


His 








205 








Gly 


Cys 


Phe 


Xaa 


Arg 


Arg 


Arg 






220 










lie 


Cys 


Gly 


Thr 


Phe 


His 


Leu 




235 










240 


Leu 


Phe 


Xaa 


Ala 


Tyr 


Thr 


Ala 


250 










255 




Lys 


Glu 


Gin 


Xaa 


Lys 


Lys 


Arg 










270 






Lys 


Ser 


Arg 


Ser 


Ser 


Ser 


Lys 








285 








Ser 


Lys 


His 


Arg 


Ser 


Arg 


Ser 






300 










Asp 


Arg 


Arg 


Arg 


Ser 


Lys 


Ser 




315 










320 


GlU 


Arg 


Arg 


Lys 


Ser 


Arg 


Ser 


330 










335 




Asp 


Thr 


Arg 


Glu 


Lys 


He 


Lys 










350 






Arg 


Glu 


Lys 


Glu 


Arg 


Glu 


Arg 








365 








Arg 


Gly 


Lys 


Asn 


Lys 


Asp 


Arg 






380 










Lys 


Asp 


Lys 


Glu 


Lys 


Asp 


Arg 




395 










400 


Lys 


Asp 


Arg 


Asp 


Lys 


Glu 


Lys 


410 










415 




Arg 


Glu 


Lys 


Asp 


Arg 


Ser 


Lys 










430 






Lys 


Lys 


Ser 


Arg 


Thr 


Pro 


Pro 








445 








Arg 


Ser 


Ser 


Ser 


Arg 


Glu 


Arg 






460 










Arg 


Ser 


Pro 


Arg 


Thr 


Ser 


Lys 




475 










480 


Pro 


Ser 


Pro 


Arg 


Ser 


Arg 


Asn 


490 










495 




Arg 


Asp 


His 


He 


Ser 


Glu 


Arg 










510 






Arg 


Lys 


Ser 


Ser 


Asn 


Asp 


Arg 








525 








Ser 


Thr 


Ser 











540 
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<223> Xaa = any amino acid or nothing 





<400> 1725 






Ala 


His 


Ser 


Ser His Gin 


Thr 


Arg 


1 






5 






Asp 


lie 


lie 


Arg His Pro 


Pro 


Leu 








20 






Phe 


Phe 


Pro 


Asn Leu Lys 


Lys 


Ser 






35 






40 


Val 


Lys 


Lys 


Thr Tar Leu 


Thr 


Trp 




50 






55 




Phe 


Phe 


Tyr 


Pro Xaa Ser 


Pro 


Asp 


65 






70 






Asn 


Gly 


Leu 


Asn Asp Trp 


Tyr 


His 








85 






Asp 


Gly 


Ala 


Tyr Val Lys 


Lys 










100 


103 





Ala 


lie 


Leu Gin Glu 


Phe Gin Trp 




10 




15 


Ser 


Pro 


Asn Leu Ala 


Leu Ser Gly 


25 






30 


Leu 


Arg 


Gly Thr His 


Phe Ser Ser 






45 




Leu 


Asn 


Ser Gin Asp 


Pro Trp Phe 






60 




Leu 


Gin 


lie Pro Ser 


Ser Phe Arg 






75 


60 


His 


Ser 


Gin Lys Cys 


Pro Asp Leu 




90 




95 



<210> 1726 
<211> 96 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (95) 

<223> Xaa = any amino acid or nothing 





<400> 1726 






Gly 


Val 


Xaa Trp Cys 


Asp 


Leu Gly 


1 




5 






Phe 


Lys 


Gin Phe Cys 


Leu 


Gly Arg 






20 






Val 


Pro 


Pro His Pro 


Ala 


Asn Phe 






35 




40 


Leu 


His 


Ala Gly Gin 


Ala 


Gly Leu 




50 






55 


Gin 


Ser 


Ala Gly lie 


Thr 


Gly Val 


65 






70 




Leu 

4 


lie 


Phe Tyr Ala 


Cys 


Leu Val 



85 



Ser 


Pro 


Gin Pro Pro 


Pro Pro Gly 




10 




15 


Ser 


Ser 


Ser Trp Asp 


Tyr Arg His 


25 






30 


Val 


Phe 


Leu Leu Glu 


Thr Gly Phe 






45 




Gly 


Asp 


Pro Pro Ala 


Ser Ala Ser 






60 




Ser 


His 


Thr Trp Pro 


Lys Asn His 






75 


80 


lie 


Arg 


Ser Lys Arg 


He Lys 




90 




95 



<210> 1727 
<211> 339 
<212> PRT 

<213> Homo sapiens 

<22l> misc_feature 
<222> (1) . . . (337) 

<223> Xaa = any amino acid or nothing 



<400> 1727 
Lys Thr Gly Tyr Thr Ser Arg Gly 

1 5 
lie Asp Ser Glu Leu Ser Thr Ser 
20 

Met Gly Tyr Lys Leu Gin Asp Leu 
35 40 



Ser Pro Leu Ser Pro Gin Ser Ser 

10 15 
Glu Leu Glu Asp Asp Ser He Ser 

25 '30 
Thr Asp Val Gin He Met Ala Arg 
45 
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Leu 


Gin 


Glu 


Glu 


Ser 


Leu 


Arg 


Gin 




50 










55 




Val 


Ser 


Arg 


His 


Ser 


Ser 


Ser 


Val 


65 










70 






Thr 


Cys 


Ser 


Asp 


Gin 


Glu 


Tyr 


Asp 










85 








Glu 


Phe 


Asp 


His 


Leu 


Pro 


Pro 


Pro 








100 










Pro 


Phe 


Gin 


Arg 


Gly 


lie 


Pro 


His 






115 










120 


Glu 


Cys 


Arg 


Arg 


Ser 


Pro 


Ser 


Ser 




13 0 










135 




Gin 


Gin 


Gin 


Gin 


Tyr 


Tyr 


Ser 


Pro 


145 










150 






Pro 


Asn 


Arg 


Thr 


Asn 


Gly 


Asp 


Lys 










165 








Ser 


Pro 


Asp 


Ala 


Lys 


Tyr 


Asn 


Cys 








180 










Val 


Thr 


Val 


Arg 


Asn 


Ser 


Gin 


Ser 






195 










200 


Gly 


Asn 


Gly 


lie 


Ser 


Arg 


lie 


Gin 




210 










215 




Leu 


Gin 


His 


Arg 


Val 


His 


Ser 


Val 


225 










230 






Gin 


Pro 


Leu 


Lys 


Ala 


Thr 


Ala 


Tyr 










245 








Ser 


Asn 


Met 


Pro 


Leu 


Ser 


Asn 


Gly 








260 










lie 


Pro 


Thr 


Pro 


Asn 


Lys 


Ala 


Ala 






275 










280 


Ala 


Leu 


Pro 


Arg 


Pro 


Ser 


Leu 


Ala 




290 










295 




Ser 


Lys 


lie 


Ala 


Gin 


Pro 


Val 


Arg 


305 










310 






Leu 


Ser 


Ser 


Leu 


Ser 


Thr 


Leu 


Arg 



325 



Tyr 
337 



Asp 


Tyr 


Ala Ser Thr Ser 


Ala 


Ser 






60 






Ser 


Leu 


Ser Ser Gly Lys 


Lys 


Gly 






75 




80 


Gin 


Tyr 


Ser Leu Glu Asp 


Glu 


Glu 




90 




95 




Gin 


Pro 


Arg Leu Pro Arg 


Cys 


Ser 


105 




110 






Ser 


Gin 


Thr Phe Ser Ser 


He 


Arg 






125 






Gin 


Tyr 


Phe Pro Ser Asn 


Asn 


Tyr 






140 






Gin 


Ala 


Gin Thr Pro Asp 


Gin 


Gin 






155 




160 


Pro 


Pro 


Lys Lys Tyr Ala 


Xaa 


Pro 




170 




175 




His 


Xaa 


Xaa Gin His Ser 


Ser 


Pro 


185 




190 






Phe 


Asp 


Ser Ser Leu His 


Gly 


Ala 






205 






Ser 


Cys 


lie Pro Ser Pro 


Gly 


Gin 






220 






Gly 


His 


Phe Pro Val Ser 


lie 


Arg 






235 




240 


Val 


Ser 


Pro Thr Val Gin 


Gly 


Ser 




250 




255 




Leu 


Gin 


Leu Tyr Ser Asn 


Thr 


Gly 


265 




270 






Ala 


Ser 


Gly He Met Gly 


Arg 


Ser 






285 






lie 


Asn 


Gly Ser Asn Leu 


Pro 


Arg 






300 






Ser 


Phe 


Leu Gin Pro Pro 


Lys 


Pro 






315 




320 


Asp 


Gly 


Asn Trp Arg Asp 


Gly 


Cys 




330 




335 





<210> 1728 

<211> 563 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (558) 

<223> Xaa = any amino acid or nothing 





<400> 1728 








Val 


Pro 


Gly Val 


Thr 


Glu 


Ser Arg 


1 






5 






Leu 


Phe 


Ala Leu 


Leu 


Ser 


Ser Glu 






20 








Tyr 


Lys 


Gly Phe 


Val 


His 


Lys Val 






35 






40 


Phe 


Ser 


Met Ser 


Leu 


Leu 


Ser Arg 




50 








. 55 


Lys 


Val 


Asn Phe 


Tyr 


Thr 


Phe Asn 


65 








70 




Arg 


Ala 


Leu Glu 


Leu 


Thr 


Gly Arg 








85 







Pro 


Ser 


Val Leu Arg Gly 


Asp 


His 




10 




15 




Thr 


His 


Gin Glu Asp Pro 


He 


Thr 


25 




30 






Glu 


Leu 


Asp Arg Val Lys 


Leu 


Ser 






45 






Phe 


Val 


Gly Trp Gly Xaa 


Pro 


Phe 






60 






Arg 


Gin 


Pro Leu Arg Val 


Gin 


His 






75 




80 


Trp 


Leu 


Leu Trp Pro Met 


Leu 


Phe 




90 




95 
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Pro 


Val 


Ala 


Pro 








100 


Lys 


Leu 


Tyr 


Asp 






115 




Met 


Arg 


His 


He 




13 0 






Phe 


Gly 


Pro 


Pro 


145 








Lys 


Gin 


Val 


Val 


Pro 


Ser 


Asn 


Ser 








180 


Leu 


Pro 


ser 


Ser 






195 




Met 


Val 


Pro 


Glu 




210 






Gly 


Glu 


Tyr 


Val 


225 








Leu 


lie 


Thr 


Thr 


Pro 


lie 


Asp 


His 








260 


Met 


Glu 


Pro 


Glu 






275 




Glu 


Thr 


Gly 


Asp 




290 






Gin 


Leu 


Gly 


Pro 


305 








Gly 


Tyr 


Ser 


Leu 


Lys 


Gly 


Pro 


Asp 








340 


Asn 


Tyr 


Arg 


Ser 






355 




Tyr 


Glu 


Gly 


Glu 




370 






Phe 


Cys 


Arg 


Trp 


385 








His 


Gly 


Val 


Met 


Phe 


Asn 


Pro 


Glu 








420 


Leu 


Ala 


Pro 


Ser 






435 




Val 


Gly 


Val 


He 




450 






Cys 


He 


Thr 


Lys 


465 








Asp 


Leu 


Lys 


Val 


Ala 


Pro 


Thr 


Cys 








500 


Pro 


Arg 


Pro 


Arg 






515 




Pro 


Glu 


Pro 


Leu 




530 






He 


Arg 


Lys 


Pro 



545 



Arg 


Asp 


Val Pro 


Arg 


Ser 


Leu Glu 






120 


Val 


Thr 


Gly Thr 






135 


Gly 


Thr 


Gly Lys 




150 




Lys 


His 


Leu Pro 


165 






Gly 


Ala 


Asp Leu 


He 


Tyr 


Arg Leu 






200 


Asp 


He 


Lys Pro 






215 


Phe 


Pro 


Ala Lys 




23 0 




Leu 


He 


Thr Ala 


245 






Phe 


Thr, 


His He 


Ser 


Leu 


Val Ala 






280 


Pro 


Gly 


Gly Gin 






295 


Val 


Leu 


Arg Ser 




310 




Leu 


Glu 


Arg Leu 


325 






Gly 


Tyr 


Asp Pro 


His 


Pro 


Thr He 






360 


Leu 


Gin 


Ala Cys 






3 75 


Ala 


Gly 


Leu Pro 




390 




Gly 


Lys 


Asp Glu 


405 






Glu 


Ala 


Ala Thr 


Ser 


Lys 


Lys Gly 






440 


Ser 


Pro 


Tyr Arg 






455 


Leu 


Asp 


Arg Glu 




470 




Thr 


Cys 


Cys Ser 


485 






Pro 


Leu 


Pro Glu 


Pro 


Thr 


Pro Ala 






520 


Thr 


Pro 


Gly Asp 






535 


Ala 


Cys 


Leu Thr 




550 





Leu Leu 


Pro 


Ser 


105 






Ser Asn 


Pro 


Glu 


Thr Arg 


Pro 


Ala 






140 


Thr Val 


Thr 


Leu 




155 




Lys Ala 


His 


He 


170 






Leu Cys 


Gin 


Arg 


185 






Leu Ala 


Pro 


Ser 


Cys Cys 


Asn 


Trp 






220 


Lys Lys 


Leu 


Gin 




235 




Gly Arg 


Leu 


Val 


250 






Phe He 


Asp 


Glu 


265 






He Ala 


Gly 


Leu 


Leu Val 


Leu 


Ala 






300 


Pro Leu 


Thr 


Gin 




315 




Leu Thr 


Tyr 


Asn 


330 






Gin Phe 


He 


Thr 


345 






Leu Asp 


He 


Pro 


Ala Asp 


Val 


Val 






380 


Arg Gin 


Gly 


Phe 




395 




Arg Glu 


Gly 


Asn 


410 






Val Thr 


Ser 


Tyr 


425 






Lys Ala 


Arg 


Leu 


Lys Gin 


Val 


Glu 






460 


Leu Arg 


Gly 


Leu 




475 




Thr Val 


Thr 


Pro 


490 






Thr Ser 


Ser 


Ser 


505 






Ala Leu 


Asn 


Arg 


Ser Asn 


Leu 


Arg 






540 


Asn Thr 


Ser 


Cys 




555 





Asp 


Val 


Lys 


Leu 




110 






Gin 


Leu 


Gin 


Ala 


125 








Pro 


Tyr 


He 


He 


Val 


Glu 


Ala 


He 








160 


Leu 


Ala 


Cys 


Ala 






175 




Leu 


Arg 


Val 


His 




190 






Arg 


Asp 


He 


Arg 


205 








Asp 


Ala 


Lys 


Lys 


Glu 


Tyr 


Arg 


Val 








240 


Ser 


Ala 


Gin 


Phe 






255 




Ala 


Gly 


His 


Cys 




270 






Met 


Glu 


Val 


Lys 


285 








Gly 


Asp 


Pro 


Arg 


Lys 


His* Gly 


Leu 








320. 


Ser 


Leu 


Tyr 


Lys 






335 




Lys 


Leu 


Leu 


Arg 




350 






Asn 


Gin 


Leu 


Tyr 


365 








Asp 


Arg 


Glu 


Arg 


Pro 


He 


He 


Phe 








400 


Ser 


Pro 


Ser 


Phe 






415 




Leu 


Lys 


Leu 


Leu 




430 






Ser 


Pro 


Arg 


Ser 


445 








Lys 


He 


Arg 


Tyr 


Asp 


Asp 


He 


Lys 








480 


Cys 


Leu 


Pro 


Cys 






495 




Phe 


His 


Ser 


Ser 




510 






Ala 


Arg 


Ala 


Leu 


525 








Val 


Trp 


Asp 


Gly 



His Ser 
558 



<210> 1729 
<211> 101 
<212> PRT 
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<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (101) 

<223> Xaa = any amino acid or nothing 



<400> 1729 



Pro 


Lys 


Ala 


Ala 


Pro 


Ser 


Val 


Xaa Leu 


Trp 


Phe 


Pro Pro Phe Leu Xaa 


1 








5 








10 




15 


Gly 


Ser 


Phe 


Lys 


Pro 


Thr 


Lys 


Gly His 


Thr 


Xaa 


Cys Val Xaa He Lys 








20 








25 






30 


Xaa 


Leu 


Ser 


Thr 


Arg 


Glu 


Ala 


Xaa Asp 


Ser 


Xaa 


Pro Gly Arg Gin He 






3S 










40 






45 


Ala 


Xaa 


xaa 


Arg 


Gin 


Gly 


Gly 


Lys Val 


Glu 


Thr 


Thr Thr Ala Leu Xaa 




50 










55 








SO 


Lys 


Gin 


Ser 


Asn 


Asn 


Lys 


Gly 


Thr Arg 


Ala 


Ser 


Ser Tyr Xaa Glu Pro 


65 










70 








75 


80 


Asp 


Ala 


Xaa 


Glu 


Gin 


Trp 


Lys 


Phe Pro 


His 


Lys 


Lys Leu Gin Leu Pro 










85 








90 




95 


Gly 


Xaa 


Thr 


His 


Glu 















100 101 



<210> 1730 

<211> 107 

<212> PRT 

<213> Homo sapiens 

<221> misc_ feature 

<222> (1) . . . (107) 

<223> Xaa « any amino acid or nothing 



<400> 1730 



Gly 


Gly 


Thr 


Gly 


His 


Pro 


His 


Pro Ala 


Arg 


Pro 


Pro Leu Ser Gly Val 


1 








5 








10 




15 


Gly 


Gly 


Cys 


Gin 


Cys 


Ser 


His 


Ser Lys 


Pro 


Trp 


Thr Ala Gly Ser Pro 








20 








25 






30 


Glu 


Gin 


Arg 


Asp 


His 


Pro 


Ala 


Pro His 


Lys 


Gin 


He Glu Ala Gly Gin 






35 










40 






45 


Gly 


Leu 


Pro 


Gly 


Pro 


Gin 


Ala 


Trp Gly 


Gly 


Xaa 


Lys Gly Pro Ala Xaa 




50 










55 








60 


Leu 


Leu 


Pro 


Gly 


Pro 


Gly 


Gly 


Gly Pro 


Gly 


Pro 


Val Ala Ser Leu Glu 


65 










70 








75 


80 


Ala 


Arg 


Ala 


Gin 


Ala 


Ser 


Ser 


Gly Val 


Thr 


Pro 


Asn Gly Gly Gly Arg 










85 








90 




95 


Thr 


Tyr 


Pro 


Tyr 


Pro 


Thr 


Phe 


Ser Ser 


Gly 


Glu 










100 








105 




107 





<210> 1731 

<211> 282 

<212> PRT 

<213> Homo sapiens 

<221> misc_f eature 

<222> (1) . . . (280) 

<223> Xaa = any amino acid or nothing 



<400> 1731 
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Qly Thr Arg Pro Gly His Leu Pro Ala Pro Ser Asp 

1 5 10 

His Leu Xaa Ser lie Pro Ser Trp Gly Ser Phe Xaa 

20 25 
Qlu Met Gin Leu lie Thr Ser Leu Gly Leu Gin Glu 

35 40 
Arg Asa Val Leu Glu Leu lie Tyr Ala Gin Thr Leu 
50 55 60 

lie Phe Phe Cys Pro Leu Leu Pro Phe lie Gin Met 

65 70 75 

He Met Phe Tyr Ser Lys Asn He Ser Leu Met Met 

85 90 
Pro Ser Lys Ala Trp Arg Ala Ser Gin Met Met Thr 

100 105 
Leu Leu Phe Phe Pro Ser Phe Thr Gly Val Leu Cys 

115 120 
Thr He Trp Arg Leu Lys Pro Ser Ala Asp Cys Gly 
130 135 140 

Leu Pro Leu Phe He His Ser He Tyr Ser Trp lie 
145 150 ' 155 

Thr Arg Pro Gly Tyr Leu Trp Val Val Trp He Tyr 

165 170 
Gly Ser Val His Phe Phe Phe He Leu Thr Leu He 

180 185 
Thr Tyr Leu Tyr Trp Gin He Thr Glu Gly Arg Lys 

195 200 
Leu Leu His Glu Gin He He Asn Glu Gly Lys Asp 
210 215 220 

He Glu Lys Leu He Lys Leu Gin Asp Met Glu Lys 
225 230 235 

Ser Ser Leu Val Leu Glu Arg Arg Glu Val Glu Gin 

245 250 
His Leu Gly Glu His Asp Gly Ser Leu Asp Leu Arg 

260 265 
Val Gin Glu Gly Asn Pro Arg Ala 
275 280 



Gly Phe Cys Val 
15 

Gly Glu Ser Leu 
30 

Phe Asp He Ala 
45 

Val Trp He Gly 

He Met Leu Phe 
80 

Asn Phe Gin Pro 
95 

Phe Phe He Phe 
110 

Thr Leu Ala lie 
125 

Pro Phe Arg Gly 

Asp Thr Leu Ser 
160 

Arg Asn Leu lie 
175 

Val Leu He lie 
190 

lie Met He Arg 
205 

Lys Met Phe Leu 

Lys Ala Asn Pro 
240 

Gin Gly Phe Leu 
255 

Ser Arg Arg Ser 
270 



<210> 1732 
<211> 72 
<212> PRT 

<213> Homo sapiens 



<400> 1732 
Leu Leu Met He Lys Val Ser Ser 

1 5 
His His His His His His His Arg 
20 

Phe Phe Ser Leu Lys Ser Ser Ser 
35 40 
Leu Ser Tyr Asn He He Leu Val 

50 55 
Phe Leu Phe Ser Asn Ala Cys Leu 
65 70 72 



Thr Cys Phe Ser Cys His Leu His 

10 15 
His His Gin Gly Hie Asn Ser Leu 

25 30 
Asn Ser Ser Thr Leu Pro Val Tyr 
45 

Phe Ser Lys Cys Leu Val Phe Asp 
60 



<210> 1733 
<211> 400 
<212> PRT 

<213> Homo sapiens 
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<221> misc_feature 
<222> (1) . . . (399) 

<223> Xaa = any amino acid or nothing 





<400> 1733 


















Lys 


Gly 


Ala 


Pro 


Ser 


Phe 


Val 


Arg 


Leu 


Tyr 


Gin Tyr Pro 


Asn Phe Ala 


1 








5 










10 




15 


Gly 


Pro 


His 


Ala 


Ala 


Leu 


Ala 


Asn 


Lys 


Ser 


Phe Phe Lys 


Ala Asp Lys 








20 










25 






30 


Val 


Thr 


Met 


Leu 


Trp 


Asn 


Lys 


Lys 


Ala 


Thr 


Ala Val Leu 


Val He Ala 






35 










40 






45 




Ser 


Thr 


Asp 


Val 


Asp 


Lys 


Thr 


Gly 


Ala 


Ser 


Tyr Tyr Gly 


Glu Gin Thr 




50 










55 








50 




Leu 


His 


Tyr 


lie 


Ala 


Thr 


Asn 


Gly 


Glu 


Ser 


Ala Val Val 


Gin Leu Pro 


65 










70 










75 


80 


Lys 


Asn 


Gly 


Pro 


He 


Tyr 


Asp 


Val 


Val 


Trp 


Asn Ser Ser 


Ser Thr Glu 








• 


85 










90 




95 


Phe 


Cys 


Ala 


Val 


Tyr 


Gly 


Phe 


Met 


Pro 


Ala 


Lys Ala Thr 


He Phe Asn 








100 










105 






110 


Leu 


Lys 


Cys 


Asp 


Pro 


Val 


Phe 


Asp 


Phe 


Gly 


Thr Gly Pro 


Arg Asn Ala 






115 










120 






125 




Ala 


Tyr 


Tyr 


Ser 


Pro 


His 


Gly 


His 


He 


Leu 


Val Leu Ala 


Gly Phe Gly 




130 










135 








140 




Asn 


Leu 


He 


Leu 


Gin 


lie 


Zaa 


Ala 


Asp 


He 


Met Lys Val 


Trp Asn Val 


145 










150 










155 


160 


Lys 


Asn 


Tyr 


Lys 


Leu 


He 


Ser 


Lys 


Pro 


Val 


Ala Ser Asp 


Ser Thr Tyr 










165 










170 




175 


Phe 


Ala 


Trp 


Cys 


Pro 


Asp 


Gly 


Glu 


His 


He 


Leu Thr Ala 


Thr Cys Ala 








180 










185 






190 


Pro 


Arg 


Leu 


Arg 


Val 


Asn 


Asn 


Gly 


Tyr. Lys 


He Trp His 


Tyr Thr Gly 






195 










200 






205 




Ser 


He 


Leu 


His 


Lys 


Tyr 


Asp 


Val 


Pro 


Ser 


Asn Ala Glu 


Leu Trp Gin 




210 










215 








220 




Val 


Ser 


Trp 


Gin 


Pro 


Phe 


Leu 


Asp 


Gly 


He 


Phe Pro Ala 


Lys Thr He 


225 










230 










235 


240 


Thr 


Tyr 


Gin 


Ala 


Val 


Pro 


Ser 


GlU 


Val 


Pro 


Asn Glu Glu 


Pro Lys Val 










245 










250 




255 


Ala 


Thr 


Ala 


Tyr 


Arg 


Pro 


Pro 


Ala 


Leu 


Arg 


Asn Lys Pro 


He Thr Asn 








260 










265 






270 


Ser 


Lys 


Leu 


His 


Glu 


Glu 


Glu 


Pro 


Pro 


Gin 


Asn Met Lys 


Pro Gin Ser 






275 










280 






285 




Gly 


Asn 


Asp 


Lys 


Pro 


Leu 


Ser 


Lys 


Thr 


Ala 


Leu Lys Asn 


Gin Arg Lys 




290 










295 








300 




His 


Glu 


Ala 


Lys 


Lys 


Ala 


Ala 


Lys 


Gin 


Glu 


Ala Arg Ser 


Asp Lys Ser 


305 










310 










315 


320 


Pro 


Asp 


Levi, 


Ala 


Pro 


Thr 


Pro 


Ala 


Pro 


Gin 


Ser Thr Pro 


Arg Asn Thr 










325 










330 




335 


Val 


Ser 


Gin 


Ser 


lie 


Ser 


Gly 


Asp 


Pro 


Glu 


He Asp Lys 


Lys He Lys 








340 










345 






350 


Asn 


Leu 


Lys 


Lys 


Lys 


Leu 


Lys 


Ala 


He 


Glu 


Gin Leu Lys 


Glu Gin Ala 






355 










360 






365 




Ala 


Thr 


Gly 


Lys 


Gin 


Leu 


GlU 


Lys 


Asn 


Gin 


Leu Glu Lys 


He Gin Lys 




370 










375 








380 




Glu 


Thr 


Ala 


Leu 


Leu 


Gin 


Glu 


Leu 


Glu 


Asp 


Leu Glu Leu 


Gly He 


385 










390 










395 


399 



<210> 1734 

<211> 224 

<212> PRT 

<213> Homo sapiens 



878 



WO 01/57188 



<400> 1734 



lie 


Arg 


Ser 


Pro 


Ala 


Ala 


Arg 


Ser 


Pro 


1 








5 










Leu 


Leu 


Phe 


Val 


He 


Ala 


Ala 


He 


Ala 








20 










25 


lie 


Pro 


Arg 


Leu 


Thr 


Gin 


His 


Arg 


Pro 






35 










40 




Thr 


lie 


Leu 


Asp 


Pro 


Pro 


Leu 


Tyr 


Leu 




50 










55 






Gin 


Pro 


Leu 


Ser 


Gin 


Cys 


Ala 


Arg 


Arg 


65 










70 








Arg 


Pro 


Thr 


Phe 


Gly 


Pro 


Arg 


His 


Arg 










85 










Ser 


Ala 


Ser 


Leu 


Val 


Arg 


Ala 


Thr 


Val 








100 










105 


Leu 


Gin 


Pro 


Thr 


Arg 


Ala 


Ala 


Leu 


Thr 






115 










120 




Lys 


lie 


Lys 


Gin 


Leu 


Leu 


Lys 


Asp 


Lys 




130 










135 






Val 


Gly 


Val 


Arg 


Thr 


Arg 


Gly 


Cys 


Asn 


145 










150 








Tyr 


Thr 


Lys 


Thr 


Lys 


Gly 


Asp 


Ser 


Asp 










165 










Val 


Arg 


Val 


Phe 


He 


Glu 


Lys 


Lys 


Ala 








180 










185 


Glu 


Met 


Asp 


Tyr 


Val 


Glu 


Asp 


Lys 


Leu 






195 










200 




Asn 


Pro 


Asn 


lie 


Lys 


Gly 


Thr 


Cys 


Gly 




210 










215 








<210> 1735 














<211> 842 














<212> PRT 














<213> Homo 


sapiens 










<400> 1735 












Val 


Ala 


Met 


Gly 


Thr 


Pro 


Arg 


Ala 


Gin 


1 








5 










Leu 


Phe 


Leu 


He 


Leu 


Leu 


Ser 


Cys 


Pro 








20 










25 


Lys 


Glu 


Glu 


Glu 


He 


Leu 


Pro 


Glu 


Pro 






35 










40 




Ala 


Ser 


Glu 


Ala 


Leu 


Ala 


Glu 


Leu 


Leu 




50 










55 






Gly 


Pro 


Glu 


Met 


Gly 


Tyr 


Leu 


Pro 


Gly 


65 










70 








Gly 


Glu 


Glu 


Glu 


Thr 


Thr 


Thr 


Thr 


He 








85 










Thr 


Thr 


Val 


Thr 


Ser 


Pro 


Val 


Leu 


Cys 








100 










105 


Glu 


Gly 


Tyr 


Val 


Glu 


Ser 


Pro 


Asp 


Leu 






115 










120 




Leu 


Gly 


Leu 


Leu 


Asp 


Cys 


Thr 


Tyr 


Ser 




130 










135 






Gly 


lie 


Glu 


He 


Gin 


Val 


Gin 


Thr 


Leu 


145 










150 








Leu 


Leu 


Val 


Leu 


Ala 


Gly 


Gly 


Gly 


Ser 



165 



PCI7US01/03800 



Gly Leu 


Glu 


Thr 


Pro 


Thr 


Cys 


10 








15 




Ala Val 


Phe 


Val 


Asp 


Ser 


Ala 








30 






Gin Asp 


Gly 


Ser 


Phe 


Pro 


Tyr 






45 








Pro Gly 


Gin 


Cys 


Ala 


Pro 


Pro 




60 










Val His 


Gly 


Glu 


Lys 


Leu 


Arg 


75 










B0 


Gly Ala 


Gly 


Thr 


Ala 


Lys 


Met 


90 








95 




Arg Ala 


Val 


Ser 


Lys 


Arg 


Lys 








110 






Leu Thr 


Pro 


Ser 


Ala 


Val 


Asn 






125 








Pro Glu 


His 


Val 


Gly 


Val 


Lys 




140 










Gly Leu 


Ser 


Tyr 


Thr 


Leu 


Glu 


155 










160 


Glu Glu 


Val 


He 


Gin 


Asp 


Gly 


170 








175 




Gin Leu 


Thr 


Leu 


Leu 


Gly 


Thr 








190 






Ser Ser 


Glu 


Phe 


Val 


Phe 


Asn 






205 








Cys Gly 


Glu 


Ser 


Phe 


Asn 


He 




220 








224 


His Pro 


Pro 


Pro 


Pro 


Gin 


Leu 


10 








15 




Trp He 


Gin 


Gly 


Leu 


Pro 


Leu 








30 






Gly Ser 


Glu 


Thr 


Pro 


Thr 


Val 






45 








His Gly 


Ala 


Leu 


Leu 


Arg 


Arg 




60 










Pro Pro 


Leu 


Gly 


Pro 


Glu 


Gly 


75 










80 


He Thr 


Thr 


Thr 


Thr 


Val 


Thr 


90 








95 




Asn Asn 


Asn 


He 


Ser 


Glu 


Gly 








110 






Gly Ser 


Pro 


Val 


Ser 


Arg 


Thr 






125 








He His 


Val 


Tyr 


Pro 


Gly 


Tyr 




140 










Asn Leu 


Ser 


Gin 


Glu 


Glu 


Glu 


155 










160 


Pro Gly 


Leu 


Ala 


Pro 


Arg 


Leu 


170 








175 
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Leu 


Ala 


Asn 


Ser 


Ser 


Met 


Leu 


Gly 


Glu 


Gly 


Gin 


Val 


Leu 


Arg 


Ser 


Pro 








180 










185 










190 






Thr 


Asn 


Arg 


Leu 


Leu 


Leu 


His 


Phe 


Gin 


Ser 


Pro 


Arg 


Val 


Pro 


Arg 


Gly 






195 










200 










205 








Gly 


Gly 


Phe 


Arg 


He 


His 


Tyr 


Gin 


Ala 


Tyr 


Leu 


Leu 


Ser 


Cys 


Gly 


Phe 




210 










215 










220 










Pro 


Pro 


Arg 


Pro 


Ala 


His 


Gly 


Asp 


Val 


Ser 


Val 


Thr 


Asp 


Leu 


His 


Pro 


225 










230 










235 










240 


Gly 


Gly 


Thr 


Ala 


Thr 


Phe 


His 


Cys 


Asp 


Ser 


Gly 


Tyr 


Gin 


Leu 


Gin 


Gly 










245 










250 










255 




Glu 


Glu 


Thr 


Leu 


He 


Cys 


Leu 


Asn 


Gly 


Thr 


Arg 


Pro 


Ser 


Trp 


Asn 


Gly 








260 










265 










270 






Glu 


Thr 


Pro 


Ser 


Cys 


Met 


Ala 


Ser 


Cys 


Gly 


Gly 


Thr 


He 


His 


Asn 


Ala 






275 










280 










285 








Thr 


Leu 


Gly 


Arg 


He 


Val 


Ser 


Pro 


Glu 


Pro 


Gly 


Gly 


Ala 


Val 


Gly 


Pro 




290 










295 










300 










Asn 


Leu 


Thr 


Cys 


Arg 


Trp 


Val 


He 


GlU 


Ala 


Ala 


Glu 


Gly 


Arg 


Arg 


Leu 


305 










310 










315 










320 


His 


Leu 


His 


Phe 


Glu 


Arg 


Val 


Ser 


Leu 


Asp 


GlU 


Asp 


Asn 


Asp 


Arg 


Leu 










325 










330 










335 




Met 


Val 


Arg 


Ser 


Gly 


Gly 


Ser 


Pro 


Leu 


Ser 


Pro 


Val 


lie 


Tyr 


Asp 


Ser 








340 










345 










350 






Asp 


Met 


Asp 


Asp 


Val 


Pro 


Glu 


Arg 


Gly 


Leu 


He 


Ser 


Asp 


Ala 


Gin 


Ser 






355 










360 










365 








Leu 


Tyr 


Val 


Glu 


Leu 


Leu 


Ser 


Glu 


Thr 


Pro 


Ala 


Asn 


Pro 


Leu 


Leu 


Leu 




370 










375 










380 










Ser 


Leu 


Arg 


Phe 


Glu 


Ala 


Phe 


Glu 


Glu 


Asp 


Arg 


Cys 


Phe 


Ala 


Pro 


Phe 


385 










390 










395 










400 


Leu 


Ala 


His 


Gly 


Asn 


Val 


Thr 


Thr 


Thr 


Asp 


Pro 


Glu 


Tyr 


Arg 


Pro 


Gly 










405 










410 










415 




Ala 


Leu 


Ala 


Thr 


Phe 


Ser 


Cys 


Leu 


Pro 


Gly 


Tyr 


Ala 


Leu 


Glu 


Pro 


Pro 








420 










425 










430 






Gly 


Pro 


Pro 


Asn 


Ala 


He 


Glu 


Cys 


Val 


Asp 


Pro 


Thr 


Glu 


Pro 


His 


Trp 






435 










440 










445 








Asn 


Asp 


Thr 


Glu 


Pro 


Ala 


Cys 


Lys 


Ala 


Met 


Cys 


Gly 


Gly 


Glu 


Leu 


Ser 




450 










455 










460 










Glu 


Pro 


Ala 


Gly 


val 


Val 


Lau 


Ser 


Pro 


Asp 


Trp 


Pro 


Gin 


Ser 


Tyr 


ser 


465 










470 










475 










480 


Pro 


Gly 


Gin 


Asp 


Cys 


Val 


Trp 


Gly 


Val 


His 


val 


Gin 


GlU 


Glu 


Lys 


Arg 










485 










490 










495 




lie 


Leu 


Leu 


Gin 


Val 


Glu 


He 


Leu 


Asn 


Val 


Arg 


Glu 


Gly 


Asp 


Met 


Leu 








500 










505 










510 






Thr 


Leu 


Phe 


Asp 


Gly 


Asp 


Gly 


Pro 


Ser 


Ala 


Arg 


Val 


Leu 


Ala 


Gin 


Leu 






515 










520 










525 








Arg 


Gly 


Pro 


Gin 


Pro 


Arg 


Arg 


Arg 


Leu 


Leu 


Ser 


Ser 


Gly 


Pro 


Asp 


Leu 




530 










535 










540 










Tar 


Leu 


Gin 


Phe 


Gin 


Ala 


Pro 


Pro 


Gly 


Pro 


Pro 


Asn 


Pro 


Gly 


Leu 


Gly 


545 










550 










555 










560 


Gin 


Gly 


Phe 


Val 


Leu 


His 


Phe 


Lys 


Glu 


Val 


Pro 


Arg 


Asn 


Asp 


Thr 


Cys 










565 










570 










575 




Pro 


Glu 


Leu 


Pro 


Pro 


Pro 


Glu 


Trp 


Gly 


Trp 


Arg 


Thr 


Ala 


Ser 


His 


Gly 








580 










585 










590 






Asp 


Leu 


He 


Arg 


Gly 


Thr 


Val 


Leu 


Thr 


Tyr 


Gin 


Cys 


Glu 


Pro 


Gly 


Tyr 






595 










600 










605 








Glu 


Leu 


Leu 


Gly 


Ser 


Asp 


He 


Leu 


Thr 


Cys 


Gin 


Trp 


Asp 


Leu 


Ser 


Trp 




610 










615 










620 










Ser 


Ala 


Ala 


Pro 


Pro 


Ala 


Cys 


Gin 


Lys 


He 


Met 


Thr 


Cys 


Ala 


Asp 


Pro 


625 










630 








635 










640 


Gly 


Glu 


He 


Ala 


Asn 


Gly 


His 


Arg 


Thr 


Ala 


Ser 


Asp 


Ala 


Gly 


Phe 


Pro 








645 










650 










655 




Val 


Gly 


Ser 


His 


Val 


Gin 


Tyr 


Arg 


Cys 


Leu 


Pro 


Gly 


Tyr 


Ser 


Leu 


Glu 








660 










665 










670 






Gly 


Ala 


Ala 


Met 


Leu 


Thr 


Cys 


Tyr 


Ser 


Arg 


Asp 


Thr 


Gly 


Thr 


Pro 


Lys 






675 










680 










685 









880 



WO 01/57188 



Trp 


Ser 


Asp 


Arg 


val 


Pro 


Lys 


Cys Ala 




690 










695 




Asn 


Pro 


Gly 


Val 


Pro 


Glu 


Asn 


Gly Tyr 


705 










710 






Tyr 


Gin 


Ala 


Gly 


Glu 


Ser 


Leu 


Arg Phe 










725 








Leu 


lie 


Gly 


Glu 


val 


Thr 


He 


Thr Cys 








740 








745 


Trp 


Thr 


Ser 


Gin 


Pro 


Pro 


Leu 


Cys Lys 






755 










760 


Ser 


Arg 


Gin 


Leu 


Glu 


Gly 


Gly 


Asn Leu 




770 










775 




Leu 


Gly 


Leu 


Val 


He 


Val 


Leu 


Gly Ser 


785 










790 






Lys 


Leu 


Gin 


Gly 


Lys 


Ser 


Leu 


Phe Gly 










805 








Ser 


Pro 


He 


Thr 


Val 


Glu 


Ser 


Asp Phe 








820 








825 


Gly 


Asp 


Thr 


Arg 


Glu 


Tyr 


Glu 


Val Ser 






835 










840 




<210> 1736 












<211> 582 












<212> PRT 












<213> Homo 


sapiens 








<400> 1736 










Gly 


Thr 


Ser 


Thr 


Val 


Thr 


Met 


Ala Thr 


1 








5 








Leu 


Asn 


Leu 


Leu 


Gly 


Met 


Leu 


Leu Lys 








20 








25 


Lys 


Leu 


Leu 


Met 


Thr 


Trp 


Ala 


Leu Glu 






35 










40 


Ser 


Glu 


Thr 


Tyr 


Ala 


Pro 


Leu 


Phe Cys 




50 










55 




Cys 


Lys 


Gly 


Leu 


Leu 


Ala 


Asp 


Thr Leu 


65 










70 






Leu 


Gin 


Ala 


Cys 


Ser 


Ser 


Leu 


His Ala 










85 








Asp 


Leu 


Leu 


Gin 


Arg 


Cys 


Val 


Asp Val 








100 








105 


Arg 


Gly 


Thr 


Cys 


lie 


Arg 


Gin 


Ala Phe 






115 










120 


Pro 


Leu 


Gly 


Val 


Phe 


Leu 


Ser 


Asn Asn 




13 0 










135 




lie 


Ser 


Leu 


Ala 


Leu 


Arg 


Ser 


His Met 


145 










150 






Phe 


His 


Pro 


Gin 


Asp 


Phe 


Ser 


Asp Val 










165 








Asn 


Ser 


His 


Arg 


Thr 


Gly 


Lys 


Asp Asn 








180 








185 


Ser 


Cys 


Gin 


Arg 


lieu 


Asp 


Lys 


Arg Asp 






195 










200 


Leu 


Leu 


Lys 


Thr Asp 


Ala 


Val 


Leu Trp 




210 










215 




Ala 


Gin 


Phe 


Thr Val 


Leu 


Ser 


Lys Leu 


225 










230 






Gin 


Asp 


Thr 


Phe 


Gin 


Thr 


He 


Glu Gly 










245 








His 


Thr 


Leu 


Asn 


Pro 


Asp 


Gin 


Asp Val 



260 265 



PCT/USO 1/03800 



Leu 


Lys 


Tyr 


Glu 


Pro Cys Leu 






700 






Gin 


Thr 


Leu 


Tyr 


Lys His His 




715 






720 


Phe 


Cys 


Tyr 


Glu 


Gly Phe Glu 


730 








735 


Val 


Pro 


Gly 


His 


Pro Ser Gin 










750 


Val 


Thr 


Gin 


Thr 


Thr Asp Pro 








765 




Ala 


Leu 


Ala 


lie 


Leu Leu Pro 






780 






Gly 


Val 


Tyr 


lie 


Tyr Tyr Thr 




795 






600 


Phe 


Ser 


Gly 


Ser 


His Ser Tyr 


810 








815 


Ser 


Asn 


Pro 


Leu 


Tyr Glu Ala 










830 


He 










842 










Lys 


Lys 


His 


Phe 


Ser He He 


10 








15 


Lys 


Asp 


Asn 


Gin 


Asp Thr Arg 










30 


Val 


Ala 


Val 


Val 


Met Lys Lys 








45 




Leu 


Pro 


Ser 


Phe 


His Lys Phe 






60 






Val 


Glu 


Asp 


Val 


Asn He Cys 




75 






80 


Leu 


Ser 


Ser 


Ser 


Leu Pro Asp 


90 








95 


Cys 


Arg 


Val 


Gin 


Leu Val iHis 










110 


Gly 


Lys 


Leu 


Leu 


Lys Ser He 








125 




Asn 


His 


Thr 


Glu 


He Gin Glu 






140 






Ser 


Lys 


Ala 


Pro 


Ser Asn Thr 




155 






160 


He 


Ser 


Phe 


He 


Leu Tyr Gly 


170 








175 


Trp 


Leu 


Glu 


Arg 


Leu Phe Tyr 










190 


Gin 


Ser 


Thr 


He 


Pro Arg Asn 








205 




Gin 


Trp 


Ala 


He 


Trp Glu Ala 






220 






Arg 


Thr 


Pro 


Leu 


Gly Arg Ala 




235 






240 


He 


He 


Arg 


Ser 


Leu Ala Gly 


250 








255 


Ser 


Gin 


Trp 


Thr 


Thr Ala Asp 










270 



881 
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Asn 


Asp 


GlU 


Gly His 


Gly 


Asn 


Asn 


Gin 


Leu 


Arg 


Leu 


Val Leu Leu 


Leu 






275 










280 










285 




Gin 


Tyr 


Leu 


Glu Asn 


Leu 


Glu 


Lys 


Leu 


Met 


Tyr Asn 


Ala Tyr Glu 


Gly 




290 










2 95 










300 






Cys 


Ala 


Asn 


Ala 


Leu 


Thr 


Ser 


Pro 


Pro 


Lys 


Val 


He 


Arg Thr Phe 


Leu 


305 










310 










315 






320 


Tyr 


Thr 


Asn 


Arg Gin 


Thr 


Cys 


Gin 


Asp 


Trp 


Leu 


Thr 


Arg He Arg 


Leu 










325 










330 






335 




Ser 


lie 


Met 


Arg Val 


Gly 


Leu 


Leu 


Ala 


Gly 


Gin 


Pro 


Ala Val Thr 


Val 








340 










345 








350 




Arg 


His 


Gly 


Phe Asp 


Leu 


Leu 


Thr 


Glu 


Met 


Lys Thr 


Thr Ser Leu 


Ser 






355 










360 










365 




Gin 


Gly 


Asn 


Glu 


Leu 


Glu 


Val 


Ser 


He 


Met 


Met 


Val 


Val Glu Ala 


Leu 




370 










3 75 










380 






Cys 


Glu 


Leu 


His 


Cys 


Pro 


Glu 


Ala 


He 


Gin 


Gly He 


Ala Val Trp 


Ser 


385 










390 










395 






400 


Ser 


Ser 


lie 


Val 


Gly 


Lys 


His 


Leu 


Leu 


Trp 


He 


Asn 


Ser Val Ala 


Gin 










405 










410 






415 




Gin 


Ala 


Glu 


Gly 


Arg 


Phe 


Glu 


Lys 


Ala 


Ser 


Val 


Glu 


Tyr Gin Glu 


His 








420 










425 








430 




Leu 


Cys 


Ala 


Met 


Thr 


Gly 


Val 


Asp 


Cys 


Cys 


He 


Ser 


Ser Phe Asp 


Lys 






435 










440 










445 




Ser 


Val 


Leu 


Thr 


Leu 


Ala 


Ser 


Ala 


Gly 


cys 


Lys 


Ser 


Ala Ser Leu 


Lys 




450 










455 










460 






His 


Cys 


Leu 


Asn 


Gly 


Glu 


Ser 


Arg 


Lys 


Ser 


Val 


Leu 


Ser Lys Pro 


Thr 


465 










470 










475 






480 


Asp 


Ser 


Ser 


Pro 


Glu 


Val 


He 


Asn 


Tyr 


Leu 


Gly Asn 


Lys Ala Cys 


Glu 










485 










490 






495 




Cys 


Tyr 


lie 


Ser 


Thr 


Ala 


Asp 


frp 


Ala 


Ala 


Val 


Gin 


Glu Trp Gin 


Asn 








500 










505 








510 




Ala 


lie 


His 


Asp 


Leu 


Lys 


Lys 


ser 


Thr 


Ser 


Ser 


Thr 


Ser Leu Asn 


Leu 






515 










520 










525 




Lys 


Ala 


Asp 


Phe 


Asn 


Tyr 


He 


Lys 


Ser 


Leu 


Ser 


Ser 


Phe Glu Ser 


Gly 




530 










535 










540 






Lys 


Phe 


Val 


Glu 


Cys 


Thr 


Glu 


Gin 


Leu 


Glu 


Leu 


Leu 


Pro Gly Glu 


Asn 


545 










550 










555 






560 


lie 


Asn 


Leu 


Leu 


Ala 


Gly 


Gly 


Ser 


Lys 


Glu 


Lys 


He 


Asp Met Lys 


Lys 










565 










570 






575 




Leu 


Leu 


Arg 


Asn 


Met 





















580 581 



<210> 1737 

<211> 101 

<212> PRT 

<213> Homo sapiens 

<221> raisc_feature 
<222> (1) ... (100) 

<223> Xaa « any amino acid or nothing 



<400> 1737 



Met 


Asp He Phe Leu 


Tyr Asn Cys 


Lys 


Tyr Gin Val 


Gin 


Thr Glu 


He 


1 


5 






10 




15 




Xaa 


Asn Ser He Gin 


His He Met 


Ala 


Ser Lys Lys 


Leu 


Ser Arg 


Phe 




20 




25 






30 




Leu 


Lys Tyr Val His 


Asn Leu Xaa 


Ala 


Glu Asn Tyr 


Lys 


Thr Leu 


Met 




35 


40 






45 






Lys 


Xaa He Asn Glu 


Asp Leu Asn 


Lys 


Gin Arg Asp 


Val 


Pro Tyr 


Ser 




50 


55 




60 








Xaa 


Thr Ala Arg Leu 


Asn Lys Met 


Ser 


He Pro Thr 


Lys 


Thr He 


Phe 


65 




70 




75 






80 



882 
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Arg Phe Lys Ala lie Tyr lie Lys He Pro Ala Thr Tyr Phe He Glu 
85 90 95 

Thr Asn Met Gin 
100 



<210> 1738 

<211> 86 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (86) 

<223> Xaa = any amino acid or nothing 



<400> 1738 



Pro 


Gin 


Trp 


Leu 


Gly 


Leu 


Gin 


Val Tyr Ala Leu Pro Pro Ala Asn Phe 


1 








5 






10 15 


Val 


Phe 


Phe 


Val 


Glu 


Met 


Arg 


Ser Thr He Leu Ala Gin Thr Gly Phe 








20 








25 30 


Glu 


Leu 


Leu 


Asp 


Ser 


Ser 


Asp 


Leu Pro Ala Ser Ala Ser Lys Ser Ala 






35 










40 45 


Gly 


lie 


Thr 


Cys 


Met 


Ser 


His 


His Ala Arg Thr Leu Ser Leu Lys Xaa 




50 










55 


60 


Trp 


Pro 


Phe 


Cys 


Leu 


Ser 


Ala 


Thr Gin Glu Lys Phe Cys Xaa Pro Ala 


65 










70 




75 80 


Ser 


Glu 


Gly 


Val 


Ala 


Trp 














85 


86 







<210> 1739 

<211> 112 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . - (111) 

<223> Xaa e any amino acid or nothing 



<400> 1739 



Leu 


Asp 


Gly 


Tyr 


His 


Thr 


Pro 


He Tyr 


Met 


Leu Asn Arg He He Arg 


l 








5 








10 


15 


Leu 


Pro 


Ala 


Ala 


Leu 


Xaa 


He 


He Ser 


Asp 


Gin Thr Gly His Ala Leu 








20 








25 




30 


Thr 


He 


Leu 


Thr 


Arg 


Leu 


Glu 


Thr Gin 


Met 


He Asn Ala Asp Tyr Gin 






35 










40 




45 


Asn 


Lys 


Leu 


Thr 


Leu 


Asp 


Tyr 


Leu Leu 


Thr 


Thr Asp Arg Glu Val Tyr 




50 










55 






60 


Glu 


Pro 


Phe 


Asn 


Leu 


Thr 


Asn 


Tyr Cys 


Leu 


His He His Asn Gin Arg 


65 










70 








75 80 


Leu 


Gly 


Ala 


Tyr 


Asp 


Leu 


Gly 


Xaa Val 


Xaa 


Gin Lys Leu Ala His Val 










85 








90 


95 


Pro 


val 


Gin 


Val 


Xaa 


His 


Gly 


Phe Asp 


Pro 


Glu Ala Met Phe Arg 








100 








105 




110 111 



<210> 1740 
<211> 124 
<212> PRT 



883 
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<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (123) 

<223> Xaa = any amino acid or nothing 



<400> 1740 



Gly Arg 


Cys 


His Asp 


Gin Asn Lys 


Gly 


Lys 


Ser Asp 


Gly Pro Asp Ala 


1 


5 






10 




15 


Gin Ala 


Glu 


Ala Cys 


Gly Gly Glu 


Ser 


Thr 


Tyr Gin 


Glu Leu Leu Val 






20 




25 






30 


Asn Gin 


Asn 


Pro He 


Gly Gin Pro 


Leu 


Ala 


Cys Arg 


Arg Leu Thr Arg 




35 




40 








45 


Lys He 


Tyr 


Glu Gly 


He Lys Lys 


Ala 


Val 


Lys Pro 


Asn His Ser Pro 


50 






55 






60 




Arg Gly 


Val 


Lys Lys 


Val His Lys 


Phe 


Val 


Asn Lys 


Gly Glu Lys Gly 


65 






70 






75 


80 


lie Met 


Val 


Leu Ala 


Gly Asp Thr 


Leu 


Gly 


He Gly 


Val Tyr Cys Leu 






85 






90 




95 


Leu Pro 


Cys 


Met Cys 


Xaa Asp Arg 


Lys 


Leu 


Thr Tyr 


Ala His He Pro 






100 




105 






110 


Ser Thr 


Thr 


Asp Leu 


Gly Ala Gly 


Ala 


Gly 


Tyr 






115 




120 






123 





<210> 1741 
<211> 134 
<212> PRT 

<213> Homo sapiens 

<221> misc_f eature 
<222> (1) . . . (133) 

<223> Xaa = any amino acid or nothing 



<400> 1741 



Phe Phe. 


Gin 


Glu Met 


Leu Asp 


He 


Met 


Lys 


Ala He 


Ser Asp Met Met 


1 




5 








10 




15 


Gly Lys 


Cys 


Thr Tyr 


Pro Val 


lieu 


Lys 


Glu 


Asp Ala 


Pro Arg Gin His 




20 






25 






30 


Val Glu 


Thr 


Phe Phe 


Gin Glu 


Glu 


Leu 


Thr 


Arg Ser 


Gin Glu Gly Met 




35 






40 








45 


Lys Leu 


Gly 


Glu Asn 


Phe Leu 


Met 


Phe 


Ala 


Met Pro 


Pro .Asp Asp Ser 


50 






55 








60 




Lys Glu 


Ser 


Lys Gly 


Lys Xaa 


Phe 


Phe 


Gin 


Glu Met 


Leu Asp He Met 


65 






70 








75 


80 


Lys Ala 


He 


Ser Asp 


Met Met 


Gly 


Lys 


Cys 


Thr Tyr 


Pro Val Leu Lys 






85 








90 




95 


Glu Asp 


Ala 


Pro Arg 


Gin His 


Val 


Glu 


Thr 


Phe Phe 


Gin Val Gly He 




100 






105 






110 


Asn Gin 


Lys 


ser Arg 


Gly His 


Glu 


Val 


Arg 


Arg Lys 


Phe Pro Asp Val 




115 






120 








125 


Cys His 


Ala 


Pro Arg 















.130 133 



<210> 1742 

<211> 128 

<212> PRT 

<213> Homo sapiens 



884 
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<221> misc_feature 
<222> (1) . . . (126) 

<223> Xaa » any amino acid or nothing 





<400> 1742 




Phe 


Phe 


Phe 


Gly Asp Gly Val 


Ser 


1 






5 




Trp 


His 


Asp 


Leu Asp Ser Leu 


Gin 








20 




Phe 


Ser 


Tyr 


Leu Ser Leu Pro 


Ser 






35 




40 


Pro 


Arg 


Gin 


Ala Asn Phe Cys 


lie 




50 




55 




Met 


Leu 


Ala 


Arg Met Val Ser 


He 


65 






70 




Leu 


Ala 


Ser 


Gin Ser Ala Gly 


He 








85 




Pro 


Gin 


Met 


Asp Phe Thr Phe 


Ala 








100 




Cys 


Leu 


Pro 


Arg Gin Lys Glu 


Gly 






115 




120 



Pro 


Cys 


Arg Gin Ala Gly Val Xaa 




10 


15 


Asn 


Leu 


Pro Pro Gly Phe Lys Arg 


25 




30 


Ser 


Trp 


Asp Tyr Arg His Val Leu 






45 


Phe 


Met 


Xaa Arg Arg Gly Phe Thr 






60 


Ser 


Xaa 


Pro Arg Asp Leu Pro Ala 






75 80 


Thr 


Gly 


Val Ser His His Ala Pro 




90 


95 


Leu 


Leu 


Cys Phe Ala Leu Lys Gly 


105 




110 


Gly 


Thr 


Leu Asn Leu lie 



125 126 



<210> 1743 

<211> 127 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) - . - (127) 

<223> Xaa = any amino acid or nothing 



<400> 1743 



Arg 


Asn 


Arg 


Ser 


Val 


Val 


Pro 


Glu 


1 








5 








Gly 


Pro 


Gin 


Thr 
20 


Gin 


Thr 


Leu 


Leu 


Leu 


Leu 


Thr 
35 


Val 


Met 


Gly 


Asn 


Leu 
40 


Asp 


Ser 
50 


Cys 


Leu 


His 


Thr 


Pro 
55 


Met 


Phe 


Leu 


Asp 


Leu 


Cys 


His 


Ser 


Ser 


65 










70 






Asn 


Leu 


Leu 


Ser 


Glu 
85 


Lys 


Lys 


Thr 


Xaa 


Val 


Phe 


Phe 
100 


Val 


Phe 


Ala 


Thr 


Ala 


Val 


Met 
115 


Ala 


Tyr 


Asp 


Arg 


Tyr 
120 



Phe 


Val 


Leu Leu Gly Ueu Ser Ala 




10 


15 


Phe 


Val 


Leu Phe Val Val He Cys 


25 




30 


Leu 


Leu 


Leu Val Val He Asn Ala 






45 


Tyr 


Phe 


Phe Leu Gly Gin Leu Ser 






60 


Val 


Thr 


Ala Pro Lys Leu Leu Glu 






75 80 


He 


Ser 


Val Glu Gly Cys Met Ala 




90 


95 


Gly 


Gly 


Thr Glu Ser Ser Leu Leu 


105 




110 


Val 


Ala 


He Arg Thr Arg Gly 



125 127 



<210> 1744 

<211> 160 

<212> PRT 

<213> Homo sapiens 



<400> 1744 

Cys Thr Lys Cys Lys Ala Asp Cys Asp Thr Cys Phe Asn Lys Asn Phe 
15 10 15 



885 



WO 01/57188 



PCT/US01/03800 



Cys 


Thr 


Lys 


Cys 


Lys 


Ser Gly 


Phe 


Tyr 


Leu His Leu Gly 


Lys Cys Leu 








20 








25 




30 


Asp 


Asn 


Cys 


Pro 


Glu 


Gly Leu 


Glu 


Ala 


Asn Asn His Thr 


Met Glu Cys 






35 








40 




45 




Val 


Ser 


lie 


Val 


His 


Cys Glu 


Val 


Ser 


Glu Trp Asn Pro 


Trp Ser Pro 




50 








55 






60 




Cys 


Thr 


Lys 


Lys 


Gly 


Lys Thr 


Cys 


Gly 


Phe Lys Arg Gly 


Thr Glu Thr 


65 










70 






75 


80 


Arg 


Val 


Arg 


Glu 


He 


He Gin 


His 


Pro 


Ser Ala Lys Gly 


Asn Leu Cys 










85 








30 


95 


Pro 


Pro 


Thr 


Asn 


Glu 


Thr Arg 


Lys 


Cys 


Thr Val Gin Arg 


Lys Lys Cys 








100 








105 




110 


Gin 


Lys 


Gly 


Glu 


Arg 


Gly Lys 


Lys 


Gly 


Arg Glu Arg Lys 


Arg Lys Lys 






115 








120 




125 




Pro 


Asn 


Lys 


Gly 


Glu 


Ser Lys 


Glu 


Ala 


He Pro Asp Ser 


Lys Ser Leu 




130 








135 






140 




Glu 


Ser 


Ser 


Lys 


Glu 


He Pro 


Glu 


Gin 


Arg Glu Asn Lys 


Gin Gin Gin 


145 










150 






155 


160 



<210> 1745 
<211> 113 
<212> PRT 

<213> Homo sapiens 



<400> 1745 



Arg 


Val 


Leu 


Tyr 


Val 


Pro Ser 


Met 


Gly 


Phe Cys He Leu 


Val Ala His 


1 








5 








10 


15 


Gly 


Trp 


Gin 


Lys 


lie 


Ser Thr 


Lys 


Ser 


Val Phe Lys Lys 


Leu Ser Trp 








20 








25 




30 


lie 


Cys 


Leu 


Ser 


Met 


Val He 


Leu 


Thr 


His Ser Leu Lys 


Thr Phe His 






35 








40 




45 




Arg 


Asn 


Trp 


Asp 


Trp 


Glu Ser 


Glu 


Tyr 


Thr Leu Phe Met 


Ser Ala Leu 




50 








55 






60 




Lys 


Val 


Asn 


Lys 


Asn 


Asn Ala 


Lys 


Leu 


Trp Asn Asn Val 


Gly His Ala 


65 










70 






75 


80 


Leu 


Glu 


Asn 


Glu 


Lys 


Asn Phe 


Glu 


Arg 


Ala Leu Lys Tyr 


Phe Leu Gin 










85 








90 


95 


Ala 


Thr 


His 


Val 


Gin 


Pro Asp 


Asp 


He 


Gly Ala His Met 


Asn Val Gly 








100 








105 




110 



Arg 
113 



<210> 1746 
<211> 57 
<212> PRT 





<213> Homo 


sapiens 












<400> 1746 












Gly 


Phe Arg Ala 


Val Val Met 


Thr 


Val 


Lys Thr Glu Ala 


Ala Lys Gly 


1 




5 






10 


15 


Thr 


Leu Thr Tyr 


Ser Arg Met 


Arg 


Gly 


Met Val Ala He 


Leu He Ala 




20 






25 




30 


Phe 


Met Lys Gin 


Arg Arg Met 


Gly 


Leu 


Asn Asp Phe He 


Gin Lys He 




35 




40 




45 




Ala 


Asn Asn Ser 


Tyr Ala Cys 


Lys 


Gin 








50 


55 




57 







886 
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<210> 1747 

<211> 130 

<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1) . . . (130) 

<223> Xaa = any amino acid or nothing 



<400> 1747 



Ala 


Glu 


Pro 


Ala Cys 


Gly Ala Ser Ser 


Cys Thr Pro Pro Ser Leu Arg 


l 








" 5 




10 15 


Ser 


Ser 


Ser 


Ser 


Gin 


Ser Val Gly Pro 


Leu Arg Pro Gly Arg Pro Leu 








20 




25 


30 


Trp 


Ser 


Glu 


Ala Cys 


Ala Phe Leu Xaa 


Ala Ala Ala Pro Gin Gly Pro 






35 






40 


45 


Ala 


Ser 


Pro 


Cys 


Cys 


Gly Leu Pro Ser 


Gly Phe Pro Arg Val Trp Ala 




50 








55 


60 


Qln 


Cys 


Cys 


Pro 


Pro 


Gly Gly Ala Leu 


Arg Phe Pro Glu Gly Leu Gly 


65 










70 


75 80 


Ser 


Val 


Leu 


Ser 


Pro 


Arg Arg Cys Pro 


Gin Val Ser Arg Gly Ser Gly 










85 




90 95 


Leu 


Ser 


Ala 


Val 


Pro 


Gin Glu Val Pro 


Ser Gly Phe Leu Gly Pro Gly 








100 




105 


110 


Leu 


Arg 


Ala 


Cys 


Pro 


Gin Glu Ala Pro 


Ser Arg Phe Leu Arg Ala Gly 






115 






120 


125 


Leu 


Thr 














130 













<210> 1748 

<211> 285 

<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1) . . . (285) 

<223> Xaa = any amino acid or nothing 





<400> 1748 














Lys 


Gin 


Arg 


Arg 


Trp 


Gin 


Asn 


lie Gin 


Arg 


Lys Gly Pro Lys Arg Tyr 


1 








5 








10 


15 


lie 


Val 


lie 


Ala 


Gly 


Asn 


Ser 


Gin Ser 


His 


Gin Pro Met lie Phe Ser 








20 








25 




30 


Met 


Leu 


Arg 


Lys 


Leu 


Pro 


Lys 


Val Thr 


Cys 


Arg Asp Val Leu Pro Glu 






35 




Cys 






40 




45 


lie 


Arg 


Ala 


lie 


He 


Glu 


Glu He 


Gly 


Cys Trp Met Gin ser Tyr 




50 










55 






60 


Ser 


Thr 


Ser 


Phe 


Leu 


Thr 


Asp 


Ser Tyr 


Leu 


Lys Tyr lie Gly Trp Thr 


65 










70 








75 80 


Leu 


His 


Asp 


Lys 


His 


Arg 


Glu 


Val Arg 


Val 


Lys Cys Val Lys Ala Leu 










85 








90 


95 


Lys 


Gly 


Leu 


Tyr 


Gly 


Asn 


Arg 


Asp Leu 


Thr 


Ala Arg Leu Glu Leu Phe 








100 








105 




110 


Thr 


Gly 


Arg 


Phe 


Lys 


Asp 


Trp 


Met Val 


Ser 


Met He Val Asp Arg Glu 






115 










120 




125 


Tyr 


Ser 


Val 


Ala 


Val 


Glu 


Ala 


Val Arg 


Leu 


Leu He Leu He Leu Lys 




130 










135 






140 
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Asn 


Mat- 
Met: 


W?XU 


/^l mm 


vai 


Leu ne l. Asp 


vdl HBp Lyb VslU 


OCX 


Val 


lyr 


Pro 














155 








160 


ixe 


vai 


Xaa 


Ala 


ser 


Asn Xaa Gly 


Lieu Aid ser Aia 


Val 


ipxy 


wlU 


IT lie 










icq 

XO 3 




1 / V 






175 




Leu 


xyr 


Trp 


Lys 


Leu 


nkA Tvi* Prrt 
rue J irxo 


vjJ-LL v.yo uiu xxc 


>*xg 


Thr 


Met 


Glv 














185 




190 






bxy 


Arg 


<jXU 


I? XXI 


Arg 


n Cot* Dto 
ulu OcL rlU 


oxy Aid vsin Hty 




Phe 


Phe 


Gin 






lac 






200 




205 








L6U 


LlCU 


Leu 


Car 
2)61 


rue 


iriic vai \jx u. 


Cot* TiVC Cot* W"J *a 

OCX JJjfO OCX fllB 


Ser 


Val 


Thr 


Gill 




210 








215 


220 










Ala 


Gly 


Val 


Gin 


Trp 


Gin Phe Ser 


Ala His Arg Asp 


Leu 


Cys 


Leu 


Pro 


225 










230 


235 








240 


Gly 


Ser 


Ser 


Asn 


Ser 


His Val Ser 


Ala Ser Arg Val 


Ala 


Gly 


lie 


Ala 










245 




250 






255 




Gly 


Ala 


His 


Arg 


His 


Thr Trp Leu 


lie Tyr Val Phe 


Phe 


Ser 


Trp 


Arg 








260 






265 




270 






Gin 


Gly 


Phe 


Ala 


Val 


Leu Ala Gly 


Leu Val Ser Asn 


Ser 












275 






280 




285 









<210> 1743 

<211> 624 

<212> PRT 

«:213> Homo sapiens 

<221> mis cofeature 
<222> (1) . . . (618) 

<223> Xaa = any amino acid or nothing 





<400> 1749 




















Leu 


Arg 


Ser 


Tyr 


Gly Cys Lys Ala 


Pro 


Ser 


Arg 


He 


Ser 


His 


Leu 


His 


1 








5 ' 




10 










15 




Lys 


Phe 


Leu 


Phe 


Leu Leu Leu Pro 


Ser 


Leu 


Leu 


Met 


Gly 


Tyr 


Ser 


Glu 








20 




25 










30 






Ser 


Pro 


Pro 


Pro 


lie Thr Asp Ser 


Trp Ala 


Pro 


Phe 


lie 


Ser 


Leu 


Thr 






35 




40 










45 








His 




Val 


Leu 


Ser Gin Ser Gin 


Ser 


Pro 


Leu 


Ser 


Ser 


Asn 


Cys 


Trp 




50 






55 








60 










He 


Cys 


Leu 


Ser 


Thr His Thr Gin 


Xaa 


Phe 


Thr 


Ala 


Leu 


Pro 


Ala 


Asp 


65 








70 






75 










80 


Leu 


Leu 


Thr 


Trp 


Thr Gin Ser Asn 


Val 


Ser 


Leu 


His 


He 


Ser 


Tyr 


Leu 










85 




90 










95 




Ala 


lie 


Pro 


Phe 


Leu Ala Asp Ser 


Phe 


Leu 


Lys 


Pro 


Val 


Leu 


Xaa 


Pro 








100 




105 










110 






Gly 


Asn 


Ser 


Ala 


Lys His Leu Ser 


Phe 


Lys 


Leu 


Ser 


Ser 


Leu 


Ser 


Met 






115 




120 










125 








Val 


Ser 


Gly 


Arg 


Ala Val Ala Leu 


Leu His 


Leu 


He 


Ala 


Ser 


Gly 


Leu 




130 






135 








140 










Thr 


Ser 


lie 


Gin 


Thr Asn Thr Ala 


Ser 


Ser 


Lys 


Pro 


Pro 


He 


Trp 


Gly 


145 








150 






155 










160 


Tyr 


Leu 


Ser 


Thr 


Gin Thr Ser Phe 


lie 


Ser 


Pro 


Pro 


Pro 


Leu 


Cys 


Leu 










165 




170 










175 




Ser 


Arg 


Thr 


Tyr 


Pro Asn Pro Ala 


His 


Ala 


Thr 


Met 


Val 


Gly 


Gin 


Val 








180 




185 










190 






Pro 


Gin 


Ser 


Leu 


Cys Gly Leu lie 


Phe 


Thr 


Leu Arg 


Thr 


Pro 


Cys 


Arg 






195 




200 










205 








Pro 


Ser 


lie 


Leu 


His Pro Asn Tyr 


Lys 


lie 


He 


Ser 


Thr 


Ser 


Ala 


Trp 




210 






215 








220 










Gin 


Lys 


Val 


Leu 


Cys Phe Ser Gly 


Ser 


Pro 


Thr 


He 


His 


Thr 


Ser 


Leu 


225 








230 






235 










240 


His 


Leu 


Thr 


Thr 


Gly Ser Ser Phe 


Leu 


Ser 


Phe 


His 


Pro 


He 


Pro 


Gly 



245 250 255 
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Phe Pro Ala Ala Asn Ser Ala Leu Tyr Val Ser Ser Leu Lys Gly Pro 

260 265 270 

Pro Gly Lys Asn Val Thr lie Pro Ser Pro Val Tor Gly Thr Xaa Gin 

275 280 285 

Pro Pro His Arg Gly Ser Asn Arg Leu Thr Val Asp Lys Asp Asn Phe 

290 295 . 300 

Phe Leu Ser Pro Lys Pro Asn Ser Leu His Gin Leu Pro Ser Gin Thr 
305 310 315 320 

Pro Tyr Gin Ala Leu Thr Gly Ala Ala Leu Ala Gly Ser Tyr Pro lie 

325 330 335 

Trp Glu Asn Glu Asn Thr Leu Ser Trp Leu Pro Thr Phe Thr Tyr Asn 

340 345 350 

Phe Cys Leu Ser Thr Pro Ser Leu Phe Phe Leu Cys Asp Thr Asn Xaa 

355 360 "* 365 

Tyr Leu Cys Leu Pro Ala Asn Trp Ser Gly Thr Cys Thr Leu Val Phe 

370 375 380 

Gin Ala Pro Thr lie Asn lie Leu Pro Pro Asn Gin Thr He Leu He 
385 390 395 400 

Ser Val Glu Ala Ser He Ser Ser Ser Pro He Arg Asn Lys Trp Ala 

405 410 415 

Leu His Leu He Thr Leu Leu Thr Gly Leu Gly lie Thr Ala Ala Leu 

420 425 430 

Gly Thr Gly He Ala Gly He Thr Thr Ser He Thr Ser Tyr Gin Thr 

435 440 445 

Leu Phe Thr Thr Leu Ser Asn Thr Val Glu Asp Met His Thr Ser He 

450 455 460 

Thr Ser Leu Gin Arg Gin Leu Asp Phe Leu Val Gly Val lie Leu Gin 
465 470 475 480 

Asn Trp Arg Val Leu Asp Leu Leu Thr Thr Glu Lys Gly Gly Thr Cys 

485 490 495 

lie Tyr Leu Gin Glu Glu Cys Cys Phe Cys Val Asn Glu Ser Gly He 

500 505 510 

Val His He Ala Val Arg Arg Leu His Asp Arg Ala Ala Glu Leu Xaa 

515 520 525 

His Gin Val Ala Asp Ser Trp Trp Gin Gly Ser Ser Leu Leu Arg Trp 

530 535 540 

He Pro Trp val 'Ala Pro Phe Leu Gly Pro Leu He Phe Leu Phe Leu 
545 550 555 560 

Leu Leu Met He Gly Pro Cys He Phe Asn Leu Val Ser Arg Phe He 

565 570 575 

Ser Gin Arg Leu Asn Cys Phe He Gin Ala Ser Met Gin Lys His He 

580 585 590 

Asp Asn lie Phe His Leu Cys His Val Xaa Tyr Gin Ser Leu Arg Gly 

595 600 605 

Asn His Ser Glu Ala Pro Glu Pro Arg Pro 
610 615 618 



<210> 1750 
<211> 150 
<212> PRT 

<213> Homo sapiens 



<400> 1750 
Thr His Trp Arg His Ser Ser Gly 

1 5 
Arg Arg Arg Arg Glu Leu Glu He 
20 

Tyr Asn Arg Leu Cys Gin Glu Val 
35 40 
Lys Met Leu Ala Asp Leu Asp Asp 
50 55 



Val Pro Gly Ser Thr Thr Ala Arg 

10 15 
Ala Thr Ser Asp Asn Gin Glu Tyr 

25 30 
Thr Asn Arg Glu Arg Asn Asp Gin 
45 

Leu Asn Arg Thr Lys Lys Tyr Leu 
60 



889 



WO 01/57188 



PCTAJS01/03800 



Glu 


Glu 


Arg 


Leu 


lie 


Glu 


Leu 


Leu 


65 










70 






Lys 


Ser 


Asp 


Ala 


Leu 
85 


Glu 


Phe 


Gin 


Trp 


Leu 


Gly 


Asp 
100 


Thr 


Glu 


Ala 


Asn 


Phe 


Ser 


Trp 
115 


Met 


Val 


Arg 


Arg 


His 
120 


Phe 


Cys 
130 


Tyr 


Tyr 


Cys 


Cys 


Asn 
135 


Asn 


Lys 


Lys 


Glu 


Arg 


Cys 


Cys 






145 










150 







Arg Asp 


Lys Asp 


Ala 


Leu 


Trp 


Gin 




75 








80 


Gin Lys 


Leu Ser 


Ala 


Glu 


Glu 


Arg 


90 








95 




His Cys 


Leu Asp 


Cys 


Lys 


Arg 


Glu 


105 






110 






His Cys 


Arg He 


Cys 


Gly 


Arg 


He 






125 








Tyr Val 


Leu Ser 


Lys 


His 


Gly 


Gly 



140 



<210> 


1751 


• 


c211> 


209 




<212> 


PRT 




<213> 


Homo 


sapiens 


<221> 


misc 


feature 


<222> 


(1) ." 


r. (208) 


<223> 


Xaa ■ any amino acid 



<400> 1751 



Met 


Ala 


Pro 


Gin 


His 


Ser 


Ser 


Leu 


Asp 


Asp 


Lys Val 


Pro 


Gin 


Gin 


Ala 


1 








5 










10 








15 




Ser 


Thr 


Val 


Cys 
20 


Phe 


Glu 


Phe 


Gin 


Asp 

25 


He 


Leu Gin 


His 


Ser 
30 


Gin 


Cys 


Thr 


Glu 


His 
35 


Lys 


Asp 


Ser 


Leu 


Trp 
40 


Gly 


Pro 


Gly Ala 


Arg 
45 


Ser 


Gin 


Pro 


Phe 


Gly 
50 


Ala 


His 


Asn 


Thr 


Arg 
55 


Leu 


Ser 


Pro 


Asp Ser 
60 


Cys 


Pro 


Glu 


Lys 


He 


Val 


Leu 


Arg 


Ala 


Leu 


Lys 


Asp 


Ser 


Arg 


Ala Gly 


Met 


Pro 


Glu 


Gin 


65 










70 










75 








80 


Asp 


Lys 


Asp 


Pro 


Gly 
85 


Val 


Gin 


GlU 


Asn 


Pro 
90 


Asp Asp 


Gin 


Arg 


Arg 
95 


Val 


Pro 


Gin 


Gly 


Thr 
100 


Gly 


Asp 


Ala 


Pro 


Ser 
105 


Ala 


Phe Arg 


Pro 


Leu 
110 


Trp 


Asp 


Asn 


Gly 


Gly 
115 


Leu 


Ser 


Pro 


Phe 


Val 
120 


Ser 


Arg 


Pro Gly 


Pro 
125 


Leu 


Glu 


Arg 


Asp 


Leu 
130 


His 


Ala 


Gin 


Arg 


Ser 
135 


Glu 


Val 


Thr 


Tyr Asn 

140 


Gin 


Arg 


Ser 


Gin 


Ser 


Ser 


Trp 


Met 


Ser 


Ser 


Phe 


Pro 


Lys 


Arg 


Asn Ala 


Phe 


Val 


Ser 


Pro 


145 










150 










155 








160 


Tyr 


Ser 


Ser 


Met 


Gly 
165 


Gin 


Ala 


Gin 


Pro 


Gly 
170 


Leu Pro 


Lys 


Thr 


Asn 
175 


Pro 


He 


Gly 


Glu 


Ser 
180 


Cys 


Cys 


Trp 


Glu 


Gly 
185 


Leu 


Ser Leu 


Ser 


Thr 
190 


Gin 


He 


Leu 


Gly 


Xaa 
195 


Gin 


Lys 


Pro 


Ser 


Lys 
200 


Tyr 


He 


Pro Ser 


Leu 
205 


Cys 


Lys 


Arg 
208 



<210> 1752 
<211> 510 
<212> PRT 

<213> Homo sapiens 

<22l> mi sc_ feature 
<222> (1) .7. (499) 
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<223> Xaa « any amino acid or nothing 



<400> 1752 

Met Glu Leu Pro Ser Gly Pro Gly Pro Glu Arg Leu Phe Asp Ser His 

15 10 15 

Arg Leu Pro Gly Asp Cys Phe Leu Leu Leu Val Leu Leu Leu Tyr Ala 

20 25 30 

Pro Val Gly Phe Cys Leu Leu Val Leu Arg Leu Phe Leu Gly lie His 

35 40 45 

Val Phe Leu Val Ser Cys Ala Leu Pro Asp Ser Val Leu Arg Arg Phe 

50 55 60 

Val Val Arg Thr Met Cys Ala Val Leu Gly Leu Val Ala Arg Gin Glu 
65 70 75 80 

Asp Ser Gly Leu Arg Asp His Ser Val Arg Val Leu lie Ser Asn His 

85 90 95 

Val Thr Pro Phe Asp His Asn lie Val Asn Leu Leu Thr Thr Cys Ser 

100 105 110 

Thr Val Ser Glu Ser Glu Ala Glu Ser Ala Thr Gly Arg Phe Pro Gly 

115 120 125 

Ala Gin Leu Lys Ala Pro Leu Ser Pro Leu Ala Phe Arg Met Glu Asp 

130 135 140 

Thr Glu Ala Leu Pro Leu Thr Pro lie Leu Tyr Pro Thr Cys Gin Phe 
145 150 155 ^ 160 

Phe Phe Phe He Phe Leu Asn He Phe Leu Leu Ala Phe Ser Ser Pro 

165 170 175 

Gly Ser Gin Pro Leu Leu Asn Ser Pro Pro Ser Phe Val Cys Trp Ser 

180 185 190 

Arg Gly Phe Met Glu Met Asn Gly Arg Gly Glu Leu Val Glu Ser Leu 

195 200 205 

Lys Arg Phe Cys Ala Ser Thr Arg Leu Pro Pro Thr Pro Leu Leu Leu 

210 215 220 

Phe Pro Glu Glu Glu Ala Thr Asn Gly Arg Glu Gly Leu Leu Arg Phe 
225 230 ' 235 240 

Ser Ser Trp Pro Phe Ser He Gin Asp Val Val Gin Pro Leu Thr Leu 

245 250 255 

Gin Val Gin Arg Thr Leu Val Ser Val Thr Val Ser Asp Ala Ser Trp 

260 265 * 270 

Val ser Glu Leu Leu Trp Ser Leu Phe Val Pro Phe Thr Val Tyr Gin 

275 280 285 

Val Arg Trp Leu Arg Pro Val His Arg Gin Leu Gly Glu Ala Asn Glu 

290 295 300 

Glu Phe Ala Leu Arg Val Gin Gin Leu Val Ala Lys Glu Leu Gly Gin 
305 310 315 320 

• Thr Gly Thr Arg Leu Thr Pro Ala Asp Lys Ala Glu His Met Lys Arg 
325 330 335 

Gin Arg His Pro Arg Leu Arg Pro Gin Ser Ala Gin Ser Ser Phe Pro 

340 345 350 

Pro Ser J>ro Trp Val Leu Ser Ser Ser Asp Val Gin Thr Gly Gin Thr 

355 360 365 

Leu Gly Phe Arg Glu Phe Lys Glu Ser Phe Cys Pro His Val Ala He 

370 375 380 

Gly Val Phe He Pro Glu Arg Pro Trp Pro Lys Thr Gly Cys Cys Lys 
385 390 395 400 

Thr Leu Thr He His Leu He Leu Leu Xaa Gly Gly Pro Val Ser Phe 

405 410 415 

Ser Cys Pro Glu Asp He His Pro Arg Gly Thr Xaa Val Pro Thr Gin 

420 425 430 

Gin Ala Ser Gly Leu Pro Ser Phe Pro Ser Tyr Gly Pro Ala Arg Gly 

435 440 445 

Gly Val Leu Xaa His Pro Ser Ala Gin Gin Pro Leu Thr Phe Ala Lys 

450 455 460 

Ser Ser Trp Ala Arg Ala Gly Arg Ala Leu Gin Glu Arg Lys Gin Ala 
465 470 475 480 
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Leu Tyr Glu Tyr Ala Arg Arg Arg Phe Thr Glu Arg Arg Ala Pro Gly 
485 490 495 

Gly Leu Asp 
499 



<210> 1753 
<211> 134 
<212> PRT 

<213> Homo sapiens 





<400> 1753 












Asp 


Pro 


Ser 


Pro 


Ser 


Leu Leu Ala 


Val Ala 


Leu Gly Leu Arg 


Ala Gly 


1 








5 




10 




15 


Glu 


Arg 


Thr 


Arg 


Ser 


Gly Pro Gly 


Ser Ser 


Ser Pro Ser Gly 


Gly He 








20 






25 


30 




Ser 


Gly 


Gly 


Ala 


Ser 


Ala Gly Leu 


Ala Ser 


Ser Pro Glu Cys 


Ala Cys 






35 






40 




45 




Gly 


Arg 


Ser 


His 


Phe 


Thr Cys Ala 


Val Ser 


Ala Leu Gly Glu 


Cys Thr 




50 








55 




60 




Cys 


He 


Pro 


Ala 


Gin 


Trp Gin Cys 


Asp Gly 


Asp Asn Asp Cys 


Gly Asp 


65 










70 




75 


80 


Bis 


Ser 


Asp 


Glu 


Asp 


Gly Cys He 


Leu Pro 


Thr Cys Ser Pro 


Leu Asp 










85 




90 




95 


Phe 


His 


Cys 


Asp 


Asn 


Gly Lys Cys 


He Arg 


Arg Ser Trp Val 


Cys Asp 








100 






105 


110 




Ser 


Asp 


Asn 


Asp 


Cys 


Glu Asp Asp 


Ser Asp 


Glu Gin Asp Cys 


Pro Pro 






115 






120 




125 




Arg 


Glu 


Cys 


Glu 


Glu 


Asp 










130 








134 









<210> 1754 
<211> 136 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (136) 

<223> Xaa «s any amino acid or nothing 





<400> 1754 










Pro 


Arg 


His 


Gly 


Trp 


Gly 


Arg 


Arg 


1 








5 








Leu 


Gin 


Lys 


Val 
20 


Lys 


Lye 


Ser 


Val 


Asp 


His 


Val 
35 


Gin 


Asn 


Glu 


Glu 


He 
40 


Gly 


Ser 
50 


Asn 


Phe 


Leu 


Ser 


Arg 
55 


Asp 


val 


Lys 


Phe 


Ser 


Thr 


Leu 


Thr 


Lys 


65 










70 






Leu 


Leu 


Gin 


Gly 


Leu 
85 


Ser 


Arg 


Asn 


Leu 


Lys 


Gly 


Asp 
100 


Leu 


Lys 


Gly 


Val 


Asp 


Lys 


Ala 
115 


Trp 


Lys 


Asp 


Tyr 


Glu 
120 


Glu 


Lys 
130 


Arg 


Glu 


Arg 


Glu 


Trp 
135 


Arg 
136 



Val 


Leu 


Gly Arg Asp Arg 


Pro Arg 




10 




15 


Lys 


Ala 


He Tyr He Pro 


Gly Gin 


25 




30 




Tyr 


Ala 


Arg Val Leu Asp 


Lys Phe 






45 




Asn 


Ala 


Asp Leu Gly Thr 


Ala Phe 






60 




Xaa 


Leu 


Ser Ala Leu Leu 


Lys Asn 






75 


80 


Val 


He 


Phe Thr Leu Asp 


Ser Leu 




90 




95 


Lys 


Gly 


Asp Leu Lys Lys 


Pro Phe 


105 




110 




Thr 


Lys 


Phe Ala Lys He 


Glu Lys 



125 
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<210> 1755 

<211> 149 

<212> PRT 

<213> Homo sapiens 





<A00> 1755 








Ala 


Ala 


Val 


Pro 


Val 


Glu 


A an Prn 


1 








5 






Arg 


Val 


Arg 


He 


Phe 


Thr 


Trp Glu 








20 








Val 


Leu 


Cys 


Asn 


Asp 


Ser 


Tyr Gly 






35 








40 


Gly 


Ala 


Phe 


He 


Arg 


Leu 


Thr Ser 




50 










55 


Ala 


Ser 


Lys 


Glu 


Asn 


Asp 


Gin Met 


65 










70 




Lys 


Val 


Pro 


He 


He 


Trp 


Thr Tyr 










85 






Gin 


Met 


He 


Arg 


Pro 


Ala 


Val <3ly 








100 








lie 


Leu 


Met 


Ala 


Leu 


Lys 


Lys He 






115 








120 


Lys 


Pro 


Ser 


Gin 


Tyr 


Asn 


Pro Asn 




130 










135 


Asp 


Ser 


Val 


Trp 








145 






148 









Trp Asp Asp 


Pro Arg 


Val Arg 


Pro 


10 




15 




Asp Cys He 


Ala Gly 


Gin Ala 


Lys 


25 




30 




Val Thr He 


Asp Trp 


Ser Pro 


Lys 




45 






Gin Ser Val 


Gly Asn 


Gly His 


Pro 




60 






Val Asp Thr 


He Lys 


Asn Thr 


Thr 


75 






80 


Gly Asp Met 


Val Glu 


Pro Arg 


Pro 


90 




95 




Ala Lys His 


Lys Glu 


Leu Trp 


Lys 


105 




110 




Lys He Trp 


Glu Gly 


Lys Tyr 


Thr 




125 






Tyr Met Leu 


Glu Leu 


Ala His 


Asn 




140 







<210> 1756 

<211> 142 

<212> PRT 

<213> Homo sapiens 

<22l> misc — feature 

<222> (1).T.(141) 

<223> Xaa = any amino acid or nothing 



<400> 1756 



Leu 


Ser 


Met 


Leu 


Ser 


Thr 


He 


Ser Thr 


Glu 


His 


Arg Leu 


Ser 


Val 


Leu 


1 








5 








10 








15 




Trp 


Pro 


lie 


Trp 
20 


Tyr 


Cys 


Cys 


His Cys 
25 


Pro 


Thr 


His Leu 


Ser 
30 


Ala 


Val 


Met 


Cys 


Val 


Leu 


Leu 


Trp 


Ala 


Leu Ser 


Leu 


Leu 


Gin Ser 


He 


Leu 


Glu 




35 










40 






45 








Trp 


Met 


Phe 


Cys 


Ser 


Phe 


Leu 


Phe Ser 


Asp 


Val 


Asp Ser 


Asp Asn 


Trp 


50 










55 








60 








Cys 


Gin 


lie 


Leu 


Asp 


Phe 


Leu 


Thr Ala 


Val 


Trp 


Leu He 


Phe 


Leu 


He 


65 










70 








75 








80 


Leu 


Val 


Leu 


Cys 


Gly 
85 


Phe 


Thr 


Leu Val 


Leu 
90 


Leu 


Val Arg 


He- 


He 
95 


Cys 


Gly 


Ser 


Gin 


Lys 


Met 


Pro 


Leu 


Thr Arg 


Leu 


Tyr 


Val Thr 


He 


Leu 


Leu 






100 








105 








110 






Thr 


Gly 


Leu 


Val 


Phe 


Leu 


Phe 


Cys Ser 


Leu 


Pro 


Leu Ser 


He 


Gin 


Xaa 




115 










120 






125 








Phe 


Leu 
130 


Leu 


Tyr 


Trp 


He 


Glu 
135 


Lys Asp 


Leu 


Asp 


Asp Leu 
140 141 
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<210> 1757 
<211> 542 
<212> PRT 

<213> Homo sapiens 



<400> 1757 

Ser Gly Asp Leu Ser Pro Ala Glu Leu Met Met Leu Thr He Gly Asp 

15 10 15 

Val He Lys Gin Leu He Glu Ala His Glu Gin Gly Lys Asp He Asp 

20 25 30 

Leu Asn Lys Val Lys Thr Lys Thr Ala Ala Lys Tyr Gly Leu Ser Ala 

35 40 45 

Gin Pro Arg Leu Val Asp He He Ala Ala Val Pro Pro Gin Tyr Arg 

50 55 60 

Lys Val Leu Met Pro Lys Leu Lys Ala Lys Pro He Arg Thr Ala Ser 
65 70 75 80 

Gly He Ala Val Val Ala Val Met Cys Lys Pro His Arg Cys Pro His 

85 90 95 

He Ser Phe Thr Gly Asn He Cys Val Tyr Cys Pro Gly Gly Pro Asp 

100 105 110 

Ser Asp Phe Glu Tyr Ser Thr Gin Ser Tyr Thr Gly Tyr Glu Pro Thr 

115 • * 120 125 

Ser Met Arg Ala lie Arg Ala Arg Tyr Asp Pro Phe Leu Gin Thr Arg 

130 135 140 

His Arg He Glu Gin Leu Lys Gin Leu Gly His Ser Val Asp Lys Val 
145 150 155 160. 

Glu Phe He Val Met Gly Gly Thr Phe Met Ala Leu* Pro Glu Glu Tyr 

165 170 175 

Arg Asp Tyr Phe He Arg Asn Leu His Asp Ala Leu Ser Gly His Thr 

180 185 190 

Ser Asn Asn He Tyr Glu Ala Val Lys Tyr Ser Glu Arg Ser Leu Thr 

195 200 1 205 

Lys Cys He Gly He Thr He Glu Thr Arg Pro Asp Tyr Cys Met Lys 

210 215 220 

Arg His Leu Ser Asp Met Leu Thr Tyr Gly Cys Thr Arg Leu Glu He 
225 230 235 240 

Gly Val Gin Ser Val Tyr Glu Asp Val Ala Arg Asp Thr Asn Arg Gly 

245 250 255 

His Thr Val Lys Ala Val Cys Glu Ser Phe His Leu Ala Lys Asp Ser 

260 265 270 

Gly Phe Lys Val Val Ala His Met Met Pro Asp Leu Pro Asn Val Gly 

275 280 285 

Leu Glu Arg Asp He Glu Gin Phe Thr Glu Phe Phe Glu Asn Pro Ala 

290 295 300 

Phe Arg Pro Asp Gly Leu Lys Leu Tyr Pro Thr Leu Val He Arg Gly 
305 310 315 320 

Thr Gly Leu Tyr Glu Leu Trp Lys Ser Gly Arg Tyr Lys Ser Tyr Ser 

325 330 335 

Pro Ser Asp' Leu Val Glu Leu Val Ala Arg He Leu Ala Leu Val Pro 

340 345 350 

Pro Trp Thr Arg Val Tyr Arg Val Gin Arg Asp He Pro Met Pro Leu 

355 360 365 

Val Ser Ser Gly Val Glu His Gly Asn Leu Arg Glu Leu Ala Leu Ala 

370 375 380 

Arg Met Lys Asp Leu Gly He Gin Cys Arg Asp Val Arg Thr Arg Glu 
385 390 395 400 

Val Gly He Gin Glu He His His Lys Val Arg Pro Tyr Gin Val Glu 

405 410 415 

Leu Val Arg Arg Asp Tyr Val Ala Asn Gly Gly Trp Glu Thr Phe Leu 

420 425 430 

Ser Tyr Glu Asp Pro Asp Gin Asp He Leu He Gly Leu Leu Arg Leu 
435 440 445 
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Arg 


Lys 


Cys 


Ser 


Glu 


Glu 


Thr Phe 


Arg Phe Glu Leu Gly 


Gly Gly Val 




450 










455 


450 




Ser 


lie 


Val 


Arg 


Glu 


Leu 


His Val 


Tyr Gly Ser Val Val 


Pro Val Ser 


465 










470 




475 


480 


ser 


Arg 


Asp 


Pro 


Thr 


Lys 


Phe Gin 


His Gin Gly Phe Gly 


Met Leu Leu 










485 






490 


495 


Met 


Glu 


Glu 


Ala 


Glu 


Arg 


He Ala 


Arg Glu Glu His Gly 


Ser Gly Lys 








500 








505 


510 


lie 


Ala 


Val 


He 


Ser 


Gly 


Val Gly 


Thr Arg Asn Tyr Tyr 


Arg Lys He 






515 








520 


525 




Gly 


Tyr 


Arg 


Leu 


Gin 


Gly 


Pro Tyr 


Met Val Lys Met Leu 


Lys 




530 










535 


540 


542 



<210> 1758 

<211> 15B 

<212> PRT 

<213> Homo sapiens 

<221> raise feature 
<222> (1) .7. (155) 

<223> Xaa = any amino acid or nothing 



<400> 1758 



Ala 


He 


Ala 


Ser 


Pro 


Arg 


Ala 


Ala 


Gly 


He 


Arg His Glu 


Leu Thr Ser 


1 








5 










10 




15 


Thr 


Met 


Ala 


Ala 


Gly 


Lys 


Asn 


Lys 


Arg 


Leu 


Thr Lys Gly 


Gly Lys Lys 








20 










25 






30 


Gly 


Ala 


Lys 


Lys 


Lys 


Ala 


Val 


Asp 


Asn 


lie 


He Asn He 


Gly Lys Thr 






35 










40 






45 




Leu 


Val 


Thr 


Arg 


Thr 


Gin 


Arg 


Thr 


Lys 


He 


Ala Ser Asp 


Gly Leu Lys 




50 










55 








60 




Gly 


Arg 


Val 


Phe 


Glu 


Glu 


Ser 


Leu 


Ala 


Asp 


Leu Gin Asn 


Asp Thr Asp 


65 










70 










75 


80 


Gly 


Tyr 


Leu 


Leu 


Arg 


Val 


He 


Xaa 


Val 


Ala 


Phe Thr Thr 


Glu Arg Thr 










85 










90 




95 


Asn 


Gin 


He 


Arg 


Glu 


Val 


Phe 


Asn 


Lys 


Leu 


He Pro Asp 


Ser He Gly 








100 










105 






110 


Lys 


Asp 


He 


Glu 


Lys 


Ala 


Cys 


Gin 


Ser 


He 


Tyr Pro Leu 


His Asp Asp 






115 










120 






125 




Phe 


Ala 


Arg 


Lys 


Val 


Lys 


Met 


Leu 


Lys 


Lys 


Pro Lys Phe 


Glu Leu Arg 




130 










135 








140 




Lys 


Leu 


Met 


Glu 


Leu 


His 


Gly 


Glu 


Gly 


Ser 


Ser 




145 










150 










155 






<210> 1759 




















<211> 417 




















<212> PRT 




















<213> Homo 


sapiens 
















<400> 1759 


















Pro 


Arg Trp Arg 


Asn 


Ser 


Ala 


Arg 


Asp 


Glu 


He Leu Leu 


Ser Phe Pro 


1 








5 










10 




15 


Gin 


Asn Tyr Tyr 


He 


Gin 


Trp 


Leu 


Asn 


Gly 


Ser Leu He 


His Gly Leu 








20 










25 






30 


Trp 


Asn 


Leu 


Ala 


Ser 


Leu 


Phe 


Ser 


Asn 


Leu 


Cys Leu Phe 


Val Leu Met 






35 










40 






45 




Pro 


Phe 


Ala 


Phe 


Phe 


Phe 


Leu 


Glu 


Ser 


Glu 


Gly Phe Ala 


Gly Leu Lys 




50 










55 








60 





895 



WO 01/57188 



PCT/US01/03800 



Lys 


Glv 


He 


Arcr 


Ala 


Ara 


He 


Lieu 


65 










70 






Leu 


Ala 


Leu 


Leu 


He 


Leu 


Glv 


He 










85 








Asp 


Asn 


Asp 


Ala 


Ala 


Ser 


Met 


Glu 








100 










Tyr 


Leu 


Pro 


Tyr 


Leu 


Tyr 


Ser 


Cys 






115 










120 


Leu 


Leu 


Leu 


Cys 


Thr 


Pro 


Val 


Gly 




130 










135 




Glv 


Gin 


Leu 


Leu 


Val 


Lys 


Pro 


Thr 


145 










150 






He 


Tvr 


He 


He 


Thr 


Leu 


Glu 


Glu 










165 








Tm 

± - L h f 


Ala 


Val 


Phe 


He 




Tro 


Lys 








180 










Glu 


Leu 


Glu 


As 11 


Val 


Lys 


Thr 


Leu 






195 










200 


Lys 


Ala 


Ser 


Ala 


Tm 


Glu 


Ara 


As 11 




210 










215 




Leu 


Leu 


Leu 


He 


Glu 


Thr 


Ser 


He 


225 










230 






lie 


T.«=»n 
UXZ u 




Leu 


Leu 


Val 


ART) 


Glu 










245 










pro 




Tie* 


Glv 
<jj.y 


Ann 


Ala 


Cor 
OCX 








260 










Ala 


Ala 


Leu 


Glu 


He 


He 


Leu 


He 






275 










280 


Val 


Glv 


Phe 




Ser 


Leu 




Phe 




290 










295 




Ren 
nop 




i nx 


Thr 


Met 


Thr 


Lys 


He 


305 










310 






Val 


Leu 


Ser 


Ser 


Ala 


Leu 


Pro 


Val 










325 








Arg 


Phe 


Asp 


Leu 


Leu 


Gly 


Asp 


Phe 








340 










Phe 


Tyr 


He 


Val 


Leu 


Ser 


Tyr 


Asn 






355 










360 


Leu 


Cys 


Leu 


Val 


Arg 


Lys 


Phe 


Thr 




370 










3 75 




Lys 


Ala 


Leu 


Gly 


Leu 


His 


Lys 


Leu 


385 










390 






Ser 


Glu 


Thr 


Ala 


Lys 


Pro 


Ser 


Val 



405 



Glu 


Thr 


Leu 


Gly Met Leu lieu 


Leu 






75 




80 


Val 


Trp 


Val 


Ala Ser Ala Leu 


He 




90 




95 




Ser 


Leu 


Tyr 


Asp Leu Trp Glu 


Phe 


105 






110 




He 


Ser 


Leu 


Met Gly Cys Leu 


Leu 








125 




Leu 


Ser 


Arg 


Met Phe Thr Val 


Met 








140 




He 


Leu 


Glu 


Asp Leu Asp Glu 


Gin 






155 




160 


Glu 


Ala 


Leu 


Gin Arg Pro Thr 


Lys 




170 




175 




Tyr 


Asn 


He 


Met Glu Leu Glu 


Gin 


185 






• 190 




Lvs 


Thr 


•Lvs 
• 


Leu Glu Arg Arg 


Lys 








205 




Leu 


Val 


Tvr 


Pro Ala Val Met 


Val 








220 




Ser 


Val 


Leu 


Leu Val Ala Cys 


Asn 






235 




240 


Thr 


Ala 


Met 


Pro Lys Gly Thr 


Arcr 




250 




255 




Leu 


Ser 


Thr 


Phe Glv Phe Val 


Glv 
* 


265 






270 




Phe 


Tvr 


Leu 


Met Val Ser Ser 


Val 








285 




Phe 


Glv 


Asn 


Phe Thr Pro Lvs 


Lvs 








300 




He 


Glv 


Asn 


Cys Val Ser He 


Leu 






315 




320 


Met 


Ser 


Aro 


Thr Leu Glv He 


Thr 




330 




335 




Glv 


Arc 


Phe 


Asn Trr5 Leu Glv 


Asn 


345 






350 




Leu 


Leu 


Phe 


Ala He Val Thr 


Thr 








365 




Ser 


Ala 


Val 


Arg Glu Glu Leu 


Phe 








380 




His 


Leu 


Pro 


Asn Thr Ser Arg 


Asp 






395 




400 


Asn 


Gly 


His 


Gin Lys Ala Leu 






410 




415 





<210> 1760 

<211> 437 

<212> PRT 

<213> Homo sapiens 



<22l> mis cofeature 
<222> (1) . . . (435) 

<223> Xaa = any amino acid or nothing 



<400> 1760 

Gly Ser His Arg Phe Ser Leu Ala Ser Pro Leu Asp Pro Glu Val Gly 

15 10 15 

Pro Tyr Cys Asp Thr Pro Thr, Met Arg Thr Leu Phe Asn Leu Leu Trp 

20 25 30 

Leu Ala Leu Ala Cys Ser Pro Val His Thr Thr Leu Ser Lys Ser Asp 
35 40 45 
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Ala Lys 


Lys 


Ala 


Ala Ser Lys 


Thr 


Leu 


Leu 


Glu 


Lys 


Ser 


Gin 


Phe 


Ser 


50 








55 










60 










Asp Lys 


Pro 


Val 


Gin 


Asp Arg 


Gly Leu 


Val 


Val 


Thr 


Asp 


Leu 


Lys 


Ala 


65 








70 








75 










80 


Glu Ser 


Val 


Val 


Leu 


Glu His 


Arg Ser 


Tyr 


Cys 


Ser 


Ala 


Lys 


Ala 


Arg 








65 








90 










95 




Asp Arg 


His 


Phe 
100 


Ala 


Gly Asp 


Val 


Leu 
105 


Gly 


Tyr 


Val 


Thr 


Pro 
110 


Trp 


Asn 


Ser His 


Gly 
115 


Tyr 


Asp 


Val Thr 


Lys 
120 


Val 


Phe 


Gly 


Ser 


Lys 
125 


Phe 


Thr 


Gin 


He Ser 


Pro 


Val 


Trp 


Leu Gin 


Leu Lys 


Arg 


Arg 


Gly 


Arg 


Glu 


Met 


Phe 


130 








135 










140 










Glu Val 


Thr 


Gly 


Leu 


His Asp 


Val 


Asp 


Gin 


Gly 


Trp 


Met 


Arg 


Ala 


Val 


145 








150 








155 










160 


Arg Lys 


His 


Ala 


Lys 
165 


Gly Leu 


Pro 


Xaa 


Cys 
170 


Leu 


Gly 


Ser 


Cys 


Leu 
175 


Arg 


Thr Gly 


Leu 


Thr 


Met 


He Ser 


Gly Tyr 


Val 


Leu 


Asp 


Ser 


Glu 


Asp 


Glu 




180 








185 










190 






lie Glu 


Glu 
195 


Leu 


Ser 


Lys Thr 


Val 
200 


Val 


Gin 


Val 


Ala 


Lys 
205 


Asn 


Gin 


His 


Phe Asp 


Gly 


Phe 


Val 


Val Glu 


Val 


Trp 


Asn 


Gin 


Leu 


Leu 


Ser 


Gin 


Lys 


210 








215 










220 










Arg Val 


Gly 


Leu 


lie 


His Met 


Leu 


Thr 


His 


Leu 


Ala 


Glu 


Ala 


Leu 


His 


225 








230 








235 










240 


Gin Ala 


Arg 


Leu 


Leu 
245 


Ala Leu 


Leu 


Val 


He 
250 


Pro 


Pro 


Ala 


He 


Thr 
255 


Pro 


Gly Thr 


Asp 


Gin 
260 


Leu 


Gly Met 


Phe 


Thr 
265 


His 


Lys 


Glu 


Phe 


Glu 
270 


Gin 


Leu 


Ala Pro 


Val 
275 


Leu 


Asp 


Gly Phe 


Ser 
280 


Leu 


Met 


Thr 


Tyr 


Asp 
285 


Tyr 


Ser 


Thr 


Ala His 


Gin 


Pro 


Gly 


Pro Asn 


Ala 


Pro 


Leu 


Ser 


Trp 


Val 


Arg 


Ala 


Cys 


290 








295 










300 










Val Gin 


Val 


Leu 


Asp 


Pro Lys 


Ser Lys 


Trp 


Arg 


Ser 


Lys 


He 


Leu 


Leu 


305 








310 








315 










320 


Gly Leu 


Asn 


Phe 


Tyr 


Gly Met 


Asp Tyr 


Ala 


Thr 


Ser 


Lys 


Asp 


Ala 


Arg 








325 








330 










335 




Glu Pro 


Val 


val 
340 


Gly 


Ala Arg 


Tyr 


He 
345 


Gin 


Thr 


Leu 


Lys 


Asp 
350 


His 


Arg 


Pro Arg 


Met 
355 


Val 


Trp 


Asp Ser 


Gin 
360 


Val 


Ser 


Glu 


His 


Phe 
365 


Phe 


Glu 


Tyr 


Lys Lys 


Ser 


Arg 


Ser 


Gly Arg 


His 


Val 


Val 


Phe 


Tyr 


Pro 


Thr 


Leu 


Lys 


370 








375 










380 










Ser Leu 


Gin 


Val 


Arg 


Leu Glu 


.Leu 


Ala 


Arg 


Glu 


Leu 


Gly 


Val 


Gly 


Val 


385 








390 








395 










400 


Ser He 


Trp 


Glu 


Leu 


Gly Gin 


Gly Leu 


Asp 


Tyr 


Phe 


Tyr 


Asp 


Lieu 


Leu 








405 








410 










415 




Xaa Val 


Gly 


He 

420 


Ala 


Ala Ser 


Ala 


Val 
425 


Asp 


Val 


Phe 


Phe 


Ser 

430 


Lys 


Pro 



Trp Ser Glu 
435 



<210> 1761 

<211> 876 

<212> PRT 

<213> Homo sapiens 



<400> 1761 

Val Ala Thr Arg Lys Leu Ala Lys Gly Phe Thr Gin Phe Ala Lys Met 

15 10 15 

Thr Glu Gly Thr Lys Lys Thr Ser Lys Lys Phe Lys Phe Phe Lys Phe 
20 25 30 
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Lys 


Gly 


Phe 
35 


Gly 


Ser 


Phe 


Ser 


Asn 
40 


Leu 


Arg 


Ser 
50 


Ser 


Ala 


Ser 


He 


Ser 
55 


Arg 


Gin 


Phe 


Glu 


Ala 


Thr 


Gin 


Asp 


Asp 


Met 


Val 


65 










70 








Ala 


Tyr 


Ala 


Arg 


Ser 
85 


Ser 


Asp 


Met 


Tyr 


Arg 


Pro 


Ser 


He 
100 


Lys 


Lys 


Ala 


Gin 


Asn 
105 


Gin 


Glu 


Ala 
115 


Gly 


Pro 


Lys 


Pro 


Asn 
120 


Leu 


Pro 


Pro 
130 


Gly 


Leu 


Glu 


Ala 


Ala 
135 


Lys 


Glu 


Pro 


Leu 


Glu 


Asp 


Thr 


Pro 


Ala 


Met 


Glu 


145 










150 








Val 


Asp 


Pro 


He 


Arg 
165 


Lys 


Pro 


Glu 


val 


Glu 


Arg 


Pro 


Pro 
180 


Arg 


Asp 


Val 


His 


Ser 
185 


Glu 


Ala 


Gly 
195 


Ser 


Asp 


Tyr 


Val 


Lys 
200 


Phe 


Asp 


Ser 
210 


Ser 


Pro 


Glu 


Lys 


Leu 
215 


His 


Lys 


Leu 


Ser 


Ser 


Thr 


Asp 


Leu 


Arg 


Ser 


His 


225 










230 








Pro 


Arg 


Glu 


Val 


Ser 
245 


Glu 


Thr 


Leu 


Val 


lie 


Arg 


Asp 


Ser 
260 


Leu 


Thr 


Ser 


Leu 


Gly 
265 


Trp 


Arg 


Asn 
275 


Gin 


Ala 


Leu 


His 


Phe 
280 


Lys 


Ala 


Gly 
290 


Glu 


Ser 


Tyr 


Thr 


His 
255 


He 


Gin 


Phe 


Asp 


His 


Val 


Pro 


Ala 


Leu 


Val 


Arg 


305 










310 








Ala 


Val 


Ser 


Glu 


Gin 
325 


Ser 


Gly 


Ala 


He 


Thr 


Phe 


Pro 


Leu 
340 


Arg 


Tyr 


Leu 


Glu 


Ala 
345 


Ser 


Ser 


Lys 
355 


Pro 


Ala 


Ser 


Pro 


Val 
360 


Ser 


His 


Met 
370 


Lys 


Arg 


Arg 


Ser 


Val 
375 


Thr 


Met 


Lys 


Val 


Thr 


Arg 


Ser 


Asp 


Gly 


Cys 


Pro 


385 










390 








Pro 


Arg 


Asp 


Ser 


He 
405 


Arg 


Ser 


Cys 


Ala 


Asp 


Leu 


His 


Ser 
420 


Pro 


Met 


Ser 


Pro 


He 
425 


Ala 


Tyr 


Ser 
435 


Thr 


Val 


Thr 


Arg 


Val 
440 


His 


Ala 


Thr 
450 


Ala 


Leu 


Pro 


Ala 


Ser 
455 


Pro 


Val 


Gin 


Leu 


Cys 


Pro 


Gly 


Ser 


Ala 


Pro 


Lys 


465 










470 








Gly 


Pro 


His 


Thr 


Ser 
485 


Pro 


Ser 


His 


Thr 


Pro 


Ser 


Leu 


Ser 
500 


Ser 


Tyr 


Ser 


Asp 


Pro 
505 


Leu 


Gin 


Pro 

515 


Pro 


Val 


Arg 


Gly 


Ser 
520 


Arg 


Ser 


Ser 
530 


Gin 


Gin 


Ala 


Arg 


Ser 
535 


Tyr 


Gly 
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Pro 


Arg 


Ser 


Phe 


Thr 


Leu 


Arg 








45 








Ser 


His 


Leu 


Glu 


Pro 


Asp 


Thr 






60 










Thr 


Val 


Pro 


Lys 


Ser 


Pro 


Pro 




75 










80 


Ser 


His 


Met 


Gly 


Thr 


Met 


Pro 


90 










95 




Ser 


Gin 


Ala 


Ala 


Arg 


Gin 


Ala 










110 






Val 


Pro 


Gly 


Gly 


Val 


Pro 


Asp 








125 








Val 


Met 


Val 


Lys 


Ala 


Thr 


Gly 






140 










Pro 


Asn 


Pro 


Ser 


Ala 


Val 


Glu 




155 










160 


Pro 


Thr 


Gly 


Asp 


Val 


Glu Glu 


170 










175 




Glu 


Arg 


Ala 


Ala 


Gly 


Glu 


Pro 










190 






Ser 


Lys 


Glu 


Lys 


Tyr 


lie 


Leu 








205 








Glu 


Leu 


Glu 


Glu 


Glu 


Leu 


Lys 






220 










Ala 


Trp 


Tyr 


His 


Gly 


Arg 


lie 




235 










240 


Gin 


Arg 


Asn 


Gly 


Asp 


Phe 


Leu 


250 










255 




Asp 


Tyr 


Val 


Leu 


Thr 


Cys 


Arg 










270 






lie 


Asn 


Lys 


Val 


Val 


Val 


Lys 








285 








Tyr 


Leu 


Phe 


Glu 


Gin 


Glu 


Ser 






300 










Tyr 


His 


Val 


Gly 


Ser 


Arg 


Lys 




315 










320 


He 


Tyr 


cys 


Pro 


val 


Asn 


Arg 


330 










335 




Ser 


Tyr 


Gly 


Leu 


Gly 


Gin 


Gly 










350 






Pro 


Ser 


Gly 


Pro 


Lys 


Gly 


Ser 








365 








Thr 


Asp 


Gly 


Leu 


Thr 


Ala 


Asp 






380 










Thr 


Ser 


Thr 


Ser 


Leu 


Pro 


Arg 




395 










400 


Leu 


Ser 


Met 


Asp 


Gin 


He 


Pro 


410 










415 




Ser 


Glu 


Ser 


Pro 


Ser 


Ser 


Pro 










430 






Ala 


Ala 


Pro 


Ala 


Ala 


Pro 


Ser 








445 








Ala 


Arg 


Arg 


Ser 


Ser 


Glu 


Pro 






460 










Thr 


His 


Gly 


Glu 


Ser 


Asp 


Lys 




475 










460 


Leu 


Gly 


Lys 


Ala 


Ser 


Pro 


Ser 


490 










495 




Asp 


Ser 


Gly 


His 


Tyr 


Cys 


Gin 










510 






Glu 


Trp 


Ala 


Ala 


Thr 


Glu 


Thr 








525 








Glu 


Arg 


Leu 


Lys 


Glu 


Leu 


Ser 



540 
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Glu Asn Gly Ala Pro Glu Gly Asp Trp Gly Lys Thr Phe Thr Val Pro 
' 545 550 555 560 

lie Val Glu Val Thr Ser Ser Phe Asn Pro Ala Thr Phe Gin Ser Leu 

565 570 575 

Leu lie Pro Arg Asp Asn Arg Pro Leu Glu Val Gly Leu Leu Arg Lys 

580 585 590 

Val Lys Glu Leu Leu Ala Glu Val Asp Ala Arg Thr Leu Ala Arg His 

595 600 60S 

Val Thr Lys Val Asp Cys Leu Val Ala Arg lie Leu Gly Val Thr Lys 

610 615 620 

Glu Met Gin Thr Leu Met Gly Val Arg Trp Gly Met Glu Leu Leu Thr 
625 630 635 640 

Leu Pro His Gly Arg Lye Leu Arg Leu Asp Leu Leu Glu Arg Phe His 

645 650 655 

Thr Met Ser lie Met Leu Ala Val Asp lie Leu Gly Cys Thr Gly Ser 

660 665 670 

Ala Glu Glu Arg Ala Ala Leu Leu His Lys Thr He Gin Leu Ala Ala 

675 ~ 680 685 

Glu Leu Arg Gly Thr Met Gly Asn Met Phe Ser Phe Ala Ala Val Met 

690 695 700 

Gly Ala Leu Asp Met Ala Gin lie Ser Arg Leu Glu Gin Thr Trp Val 
705 710 715 720 

Thr Leu Arg Gin Arg His Thr Glu Gly Ala lie Leu Tyr Glu Lys Lys 

725 730 735 

Leu Lys Pro Phe Leu Lys Ser Leu Asn Glu Gly Lys Glu Gly Pro Pro 

740 745 750 

Leu Ser Asn Thr Thr Phe Pro His Val Leu Pro Leu He Thr Leu Leu 

755 760 765 

Glu Cys Asp Ser Ala Pro Pro Glu Gly Pro Glu Pro Trp Gly Ser Thr 

770 775 780 

Glu His Gly Val Glu Val Val Leu Ala His Leu Glu Ala Ala Arg Thr 
785 ' 790 795 800 

Val Ala His His Gly Gly Leu Tyr His Thr Asn Ala Glu Val Lys Leu 

805 810 815 

Gin Gly Phe Gin Ala Arg Pro Glu Leu Leu Glu Val Phe Ser Thr Glu 

820 " 825 830 

Phe Gin Met Arg Leu Leu Trp Gly Ser Gin Gly Ala Ser Ser Ser Gin 

835 840 845 

Ala Arg Arg Tyr Glu Lys Phe Asp Lys Val Leu Thr Ala Leu Ser His 

850 855 860 

Lys Leu Glu Pro Ala Val Arg Ser Ser Glu Leu 
865 870 875 



<210> 1762 

<211> 299 

<212> PRT 

<213> Homo sapiens 

<221> miscjEeature 
<222> (1) . . . (299) 

<223> Xaa - any amino acid or nothing 



<400> 1762 
He Asp Arg Ala Ala Glu Cys Arg 

1 5 
Ser He Arg Gly Asn Ala Asp Ser 
20 

Val Leu Tyr Leu He Lys Lys Arg 
35 40 
Tyr Gly Phe Ala Val His Met Lys 
50 55 



Thr Lys Pro lieu Pro Met Ala Val 

10 15 
He Val Ala Cys Leu Val Leu Met 

25 30 
Leu Val Ala Cys Ala Ala Val Phe 
45 

He Tyr Pro Glu Thr Tyr He Leu 
60 
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Pro 


He 


Thr 


Leu 


His 


Leu Leu Pro 


Asp Arg Asp Asn 


Asp Lys Ser Leu 


65 










70 


75 


80 


Arg 


Gin 


Phe 


Arg Tyr 


Thr Phe Gin 


Ala Cys Leu Xaa 


Glu Leu Leu Lys 










85 




90 


95 


Arg 


Leu 


Cya 


Asn Arg 


Thr Ala Leu 


Met Phe Val Ala 


Val Ala Gly Leu 








100 






105 


110 


Thr 


Phe 


Phe 


Ala 


Leu 


Ser Phe Gly 


Phe Tyr Tyr Glu 


Tyr Gly Trp Glu 






115 






120 




125 


Phe 


Leu 


Glu 


His 


Thr 


Tyr Phe Tyr 


His Leu Thr Arg 


Arg Asp He Arg 




130 








135 


140 




His 


Asn 


Phe 


Ser 


Pro 


Tyr Phe Tyr 


Met Leu Tyr Leu 


Thr Ala Glu Ser 


145 










150 


155 


160 


Lys 


Trp 


Ser 


Phe 


Ser 


Leu Gly He 


Ala Ala Phe Leu 


Pro Gin Leu He 










165 




170 


175 


Leu 


Leu 


Ser 


Ala 


Val 


Ser Phe Ala 


Tyr Tyr Arg Asp 


Leu* Val Phe Cys 








180 






185 


190 


Trp 


Phe 


Leu 


His 


Thr 


Ser He Phe 


Val Thr Phe Asn 


Lys Val Cys Thr 






195 






200 




205 


Ser 


Gin 


Tyr 


Phe 


Leu 


Trp Tyr Leu 


Cys Leu Leu Pro 


Leu Val Met Pro 




210 








215 


220 




Leu 


Val 


Arg 


Met 


Pro 


Trp Lys Arg 


Ala Val Val Leu 


Leu Met Leu Trp 


225 










230 


235 


240 


Phe 


lie 


Gly 


Gin 


Ala 


Met Trp Leu 


Ala Pro Ala Tyr 


Val Leu Glu Phe 










245 




250 


255 


Gin 


Gly 


Lys 


Asn 


Thr 


Phe Leu Phe 


He Trp Leu Ala 


Gly Leu Phe Phe 








260 






265 


270 


Leu 


Leu 


He 


Asn Cys 


Ser He Leu 


He Gin He He 


Ser His Tyr Lys 






275 






280 




285 


Glu 


Glu 


Pro 


Leu 


Thr 


Glu Arg He 


Lys Tyr Asp 






290 








295 


299 





<210> 1763 
<211> 158 
<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1) .7. (157) 

<223> Xaa = any amino acid or nothing 



<400> 1763 



Pro 


He 


Pro 


Val Arg 


Trp 


Asn 


Ser 


Leu 


Glu 


Gly Arg 


Leu Leu Arg Gly 


1 






5 










10 




15 


Tyr 


Glu 


Gin 


His Ala 


Asn 


Asp 


Gly 


Lys 


Asp 


Tyr He 


Ser Arg Asn Xaa 








20 








25 






30 


Asp 


Leu 


Arg 


Ser Trp 


Thr 


Ala 


Ala 


Asp 


Met 


Ala Ala 


Gin He Thr Lys 






35 








40 








45 


Arg 


Lys 


Trp 


Glu Ala 


Glu 


Glu 


Phe 


Ala 


Glu 


Gin He 


Lys Ala Tyr Leu 




50 








55 








60 




Glu 


Gly 


Thr 


Cys Val 


Glu 


Arg 


Leu 


Arg 


Thr 


His Leu 


Glu Asn Gly Lys 


65 








70 










75 


80 


Glu 


Thr 


Leu 


Gin Leu 


Thr 


Glu 


Gin 


Ser 


Ser 


Gin Pro 


Tnr He Pro He 








85 










90 




95 


Val 


Gly 


He 


Val Ala 


Gly 


Leu 


Val 


Leu 


Leu 


Gly Ala 


Val Val Thr Gly 








100 








105 






110 


Ala 


Val 


Val 


Ser Ala 


Val 


Met 


Cys 


Arg 


Lys 


Lys Asn 


Ser Gly His Phe 






115 








120 








125 


Leu 


Pro 


Thr 


Asp Arg 


Val 


Ser 


Tyr 


Ser 


Glu 


Ala Ala 


Ser Ser Asp His 




130 








135 








140 




Ala 


Gin 


Gly 


Ser Asp 


Val 


Ser 


Leu 


Thr 


Ala 


Cys Lys 


Val 


145 








150 










155 


157 
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<210> 1764 

<211> 346 

<212> PRT 

<213> Homo sapiens 



<400> 1764 

Hie Gin lie Leu Glu Leu Lys Lys Lys He Leu Lys Thr Tyr Asn Pro 

1 5 10 15 

Asp Tyr Asp Glu Asp Leu Val Gin Glu Ala Ser Ser Glu Asp Val Leu 

20 25 30 

Gly Val His Met Val Asp Lys Asp Thr Glu Arg 1 Asp He Glu Met Lys 

35 AO 45 

Arg Gin Leu Arg Arg Leu Arg Glu Leu His Leu Tyr Ser Thr Trp Lys 

50 55 60 

Lys Tyr Gin Glu Ala Met Lys Thr Ser Leu Gly Val Pro Gin Arg Glu 
65 70 75 B0 

Arg Asp Glu Gly Ser Leu Gly Lys Pro Leu Cys Pro Pro Glu lie Leu 

85 " 90 95 

Ser Glu Thr Leu Pro Gly Ser Val Lys Lys Arg Val Cys Phe Pro Ser 

100 105 110 

Glu Asp His Leu Glu Glu Phe He Ala Glu His Leu Pro Glu Ala Ser 

115 120 125 

Asn Gin Ser Leu Leu Thr Val Ala His Ala Asp Ala Gly Thr Gin Thr 

130 135 140 

Asn Gly Asp Leu Glu Asp Leu Glu Glu His Gly Pro Gly Gin Thr Val 
145 150 155 160 

Ser Glu Glu Ala Thr Glu Val His Met Met Glu Gly Asp Pro Asp Thr 

165 170 175 

Leu Ala Glu Leu Leu He Arg Asp Val Leu Gin Glu Leu Ser Ser Tyr 

180 185 190 

Asn Gly Glu Glu Glu Asp Pro Glu Glu Val Lys Thr Ser Leu Gly Val 

195 200 205 

Pro Gin Arg Gly Asp Leu Glu Asp Leu Glu Glu His val Pro Gly Gin 

210 " 215 220 

thr Val Ser Glu Glu Ala Thr Gly Val His Met Met Gin Val Asp Pro 
225 230 235 240 

Ala Thr Leu Ala Lys Ser Asp Leu Glu Asp Leu Glu Glu His Val Pro 

245 250 255 

Glu Gin Thr Val Ser Glu Glu Ala Thr Gly Val His Met Met Gin Val 

260 265 270 

Asp Pro Ala Thr Leu Ala Lys Gin Leu Glu Asp Ser Thr He Tnr Gly 

275 280 285 

Ser His Gin Gin Met Ser Ala Ser Pro Ser Ser Ala Pro Ala Glu Glu 

290 295 300 

Ala Thr Glu Lys Thr Lys Val Glu Glu Glu Val Lys Thr Arg Lys Pro 
305 310 315 320 

Lys Lys Lys Thr Arg Lys Pro Ser Lys Lys Ser Arg Trp Asn Val Leu 

325 330 335 

Lys Cys Trp Asp He Phe Asn He Phe 
340 345 



<210> 1765 

<211> 39 

<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1) . . . (39) 
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<223> Xaa = any amino acid or nothing 



<400> 1765 

lie Pro Trp Ser Trp Val Gly Arg Leu Ser Val Arg Lys Met Ser lie 

1 5 10 15 

Leu Phe Xaa Leu Thr Tyr Asn Tyr Asa Ala lie Leu Asn.Lys Thr Pro 

20 25 30 

Pro Ser Phe Ser Pro Ser Leu 
35 39 



<210> 1766 
<211> 204 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) - . . (203) 

<223> Xaa any amino acid or nothing 





<4oo> : 


L766 
















Arg 


Gin 


Glu 


Lys 


Met 


Gly 


Leu 


Gly Glu 


lie Gly Ala 


Ser Gly 


Val Leu 


1 








5 








10 




15 


Arg 


Ser 


Met 


Leu 


Lys 


Glu 


Arg 


Lys Lys 


Gin Asn Met 


Lys Gly 


Asn Gly 








20 








25 




30 




Asn 


Val 


Thr 


Leu 


Thr 


Pro 


Leu 


Leu Pro 


Ala Val Gin 


Cys Gly 


Cys His 






35 










40 




45 




Leu 


Gin 


Pro 


Ala 


Gly 


Arg 


Ser 


Pro Leu 


Pro Ser Ser 


His Ser 


Ala Pro 




50 










55 




60 






Gly 


Leu 


Cys 


Ser 


Pro 


Leu 


His 


Pro Leu 


Gin Pro Gin 


Gin Glu 


Ala Ser 


65 










70 






75 




80 


Thr 


Cys 


Pro 


Ser 


Gly 


Thr 


Leu 


Gin Gly 


Arg Glu Lys 


Ala Ala 


Pro Gly 










85 








90 




95 


Gin 


Gly 


Arg 


Pro 


Leu 


Cys 


Ser 


Leu Trp 


Ala Gly Gly 


Ala Gly 


Ala Pro 








100 








105 




110 




Gly 


Glu 


Arg 


Gly 


Ala 


Glu 


Gly 


Arg Gly 


Pro Ser Asp 


Gin Ala 


Pro Asp 






115 










120 




125 




Pro 


Lys 


Ser 


Gly 


Pro 


Trp 


Leu 


Phe Pro 


Pro Gly Leu 


Gly Ala 


Pro Ala 




130 










135 




140 






Glu 


Val 


Arg 


Leu 


His 


Asn 


Val 


Pro His 


Asn Leu Arg 


Arg Pro 


Pro Leu 


145 










150 






155 




160 


Pro 


Xaa 


Ala 


Arg 


Gly 


Lys 


Xaa 


Pro Pro 


Asn Ser Gly 


Cys Pro 


Trp Ser 










165 








170 




175 


Glu 


Gly 


Arg 


Ala 


Lys 


Gin 


Pro 


Leu Ser 


Cys Gly Pro 


Lys Pro 


Gin Cys 








180 








185 




190 




Ser 


Leu 


Pro 


Ser 


Gin 


Val 


Pro 


Gly Asp 


Thr His 










195 










200 


203 







<210> 1767 
<211> 696 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (686) 

<223> Xaa » any amino acid or nothing 
<400> 1767 
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Glu Ala Gin Asp Pro Arg Ala Cys Gly Pro Asp Ala Gly Gly Arg Phe 

15 10 15 

Ala Ala Arg Asp Ala Pro Gly Asn Ser Leu Arg Pro Pro Pro Ser Ser 

20 25 30 

Pro Pro Gly Trp Pro Gly Gin Leu Arg Leu Leu Pro Arg Val Pro Gly 

35 40 45 

Ser Glu Leu Arg Cys Gly Lys Pro Glu Arg Gly Arg Leu Pro Ala Ser 

50 55 60 

Pro Pro Gly Lys lie Arg Gly Trp Pro Pro Gly lie Ser Lys Arg Pro 
65 70 75 80 

Gly Leu Gly Gly Arg Ser Phe Pro Pro Gly Phe Ala Pro Arg Thr Trp 

85 90 95 

Arg Pro Glu Ala Arg Gly Pro Ser Val Gin Ser Leu Pro Pro He Phe 

100 105 HO 

Ser Pro Gin Ser Ala Gin Thr Thr Ala Arg Xaa Arg Pro Gly Ala Pro 

115 120 125 

Lys Asn Ala Gly Arg Cys Gly Gly Ala Arg Gly Pro Arg Leu Ser Leu 

130 135 140 

Gly Pro Pro Pro Gly Pro Pro Pro Ala Pro Ala Leu Pro Ala Arg Ala 
145 150 155 160 

Ser Ala Gly Ala Gly Ala Ala Ala Ala Ala Leu Ala Val Gly Gly Val 

165 170 175 

Arg Gly Ala Gly Gly Ala Arg Gly Thr Gly Gly Tyr Gly His Cys Ser 

180 1B5 190 

Gly Arg Pro Thr Gly Arg Thr Gly Pro Gly Pro Gin Gly Pro Gly Pro 

195 200 205 

Pro Met: Pro Ala Arg Pro Arg Xaa Ala Ser Ser Thr Arg Gly Ser Arg 

210 215 220 

Arg Gly Pro Gly Ser Arg Pro Ala Arg Ala Ala Ala Ala Pro Arg Ala 
225 230 235 240 

Gly Asp His Gly Arg Arg Pro Val Arg Val His Leu Arg Gin His Thr 

245 250 255 

Ala Val Xaa Glu Pro Arg Leu Gly Asp Ala Thr Ala Pro Pro Gly Gly 

260 265 270 

Ala Ala Gly Pro Gly Ala Pro Ala Pro Arg Gly Pro Gly Trp Asp Cys 

275 280 285 

Ala Leu Leu Pro Ser Pro Gly Pro Arg Ser Pro Arg Ala Val Gly Cys 

290 295 300 

Ala Glu Pro Glu He Trp Asp Pro Ser Pro Arg Arg Gly Thr Ser Pro 
305 310 315 320 

Val Pro Ser Val Arg Ser Leu Arg Ser Glu Pro Ala Asn Pro Arg Leu 

325 330 335 

Gly Leu Pro Ala Leu Leu Asn Ser Tyr Pro Leu Lys Gly Pro Gly Leu 

340 345 350 

Pro Pro Pro Trp Gly Pro Arg Thr Gin Thr Gly His Val He He Thr 

355 360 365 

Val Gin Pro Ser Gly Ser Cys lie Glu His Ser Lys Ser Leu Asp Arg 

370 375 380 

Gly Pro Trp Gly Ala Pro Pro Trp Gly Pro Ser Ser Ser Gly Leu Cys 
385 390 395 400 

Ser Pro Lys Leu Ala Thr Ala Gly Pro Pro Gin Ser Trp Gly Leu .Cys 

405 410 415 

Gin He Gly Arg Arg Arg Gly Leu Gly Gly Pro Gly Leu Lys Arg Gly 

420 425 430 

Glu Thr Gly Leu Leu Xaa Gly Cys Ser Met Asp His Ala Asn Arg Thr 

435 440 445 

Lys Gly Pro Gly Val Pro Thr Ser Asn Arg Cys Phe Ser His He Pro 

450 455 460 

Gly Gly Asp Gly Cys Ser Asp His Ser Ser Cys Glu Gly His Pro Asp 
465 ~ 470 475 480 

Leu His Ala Gly Arg Glu Met Pro Ala Ala Pro Gly Leu Ser Glu Leu 

485 490 495 

Glu Arg Val Arg Phe Thr Val Gly Cys Gly Gly Leu Ala Ser Gly He 
500 505 510 
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OCX OCX 


nl a 
Ala 


Ser 


\7al 
Val 


Ser Gly 


xicu ocx riO 


Asn Arg Ala Gly Gly Pro 




oxb 








520 


525 






Asp 


Trp 


exu net 


Tyr Pro Val 


Ser Trp Gin Thr Gin Glu 


t^T ft 
Do U 












540 


OCX Ul Jf 


tjxy 


oxn 


\ixy 


Ser Pro 


x*ys inr vsiy 


Arg xaa val Gly Met Leu 


O^s O 








rrn 




555 560 




<aiy 




/IT v 

eiy 


Ser Leu 


vjxh oiy uiy 


inr oiy Asp Gly Val Trp 












cnn 
D /U 


575 




1T P 


Gin 




V3X jr riu 


Aiy uxy &aa 


Asp o er ±*ro xjeu fro oer 






cnn 






585 


590 


fll v Thy 

\JJL J XXXX 


<axy 


IXUT 


til 11 


fro a a. a 


inr irxO inr 


inr ser lie pro Phe Pne 












60U 


605 


Pro Gin 


Pro 


Ser 


vjX y 


vdl J yxT 


JrxO bet AT^ 


Aia inr lieu lieu Pro Met 


fin ft 












620 


Pro Ser 


Tyr 


Xaa 


Ala 


Leu Gly 


Pro Ser Ala 


Asn Lys Ser Glu Lys Pro 


525 








630 




635 640 


Leu Leu 


Ser 


Phe 


Leu 


Tyr Arg 


Gly Leu Cys 


Cys Arg lie Ser Leu Gin 








645 




650 


655 


Leu Ala 


Lys 


Gly 


lie 


Gly Gin 


Leu Ser Glu 


lie Pro Leu Leu Asn Val 






660 






665 


670 


Glu Thr 


Ala 


Phe 


Trp 


Ser Met 


Trp Val Thr 


Tyr Phe Arg Lys 




675 








680 


685 686 



<210> 1768 

<211> 606 

<212> PRT 

<213> Homo sapiens 

<22l> mis cofeature 
<222> (1) . . . (606) 

<223> Xaa = any amino acid or nothing 



<400> 1768 



Glu GlU 


GlU 


GlU 


Glu 


Glu 


Glu 


Asp Glu 


Asp 


Asp Asp Asp Asn Asn GlU 


1 






5 








10 


15 


Glu Glu 


GlU 


Phe 


Glu 


Cys 


Tyr 


Pro Pro 


Gly 


Met Lys Val Gin Val Arg 






20 








25 




30 


Tyr Gly 


Arg 


Gly 


Lys 


Asn 


Gin 


Lys Met 


Tyr 


Glu Ala Ser lie Lys Asp 




35 










40 




45 


Ser Asp 


Val 


Glu 


Gly 


Gly 


Glu 


Val Leu 


Tyr 


Leu Val His Tyr Cys Gly 


50 










55 






60 


Trp Asn 


Val 


Arg 


Tyr 


Asp 


Glu 


Trp He 


Lys 


Ala Asp Lys He Val Arg 


65 








70 








75 80 


Pro Ala 


Asp 


Lys 


Asn 


Val 


Pro 


Lys He 


Lys 


His Arg Lys Lys He Lys 








85 








90 


95 


Asn Lys 


Leu 


Asp 


Lys 


Glu 


Lys 


Asp Lys 


Asp 


Glu Lys Tyr Ser Pro Lys 






100 








105 




110 


Asn Cys 


Lys 


Pro 


Pro 


Ala 


Leu 


Gly Pro 


Asn 


Pro Pro Phe Gin Thr Asn 




115 










120 




125 


Pro lie 


Ser 


Trp 


Lys 


Trp 


Tyr 


Pro Lys 


Leu 


Asp Leu Thr Asp Ala Lys 


130 










135 






140 


Asn Ser 


Asp 


Thr 


Ala 


His 


lie 


Lys Ser 


lie 


Glu He Thr Ser He Leu 


145 








150 








155 160 


Asn Gly 


Leu 


Gin 


Ala 


Ser 


GlU 


Ser Ser 


Ala 


Glu Asp Ser Glu Gin Glu 








165 








170 


175 


Asp Glu 


Arg 


Gly 


Ala 


Gin 


Asp 


Met Asp 


Asn 


Asn Gly Lys Glu Glu Ser 






180 








185 




190 


Lys lie 


Asp 


His 


Leu 


Thr 


Asn 


Asn Arg 


Asn 


Asp Leu He Ser Lys Glu 




195 










200 




205 


Glu Gin 


Asn 


Ser 


Ser 


Ser 


Leu 


Leu Glu 


Glu 


Asn Lys Val His Ala Asp 



210 2X5 220 
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Leu Val lie Ser Lys Pro Val Ser Lys Ser Pro Glu Arg Leu Arg Lys 
225 230 235 240 

Asp He Glu Val Leu Ser Glu Asp Thr Asp Tyr Glu Glu Asp Glu Val 

245 250 255 

Thr Lys Lys Arg Lys Asp Val Lys Lys Asp Thr Thr Asp Lys Ser Ser 

260 265 270 

Lys Pro Gin He Lys Arg Gly Lys Arg Arg Tyr Cys Asn Thr Glu Glu 

275 280 285 

Cys Leu Lys Thr Gly Ser Pro Gly Lys Lys Glu Glu Lys Ala Lys Asn 

290 295 300 

Lys Glu Ser Leu Cys Met Glu Aen Ser Ser Asn Ser Ser Ser Asp Glu 
305 310 315 320 

Asp Glu Glu Glu Thr Lys Ala Lys Met Thr Pro Thr Lys Lys Tyr Asn 

325 330 335 

Gly Leu Glu Glu Lys Arg Lys Ser Leu Arg Thr Thr Gly Phe Tyr Ser 

340 345 350 

Gly Phe Ser Glu Val Ala Glu Lys Arg He Lys Leu Leu Asn Asn Ser 

355 360 365 

Asp Glu Arg Leu Gin Asn Ser Arg Ala Lys Asp Arg Lys Asp Val Trp 

370 375 3B0 

Ser Ser He Gin Gly Gin Trp Pro Lys Lys Thr Leu Lys Glu Leu Phe 
385 390 395 400 

Ser Asp Ser Asp Thr Glu Ala Ala Ala Ser Pro Pro His Pro Ala Pro 

405 410 415 

Glu Glu Gly Val Ala Glu Glu Ser Leu Gin Thr Val Ala Glu Glu Glu 

420 425 430 

Ser Cys Ser Pro Ser Val Glu Leu Glu Lys Pro Pro Pro Val Asn Val 

435 440 445 

Asp Ser Lys Pro He Glu Glu Lys Thr Val Glu Val Asn Asp Arg Lys 

450 455 460 

Ala Glu Phe Pro Ser Ser Gly Ser Asn Phe Ser Ala Xaa He Pro Leu 
465 470 475 480 

Pro Tyr Leu His Leu Asn Arg Leu His Gin Ser Leu Zaa Gin Lys Gly 

485 490 495 

Ser Arg Gin Gin Ser Ser Val Thr Val Ser Glu Pro Leu Ala Pro Asn 

500 505 510 

Gin Glu Glu Val Arg Ser He Lys Ser Glu Thr Asp Ser Thr He Glu 

515 520 525 

Val Asp Ser Val Ala Gly Glu Leu Gin Asp Leu Gin Ser Glu Arg Glu 

530 535 540 

Xaa Leu Ala Ser Arg Phe Xaa Cys Gin Cys Glu Leu Lys Gin Xaa Xaa 
545 550 555 560 

Ser Ala Arg Thr Arg Thr Ser Xaa Lys Ser Leu Tyr Arg Ser Glu Lys 

565 570 575 

Ser Glu Arg Cys Ser Gly Arg Arg Lys Phe He Lys Lys Ala Glu Lys 

580 585 590 

Lys Pro Xaa Ser Asn Ser Gly Lys Gin Gin Lys Glu Gly Lys 
595 600 60S 606 



<210> 1769 

<211> 86 

<212> PRT 

<213> Homo sapiens 



<400> 1769 
Gin Arg Glu Cys Leu Ser He His 

1 " 5 
Gly Asp Ala Cys Trp Glu Leu Tyr 
20 

Asn Gly Val Val Leu Asp Thr Gin 
35 40 



He Gly Gin Ala Gly He Gin He 

10 15 
Cys Leu Glu His Gly He Gin Pro 

25 30 
Gin Asp Gin Leu Glu Asn Ala Lys 
45 
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Met Glu His Thr Asn Ala Ser Phe Asp Thr Phe Phe Cys Glu Thr Arg 

50 55 ~ 60 

Ala Gly Lys His Val Pro Arg Ala Leu Phe Val Asp Leu Glu Pro Thr 
65 70 75 80 

Val lie Asp Gly He Arg 
85 86 



<210> 1770 

<211> 109 

<212> PRT 

<213> Homo sapiens 



<221> misc_feature 
<222> (1) . (108) 

<223> Xaa = any amino acid or nothing 



<400> 1770 

Arg Arg Leu Ser Phe Phe Phe Xaa He Trp Ser Ser Val Leu Val Thr 

15 10 15 

Gin Ala Arg Val Gin Trp Arg Asp Leu Gly Ser Pro Gin Pro Leu Pro 

20 25 30 

Pro Gly Phe Lys Arg Phe Ser Cys Leu Ser Leu Pro Ser Ser Trp Asp 

35 40 45 

Tyr Arg Hie Pro Ser Pro Arg Pro Val Asn Phe His Val Phe Leu Val 

50 55 60 

Val Met Gly Phe His His Val Gly Gin Ala Gly Leu Glu Leu Leu Thr 
65 70 75 80 

Ser Gly Asp Leu Pro Ala Leu Ala Ser Gin Ser Ala Arg He Thr Gly 

85 90 95 

Val Asn His Cys Ala Gin Pro Arg Gly His Phe His 
100 105 108 



<210> 1771 

<211> 324 

<212> PRT 

<213> Homo sapiens 



<400> 1771 

Ala Asp Ser Asn Leu He Glu Ser Cys Trp Gin Glu Leu Gly Leu Gly 

1 5 10 15 

Pro Trp Gly Gly Asp Trp Arg Val Glu Gin Val Gly Ala Ser Ala Ser 

20 25 30 

Leu Arg Phe Pro Arg Glu Val Cys Ser He Arg Phe Leu Phe Thr Ala 

35 40 45 

Val Ser Leu Leu Ser Leu Phe Leu Ser Ala Phe Trp Leu Gly Leu Leu 

50 55 60 

Tyr Leu Val Ser Pro Leu Glu Asn Glu Pro Lys Glu Met Leu Thr Leu 
65 70 75 B0 

Ser Glu Tyr His Glu Arg Val Arg Ser Gin Gly Gin Gin Leu Gin Gin 

85 90 95 

Leu Gin Ala Glu Leu Asp Lys Leu His Lys Glu Val Ser Thr Val Arg 

100 105 110 

Ala Ala Asn Ser Glu Arg Val Ala Lys Leu Val Phe Gin Arg Leu Asn 

115 120 125 

Glu Asp Phe Val Arg Lys Pro Asp Tyr Ala Leu Ser Ser Val Gly Ala 

130 135 " 140 

Ser He Asp Leu Gin Lys Thr Ser His Asp Tyr Ala Asp Arg Asn Thr 
145 150 155 160 
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Ala Tyr Phe Trp Asn Arg Phe Ser Phe Trp Asn Tyr Ala Arg Pro Pro 

165 170 175 

Thr Val lie Leu Glu Pro His Val Phe Pro Gly Asn Cys Trp Ala Phe 

180 185 190 

Glu Gly Asp Gin Gly Gin Val Val He Gin Leu Pro Gly Arg Val Gin 

195 200 205 

Leu Ser Asp He Thr Leu Gin His Pro Pro Pro Ser Val Glu His Thr 

210 215 220 

Gly Gly Ala Asn Ser Ala Pro Arg Asp Phe Ala Val Phe Phe Leu Leu 
225 230 235 240 

Ser Phe Phe Thr His Gin Gly Leu Gin Val Tyr Asp Glu Thr Glu Val 

245 250 255 

Ser Leu Gly Lys Phe Thr Phe Asp Val Glu Lys Ser Glu He Gin Thr 

260 265 270 

Phe His Leu Gin Asn Asp Pro Pro Ala Ala Phe Pro Lys Val Lys He 

275 280 285 

Gin He Leu Ser Asn Trp Gly His Pro Arg Phe Thr Cys Leu Tyr Arg 

290 295 300 

Val Arg Ala His Gly Val Arg Thr Ser Glu Gly Ala Glu Gly Ser Ala 
305 310 315 320 

Gin Gly Pro His 
324 



<210> 1772 

<211> 144 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (141) 

<223> Xaa = any amino acid or nothing 



<400> 1772 



Glu Phe 


Asp 


Ala 


Gin 


Pro 


Ser 


He Gly Ala 


Leu Val val Phe Lys Arg 


1 




5 






10 


15 


Pro Xaa 


Ala 


Thr 


Thr 


Gly 


Ser 


Asp Pro Gly 


Pro Lys Arg Gly Met Asn 






20 








25 


30 


Tyr Leu 


Val 


Ser Cys 


Ser 


Met 


Arg Ser Pro 


Glu Ser Gly Lys Gly Glu 


35 










40 


45 


Pro Gly 


Thr 


Ala Arg 


Asp 


Tyr 


Thr Pro Met 


Gly Arg Pro Pro Pro Pro 


50 










55 




50 


val Pro 


Ser 


Val 


Ser 


Pro 


Gly 


Pro Leu Pro 


Gly Ser Leu Ala He Ala 


65 








70 






75 80 


Pro His 


Ser 


Pro 


Glu 


Pro 


His 


Pro Trp Glu 


Gin Gin Pro Pro Arg Gly 






85 






90 


95 


Gin Ala 


Arg 


Ser 


Pro 


Pro 


Gly 


Gly Trp Leu 


Gly Ser Ala Thr Arg Val 




100 








105 


110 


Arg Arg 


Pro 


His 


Asn 


His 


Pro 


Arg Gly His 


His Ser Pro Val Asp Thr 


115 










120 


125 


Ala Gly 


Ala 


Pro 


Ala 


Ser 


Pro 


Gly Pro Asp 


Val Cys Glu 


13 0 










135 




140 141 
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<212> PRT 
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<:400> 1773 



907 



WO 01/57188 



PCT/USO 1/03800 



Ben 2Vl a 
1 


Gin 


5 




Arg Gin 




GIti Gin Ard 


Glv Ala Val 

vijr nia val 






20 




Gly Val 




Ser Phe Set* 


ara Ala JVl a 




35 




40 


Val Gly 


Asd 


Ala lie Pro 


Ala Val Glu 


50 






55 


Asn Lys 


Val 


Asn Leu Ala 


Glu Leu Phe 


65 








Phe Gly 


Val 


Pro Glv Ala 


Phe Thr* Pro 










Pro Gly 


Phe 


Val Glu Gin 


Ala Glu Ala 










Val Val 


Ala 


Cvs Leu Seir 


v clx noli nap 




115 






Gly Arg 


Ala 


His LtV^ Ala 


fll 11 fil v T.vc 

uiu \3±.y Ujf9 


130 








Thr Gly 


Ala 


Phe Gly Lys 


Glu Thr Asp 


145 




150 




Val Ser 


lie 


Phe Gly Asn 


Arg Arg Leu 






165 




Gin Asp 


Gly 


lie Val Lys 


Ala Leu Asn 






180 


185 


Leu Thr 


Cys 


Ser Leu Ala 


Pro Asn He 




195 




200 



Val Gly 

10 
Lys Glu 

Ala Ala 

Val Phe 

Lys Gly 
75 

Gly Cys 

90 
Leu Lys 

Ala Phe 

Val Arg 

Leu Leu 
155 
Lys Arg 
170 

Val Glu 
He Ser 



Pro Ala 

Ser Gly 

Met Ala 
45 

Glu Gly 

60 
Lys Lys 

Ser Lys 

Ala Lys 

Val Thr 
125 
Leu Leu 
140 

Leu Asp 

Phe Ser 

Pro Asp 

Gin Leu 
205 



Val Ser Leu 
15 

Arg Arg Gly 
30 

Pro He Lys 

Glu Pro Gly 

Gly Val Leu 
80 

Thr His Leu 
95 

Gly Val Gin 
110 

Gly Glu Trp 

Ala Asp Pro 

Asp Ser Leu 
160 

Met Val Val 

175 
Gly Thr Gly 
190 



<210> 1774 
<211> 2565 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (2560) 

<223> Xaa = any amino acid or nothing 



<400> 1774 

Arg Gin Val Thr Arg Val Gly Thr Arg Val Leu Gly Ser Thr Thr Ala 

1 5 10 15 

Ala Val Phe Leu Ser Val Glu Asp Asp Asn Asp Asn Ala Pro Gin Phe 

20 25 30 

Ser Glu Lys Arg Tyr Val Val Gin Val Arg Glu Asp Val Thr Pro Gly 

35 40 45 

Ala Pro Val Leu Arg Val Thr Ala Ser Asp Arg Asp Lys Gly Ser Asn 

50 55 50 

Ala Val Val His Tyr Ser He Met Ser Gly Asn Ala Arg Gly Gin Phe 
65 70 • 75 80 

Tyr Leu Asp Ala Gin Thr Gly Ala Leu Asp Val Val Ser Pro Leu Asp 

85 90 95 

Tyr Glu Thr Thr Lys Glu Tyr Thr Leu Arg Val Arg Ala Gin Asp Gly 

100 105 ~ 110 

Gly Arg Pro Pro Leu Ser Asn Val Ser Gly Leu Val Thr Val Gin Val 

115 120 125 

Leu Asp He Asn Asp Asn Ala Pro He Phe Val Ser Thr Pro Phe Gin 

130 135 140 

Ala Thr Val Leu Glu Ser Val Pro Leu Gly Tyr Leu Val Leu His Val 
145 150 155 160 

Gin Ala He Asp Ala Asp Ala Gly Asp Asn Ala Arg Leu Glu Tyr Arg 

165 170 " 175 

Leu Ala Gly Val Gly His Asp Phe Pro Phe Thr He Asn Asn Gly Thr 
180 185 190 
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Gly Trp lie Ser Val Ala Ala Glu Leu Asp Arg Glu Glu Val Asp Phe 

195 200 205 

Tyr Ser Phe Gly Val Glu Ala Arg Asp His Gly Thr Pro Ala Leu Thr 

210 * 215 220 

Ala Ser Ala Ser Val Ser Val Thr Ala lieu Asp Val Asn Asp Asn Asn 
225 230 235 240 

Pro Thr Phe Thr Gin Pro Glu Tyr Thr Val Arg Leu Asn Glu Asp Ala 

245 250 255 

Ala Val Gly Thr Ser Val Val Thr Val Ser Ala Val Asp Arg Asp Ala 

260 265 270 

His Ser Val He Thr Tyr Gin He Thr Ser Gly Asn Thr 'Arg Asn Arg 

275 280 285 

Phe Ser He Thr Ser Gin Ser Gly Gly Gly Leu val Ser Leu Ala Leu 

290 295 300 

Pro Leu Asp Tyr Lys Leu Glu Arg Gin Tyr Val Leu Ala Val Thr Ala 
305 310 315 320 

Ser Asp Gly Thr Arg Gin Asp Thr Ala Gin He Val Val Asn Val Thr 

325 330 335 

Asp Ala Asn Thr His Arg Pro Val Phe Gin Ser Ser His Tyr Thr Val 

340 345 350 

Asn Val Asn Glu Asp Arg Pro Ala Gly Thr Thr Val Val Leu He Ser 

355 360 365 

Ala Thr Asp Glu Asp Thr Gly Glu Asn Ala Arg He Thr Tyr Phe Met 

370 375 380 

Glu Asp Ser He Pro Gin Phe Arg He Asp Ala Asp Thr Gly Ala Val 
385 390 395 400 

Thr Thr Gin Ala Glu Leu Asp Tyr Glu Asp Gin Val Ser Tyr Thr Leu 

405 410 ^ 

Ala He Thr Ala Arg Asp Asn Gly He Pro Gin Lys Ser Asp Thr Thr 

420 425 430 

Tyr Leu Glu He Leu Val Asn Asp Val Asn Asp Asn Ala Pro Gin Phe 

435 440 445 

Leu Arg Asp Ser Tyr Gin Gly Ser Val Tyr Glu Asp Val Pro Pro Phe 

450 455 460 

Thr Ser Val Leu Gin He Ser Ala Thr Asp Arg Asp Ser Gly Leu Asn 
465 470 475 480 

Gly Arg Val Phe Tyr Thr Phe Gin Gly Gly Asp Asp Gly Asp Gly Asp 

485 490 495 

Phe He Val Glu Ser Thr Ser Gly He Val Arg Thr Leu Arg Arg- Leu 

500 505 510 

Asp Arg Glu Asn Val Ala Gin Tyr Val Leu Arg Ala Tyr Ala Val Asp 

515 520 525 

Lys Gly Met Pro Pro Ala Arg Thr Pro Met Glu Val Thr Val Thr Val 

530 535 540 

Leu Asp Val Asn Asp Asn Pro Pro Val Phe Glu Gin Asp Glu Phe Asp 
545 550 555 560 

Val Phe Val Glu Glu Asn Ser Pro He Gly Leu Ala Val Ala Arg Val 

565 570 575 

Thr Ala Thr Asp Pro Asp Glu Gly Thr Asn Ala Gin He Met Tyr Gin 

580 " 585 590 

He Val Glu Gly Asn He Pro Glu Val Phe Gin Leu Asp He Phe Ser 

595 600 605 

Gly Glu Leu Thr Ala Leu val Asp Leu Asp Tyr Glu Asp Arg Pro Glu 

610 615 €20 

Tvr Val Leu Val He Gin Ala Thr Ser Ala Pro Leu Val Ser Arg Ala 
625 630 635 640 

Thr Val His Val Arg Leu Leu Asp Arg Asn Asp Asn Pro Pro Val Leu 

645 650 655 

Gly Asn Phe Glu He Leu Phe Asn Asn Tyr Val Thr Asn Arg Ser Ser 

660 665 670 

Ser Phe Pro Gly Gly Ala He Gly Arg Val Pro Ala His Asp Pro Asp 

675 680 6B5 

He Ser Asp Ser Leu Thr Tyr Ser Phe Glu Arg Gly Asn Glu Leu Ser 
690 695 700 
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Leu Val Leu Leu Asn Ala Ser Thr Gly Glu Leu Lys Leu Ser Arg Ala 
705 710 715 720 

Leu Asp Asn Asn Arg Pro Leu Glu Ala lie Met Ser Val Leu Val Ser 

725 730 735 

Asp Gly Val His Ser Val Thr Ala Gin Cys Ala Leu Arg Val Thr He 

740 745 750 

He Thr Asp Glu Met Leu Thr His Ser He Thr Leu Arg Leu Glu Asp 

755 760 765 

Met Ser Pro Glu Arg Phe Leu Ser Pro Leu Leu Gly Leu Phe He Gin 

770 775 780 

Ala Val Ala Ala Thr Leu Ala Thr Pro Pro Asp His Val Val Val Phe 
785 790 795 BOO 

Asn Val Gin Arg Asp Thr Asp Ala Pro Gly Gly His He Leu Asn Val 

805 810 815 

Ser Leu Ser Val Gly Gin Pro Pro Gly Pro Gly Gly Gly Pro Pro Phe 

820 825 830 

Leu Pro Ser Glu Asp Leu Gin Glu Arg Leu Tyr Leu Asn Arg Ser Leu 

835 840 B45 

Leu Thr Ala He Ser Ala Gin Arg Val Leu Pro Phe Asp Asp Asn He 

850 855 860 

Cys Leu Arg Glu Pro Cys Glu Asn Tyr Met Arg Cys Val Ser Val Leu 
865 870 875 880 

Arg Phe Asp Ser Ser Ala Pro Phe He Ala Ser Ser Ser Val Leu Phe 

885 890 895 

Arg Pro He His Pro Val Gly Gly Leu Arg Cys Arg Cys Pro Pro Gly 

900 905 910 

Phe Thr Gly Asp Tyr Cys Glu Thr Glu Val Asp Leu Cys Tyr Ser Arg 

915 920 925 

Pro Cys Gly Pro His Gly Arg Cys Arg Ser Arg Glu Gly Gly Tyr Thr 

930 935 940 

Cys Leu Cys Arg Asp Gly Tyr Thr Gly Glu His Cys Glu Val Ser Ala 
945 950 955 960 

Arg Ser. Gly Arg Cys Thr Pro Gly Val Cys Lys Asn Gly Gly Thr Cys 

965 970 975 

Val Asn Leu Leu Val Gly Gly Phe Lys Cys Asp Cys Pro Ser Gly Asp 

980 985 ~ 990 

Phe Glu Lys Pro Tyr Cys Gin Val Thr Thr Arg Ser Phe Pro Ala His 

995 1000 1005 

Ser Phe He Thr Phe Arg Gly Leu Arg Gin Arg Phe His Phe Thr Leu 

1010 1015 1020 

Ma Leu Ser Phe Ala Thr Lys Glu Arg Asp Gly Leu Leu Leu Tyr Asn 
1025 1030 1035 1040 

Gly Arg Phe Asn Glu Lys His Asp Phe Val Ala Leu Glu Val He Gin 

1045 1050 1055 

Glu Gin Val Gin Leu Thr Phe Ser Ala Gly Glu Ser Thr Thr Thr Val 

1060 1065 1070 

Ser Pro Phe Val Pro Gly Gly Val Ser Asp Gly Gin Trp His Thr Val 

1075 10BO 1085 

Gin Leu Lys Tyr Tyr Asn Lys Pro Leu Leu Gly Gin Thr Gly Leu Pro 

1090 1095 1100 

Gin Gly Pro Ser Glu Gin Lys Val Ala Val Val Thr Val Asp Gly Cys 
1105 1110 1115 1120 

Asp Thr Gly Val Ala Leu Arg Phe Gly Ser Val Leu Gly Asn Tyr Ser 

1125 1130 1135 

Cys Ala Ala Gin Gly Thr Gin Gly Gly Ser Lys Lys Ser Leu Asp Leu 

1140 1145 1150 

Thr Gly Pro Leu Leu Leu Gly Gly Val Pro Asp Leu Pro Glu Ser Phe 

1155 1160 1165 

Pro Val Arg Met Arg Gin Phe Val Gly Cys Met Arg Asn Leu Gin Val 

1170 1175 1180 

Asp Ser Arg His He Asp Met Ala Asp Phe He Ala Asn Asn Gly Thr 
1185 1190 1195 1200 

Val Pro Gly Cys Pro Ala Lys Lys Asn Val Cys Asp Ser Lys Thr Cys 
1205 1210 1215 
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His Asn Gly Gly Thr Cys Val Asn Gin Trp Asp Ala Phe Ser Cys Glu 

1220 1225 1230 

Cys Pro Leu Gly Phe Gly Gly Lye Ser Cys Ala Gin Glu Met Ala Asn 

1235 1240 1245 

Pro Gin His Phe Leu Gly Ser Ser Leu Val Ala Trp His Gly Leu Ser 

1250 1255 1260 

Leu Pro lie Ser Gin Pro Trp Tyr Leu Ser Leu Met Phe Arg Thr Arg 
1265 1270 1275 1280 

Gin Ala Asp Gly Val Leu Leu Gin Ala lie Thr Arg Gly Arg Ser Thr 

1285 1290 1295 

He Thr Leu Gin Leu Arg Glu Gly His Val Met Leu Ser Val Glu Gly 

1300 1305 1310 

Thr Gly Leu Gin Ala Ser Ser Leu Arg Leu Glu Pro Gly Arg Ala Asn 

1315 1320 1325 

Asp Gly Asp Trp His His Ala Gin Leu Ala Leu Gly Ala He Gly Gly 

1330 1335 1340 

Pro Gly His Ala He Leu Ser Phe Asp Tyr Gly Gin Gin Arg Ala Glu 
1345 1350 1355 1360 

Gly Asn Leu Gly Pro Arg Leu His Gly Leu His Leu Ser Asn He Thr 

1365 1370 1375 

Val Gly Gly He Pro Gly Pro Ala Gly Gly Val Ala Arg Gly Phe Arg 

1380 1385 1390 

Gly Cys Leu Gin Gly Val Arg Val Ser Asp Thr Pro Glu Gly Val Asn 

1395 1400 1405 

Ser Leu Asp Pro Ser His Gly Glu Ser He Asn Val Glu Gin Gly Cys 

1410 1415 1420 

Ser Leu Pro Asp Pro Cys Asp Ser Asn Pro Cys Pro Ala Asn Ser Tyr 
1425 1430 1435 1440 

Cys Ser Asn Asp Trp Asp Ser Tyr Ser Cys Ser Cys Asp Pro Gly Tyr 

1445 1450 1455 

Tyr Gly Asp Asn Cys Thr Asn Val Cys Asp Leu Asn Pro Cys Glu His 

1460 1465 1470 

Gin Ser Val Cys Thr Arg Lys Pro Ser Ala Pro His Gly Tyr Thr Cys 

1475 1480 1485 

Glu Cys Pro Pro Asn Tyr Leu Gly Pro Tyr Cys Glu Thr Arg He Asp 

1490 1495 1500 

Gin Pro Cys Pro Arg Gly Trp Trp Gly His Pro Thr Cys Gly Pro Cys 
1505 ~ 1510 1515 1520 

Asn Cys Asp Val Ser Lys Gly Phe Asp Pro Asp Cys Asn Lys Thr Ser 

1525 1530 1535 

Gly Glu Cys His Cys Lys Glu Asn His Tyr Arg Pro Pro Gly Ser Pro 

1540 1545 1550 

tfhr Cys Leu Leu Cys Asp Cys Tyr Pro Thr Gly Ser Leu Ser Arg Val 

1555 1560 1565 

Cys Asp Pro Glu Asp Gly Gin Cys Pro Cys Lys Pro Gly Val He Gly 

1570 1575 1580 

Arg Gin Cys Asp Arg Cys Asp Asn Pro Phe Ala Glu Val Thr Thr Asn 
1585 " 1590 1595 1600 

Gly Cys Glu Val Asn Tyr Asp Ser Cys Pro Arg Ala He Glu Ala Gly 

1605 1610 1515 

He Trp Trp Pro Arg Thr Arg Phe Gly Leu Pro Ala Ala Ala Pro Cys 

1620 1625 1630 

Pro Lys. Gly Ser Phe Gly Thr Ala Val Arg His Cys Asp Glu His Arg 

1635 1640 1645 

Gly Trp Leu Pro Pro Asn Leu Phe Asn Cys Thr Ser He Thr Phe Ser 

1650 1655 1660 

Glu Leu Lys Gly Phe Ala Glu Arg Leu Gin Arg Asn Glu Ser Gly Leu 
1665 1670 1675 1680 

Asp Ser Gly Arg Ser Gin Gin Leu Ala Leu Leu Leu Arg Asn Ala Thr 

1685 1690 1695 

Gin His Thr Ala Gly Tyr Phe Gly Ser Asp Val Lys Val Ala Tyr Gin 

1700 1705 1710 

Lsu Ala Thr Arg Leu Leu Ala His Glu Ser Thr Gin Arg Gly Phe Gly 
1715 1720 1725 



911 



WO 01/57188 



PCT/US01/03800 



Leu Ser Ala Thr Gin Asp Val His Phe Thr Glu Asn Leu Leu Arg Val 

1730 1735 1740 

Gly Ser Ala Leu Leu Asp Thr Ala Asn Lys Arg His Trp Glu Leu lie 
1745 1750 1755 1760 

Gin Gin Thr Glu Gly Gly Thr Ala Trp Leu Leu Gin His Tyr Glu Ala 

1765 1770 1775 

Tyr Ala Ser Ala Leu Ala Gin Asn Met Arg His Thr Tyr Leu Ser Pro 

1780 1785 1790 

Phe Thr He Val Thr Pro Asn Xle Val He Ser Val Val Arg Leu Asp 

1795 1800 1805 

Lys Gly Asn Phe Ala Gly Ala Lys Leu Pro Arg Tyr Glu Ala Leu Arg 

1810 1815 1820 

Gly Glu Gin Pro Pro Asp Leu Glu Thr Thr Val He Leu Pro Glu Ser 
1825 1830 1835 1840 

Val Phe Arg Glu Thr Pro Pro Val Val Arg Pro Ala Gly Pro Gly Glu 

1845 1850 1855 

Ala Gin Glu Pro Glu Glu Leu Ala Arg Arg Gin Arg Arg His Pro Glu 

1660 1865 1870 

Leu Ser Gin Gly Glu Ala Val Ala Ser Val He He Tyr Arg Thr Leu 

1875 1860 1885 

Ala Gly Leu Leu Pro His Asn Tyr Asp Pro Asp Lys Arg Ser Leu Arg 

1890 1895 1900 

Val Pro Lys Arg Pro He He Asn Thr Pro Val Val Ser He Ser Val 
1905 1910 1915 1920 

His Asp Asp Glu Glu Leu Leu Pro Arg Ala Leu Asp Lys Pro Val Thr 

1925 1930 1935 

Val Gin Phe Arg Leu Leu Glu Thr Glu Glu Arg Thr Lys Pro He Cys 

1940 1945 1950 

Val Phe Trp Asn His Ser He Leu Val Ser Gly Thr Gly Gly Trp Ser 

1955 1960 1965 

Ala Arg Gly Cys Glu Val Val Phe Arg Asn Glu Ser His Val Ser Cys 

1970 1975 1980 

Gin Cys Asn His Met Thr Ser Phe Ala Val Leu Met Asp Val Ser Arg 
1985 1990 1995 2000 

Arg Glu Asn Gly Glu He Leu Pro Leu Lys Thr Leu Thr Tyr Val Ala 

2005 2010 2015 

Leu Gly Val Thr Leu Ala Ala Leu Leu Leu Thr Phe Phe Phe Leu Thr 

2020 2025 2030 

Leu Leu Arg lie Leu Arg Ser Asn Gin His Gly He Arg Arg Asn Leu 

2035 2040 2045 

Thr Ala Ala Leu Gly Leu Ala Gin Leu Val Phe Leu Leu Gly He Asn 

2050 2055 2060 

Gin Ala Asp Leu Pro Phe Ala Cys Thr Val He Ala He Leu Leu His 
2065 2070 2075 2080 

Phe Leu Tyr Leu Cys Thr Phe Ser Trp Ala Leu Leu Glu Ala Leu His 

2085 2090 2095 

Leu Tyr Arg Ala Leu Thr Glu Val Arg Asp Val Asn Thr Gly Pro Met 

2100 2105 2110 

Arg Phe Tyr Tyr Met Leu Gly Trp Gly Val Pro Ala Phe He Thr Gly 

2115 2120 2125 

Leu Ala Val Gly Leu Asp Pro Glu Gly Tyr Gly Asn Pro Asp Phe Cys 

2130 2135 2140 

Trp Leu Ser He Tyr Asp Thr Leu He Trp Ser Phe Ala Gly Pro Val 
2145 2150 2155 2160 

Ala Phe Ala Val Ser Met Ser Val Phe Leu Tyr He Leu Ala Ala Arg 

2165 2170 2175 

Ala Ser Cys Ala Ala Gin Arg Gin Gly Phe Glu Lys Lys Gly Pro Val 

2180 2185 2190 

Ser Gly Leu Gin Pro Ser Phe Ala Val Leu Leu Leu Leu Ser Ala Thr 

2195 2200 2205 

Trp Leu Leu Ala Leu Leu Ser Val Asn Ser Asp Thr Leu Leu Phe His 

2210 2215 2220 

Tyr Leu Phe Ala Thr Cys Asn Cys He Gin Gly Pro Phe He Phe Leu 
2225 2230 2235 2240 
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Ser Tyr Val Val lieu Ser Lys Glu Val Arg Lys Ala Leu Lys Leu Ala 

2245 2250 2255 

Cys Ser Arg Lys Pro Ser Pro Asp Pro Ala Leu Thr Thr Lys Ser Thr 

2260 2265 2270 

Leu Thr Ser Ser Tyr Asn Cys Pro Ser Pro Tyr Ala Asp Gly Arg Leu 

2275 2280 22B5 

Tyr Gin Pro Tyr Gly Asp Ser Ala Gly Ser Leu His Ser Thr Ser Arg 

2290 2295 2300 

Ser Gly Lys Ser Gin Pro Ser Tyr He Pro Phe Leu Leu Arg Glu Glu 
2305 2310 2315 2320 

Ser Ala Leu Asn Pro Gly Gin Gly Pro Pro Gly Leu Gly Gly He Pro 

2325 2330 2335 

Gly Arg Leu Cys Phe Leu Gly Arg Phe Lys Asp Gin Gin His Asp Ser 

2340 2345 2350 

Xaa Thr Arg Asp Phe Asp Ser Asp Leu Ser Leu Glu Asp Asp Gin Ser 

2355 2360 2365 

Gly Ser Tyr Ala Ser Thr His Ser Ser Asp Ser Glu Glu Glu Glu Glu 

2370 2375 2380 

Glu Glu Glu Glu Glu Ala Ala Phe Pro Gly Glu Gin Gly Trp Asp Ser 
2385 2390 2395 2400 

Leu Leu Gly Pro Gly Ala Glu Arg Leu Pro Leu His Ser Thr Pro Lys 

2405 2410 2415 

Asp Gly Gly Pro Gly Pro Gly Lys Ala Pro Trp Pro Gly Asp Phe Gly 

2420 2425 2430 

Thr Thr Ala Lys Glu Ser Ser Gly Asn Gly Ala Pro Glu Glu Arg Leu 

2435 2440 2445 

Arg Glu Asn Gly Asp Ala Leu Ser Arg Glu Gly Ser Leu Gly Pro Leu 

2450 ^ 2455 2460 

Pro Gly Ser Ser Ala Gin Pro His Lys Gly He Leu Lys Lys Lys Cys 
2465 2470 2475 2480 

Leu Pro Thr He Ser Glu Lys Ser Ser Leu Leu Arg Leu Pro Leu Glu 

2485 2490 2495 

Gin Cys Thr Gly Ser Ser Arg Gly Ser Ser Ala Ser Glu Gly Ser Arg 

2500 2505 2510 

Gly Gly Pro Pro Ser Arg Pro Pro Pro Arg Gin Ser Leu Gin Glu Gin 

2515 2520 2525 

Leu Asn Gly Val Met Pro He Ala Met Ser lie Lys Ala Gly Thr Val 

2530 2535 2540 

Asp Glu Asp Ser Ser Gly Ser Glu Phe Leu Phe Phe Asn Phe Leu His 
2545 " 2550 2555 2560 



<210> 1775 

<211> 423 

<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1) . . . (420) 

<223> Xaa o any amino acid or nothing 



<400> 1775 

Gly Glu Pro Ala Val Gin Ser Cys Asp Cys Gly Cys Thr Gin Arg Ser 

15 10 15 

Cys Pro Trp Leu Leu Val Ala Pro Gly Leu Leu Ser Ser Ser Ser Ser 

20 25 30 

Arg Ala Ala Ser Val Arg Glu Ala Glu Asp Ala Pro Leu Gin Pro Ala 

35 40 45 

Ser He His Pro Val Ser Gin Gly Ser Arg Gly Pro Glu Gly Ser Leu 
50 55 60 



913 



WO 01/57188 



PCTAJS01/03800 



biy 




Aia 


blU 


Cys 


ijeu 


irro 


biy 












7 0 






Ihr 


Arg 


Aia 


nlS 


Ser 


irrO 


Val 


irro 










e 3 








Ala 


way 


Tnv* 

11LX 


Al a 
aia 


val 


Lys 


*rpf 


Gly 








i nn 

1UU 










Ala 




Car 
Del 


fVir 

1X11 


Pro 


uiy 


1 1XX 


oiy 






113 










XZ.XJ 




111 A 
Ala 


Trp 


Ala 


Al a 
Ala 


Pro 
rlO 


Ser 


Al a 
Ala 




1 *l A 
lJ 0 










T 1 C 

ii j 




Cor 


lie 


Car 

SOI 


Tnr 


1Q1 




del 


flln 

\»H1 


143 










T C A 

Id t) 






/"•I nr 

biy 


cys 


T /Ml 

Leu 


pro 


Ser 


Trp 


Aia 


Ser 










l03 








Pro 


bin 


biy 


Pro 


biy 


xrro 


oex 


Add 








1 O A 

180 










bill 


riie 


bin 


Arg 


biy 


JrTO 


Trp 


Aia 






195 










200 


Car 


TV "I 0 

Aia 


Aid 


Asp 


rTO 


Al a 
Aid 


Arg 


Aia 




210 










215 






Aid. 


Leu 


bill 




irrO 


Aia 


Thr 


225 










230 






Tyr 


Ser 


Pro 


Pro 


lie 


Gly 


Leu 


Trp 










245 








xaa. 


Pro 


□in 


HIS 


ser 


T All 

Leu 


Pro 


Gly 








260 










Pro 


Ala 


Gly 


lie 


Lys 


Asp 


Arg 


val 






275 










280 


Leu 


Glu 


Asn 


Gly 


Gin 


Arg 


Ala 


Gly 




290 










295 




Pro 


Leu 


Gin 


Thr 


Leu 


Phe 


Ala 


Met 


305 










310 






Ser 


Arg 


Glu 


Asp 


Arg 


Leu 


Glu 


Gin 










325 








GlU 


Asp 


lie 


Leu 


Ala 


Asp 


Ala 


Pro 








340 










Tl a 
lie 


ai a 

Mia 


Tvr 

iyr 


C2l n 
ljJ.il 


fit! ii 
U1U 


pro 

rl (J 


JIT a 
Ala 


Asp 






355 










360 


Glu 


Val 


lieu 


Arg 


His 


Leu 


Arg 


Gin 




370 










375 




Gly 


Ser 


Leu 


Lys 


Thr 


Ser 


Ala 


Val 


385 










390 






Glu 


Pro 


Glu 


Leu 


Leu 


lie 


Ser 


Gly 










405 








Thr 


Asp 


Phe 


ser 











420 



Asp 


Pro 


T.on d 7 \j Ala 
UtSU VJl jr Ala 


Arg Arg 


Ala 






/ 3 




on 
OU 


biy 


Pro 


D^n Drrt Car 

Jrxv riu ocx 


Lieu Pro 


Ala 
Aid 




an 




Q R 
73 




Lieu 


Gin 


ri u uiy am 


Gly Ala 


Glv 
vsiy 


lv? 






11U 




Ala 


Ala 


Thr £31 v Glv 




Glv 






1^3 






Val 
Vol 


biy 


riu wyes vyo 


v-yo w jr o 


Pro 

no 






14U 






Met- 
rics u 


Arg 


Got" 2 1 a Arer 
OcJL Aid Aiy 


Dva Oar 

ClU OCX 


ra U 
ireu 










10 U 


Dm 

JfcrxO 


Valy 


1 XIX blU X11S 


Pro Pro 


vaiy 




n *TA 
1 /U 




1/3 




Asp 


Leu 


rhre Oov Val 

cys oci val 


Xaa Lys 


Arg 


T D C 

lo5 






iyo 




biy 


Mai- 
ne u 


val lie itsu 


ins Arg 


lie 






205 






iriO 


biy 


rrO ASp OCI 


ash iicu 


r2l n 
bill 






220 






Gly 


Cys 


Ser Glu Pro 


A 1 TV 1 -> 

Aia Aia 


vai 






235 




~i A A 

240 


Gly 


Ala 


Xaa Xaa Pro 


Glu Tyr 


Giy 




250 




ICC 

255 




Via « 

xaa 


Thr 


»1 — ia*»^ %1 a 

Ala pro Ala 


Asp Arg 


xaa 


265 






270 




Tyr 


ser 


ash ser lie 


Tyr Glu 


ueu 






2B5 






Thr 


Cys 


Val Leu Glu 


Tyr Ala 


Thr 






300 






Ser 


Gin 


Tyr Ser Gin 


Ala Gly 


Pne 






315 




320 


Ala 


Lys 


Leu Phe Cys 


Arg Thr 


Leu 




330 




335 




bill 


ber 


bin Asn Asn 


Cys Arg 


ueu 


345 






350 




Asp 


Ser 


Ser Phe Ser 


Leu Ser 


Gin 






365 






Glu 


Glu 


Lys Glu Glu 


Val Thr 


Val 






380 






Pro 


Ser 


Thr Ser Thr 


Met Ser 


Gin 






395 




400 


Met 


Glu 


Lys Pro Leu 


Pro Leu 


Arg 




410 




415 





<210> 1776 

<211> 435 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . - . (431) 

<223> Xaa = any amino acid or nothing 



<400> 1776 

Ala lie Trp Trp Leu Ser Trp Leu Gin His Asp Leu Leu Pro Thr Pro 

15 10 15 

Thr Gin Val Ala lie Asp Phe Thr Ala Ser Asn Gly Asp Pro Arg Ser 
20 25 30 
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Ser Gin Ser Leu His Cys Leu Ser Pro Arg Gin Pro Asn His Tyr Leu 

35 40 45 

Gin Ala Leu Arg Ala Val Gly Gly He Cys Gin Asp Tyr Asp Ser Val 

50 55 60 

Gly Glu Ser Gly Ala Gly Gly Asn Arg Gin Gly Gly Leu Ala Gin Arg 
65 70 75 80 

He Pro Gin Leu Phe Leu Leu Pro Ser Asp Lys Arg Phe Pro Ala Phe 

85 90 95 

Gly Phe Gly Ala Arg He Pro Pro Asn Phe Glu Val Gly Xaa Met Arg 

100 105 HO 

Gly Lye Glu Gly Asp Gly Gly Arg Val Ser Gin Ala Glu Lys Ala Gly 

115 ^ 120 125 

Pro His Cys Ser Arg Leu Ala Leu Thr Gly Ser His Asp Phe Ala He 

130 ~ 135 140 

Asn Phe Asp Pro Glu Asn Pro Glu Cys Glu Gly Lys Arg Gly Asp Phe 
145 ~ 150 155 160 

His Leu Pro Arg Leu Pro Ala Asp Thr Leu His Thr Gly Ala Gin Thr 

165 170 175 

Pro Leu Pro Arg Ala Gin Leu Pro Val Pro Ser Thr His Pro Arg Pro 

1B0 IBS 190 

Val Phe He Glu He Ser Gly Val He Ala Ser Tyr Arg Arg Cys Leu 

195 200 205 

Pro Gin He Gin Leu Tyr Gly Pro Thr Asn val Ala Pro He He Asn 

210 215 220 

Arg Val Ala Glu Pro Ala Gin Arg Glu Gin Ser Thr Gly Gin Ala Thr 
225 230 235 240 

Lys Tyr Ser Val Leu Leu Val Leu Thr Asp Gly Val Val Ser Asp Met 

245 250 255 

Ala Glu Thr Arg Thr Ala He Val Arg Ala Ser Arg Leu Pro Met Ser 

260 265 270 

He He He Val Gly Val Gly Asn Ala Asp Phe Ser Asp Met Arg Leu 

275 280 285 

Leu Asp Gly Asp Asp Gly Pro Leu Arg Cys Pro Arg Gly Val Pro Ala 

290 295 300 

Ala Arg Asp He Val Gin Phe Val Pro Phe Arg Asp Phe Lys Asp Val 
305 310 315 320 

ser Pro Pro Gly Pro Phe Arg Leu Lys Asp Ser Ser Ala Ser His Pro 

325 330 335 

Pro 'Lys Ser Asp Leu Arg Leu Pro Pro Phe Asp val Leu Leu Arg Thr 

340 345 350 

Arg Glu Pro Ser Trp Pro Pro Xaa Ser Pro Thr Ser Pro Ser Asp Asp 

355 360 365 

Pro Ala Ser Pro Thr Leu Pro Leu Thr Pro Asn His He Thr Val Pro 

370 375 380 

Thr Leu Ala Ala Pro Ser Ala Leu Ala Lys Cys Val Leu Ala Glu Val 
385 390 395 400 

Pro Arg Gin Val Val Glu Tyr Tyr Ala Ser Gin Gly He Ser Pro Gly 

405 410 415 

Ala Pro .Arg Pro Cys Thr Leu Ala Thr Thr Pro Ser Pro Ser Pro 
420 425 430 431 



<210> 1777 

<211> 3223 

<212> PRT 

<213> Homo sapiens 



<400> 1777 

Gly Cys Gin Ser Cys Trp Pro Ala Trp Pro Arg Leu Arg Arg Arg Gly 

15 10 15 

Pro Ala Ser Ala Gly Ala Arg Leu Gly Arg Lys Ala Pro Trp Gly Leu 
20 25 30 
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Pro 


Gly 


Arg 
35 


Val 


Gin 


Asp 


Gly 


Arg 
40 


Arg 


Pro 
50 


Arg 


Ala 


Pro 


Phe 


lie 
55 


Ala 


Arg 


Pro 


Glu 


Ala 


Ser 


Gly 


Asp 


Cys 


65 










70 






Ala 


Thr 


Leu 


Glu 


Lys 
85 


Leu 


Met 


Lys 


Gin 


Gin 


Gin 


Gin 
100 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin 
115 


Gin 


Gin 


Gin 


Gin 


Pro 
120 


Pro 


Pro 
130 


Gin 


Leu 


Pro 


Gin 


Pro 
135 


Pro 


Gin 


Pro 


Gin 


Pro 


Pro 


Pro 


Pro 


Pro 


145 










150 






Val 


Ala 


Glu 


Glu 


Pro 
165 


Leu 


His 


Arg 


Lys 


Lys 


Asp 


Arg 
180 


Val 


Asn 


His 


Cys 


Ala 


Gin 


Ser 
195 


Val 


Arg 


Asn 


Ser 


Pro 
200 


Ala 


Met 
210 


Glu 


Leu 


Phe 


Leu 


Leu 
215 


Cys 


Arg 


Met 


Val 


Ala 


Asp 


Glu 


Cys 


Leu 


225 










230 






Asp 


Ser 


Asn 


Leu 


Pro 
245 


Arg 


Leu 


Gin 


Lys 


Asn 


Gly 


Ala 
260 


Pro 


Arg 


Ser 


Leu 


Glu 


Leu 


Ala 
275 


His 


Leu 


Val 


Arg 


Pro 
280 


Asn 


Leu 
290 


Leu 


Pro 


Cys 


Leu 


Thr 
295 


Arg 


Val 


Gin 


Glu 


Thr 


Leu 


Ala 


Ala 


Ala 


305 










310 






Gly 


Asn 


Phe 


Ala 


Asn 
325 


Asp 


Asn 


Glu 


lie 


Ala 


Asn 


Leu 
340 


Lys 


Ser 


Ser 


Ser 


Gly 


Ser 


Ala 
355 


Val 


Ser 


lie 


Cys 


Gin 
360 


Tyr 


Ser 
370 


Trp 


Leu 


Leu 


Asn 


Val 
375 


Leu 


Asp 


Glu 


His 


Ser 


Thr 


Leu 


Leu 


He 


385 










390 






Tyx 


Leu 


Val 


Pro 


Leu 
405 


Leu 


Gin 


Gin 


Gly 


Ser 


Phe 


Gly 
420 


Val 


Thr 


Arg 


Lys 


Glu 


Gin 


Leu 
435 


Val 


Gin 


Val 


Tyr 


Glu 
440 


Gin 


Asp 
450 


His 


Asn 


Val 


Val 


Thr 
455 


Gly 


Phe 


Arg 


Thr 


Pro 


Pro 


Pro 


GlU 


Leu 


465 










470 






Gly 


lie 


Gly 


Gin 


Leu 
485 


Thr 


Ala 


Ala 


Arg 


Ser 


Gly 


Ser 
500 


lie 


Val 


GlU 


Leu 


Ser 


Pro 


Val 
515 


Leu 


Ser 


Arg 


Lys 


Gin 
520 


Glu 


Glu 
530 


Ala 


Leu 


Glu 


Asp 


Asp 
535 


Ser 



Pro 


Leu 


Arg 


Phe 


Cys 


Phe 


Tyr 


Leu 










45 








Pro 


Val 


Leu 


Ser 


Gly 


Ala 


Ala 


Ser 








60 










Arg 


Ala 


Gly 


Arg 


Glu 


Thr 


Ala 


Met 






75 










80 


Ala 


Phe 


Glu 


Ser 


Leu 


Lys 


Ser 


Phe 




90 










95 




Gin 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin 


105 










110 






Pro 


Pro 


Pro 


Pro 


Pro 


Pro 


Pro 


Pro 










125 








Pro 


Gin 


Ala 


Gin 


Pro 


Leu 


Leu 


Pro 








140 










Pro 


Pro 


Pro 


Pro 


Pro 


Gly 


Pro 


Ala 






155 










160 


Pro 


Lys 


Lys 


Glu 


Leu 


Ser 


Ala 


Thr 




170 










175 




Leu 


Thr 


He 


Cys 


GlU 


Asn 


He 


Val 


185 










190 






Glu 


Phe 


Gin 


Lys 


Leu 


Leu 


Gly 


He 










205 








Ser 


Asp 


ASp 


Ala 


Glu 


Ser 


Asp 


Val 








220 










Asn 


Lys 


Val 


He 


Lys 


Ala 


Leu 


Met 






235 










240 


Leu 


Glu 


Leu 


Tyr 


Lys 


Glu 


He 


Lys 




250 










255 




Arg 


Ala 


Ala 


Leu 


Trp 


Arg 


Phe 


Ala 


265 










270 






Gin 


Lys 


Cys 


Arg 


Pro 


Tyr 


Leu 


Val 










285 








Thr 


Ser 


Lys 


Arg 


Pro 


Glu 


Glu 


Ser 








300 










Val 


Pro 


Lys 


He 


Met 


Ala 


Ser 


Phe 






315 










320 


He 


Lys 


Val 


Leu 


Leu 


Lys 


Ala 


Phe 




330 










335 




Pro 


Thr 


He 


Arg 


Arg 


Thr 


Ala 


Ala 


345 










350 






His 


Ser 


Arg 


Arg 


Thr 


Gin 


Tyr 


Phe 










365 








Leu 


Gly 


Leu 


Leu 


Val 


Pro 


Val 


Glu 








3 80 










Leu 


Gly 


Val 


Leu 


Leu 


Thr 


Leu 


Arg 






395 










400 


Gin 


Val 


Lys 


Asp 


Thr 


Ser 


Leu 


Lys 




410 










415 




Glu 


Met 


Glu 


Val 


Ser 


Pro 


Ser 


Ala 


425 










430 






Leu 


Thr 


Leu 


His 


His 


Thr 


Gin 


His 










445 








Ala 


Leu 


Glu 


Leu 


Leu 


Gin 


Gin 


Leu 








460 










Leu 


Gin 


Thr 


Leu 


Thr 


Ala 


Val 


Gly 






475 










480 


Lys 


Glu 


Glu 


Ser 


Gly 


Gly 


Arg 


Ser 




450 










495 




He 


Ala 


Gly 


Gly 


Gly 


Ser 


Ser 


Cys 


505 










510 






Lys 


Gly 


Lys 


Val 


Leu 


Leu 


Gly 


Glu 










525 








Glu 


Ser 


Arg 


Ser 


Asp 


val 


Ser 


Ser 



540 
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Ser Ala Leu Thr Ala Ser Val Lys Asp Glu lie Ser Gly Glu Leu Ala 
545 550 555 560 

Ala Ser Ser Gly Val Ser Thr Pro Gly Ser Ala Gly His Asp lie He 

565 570 575 

Thr Glu Gin Pro Arg Ser Gin His Thr Leu Gin Ala Asp Ser Val Asp 

580 ~ 585 590 

Leu Ala Ser Cys Asp Leu Thr Ser Ser Ala Thr Asp Gly Asp Glu Glu 

595 600 605 

Asp He Leu Ser His Ser Ser Ser Gin Val Ser Ala Val Pro Ser Asp 

610 615 620 

Pro Ala Met Asp Leu Asn Asp Gly Thr Gin Ala Ser Ser Pro He Ser 
625 630 635 640 

Asp Ser Ser Gin Thr Thr Thr Glu Gly Pro Asp Ser Ala Val Thr Pro 

645 650 655 

Ser Asp Ser Ser Glu He Val Leu Asp Gly Thr Asp Asn Gin Tyr Leu 

660 665 670 

Gly Leu Gin He Gly Gin Pro Gin Asp Glu Asp Glu Glu Ala Thr Gly 

675 680 585 

He Leu Pro Asp Glu Ala Ser Glu Ala Phe Arg Asn Ser Ser Met Ala 

690 "* 695 700 

Leu Gin Gin Ala His Leu Leu Lys Asn Met Ser His Cys Arg Gin Pro 
705 710 715 720 

Ser Asp Ser Ser Val Asp Lys Phe Val Leu Arg Asp Glu Ala Thr Glu 

725 " 730 735 

Pro Gly Asp Gin Glu Asn Lys Pro Cys Arg He Lys Gly Asp He Gly 

740 745 750 

Gin Ser Thr Asp Asp Asp Ser Ala Pro Leu Val His Cys Val Arg Leu 

755 760 765 

Leu Ser Ala Ser Phe Leu Leu Thr Gly Gly Lys Asn Val Leu Val Pro 

770 775 780 

Asp Arg Asp Val Arg Val Ser Val Lys Ala Leu Ala Leu Ser Cys Val 
785 790 795 800 

Gly Ala Ala Val Ala Leu His Pro Glu Ser Phe Phe Ser Lys Leu Tyr 

805 810 815 

Lys Val Pro Leu Asp Thr Thr Glu Tyr Pro Glu Glu Gin Tyr Val Ser 

820 825 830 

Asp He Leu Asn Tyr He Asp His Gly Asp Pro Gin Val Arg Gly Ala 

835 840 845 

Thr Ala He Leu Cys Gly Thr Leu lie Cys Ser He Leu ser Arg Ser 

850 855 860 

Arg Phe His Val Gly Asp Trp Met Gly Thr He Arg Thr Leu Thr Gly 
B65 870 875 880 

Asn Thr Phe Ser Leu Ala Asp Cys He Pro Leu Leu Arg Lys Thr Leu 

885 890 895 

Lys Asp Glu Ser Ser Val Thr Cys Lys Leu Ala Cys Thr Ala Val Arg 

900 905 910 

Asn Cys Val Met Ser Leu Cys Ser Ser Ser Tyr Ser Glu Leu Gly Leu 

915 920 925 

Gin Leu He He Asp Val Leu Thr Leu Arg Asn Ser Ser Tyr Trp Leu 

930 935 940 

Val Arg Thr Glu Leu Leu Glu Thr Leu Ala Glu He Asp Phe Arg Leu 
945 950 955 960 

Val Ser Phe Leu Glu Ala Lys Ala Glu Asn Leu His Arg Gly Ala His 

965 970 975 

His Tyr Thr Gly Leu Leu Lys Leu Gin Glu Arg Val Leu Asn Asn Val 

980 9B5 990 

Val He His Leu Leu Gly Asp Glu Asp Pro Arg Val Arg His Val Ala 

995 1000 1005 

Ala Ala Ser Leu He Arg Leu Val Pro Lys Leu Phe Tyr Lys Cys Asp 

1010 1015 1020 

Gin Gly Gin Ala Asp Pro Val Val Ala Val Ala Arg Asp Gin Ser Ser 
1025 1030 1035 1040 

Val Tyr Leu Lys Leu Leu Met His Glu Thr Gin Pro Pro Ser His Phe 
1045 1050 1055 
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Ser Val Ser Thr He Thr Arg lie Tyr Arg Gly Tyr Asn Leu Leu Pro 

1060 1065 1070 

Ser He Thr Asp Val Thr Met Glu Asn Asn Leu Ser Arg Val He Ala 

1075 1080 1085 

Ala Val Ser His Glu Leu lie Thr Ser Thr Thr Arg Ala Leu Thr Phe 

1090 1095 1100 

Gly Cys Cys Glu Ala Leu Cys Leu Leu Ser Thr Ala Phe Pro Val Cys 
1105 1110 1115 1120 

He Trp Ser Leu Gly Trp His Cys Gly Val Pro Pro Leu Ser Ala Ser 

1125 1130 1135 

Asp Glu Ser Arg Lys Ser Cyo Thr Val Gly Met Ala Thr Met He Leu 

1140 1145 1150 

Thr Leu Leu Ser Ser Ala Trp Phe Pro Leu Asp Leu Ser Ala His Gin 

1155 1160 1165 

Asp Ala Leu He Leu Ala Gly Asn Leu Leu Ala Ala Ser Ala Pro Lys 

1170 1175 1180 

Ser Leu Arg Ser Ser Trp Ala Ser Glu Glu Glu Ala Asn Pro Ala Ala 
1185 1190 1195 1200 

Thr Lys Gin Glu Glu Val Trp Pro Ala Leu Gly Asp Arg Ala Leu Val 

1205 1210 1215 

Pro Met Val Glu Gin Leu Phe Ser His Leu Leu Lys Val He Asn He 

1220 1225 1230 

Cys Ala His Val Leu Asp Asp Val Ala Pro Gly Pro Ala lie Lys Ala 

1235 1240 1245 

Ala Leu Pro Ser Leu Thr Asn Pro Pro Ser Leu Ser Pro lie Arg Arg 

1250 1255 1260 

Lys Gly Lys Glu Lys Glu Pro Gly Glu Gin Ala Ser Val Pro Leu Ser 
1265 1270 1275 1280 

Pro Lys Lys Gly Ser Glu Ala Ser Ala Ala Ser Arg Gin Ser Asp Thr 

12B5 1290 1295 

Ser Gly Pro Val Thr Thr Ser Lys Ser Ser Ser Leu Gly Ser Phe Tyr 

1300 1305 1310 

His Leu Pro Ser Tyr Leu Lys Leu His Asp Val Leu Lys Ala Thr His 

1315 1320 1325 

Ala Asn Tyr Lys Val Thr Leu Asp Leu Gin Asn Ser Thr Glu Lys Phe 

1330 1335 1340 

Gly Gly Phe Leu Arg Ser Ala Leu Asp Val Leu Ser Gin lie Leu Glu 
1345 1350 " 1355 1360 

Leu Ala Thr Leu Gin Asp lie Gly Lys Cys Val Glu Glu lie Leu Gly 

1365 1370 1375 

Tyr Leu Lys Ser Cys Phe Ser Arg Glu Pro Met Met Ala Thr Val Cys 

1380 1385 1390 

Val Gin Gin Leu Leu Lys Thr Leu Phe Gly Thr Asn Leu Ala Ser Gin 

1395 1400 1405 

Phe Asp Gly Leu Ser Ser Asn Pro Ser Lys Ser Gin Gly Arg Ala Gin 

1410 1415 1420 

Arg Leu Gly Ser Ser Ser Val Arg Pro Gly Leu Tyr His Tyr Cys Phe 
1425 1430 1435 1440 

Met Ala Pro Tyr Thr Hie Phe Thr Gin Ala Leu Ala Asp Ala Ser Leu 

1445 1450 1455 

Arg Asn Met Val Gin Ala Glu Gin Glu Asn Asp Thr Ser Gly Trp Phe 

1460 1465 1470 

Asp Val Leu Gin Lys Val Ser Thr Gin Leu Lys Thr Asn Leu Thr Ser 

1475 1480 1485 

Val Thr Lys Asn Arg Ala Asp Lys Asn Ala lie His Asn His He Arg 

1490 1495 1500 

Leu Phe Glu Pro Leu Val lie Lys Ala Leu Lys Gin Tyr Thr Thr Thr 
1505 1510 1515 1520 

Thr Cys Val Gin Leu Gin Lys Gin Val Leu Asp Leu Leu Ala Gin Leu 

1525 1530 1535 

Val Gin Leu Arg Val Asn Tyr Cys Leu Leu Asp Ser Asp Gin Val Phe 

1540 1545 1550 

He Gly Phe Val Leu Lys Gin Phe Glu Tyr He Glu Val Gly Gin Phe 
1555 1560 1565 
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Arg Glu Ser Glu Ala He He Pro Asn He Phe Phe Phe Leu Val Leu 

1570 1575 1580 

Leu Ser Tyr Glu Arg Tyr Hie Ser Lys Gin He He Gly He Pro Lys 
1585 1590 1595 1600 

He He Gin Leu Cys Asp Gly He Met Ala Ser Gly Arg Lys Ala Val 

1605 1610 1615 

Thr His Ala He Pro Ala Leu Gin Pro He Val His Asp Leu Phe Val 

1620 1625 1630 

Leu Arg Gly Thr Asn Lys Ala Asp Ala Gly Lys Glu Leu Glu Thr Gin 

1635 1640 1645 

Lys Glu Val Val Val Ser Met Leu Leu Arg Leu He Gin Tyr His Gin 

1650 1655 1660 

Val Leu Glu Met Phe He Leu Val Leu Gin Gin Cys His Lys Glu Asn 
1665 1670 1675 1680 

Glu Asp Lys Trp Lys Arg Leu Ser Arg Gin He Ala Asp He He Leu 

1685 1690 1695 

Pro Met Leu Ala Lys Gin Gin Met His He Asp Ser His Glu Ala Leu 

1700 1705 1710 

Gly Val Leu Asn Thr Leu Phe Glu He Leu Ala Pro Ser Ser Leu Arg 

1715 1720 1725 

Pro Val Asp Met Leu Leu Arg Ser Met Phe Val Thr Pro Asn Thr Met 

1730 1735 1740 

Ala Ser Val Ser Thr Val Gin Leu Trp He Ser Gly He Leu Ala He 
1745 1750 1755 1760 

Leu Arg Val Leu He Ser Gin Ser Thr Glu Asp He Val Leu Ser Arg 

1765 1770 1775 

He Gin Glu Leu Ser Phe Ser Pro Tyr Leu He Ser Cys Thr Val He 

1780 1785 1790 

Asn Arg Leu arg Asp Gly Asp Ser Thr Ser Thr Leu Glu Glu His Ser 

1795 1800 1805 

Glu Gly Lys Gin He Lys Asn Leu Pro Glu Glu Thr Phe Ser Arg Phe . 

1810 1815 1820 

Leu Leu Gin Leu Val Gly He Leu Leu Glu Asp He Val Thr Lys Gin 
1825 1830 1835 1840 

Leu Lys Val Glu Met Ser Glu Gin Gin His Thr Phe Tyr Cys Gin Glu 

1845 1850 1855 

Leu Gly Thr Leu Leu Met Cys Leu He His He Phe Lys Ser Gly Met 

I860 1865 1870 

Phe Arg Arg He Thr Ala Ala Ala Thr Arg Leu Phe Arg Ser Asp Gly 

1875 1880 1885 

Cys Gly Gly Ser Phe Tyr Thr Leu Asp Ser Leu Asn Leu Arg Ala Arg 

1890 1895 1900 

Ser Met He Thr Thr His Pro Ala Leu Val Leu Leu Trp Cys Gin He 
1905 1910 1915 1920 

Leu Leu Leu Val Asn His Thr Asp Tyr Arg Trp Trp Ala Glu Val Gin 

1925 1930 1935 

Gin Thr Pro Lys Arg His Ser Leu Ser Ser Thr Lys Leu Leu Ser Pro 

1940 1945 1950 

Gin Met Ser Gly Glu Glu Glu Asp Ser Asp Leu Ala Ala Lys Leu Gly 

1955 I960 1965 

Met Cys Asn Arg Glu He Val Arg Arg Gly Ala Leu He Leu Phe Cys 

1970 1975 1980 

Asp Tyr Val Cys Gin Asn Leu His Asp Ser Glu His Leu Thr Trp Leu 
1985 1990 1995 2000 

He Val Asn His He Gin Asp Leu He Ser Leu Ser His Glu Pro Pro 

2005 2010 2015 

Val Gin Asp Phe He Ser Ala Val His Arg Asn Ser Ala Ala Ser Gly 

2020 2025 2030 

Leu Phe He Gin Ala He Gin Ser Arg Cys Glu Asn Leu Ser Thr Pro 

2035 2040 2045 

Thr Met Leu Lys Lys Thr Leu Gin Cys Leu Glu Gly He His Leu Ser 

2050 2055 2060 

Gin Ser Gly Ala Val Leu Thr Leu Tyr Val Asp Arg Leu Leu Cys Thr 
2065 " 2070 2075 2080 
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Pro Phe Arg Val Leu Ala Arg Met Val Asp lie Leu Ala Cys Arg Arg 

2085 2090 2095 

Val Glu Met Leu Leu Ala Ala Asn Leu Gin Ser Ser Met. Ala Gin Leu 

2100 2105 2110 

Pro Net Glu Glu Leu Asn Arg lie Gin Glu Tyr Leu Gin Ser Ser Gly 

2115 2120 2125 

Leu Ala Gin Arg His Gin Arg Leu Tyr Ser Leu Leu Asp Arg Phe Arg 

2130 2135 2140 

Leu Ser Thr Met Gin Asp Ser Leu Ser Pro Ser Pro Pro Val Ser Ser 
2145 2150 2155 2160 

Hie Pro Leu Asp Gly Asp Gly His Val Ser Leu Glu Thr Val Ser Pro 

2165 2170 2175 

Asp Lys Asp Trp Tyr Val His Leu Val Lys Ser Gin Cys Trp Thr Arg 

2180 2185 2190 

Ser Asp Ser Ala Leu Leu Glu Gly Ala Glu Leu Val Asn Arg He Pro 

2195 2200 2205 

Ala Glu Asp Met Asn Ala Phe Met Met Asn Ser Glu Phe Asn Leu Ser 

2210 2215 2220 

Leu Leu Ala Pro Cys Leu Ser Leu Gly Met Ser Glu He Ser Gly Gly 
2225 2230 2235 2240 

Gin Lys Ser Ala Leu Phe Glu Ala Ala Arg Glu Val Thr Leu Ala Arg 

2245 2250 2255 

Val Ser Gly Thr Val Gin Gin Leu Pro Ala Val His His Val Phe Gin 

2260 2265 2270 

Pro Glu Leu Pro Ala Glu Pro Ala Ala Tyr Trp Ser Lys Leu Asn Asp 

2275 2280 2285 

Leu Phe Gly Asp Ala Ala Leu Tyr Gin Ser Leu Pro Thr Leu Ala Arg 

2290 2295 2300 

Ala Leu Ala Gin Tyr Leu Val Val Val Ser Lys Leu Pro Ser His Leu 
2305 2310 2315 2320 

His Leu Pro Pro Glu Lys Glu Lys Asp He Val Lys Phe Val Val Ala 

2325 2330 2335 

Thr Leu Glu Ala Leu Ser Trp His Leu He His Glu Gin He Pro Leu 

2340 2345 2350 

Ser Leu Asp Leu Gin Ala Gly Leu Asp Cys Cys Cys Leu Ala Leu Gin 

2355 2360 " 2365 

Leu Pro Gly Leu Trp Ser Val Val ser ser Thr Glu Phe val Thr His 

2370 2375 2380 

Ala Cys Ser Leu He Tyr Cys Val His Phe He Leu Glu Ala Val Ala 
2385 2390 2395 2400 

Val Gin Pro Gly Glu Gin Leu Leu Ser Pro Glu Arg Arg Thr Asn Thr 

2405 2410 2415 

Pro Lys Ala He Ser Glu Glu Glu Glu Glu Val Asp Pro Asn Thr Gin 

2420 2425 2430 

Asn Pro Lys Tyr He Thr Ala Ala Cys Glu Met Val Ala Glu Met Val 

2435 2440 2445 

Glu Ser Leu Gin Ser Val Leu Ala Leu Gly His Lys Arg Asn Ser Gly 

2450 2455 2460 

Val Pro Ala Phe Leu Thr Pro Leu Leu Arg Asn He He He Ser Leu 
2465 2470 2475 2480 

Ala Arg Leu Pro Leu Val Asn Ser Tyr Thr Arg Val Pro Pro Leu Val 

2485 2490 2495 

Trp Lys Leu Gly Trp Ser Pro Lys Pro Gly Gly Asp Phe Gly Thr Ala 

2500 ^ 2505 2510 

Phe Pro Glu He Pro Val Glu Phe Leu Gin Glu Lys Glu Val Phe Lys 

2515 2520 2525 

Glu Phe He Tyr Arg He Asn Thr Leu Gly Trp Thr Ser Arg Thr Gin 

2530 2535 2540 

Phe Glu Glu Thr Trp Ala Thr Leu Leu Gly Val Leu Val Thr Gin Pro 
2545 2550 2555 2560 

Leu Val Met Glu Gin Glu Glu Ser Pro Pro Glu Glu Asp Thr Glu Arg 

2565 2570 2575 

Thr Gin He Asn Val Leu Ala Val Gin Ala lie Thr Ser Leu Val Leu 
2580 2585 2590 
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Ser Ala Met Thr Val Pro Val Ala Gly Asn Pro Ala 'Val Ser Cys Leu 

2595 2600 2605 

Glu Gin Gin Pro Arg Asn Lys Pro Leu Lys Ala Leu Asp Thr Arg Phe 

2610 2615 2620 

Gly Arg Lys Leu Ser lie He Arg Gly He Val Glu Gin Glu He Gin 
2625 2630 2635 2640 

Ala Met Val Ser Lys Arg Glu Asn He Ala Thr His His Leu Tyr Gin 

2645 2650 2655 

Ala Trp Asp Pro Val Pro Ser Leu Ser Pro Ala Thr Thr Gly Ala Leu 

2660 2665 2670 

He Ser His Glu Lys Leu Leu Leu Gin He Asn Pro Glu Arg Glu Leu 

2675 2680 2685 

Gly Ser Met Ser Tyr Lys Leu Gly Gin Val Ser lie His Ser Val Trp 

2690 2635 2700 

Leu Gly Asn Ser He Thr Pro Leu Arg Glu Glu Glu Trp Asp Glu Glu 
2705 2710 2715 2720 

Glu Glu Glu Glu Ala Asp Ala Pro Ala Pro Ser Ser Pro Pro Thr Ser 

2725 2730 2735 

Pro Val Asn Ser Arg Lys His Arg Ala Gly Val Asp He His Ser Cys 

2740 2745 2750 

Ser Gin Phe Leu Leu Glu Leu Tyr Ser Arg Trp He Leu Pro Ser Ser 

2755 2760 2765 

Ser Ala Arg Arg Thr Pro Ala He Leu He Ser Glu Val Val Arg Ser 

2770 ~ 2775 2780 

Leu Leu Val Val Ser Asp Leu Phe Thr Glu Arg Asn Gin Phe Glu Leu 
2785 2790 2795 2800 

Met Tyr Val Thr Leu Thr Glu Leu Arg Arg Val His Pro Ser Glu Asp 

2805 2810 2815 

Glu He Leu Ala Gin Tyr Leu Val Pro Ala Thr Cys Lys Ala Ala Ala 

2820 2825 2830 

Val Leu Gly Met Asp Lys Ala Val Ala Glu Pro Val Ser Arg Leu Leu 

2835 2840 2845 

Glu Ser Thr lieu Arg Ser Ser His Leu Pro Ser Arg Val Gly Ala Leu 

2850 2855 2860 

Hie Gly He Leu Tyr Val Leu Glu Cys Asp Leu Leu Asp Asp Thr Ala 
2865 2870 2875 2880 

Lys Gin Leu He Pro Val He Ser Asp Tyr Leu Leu Ser Asn Leu Lys 

2885 2890 2895 

Gly He Ala His Cys Val Asn He His Ser Gin Gin His val Leu Val 

2900 2905 2910 

Met Cys Ala Thr Ala Phe Tyr Leu He Glu Asn Tyr Pro Leu Asp Val 

2915 2920 2925 

Gly Pro Glu Phe Ser Ala Ser He He Gin Met Cys Gly Val Met Leu 

2930 2935 2940 

Ser Gly Ser Glu Glu Ser Thr Pro Ser He He Tyr His Cys Ala Leu 
2945 2950 2955 2960 

Arg Gly Leu Glu Arg Leu Leu Leu Ser Glu Gin Leu Ser Arg Leu Asp 

2965 2970 2975 

Ala Glu Ser Leu Val Lys Leu Ser Val Asp Arg Val Asn Val His Ser 

2980 2985 2990 

Pro Hie Arg Ala Met Ala Ala Leu Gly Leu Met Leu Thr Cys Met Tyr 

2995 3000 3005 

Thr Gly Lys Glu Lys Val Ser Pro Gly Arg Thr Ser Asp Pro Asn Pro 

3010 3015 3020 

Ala Ala Pro Asp Ser Glu Ser Val He Val Ala Met Glu Arg Val Ser 
3025 3030 3035 3040 

Val Leu Phe Asp Arg He Arg Lys Gly Phe Pro Cys Glu Ala Arg Val 

3045 3050 3055 

Val Ala -Arg He Leu Pro Gin Phe Leu Asp Asp Phe Phe Pro Pro Gin 

3060 3065 3070 

Asp He Met Asn Lys Val He Gly Glu Phe Leu Ser Asn Gin Gin Pro 

3075 ** 3080 3085 

Tyr Pro Gin Phe Met Ala Thr Val Val Tyr Lys Val Phe Gin Thr Leu 
3090 3095 3100 
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Eis Ser Thr Gly Gin Ser Ser Met Val Arg Asp Trp Val Met Leu Ser 
3105 3110 3115 3120 

Leu Ser Asn Phe Thr Gin Arg Ala Pro Val Ala Met Ala Thr Trp Ser 

3125 3130 3135 

Leu Ser Cys Phe Phe Val Ser Ala Ser Thr Ser Pro Trp Val Ala Ala 

3140 3145 3150 

lie Leu Pro His Val lie Ser Arg Met Gly Lys Leu Glu Gin Val Asp 

3155 3160 3165 

Val Asn Leu Phe Cys Leu Val Ala Thr Asp Phe Tyr Arg His Gin He 

3170 3175 3180 

Glu Glu Glu Leu Asp Arg Arg Ala Phe Gin Ser Val Leu Glu Val Val 
3185 3190 3195 3200 

Ala Ala Pro Gly Ser Pro Tyr His Arg Leu Leu Thr Cys Leu Arg Asn 

3205 3210 3215 

Val His Lys Val Thr Thr Cys 
3220 3223 



<210> 1778 
<211> 142 
<212> PRT 

<213> Homo sapiens 





<400> 1778 












Asn 


Ser 


Arg 


Pro 


Ser 


Pro 


Ser Ala Ala Leu 


Val Glu Val 


Leu Leu Arg 


1 








5 




10 




15 


Ser 


Gly 


Ser 


Thr 


Phe 


Pro 


His Thr Val Ser 


Gly Gly Trp 


Ala Ala Trp 








20 






25 




30 


Gly 


Pro 


Trp 


Ser 


Ser 


Cys 


Ser Arg Asp Cys 


Glu Leu Gly 


Phe Arg Val 






35 








40 


45 




Arg 


Lys 


Arg 


Thr 


Cys 


Thr 


Asn Pro Glu Pro 


Arg Asn Gly 


Gly Leu Pro 




50 










55 


50 




Cys 


Val 


Gly 


Asp 


Ala 


Ala 


Glu Tyr Gin Asp 


Cys Asn Pro 


Gin Ala Cys 


65 










70 




75 


80 


Pro 


Val 


Arg 


Gly 


Ala 


Trp 


Ser Cys Trp Thr 


ser Trp Ser 


Pro Cys Ser 










85 




90 




95 


Ala 


Ser 


Cys 


Gly 


Gly 


Gly 


His Tyr Gin Arg 


Thr Arg Ser 


Cys Thr Ser 








100 






105 




110 


Pro 


Ala 


Pro 


Ser 


Pro 


Gly 


Glu Asp lie Cys 


Leu Gly Leu 


His Thr Glu 






115 








120 


125 




Glu 


Ala 


Leu 


Cys 


Ala 


Thr 


Gin Ala Cys Pro 


Glu Gly Trp 


Ser 




130 










135 


140 


142 



<210> 1779 
<211> 197 
<212> PRT 

<213> Homo sapiens 

<22l> misc_feature 
<222> (1) . ! . (194) 

<223> Xaa = any amino acid or nothing 



<400> 1779 
Asp Ala Leu Asp Arg Arg Tyr Leu 

1 5 
Gly Trp Val Gly Glu Gly Glu Xaa 
20 

Ser Gly Val Leu Glu Pro Pro Leu 
35 40 



Glu Arg Cys His Pro Ala Ala Gly 

10 15 
Ala Leu Cys Gin Lys Thr Arg Phe 

25 30 
Pro Ser Leu Lys Asp Gly Gly Arg 
45 
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Phe Pro Ala Trp Thr Xaa Arg Ser Cys Ser Lys Ser Leu Arg Ala Ala 

50 55 50 ' 

Phe Thr Ser Gin Phe Phe Pro Ser Arg Arg Ser Arg Ala Ser Pro Gly 
65 70 75 80 

Ser Ala Pro Gly Asn Gly Gin Asn Leu Thr Glu Gin His Pro Cys Pro 

85 90 95 

Gly Ser Cys Asp Pro Gin Val Leu Ser Ala Ser Trp Met Xaa Val Glu 

100 105 HO 

His Arg Ser Lys Phe Arg Pro Pro Pro Xaa Asn Ser Thr He Pro Pro 

115 120 125 

Glu Ser Arg Ser Xaa Gin Gly Gly Thr Val Gin Thr Gly Gin His Ser 

13 0 135 140 

Ser Gly Arg Glu Ala Gly Ser Trp Arg Ala Arg Gly Arg Asn Ala Gly 
145 ~ 150 155 160 

Arg Arg Xaa Lys Gly Gly Gly Lys He Gly Thr Lys GLn Gly Ala Val 

165 170 175 

Arg Ala Arg Lys Glu Cys Arg Gly Glu Met Ala Ser Gly Glu Thr Asp 
180 ^ 185 190 

Ser Glu 
194 



<210> 1780 

<211> 849 

<212> PRT 

<213> Homo sapiens 



<400> 17B0 

Phe Arg Met Arg He Phe Leu His Cys Pro Trp Asn Gin Gin Met Trp 

15 10 15 

Lys He Trp Asn Leu Leu Glu Thr Ser Leu Glu Ser Cys Lys Ala His 

20 25 30 

Leu Ser He Gin Lys Leu Leu Lys Glu Arg Gin Gin Leu Pro Val Phe 

35 40 45 

Lys His Arg Asp Ser He Val Glu Thr Leu Lys Arg His Arg Val Val 

50 55 60 

Val Val Ala Gly Glu Thr Gly Ser Gly Lys Ser Thr Gin Val Pro His 
65 70 75 80 

Phe Leu Leu Glu Asp Leu Leu Leu Asn Glu Trp Glu Ala Ser Lys Cys 

85 90 95 

Asn He Val Cys Thr Gin Pro Arg Arg He Ser Ala Val Ser Leu Ala 

100 105 HO 

Asn Arg Val Cys Asp Glu Leu Gly Cys Glu Asn Gly Pro Gly Gly Arg 

115 ' 120 125 

Asn Ser Leu Cys Gly Tyr Gin He Arg Met Glu Ser Arg Ala Cys Glu 

130 135 140 

Ser Thr Arg Leu Leu Tyr Cys Thr Thr Gly Val Leu Leu Arg Lys Leu 
145 150 155 160 

Gin Glu Asp Gly Leu Leu Ser Asn Val Ser His Met Phe He Val Asp 

165 * 170 175 

Glu Val His Glu Arg Ser Val Gin Ser Asp Phe Leu Leu He lie Leu 

180 185 190 

Lys Glu He Leu Gin Lys Arg Ser Asp Leu His Leu He Leu Met Ser 

195 200 205 

Ala Thr Val Asp Ser Glu Lys Phe Ser Thr Tyr Phe Thr His Cys Pro 

210 215 220 

lie Leu Arg He Ser Gly Arg Ser Tyr Pro Val Glu Val Phe His Leu 
225 * 230 235 240 

Glu Asp He He Glu Glu Thr Gly Phe Val Leu Glu Lys Asp Ser Glu 

245 250 255 

Tyr Cys Gin Lys Phe Leu Glu Glu Glu Glu Glu Val Thr He Asn Val 
260 265 270 
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Thr 


Ser 


Lys 

lie 

JL /3 


Ala 


Gly 


Gly 


He 


Lys 
280 


Gin 


Thr 

o on 


Gly 


Ala 


His 


Ala 


Asp 


Leu 


Ser 


Arg 


Thr 


Gin 


His 


Ala 


He 


Leu 


^ AC 










310 






Leu 


Asp 


Leu 


lie 


Leu 
325 


G1U 


Leu 


T A** 

Leu 


Phe 


Arg 


Asn 


He 

340 


Glu 


Gly 


Ala 


Val 


His 


He 


Gin 

ICC 


Gin 


Leu 


Tyr 


Asp 


Leu 
350 


Ser 


Glu 
370 


Arg 


Tyr 


Lys 


Val 


He 
375 


Ala 


Asp 


Gin 


Ala 


Ala 


Ala 


Phe 


Thr 


Leu 


385 










390 






val 


Leu 


Hid 


inr 


Asn 
405 


X IB 


Til a 


uiu 


Val 


Phe 


Val 


He 
420 


Asp 


Thr 


Gly 


Arg 


Ser 


Ser 


Gin 
435 


Met 


Ser 


Ser 


Leu 


Val 
440 


Ala 


Leu 
450 


Gin 


Arg 


Gin 


Gly 


Arg 
455 


Ala 


Phe 


Arg 


Met 


Tyr 


Thr 


Arg 


Glu 


Arg 


465 










470 






Val 


Pro 


Glu 


He 


lieu 
485 


Arg 


Val 


Pro 


Met 


Lys 


Cys 


Asn 
500 


Leu 


Gly 


Ser 


Pro 


Asp 


Pro 


Pro 
515 


Gin 


Leu 


Gin 


Val 


He 
520 


Lys 


He 
530 


Gly 


Ala 


Cys 


Glu 


Leu 
535 


Asn 


Gin 


His 


Leu 


Ala 


Ala 


Leu 


Pro 


Val 


54S 










550 






ix e 


Pile 


Gly 


Ala 


lie 
565 


Pne 


Gly 


Cys 


Ala 


Val 


Met 


Thr 

580 


Glu 


Lys 


Ser 


Pro 


Asp 


Glu 


Ala 
595 


Asp 


Leu 


Ala 


Lys 


Ser 
600 


His 


Leu 

610 


Thr 


He 


Tyr 


Asn 


Ala 
615 


Tyr 


Glu 


Gly 


Gly 


Tyr 


Arg 


Ser 


Glu 


He 


525 










630 






ten 
nSQ 


Arg 


Thr 


Oat* 


Leu 
645 


lieu 


Thr 


Leu 


Lys 


Leu 


Val 


Lys 

c £ r\ 


Ala 


Ala 


Gly 


Phe 


Trp 


Glu 


Gly 

cue 
o/3 


Asn 


Arg 


Ala 


Ser 


Gin 
680 


Leu 


Leu 
690 


Lys 


Ala 


Val 


Leu 


val 
695 


Ala 


lie 


lie 


Tyr 


Thr 


Lys 


Ser 


Val 


Asp 


705 










710 






Val 


Glu 


Thr 


Ala 


Gin 
725 


Gly 


Lys 


Ala 


Arg 


Asp 


Leu 


Gin 
740 


Thr 


His 


Gly 


Trp 


Tyr 


Ala 


Arg 
755 


Val 


Tyr 


Leu 


Arg 


Glu 
760 


Val 


Leu 
770 


Leu 


Phe 


Gly 


Gly 


Asp 
775 


He 



Lys 


Tyr 


Gin 


Glu 


Tyr 
285 


lie Pro Val 


Asn 


Pro 


Phe 


Tyr 
300 


Gin 


Lys Tyr Ser 


Tyr 


Met 


Asn 

n c 
313 


Pro 


His 


Lys He Asn 
320 


Ala 


Tyr 

1 *3 A 

330 


Leu 


Asp 


Lys 


Ser Pro Gin 
335 


Leu 


He 


Phe 


Leu 


Pro 


Gly Leu Ala 


345 










350 


Leu 


3ol 


Asn 


Asp 


Arg 

1 £ c 

363 


Arg Phe Tyr 


Leu 


His 


Ser 


He 
380 


Leu 


Ser Thr Gin 


Pro 


Pro 


Pro 
395 


Gly 


Val 


Arg Lys He 
400 


Thr 


Gly 

410 


He 


Thr 


He 


Pro Asp Val 
415 


Thr 


Lys 


Glu 


Asn 


Lys 


Tyr His Glu 


425 










430 


Glu 


Thr 


Pne 


Val 


Ser 
445 


Lys Ala Ser 


Gly 


Arg 


Val 


Arg 
460 


Asp 


Gly Phe Cys 


Phe 


Glu 


Gly 
475 


Phe 


Met 


Asp Tyr Ser 
480 


Leu 


Glu 
490 


Glu 


Leu 


Cys 


Leu His He 
495 


Glu 


Asp 


Phe 


Leu 


Ser 


Lys Ala Leu 


505 










510 


Ser 


Asn 


Ala 


Met 


Asn 
525 


Leu Leu Arg 


Glu 


Pro 


Lys 


Leu 
540 


Thr 


Pro Leu Gly 


Asn 


Val 


Lys 
555 


He 


Gly 


Lys Met Leu 
560 


Leu 


Asp 
570 


Pro 


Val 


Ala 


Thr Leu Ala 
575 


Phe 


Thr 


Thr 


Pro 


He 


Gly Arg Lys 


585 










590 


Ala 


Leu 


Ala 


Met 


Ala 
605 


Asp Ser Asp 


Leu 


Gly 


Trp 


Lys 
620 


Lys 


Ala Arg Gin 


Thr 


Tyr 


Cys 
635 


Arg 


Arg 


Asn Phe Leu 
640 


Glu 


Asp 
650 


Val 


Lys 


Gin 


Glu Leu He 
655 


Ser 


Ser 


Ser 


Thr 


Thr 


Ser Thr Ser 


ODD 










670 


1QT 


Leu 




T)U a 

irJIO 


pin 

bin 
685 


urXU 119 Ala 


Gly 


Leu 


Tyr 


Asp 
700 


Asn 


Val Gly Lys 


Val 


Thr 


Glu 
715 


Lys 


Leu 


Ala Cys He 
720 


Gin 


Val 
730 


His 


Pro 


Ser 


Ser Val Asn 
735 


Leu 


Leu 


Tyr 


Gin 


Glu 


Lys He Arg 


745 










750 


Thr 


Thr 


Leu 


He 


Thr 
765 


Pro Phe Pro 


Glu 


Val 


Gin 


His 
780 


Arg 


Glu Arg Leu 
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Leu Ser He Asp Gly Trp He Tyr 
7B5 790 
Val lie Phe Lys Gin Leu Arg Val 
805 

Lys Leu Glu Aszi Pro Lys Met Ser 
820 

He He Thr Glu Leu He Lys Thr 
835 840 



Phe Gin Ala Pro Val Lys He Ala 
795 800 

Leu He Asp Ser Val Leu Arg Lys 
810 815 

Leu Glu Asn Asp Lys He Leu Gin 

825 830 

Glu Asn Asn 
843 



<210> 1781 

<211> 147 

<212> PRT 

<213> Homo sapiens 

<22l> misc_feature 
<222> (1) . . . (146) 

<223> Xaa » any amino acid or nothing 



<400> 1781 




Phe Arg 


Pro 


Ala Pro 


Gly His Val 


l 




5 




Ala Ala 


Gly 


Gly Gly 


Leu Leu Ser 






20 




Cys Pro 


Pro 


Ala Pro 


Ala Pro Ser 




35 




40 


Gly Gin 


Arg 


Val Pro 


Ala Ala Leu 


50 






55 


Ala Thr 


Leu 


Gly Gly 


Asp Gly Gly 


65 






70 


Ala Ala 


Leu 


Pro Gly 


Leu His Arg 






85 




Arg Cys 


Xaa 


Pro Cys 


Thr Ser Arg 






100 




Thr Gin 


Ala 


Ala Trp 


.Trp Cys Arg 




115 




120 


Glu Ala 


Ser 


Thr Gly 


Gly Ala Ser 


130 






135 



Gin Val 



145 146 



Gin Pro Xaa Gly Gly Ser Ser Ala 

10 15 
His Pro Arg Pro Cys Gin Gin Pro 

25 30 
Arg Pro Arg Ser Leu Gly Ser Leu 
45 

Ala Thr Ala Ala Gin Glu Leu Pro 
60 

Lys Pro Ala Leu Thr Ala Gly Glu 
75 80 
Ser Gly Val Pro Ala Ala Ala Ala 

90 95 
Pro Thr Xaa Ser Thr Leu Ser Pro 
105 HO 
Pro Ser Arg Arg Gin Gin Arg Gly 
125 

Gly Arg Arg Cys Gly Ser Cys Phe 
140 



<210> 1782 

<211> 137 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (132) 

<223> Xaa = any amino acid or nothing 



<400> 1782 

Gin Leu Arg Arg Leu Thr Leu Pro Asn Phe Lys Thr Tyr Tyr Ser Ser 

15 10 15 

Xaa He He Glu He Ala Trp His Xaa Xaa Lys Asn Met Gin He Asp 

20 25 30 

Gin Trp Phe Arg Arg Glu Ser Pro Glu He Asp Leu Cys Lys Tyr Ser 

35 40 45 

Xaa Leu Ser Phe Asp Lys Glu Ala Lys Ala He Lys Trp Lys Glu Cys 
50 55 60 
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Ser 


Leu Phe 


Asn 


Lys Trp 


Cys 


Tyr 


Lys 


Asn Trp Met 


Leu His 


Val 


Gin 


65 






70 








75 






80 


Lys 


Lys Arg 


He 


Xaa Val 


Gin 


Thr 


Leu 


His Pro Ser 


Gin Lys 


Leu 


Lys 








85 








90 




95 




Ser 


Lys Trp 


He 


Lys Asp 


Leu 


Asn 


Val 


Glu Cys Arg 


He Thr 


Lys 


Leu 






100 








105 




110 






Leu 


Asp Gin 


Glu 


Tyr Pro 


Gly 


Asp 


Leu 


Gly Tyr Ser 


Arg Ala 


Leu 


Asn 




115 








120 






125 







Ser Gly Ser Arg 
130 132 



<210> 1783 

<211> 443 

<212> PRT 

<213> Homo sapiens 



<400> 1783 



Cys 


Leu 


Ala 


Pro 


Cys 


Ser 


Pro 


Gin 


Pro 


Glu Lys Asn 


Gly Met 


Gin 


Pro 


1 








5 










10 








15 




Leu 


Leu 


Leu 


Leu 


Leu 


Pro 


Pro 


Leu 


Leu 


Tyr Gin Gin 


Leu 


Leu 


His 


Ser 








20 










25 








30 






Ser 


Leu 


Gly 


Ala 


Pro 


Gly 


Glu 


Ser 


Thr 


Leu Leu Val 


Arg Thr 


Ser 


Lys 






35 










40 








45 








Leu 


Leu 


Val 


Gly 


Leu 


Gly 


Leu 


Gin 


Leu 


Leu Val Trp 


lieu 


Leu 


Leu 


Gin 




50 










55 








60 










Thr 


Arg 


Ser 


Leu 


Leu 


Ala 


Leu 


Gin 


Leu 


His 


Leu Thr 


Ser 


Ser 


Ala 


Pro 


65 










70 










75 








80 


lieu 


Leu 


Ala 


Ala 


Pro 


Thr 


Ala 


Val 


Cys 


Ser 


Cys Ser 


Arg Cys 


Ser 


Ala 










85 










90 








95 




Pro 


Arg 


Ser 


Arg 


Cys 


Val 


Ala 


Arg 


Pro 


Ala Ala Arg 


Thr Gly 


Leu 


Pro 








100 










105 








110 






Thr 


Pro 


Ala 
115 


Pro 


Ala 


Ser 


Ser 


Pro 
120 


Ala 


Pro 


Ala Ala 


Ser 
125 


Pro 


Ala 


Pro 


Ala 


Ala 
130 


Ser 


Pro 


Ala 


Pro 


Ala 
135 


Glu 


Ser 


Thr 


Ala Pro 
140 


Gin 


Pro 


Leu 


He 


Leu 


Leu 


Pro 


Lys 


Pro 


Pro 


Pro 


Ala 


Pro 


Gly Ala Pro 


Pro 


Pro 


Arg 


Pro 


145 










150 










155 








160 


Gly 


Ala 


Pro 


Pro 


Pro 


Arg 


Pro 


Ala 


Ala 


Ser 


Pro Ser 


Pro Ala 


Ala 


Ser 










165 










170 








175 




Pro 


Ala 


Pro 


Pro 
180 


Ala 


Ala 


Ser 


Pro 


Val 
185 


Leu 


Thr Ala 


Ser 


Pro 
190 


Pro 


Leu 


Pro 


Ala 


Ala 
195 


Ser 


Pro 


Ser 


Pro 


Ala 
2 00 


Ala 


Ser 


Pro Ala 


Pro 
205 


Pro 


Ala 


Ala 


Ser 


Pro 
210 


Val 


Leu 


Thr 


Ala 


Ser 
215 


Pro 


Pro 


Leu 


Pro Ala 
220 


Ala 


Ser 


Pro 


Ser 


Pro 


Ala 


Ala 


Ser 


Pro 


Ala 


Pro 


Pro 


Ala 


Ala 


Ser Pro 


Val 


Leu 


Thr 


Ala 


225 










230 










235 








240 


Ser 


Pro 


Pro 


Leu 


Pro 
245 


Ala 


Ala 


Ser 


Pro 


Ala 
250 


Leu Ala 


Ala 


Ser 


Pro 
255 


Val 


His 


Thr 


Ala 


Ser 
260 


Pro 


Pro 


Val 


His 


Val 
265 


Ala 


Ser Pro 


Pro 


Val 
270 


His 


Thr 


Ala 


Ser 


Pro 
275 


Pro 


Val 


His 


Val 


Ala 
280 


Ser 


Pro 


Pro Val 


His 
285 


Thr 


Ala 


Ser 


Pro 


Pro 
290 


Val 


His 


Val 


Ala 


Ser 
295 


Pro 


Pro 


Val 


His Thr 
300 


Ala 


Ser 


Pro 


His 


Val 


His 


Val 


Ala 


Ser 


Pro 


Pro 


Val 


His 


Val 


Ala Ser 


Pro 


Pro 


Val 


His 


305 










310 










315 








320 


Val 


Ala 


Ser 


Pro 


Pro 
325 


Val 


His 


Thr 


Ala 


Ser 
330 


Pro Pro 


val 


His 


val 
335 


Ala 


Ser 


Pro 


Pro 


Val 
340 


His 


Thr 


Ala 


Ser 


Pro 
345 


His 


Val His 


Val 


Ala 
350 


Ser 


Pro 
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Pro 


Val 


His 


Thr 


Ala 


Ser 


Pro 


Pro Val 


His Val Ala ser pro pro vax 






355 










360 




His 


val 


Ala 


Ser 


Pro 


Pro 


val 


Hxs val 


ax a xyr pro tro vax 0.2.0 vax 




370 










375 




3B0 


Ala 


Ser 


Pro 


Pro 


Val 


His 


Val 


Ala Ser 


Pro Pro Val His Val Ala Ser 


385 










390 






395 400 


Pro 


Pro 


Val 


Ser 


Cys 


Ser 


Gly 


Asp Ser 


Thr Ser Asp Cys Phe Pro Pro 










405 








410 415 


Gin 


Pro 


Gly 


Ala 


Val 


Phe 


Pro 


His Ser 


Leu Ala Pro Ser Leu Gly Gly 








420 








425 


• 430 


Trp 


Ser 


His 


Leu 


Val 


Ala 


Ala 


Leu Pro 








435 










440 441 





<210> 1784 
<211> 151 
<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1) . . . (148) 

<223> Xaa = any amino acid or nothing 





<400> 1784 












Gly 


Gly 


Val 


Asn 


Arg 


Pro Arg 


Ser Glu 


Thr 


Glu Gin Val Lys Thr Pro 


1 








5 






10 


15 


Val 


Leu 


lie 


Ser 


Ser 


Trp Asp 


Tyr Arg 


His 


Pro Pro Pro Arg Pro Ala 








20 






25 




30 


Ser 


Phe 


Phe 


Val 


Phe 


Leu Val 


Xaa Thr 


Gly 


Phe Thr Ala Leu Ala Arg 






35 








40 




45 


Met 


Val 


Leu 


lie 


Ser 


Trp Pro 


Cys Asp 


Leu 


Pro Thr Ser Ala Ser Gin 




50 








55 








ser 


Ala 


Gly 


He 


Thr 


Gly Val 


Arg His 


His 


Ala Arg Leu Leu Tyr Phe 


65 










70 






75 80 


GlU 


Gin 


GlU 


Ser 


His 


Ser Val 


Thr Gin 


Ala 


Gly Trp val Gin Trp His 










85 






90 


95 


Asn 


Leu 


Gly 


Ser 


Leu 


Gin Pro 


Leu Ser 


Leu 


Glu Asp Arg Leu Ser Pro 








100 






105 




110 


Gly 


Val 


Leu 


Gly 


Cys 


Ser Ala 


Leu Cys 


Arg 


Ser Gly Val Arg Thr Lys 






115 








120 




125 


Phe 


Gly 


lie 


Asn 


Met 


Val Thr 


Ser Arg 


Glu 


Arg Gly Thr Thr Arg Leu 




130 








135 






140 


Pro 


Lys 


Glu 


Gly 












145 






148 













<210> 1785 
<2ll> 1056 
<212> PRT 





<213> Homo 


sapiens 












<400> 1785 












Met 


Ser Leu Val 


Arg Ala Ala 


Leu Glu 


Ala 


Leu Asp Glu Leu Asp Leu 


1 




5 






10 


15 


Phe 


Gly Val Lys 


Gly Gly Pro 


Gin 


Ser 


val 


lie His Val Leu Ala Asp 




20 






25 




30 


Glu 


Val Gin His 


Cys Gin Ser 


lie 


Leu 


Asn 


Ser Leu Leu Pro Arg Ala 




35 




40 






45 


Ser 


Thr Ser Lys 


Glu Val Asp 


Ala 


Ser 


Leu 


Leu Ser Val Val Ser Phe 




50 


55 








60 
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Pro 


Ala 


Pile 


Ala 


Val 


Glu 


Asp 


Ser 


65 










70 






Glu 


Tl £± 

lie 


lie 


Thr 


Lys 


Leu 


win 


tiiy 










85 








Aly 


Asp 


vaiy 


ITU 

Tyr 


Lys 


Thr 




Lys 








100 










rtl 


As n 




al a 
Ala 


Lj J. U 


Leu 


Lys 


Leu 






TIC 

115 










ion 


pro 


lieu 


rne 


rr»-»— r-» 

Trp 


Thr 


Tyr 


fne 


lie 




130 










135 






ulu 


r»l « 
bin 


Val 


vain 


rtl ii 
ulU 


Tyr 


Lys 


145 










n c a 
150 






Lys 


Giy 


Lys 


Asn 


Giy 


vai 


**ro 


Leu 










165 








Pro 


Asp 


Arg 


Val 


Asp 


Glu 


Glu 


Tyr 








180 










val 


Pro 


Met 


Gly 


Lys 


Leu 


Pro 


HlS 






195 










200 


Leu 


Gly 


Ser 


Leu 


Met 


Til « 

Ala 


Glu 


Gly 




210 










215 




Pro 


Leu 


Asn 


Arg 


Arg 


pne 


ser 


Thr 


225 










230 






Gin 


Val 


Tyr 


Pro 


Ser 


Leu 


Pro 


His 










245 








His 


Gin 


Cys 


Thr 


lie 


lie 


Ser 


lie 








260 










Pro 


Val 


Ser 


lie 


Leu 


Ala 


Glu 


Thr 






2 75 










280 


Asp 


Lys 


Gly 


lie 


Tyr 


Val 


Glu 


Thr 




290 










295 




Val 


Gin 


Pro 


Ala 


Arg 


lie 


Leu 


Ser 


305 










310 






Phe 


Leu 


Pro 


Pne 


Leu 


Asn 


Ser 


val 










325 








Leu 


Ser 


Gly 


Arg 


Pro 


Tyr 


Arg 


HIS 








340 










Leu 


Tyr 


Asp 


lie 


Arg 


Lys 


Thr 


lie 






355 










360 


Asp 


Gin 


Gin 


Gin 


Pne 


Tyr 


Leu 


*i _ 
Ala 




370 










375 




Met 


Leu 


Arg 


Tnr 


Asp 


Leu 


Ser 


Tyr 


385 










390 






r»T mm 

Gly 


r»l T-» 

Gin 


Pro 


Thr 


lie 


Thr 


pne 


pro 










405 








Asp 


Gly 


Thr 


Ser 


Leu 


Asn 


ser 


ser 








420 










Qin 


ASp 


«iy 


Tyr 


pne 


r«l -tr- 
uly 


v»iy 


»i ~ 
Aia 






435 










440 


r*1 mm 
GlU 


pne 


Leu 


Thr 


Thr 


Amm 

ser 


cys 


trys 




450 










455 




vaiy 


pro 


v?lU 


Giy 


Liys 


Lieu 


Tyr 


oer 


465 










470 






Tyr 


Leu 


Glu 


ser 


Giy 


Asn 


Trp 


ixieu 










485 








Ala 

Aia 


Arg 


Cys 


«iy 


Asp 




Val 

vax 


21 a 








500 










His 


Thr 


Ala 


Pro 


His 


Pro 


Lys 


Leu 






515 










520 


Leu 


Asp 


Arg 


Phe 


Gin 


Ala 


Ala 


val 




530 










535 




Leu 


Val 


Thr 


Lys 


Ala 


Lys 


Glu 


Leu 


545 










550 






Leu 


Pro 


Thr 


Lys 


Leu 


Phe 


Gin 


Ala 



565 



Gin 


Leu 


Val 


Glu 


Leu 


Thr 


Lys 


Gin 


Arg 


Tyr 


Gly 


Cys 


Cys 


Arg 


Phe 


Leu 


Glu 


Asp 


Pro 


Asn 


Arg 


Leu 


Tyr 


Tyr 












XJLv 






rue 


will 


noil 


TlP 
lie 


Alii 




Glu 




Leu 


Asp 


Gly 


Val 

i An 


Phe 


Ser 


Gly 


Asn 


Glu 


Ala 


Leu 


Glu 


Ala 


Val 


Leu 


lie 
160 


Leu 


Pro 

± / U 


Glu 


Leu 


Tyr 


Ser 


Val 
1 1 c 

X f D 


Pro 


Gin 


Asn 


Pro 


His 


Thr 


Val 


Asp 


Arg 


lob 










i on 
iyu 






Mot- 
wet. 


Trp 


v»xy 


fZl mm 


Car 

one 


Lieu 


Tyr 


Tie 
lie 


Phe 


lieu 


Ala 


Pro 
220 


Gly 


Glu 


lie 


Asp 


Val 


Pro 


Lys 

IOC 

2 35 


Pro 


ASp 


Val 


val 


Val 


Gly 


Cys 

250 


Ser 


Ser 


Lys 


Ser 


Pro 

ice 
255 


Ser 


Arg 


Thr 


Thr 


Arg 


Lys 


He 


Thr 


Ala 


265 










270 






rtl i*i 


rtl ii 

UlU 


lie 


Lys 


Tnr 
285 


Tl « 




Lys 


He 


Ala 


Glu 


Val 
300 


Tyr 


Pro 


lie 


Arg 


His 


lie 


Tyr 

315 


Ser 


Ser 


Leu 


Glu 


lie 

Tin 


Ser 


Gly 
330 


Cys 


Asn 


Asn 


Arg 


Met 
335 


Lys 


Met 


Gly 


Val 


Leu 


Gly 


Thr 


Ser 


Lys 


345 










? C A 

350 






irne 


Thr 


irne 


Thr 


irrO 

o ^ c 
365 






Tl A 


Leu 


Asp 


Asn 


Lys 

380 


Met 


lie 


val 


Glu 


Leu 


Cys 


Ser 


Arg 


Trp 


Arg 


Met 


Thr 

Ann 


lie 


Ser 

ai n 


His 


Ser 


Met 


Leu 


Asp 

Al K 
419 


Glu 


He 


Leu 


Ala 


Ala 


Leu 


Arg 


Lys 


Met 












a 7 n 






Artr 


V CLU. 


Gin 






T A/^ 






Thr 


His 


Leu 


Ser 
aco 


Phe 


Met 


Asp 


Pro 


Glu 


Asp 


Tyr 

4 / D 


Asp 


Asp 


Asn 


Tyr 


Asp 
a on 


Asn 


Asp 


Tyr 


Asp 


Ser 


Thr 


Ser 

AO C 


His 


Arg 


Tyr 


Leu 


Asp 


His 


Leu 


Leu 


Ala 


C A C 

505 










tin 
510 






Ala 


Pro 


Thr 


Ser 


Gin 
525 


Lys 


Gly 


Gly 


Gin 


Thr 


Thr 


Cys 
540 


Asp 


Leu 


Met 


Ser 


His 


Val 


Gin 
555 


Asn 


Val 


His 


Met 


Tyr 
560 


Ser 


Arg 
570 


Pro 


Ser 


Phe 


Asn 


Leu 
575 


Leu 
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Asp Ser Pro His Pro Arg Gin Glu Asn Gin Val Pro Ser Val Arg Val 

580 585 590 

Glu He His Leu Pro Arg Asp Gin Ser Gly Glu Val Asp Phe Lys Ala 

595 600 605 

Leu Val Leu Gin Leu Lys Glu Thr Ser Ser Leu Gin Glu Gin Ala Asp 

610 615 620 

lie Leu Tyr Met Leu Tyr Thr Met Lys Gly Pro Asp Trp Asn Thr Glu 
625 630 635 640 

Leu Tyr Asn Glu Arg Ser Ala Thr Val Arg Glu Leu Leu Thr Glu Leu 

645 650 655 

Tyr Gly Lys Val Gly Glu He Arg His Trp Gly Leu He Arg Tyr He 

660 665 670 

Ser Gly He Leu Arg Lys Lye Val Glu Ala Leu Asp Glu Ala Cys Thr 

675 ~ 680 685 

Asp Leu Leu Ser His Gin Lys His Leu Thr Val Gly Leu Pro Pro Glu 

690 695 700 

Pro Arg Glu Lys Thr He Ser Ala Pro Leu Pro Tyr Glu Ala Leu Thr 
705 710 715 720 

Gin Leu He Asp Glu Ala Ser Glu Gly Asp Met Ser He Ser He Leu 

725 730 , 735 

Thr Gin Glu He Met Val Tyr Leu Ala Met Tyr Met Arg Thr Gin Pro 

740 745 750 

Gly Leu Phe Ala Glu Met Phe Arg Leu Arg He Gly Leu He He Gin 

755 760 765 

Val Met Ala Thr Glu Leu Ala His Ser Leu Arg Cys Ser Ala Glu Glu 

770 775 780 

Ala Thr Glu Gly Leu Met Asn Leu Ser Pro Ser Ala Met Lys Asn Leu 
785 790 795 800 

Leu His His He Leu Ser Gly Lys Glu Phe Gly Val Glu Arg Ser Val 

805 * 810 815 

Arg Pro Thr Asp Ser Asn Val Ser Pro Ala He Ser He His Glu He 

820 825 830 

Gly Ala Val Gly Ala Thr Lys Thr Glu Arg Thr Gly He Met Gin Leu 

835 840 845 

Lys Ser Glu He Lys Gin Ser Pro Gly Thr Ser Met Thr Pro Ser Ser 

850 855 860 

Gly ser Phe Pro Ser Ala Tyr Asp Gin Gin Ser Ser Lys Asp Ser Arg 
865 870 875 880 

Gin Gly Gin Trp Gin Arg Arg Arg Arg Leu Asp Gly Ala Leu Asn Arg 

885 890 895 

Val Pro Val Gly Phe Tyr Gin Lys Val Trp Lys Val Leu Gin Lys Cys 

900 905 910 

His Gly Leu Ser Val Glu Gly Phe Val Leu Pro Ser Ser Thr Thr Arg 

915 920 925 

Glu Met Thr Pro Gly Glu He Lys Phe Ser Val His Val Glu Ser Val 

930 935 940 

Leu Asn Arg Val Pro Gin Pro Glu Tyr Arg Gin Leu Leu Val Glu Ala 
945 950 955 960 

He Leu Val Leu Thr Met Leu Ala Asp He Glu He His Ser He Gly 

965 970 975 

Ser He He Ala Val Glu Lys He Val His He Ala Asn Asp Leu Phe 

980 985 990 

Leu Gin Glu Gin Lys Thr Leu Gly Ala Asp Asp Thr Met Leu Ala Lys 

995 1000 1005 

Asp Pro Ala Ser Gly He Cys Thr Leu Leu Tyr Asp Ser Ala Pro Ser 

1010 1015 1020 

Gly Arg Phe Gly Thr Met Thr Tyr Leu Ser Lys Ala Ala Ala Thr Tyr 
1025 1030 1035 1040 

Val Gin Glu Phe Leu Pro His Ser He Cys Ala Met Gin 
1045 1050 1053 
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<211> 107 
<2X2> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (107) 

<223> Xaa = any amino acid or nothing 



<400> 1786 



Cvs 


Pro 


Xaa 


Leu 


Thr 


Tro 


Glu 


Leu 


Leu 


Glu 


Val 


Lys 


Lys 


Ala Glu Val 


1 








5 










10 








15 


Leu 


Gin 


Asp 


Ser 


Leu 


Asp 


Gly 


Arg 


Tyr 


Ser 


Thr 


Pro 


Ser 


Ser Cys Leu 








20 










25 










30" 


Glu 


Gin 


Pro 


Asp 


Ser 


Cys 


Arg 


Pro 


Tyr 


Gly 


Arg 


Ser 


Phe 


Tyr Ala Leu 






35 










40 










45 




Glu 


Glu 


Lys 


His 


Val 


He 


Phe 


Ser 


Leu 




Val Gly Glu 


Thr Asp Asn 




50 










55 










60 






Lys 


Gly 


Lys 


Gly 


Lys 


Thr 


He 




Glv 


He 


Xaa 


Thr 


Phe 


Lvs Glv Aj*ct 


65 

D O 










70 










75 






80 


Lys 


Gly 


Gly 


Thr 


Tyr 


Gin 




Glu 


His 


Asp 


Ala 


Asn 


Pro 


Leu Ala Pro 










85 










90 








95 


Xaa 


Ser 


Ala 


Arg 


Ser 


Cys 




Met 




Lys 


Gly 














100 










105 




107 










<210> 1787 
























<211> 740 
























<212> PRT 
























<213> Homo 


sapiens 




















<400> 1787 






















Ala 


Val 


Arg 


Ala 


Glu 


Pro 


Glv 


Leu 


Glu 


Glu 


Leu 


Ser 


Ser 


Gly Leu Arg 










5 










10 








15 


Ala 


His 


Ser 


Pro 


Ser 


Ala 


Thr 


Thr 


Val 


Cvs 


Glu 


Pro 


Glu 


Ala Gin Gly 








20 










25 










30 


Ser 


Ala 


Ser 


Gly 


Cys 


Arg 


Tyr 


Ala 


Ala 


His 


pro 


His 


Trp 


Gly Leu Gly 






35 










40 










45 




Gly 


Ala 


Ala 


Ala 


Ala 


Gly 


Gly 


Ser 


Trp 


GlU 


Pro 


Gin 


Pro 


Pro Arg Pro 




50 










55 










60 






Val 


Cys 


Glu 


Pro 


Ala 


Gly 


Arcr 


Glv 


Lvs 


Pro 


His 


Pro 


Pro 


Ala Ala Pro 


65 










70 










75 






80 


Arg 


Ser 


Pro 


Leu 


Leu 


Pro 


Gly 


Ser 


Arg 


Arg 


Arg 


Pro 


His 


Ala Ala Gin 










85 










90 








95 


Pro 


Gly 


Ala 


Arg 


Ala 


Arg 


Thr 


Ser 


Pro 


Pro 


Pro Ala 


Ser 


Ala Arg Asn 








100 










105 










110 


Met 


Ala 


Ala 


Arg 


Pro 


Ala 


Ala 


Thr 


Leu 


Ala 


-Trp 


Ser 


Leu 


Leu Leu Leu 






115 










120 










125 




Ser 


Ser 


Ala 


Leu 


Leu 


Arg 


Glu 


Gly 


Cys 


Arg 


Ala Arg Phe 


Val Ala 'Glu 




130 










135 










140 






Arg 


Asp 


Ser 


Glu 


Asp 


Asp 


Gly 


Glu 


Glu 


Pro 


Val 


Val 


Phe 


Pro Glu Ser 


145 










150 










155 






160 


Pro 


Leu 


Gin 


Ser 


Pro 


Thr 


Val 


Leu 


Val 


Ala 


Val 


Leu 


Ala 


Arg Asn Ala 










165 










170 








175 


Ala 


His 


Thr 


Leu 


Pro 


His 


Phe 


Leu 


Gly 


Cys 


Leu Glu Arg 


Leu Asp Tyr 








180 










185 










190 


Pro 


Lys 


Ser 


Arg 


Met 


Ala 


He 


Trp 


Ala 


Ala 


Thr Asp His - 


Asn Val Asp 






195 










200 










205 




Asn 


Thr 


Thr 


Glu 


He 


Phe 


Arg 


Glu 


Trp 


Leu 


Lys 


Asn 


Val 


Gin Arg Leu 




210 










215 










220 






Tyr 


His 


Tyr 


Val 


Glu 


Trp 


Arg 


Pro 


Met 


Asp 


Glu 


Pro 


Glu 


Ser Tyr Pro 


225 










230 










235 






240 
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Asp Glu lie Gly Pro Lys His Trp Pro Thr Ser Arg Phe Ala His Val 

245 250 255 

Met Lys Leu Arg Gin Ala Ala Leu Arg Thr Ala Arg Glu Lys Trp Ser 

260 265 270 

Asp Tyr He Leu Phe He Asp Val Asp Asn Phe Leu Thr Asn Pro Gin 

275 280 285 

Thr Leu Asn Leu Leu He Ala Glu Asn Lys Thr He Val Ala Pro Met 

290 295 300 

Leu Glu Ser Arg Gly Leu Tyr Ser Asn Phe Trp Cys Gly He Thr Pro 
305 310 315 320 

Lys Gly Phe Tyr Lys Arg Thr Pro Asp Tyr Val Gin He Arg Glu Trp 

325 330 335 

Lys Arg Thr Gly Cys Phe Pro Val Pro Met Val His Ser Thr Phe Leu 

340 345 350 

He Asp Leu Arg Lys Glu Ala Ser Asp Lys Leu Thr Phe Tyr Pro Pro 

355 360 365 

Eis Gin Asp Tyr Thr Trp Thr Phe Asp Asp He He Val Phe Ala Phe 

370 " 375 380 

Ser Ser Arg Gin Ala Gly He Gin Met Tyr Leu Cys Asn Arg Glu His 
385 390 395 " 400 

Tyr Gly Tyr Leu Pro He Pro Leu Lys Pro. His Gin Thr Leu Gin Glu 

405 410 415 

Asp He Glu Asn Leu He His Val Gin He Glu Ala Met He Asp Arg 

420 425 430 

Pro Pro Met Glu pro Ser Gin Tyr val Ser Val val Pro Lys Tyr Pro 

435 440 445 

Asp Lys Met Gly Phe Asp Glu He Phe Met He Asn Leu Lys Arg Arg 

450 455 460 

Lys Gly Gin Gly Gly Asp Arg Trp Leu Arg Thr Leu Tyr Glu Gin Glu 
465 470 475 480 

He Glu Val Lys He Val Glu Ala Val Asp Gly Lys Ala Leu Asn Thr 

485 490 495 

Ser Gin Leu Lys Ala Leu Asn He Glu Met Leu Pro Gly Tyr Arg Asp 

500 505 510 

Pro Tyr Ser Ser Arg Pro Leu Thr Arg Gly Glu He Gly Cys Phe Leu 

515 520 525 

Ser His Tyr Ser Val Trp Lys Glu Val He Asp Arg Glu Leu Glu Lys 

530 ~ 535 540 

Thr Leu val He Glu Asp Asp Val Arg Phe Glu His Gin Phe Lys Lys 
545 550 555 560 

Lys Leu Met Lys Leu Met Asp Asn He Asp Gin Ala Gin Leu Asp Trp 

565 570 575 

Glu Leu He Tyr He Gly Arg Lys Arg Met Gin Val Lys Glu Pro Glu 

580 585 590 

Lys Ala Val Pro Asn Val Ala Asn Leu Val Glu Ala Asp Tyr Ser Tyr 

595 600 605 

Trp Thr Leu Gly Tyr Val He Ser Leu Glu Gly Ala Gin Lys Leu Val 

610 615 620 

Gly Ala Asn Pro Phe Gly Lys Met Leu Pro Val Asp Glu Phe Leu Pro 
625 630 635 640 

Val Met Tyr Asn Lys His Pro Val Ala Glu Tyr Lys Glu Tyr Tyr Glu 

645 650 655 

Ser Arg Asps Leu Lys Ala Phe Ser Ala Glu Pro Leu Leu He Tyr Pro 

660 665 670 

Thr His Tyr Thr Gly Gin Pro Gly Tyr Leu Ser Asp Thr Glu Thr Ser 

675 680 685 

Thr He Trp Asp Asn Glu Thr Val Ala Thr Asp Trp Asp Arg Thr His 

690 " 695 700 

Ala Trp Lys Ser Arg Lys Gin Ser Arg He Tyr Ser Asn Ala Lys Asn 
705 710 715 720 

Thr Glu Ala Leu Pro Pro Pro Thr Ser Leu Asp Thr Val Pro Ser Arg 
725 730 735 

Asp Glu Leu 
739 
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<210> 1788 

<211> 135 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (133) 

<223> Xaa » any amino acid or nothing 



<400> 1788 



He 


Phe 


Phe 


Asn 


Ser 


Ser 


Ser 


Leu 


Phe 


Cys 


Arg Val Phe Cys Leu Phe 


1 








5 










10 


15 


Leu 


Arg 


Trp 


Ser 


Phe 


Thr 


Leu 


Val 


Ala 


Gin 


Ala Arg Val Gin Xaa Cys 








20 










25 




30 


Asn 


Leu 


Ser 


Ser 


Leu 


Gin 


Pro 


Leu 


Pro 


Pro 


Gly Phe Lys Xaa Phe Ser 






35 










40 






45 


Cys 


Leu 


Ser 


Pro 


Pro 


Arg 


Ser 


Xaa 


Asp 


Tyr 


Arg Arg Pro Pro Pro Arg 




50 










55 








60 


Pro 


Ala 


Asn 


Phe 


Leu 


Tyr 


Phe 


Xaa 


xaa 


Arg 


Gin Gly Phe Thr Val Leu 


65 










70 










75 60 


Gly 


Gin 


Ala 


Gly 


Leu 


Glu 


Leu 


Leu 


Thr 


Ser 


Gly Asp Pro Pro Thr Ser 










85 










90 


95 


Ala 


Ser 


Gin 


Ser 


Ala 


Gly 


He 


Thr 


Gly 


Val 


Ser His Arg Ala Trp Pro 








100 










105 




110 


Val 


His 


Ala 


He 


Ser 


Thr 


His 


He 


Ser 


Leu 


Val Lys Thr Arg Pro Ser 






115 










120 






125 


Leu 


Thr 


Thr 


Leu 


Gly 
















130 






133 
















<210> 1789 


















<211> 465 


















<212> PRT 


















<213> Homo 


sapiens 














<400> 1789 
















Leu 


Leu 


Gin 


Pro 


Ala 


Met 


Arg 


Lys 


Ser 


Pro 


Gly Leu Ser Asp Cys Leu 


1 








5 










10 


15 


Trp 


Ala 


Trp 


lie 


Leu 


Leu 


Leu 


Ser 


Thr 


Leu 


Thr Gly Arg Ser Tyr Gly 








20 










25 




30 


Gin 


Pro 


Ser 


Leu 


Gin 


Asp 


Glu 


Leu 


Lys 


Asp 


Asn Thr Thr Val Phe Thr 






35 










40 






45 


Arg 


lie 


Leu 


Asp 


Arg 


Leu 


Leu 


Asp 


Gly 


Tyr 


Asp Asn Arg Leu Arg Pro 




50 










55 








60 


Gly 


Leu 


Gly 


Glu 


Arg 


Val 


Thr 


Glu 


Val 


Lys 


Thr Asp He Phe Val Thr 


65 










70 










75 80 


Ser 


Phe 


Gly 


Pro 


Val 


Ser 


Asp 


His 


Asp 


Met 


Glu Tyr Thr He Asp Val 










85 










90 


95 


Phe 


Phe 


Arg 


Gin 


Ser 


Trp 


Lys 


Asp 


Glu 


Arg 


Leu Lys Phe Lys Gly Pro 








100 










105 




110 


Met 


Thr 


Val 


Leu 


Arg 


Leu 


Asn 


Asn 


Leu 


Met 


Ala Ser Lys He Trp Thr 






115 










120 






125 


Pro 


Asp 


Thr 


Phe 


Phe 


His 


Asn 


Gly 


Lys 


Lys 


Ser Val Ala His Asn Met 




130 










135 








140 


Thr 


Met 


Pro 


Asn 


Lys 


Leu 


Leu 


Arg 


He 


Thr 


Glu Asp Gly Thr Leu Leu 


145 










150 










155 160 


Tyr 


Thr 


Met 


Arg 


Leu 


Thr 


Val 


Arg 


Ala 


Glu 


Cys Pro Met Ala Phe Gly 










165 










170 


175 
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Arg Asp Phe Pro Met Asp Ala His Ala Cys Pro Leu Lys Phe Gly Ser 

180 185 190 

Tyr Ala Tyr Thr Arg Ala Glu Val Val Tyr Glu Trp Thr Arg Glu Pro 

195 200 205 

Ala Arg Ser Val Val Val Ala Glu Asp Gly Ser Arg Leu Asn Gin Tyr 

210 215 220 

Asp Leu Leu Gly Gin Thr Val Asp Ser Gly He Val Gin Ser Ser Thr 
225 230 235 240 

Gly Glu Tyr Val Val Met Thr Thr His Phe His Leu Lys Arg Lys He 

245 250 255 

Gly Tyr Phe Val He Gin Thr Tyr Leu Pro Cys He Met Thr Val He 

260 265 270 

Leu Ser Gin Val Ser Phe Trp Leu Asn Arg Glu Ser Val Pro Ala Arg 

275 280 285 

Thr val Phe Gly Val Thr Thr Val Leu Thr Met Thr Thr Leu Ser He 

290 295 300 

Ser Ala Arg Asn Ser Leu Pro Lys Val Ala Tyr Ala Thr Ala Met Asp 
305 310 315 320 

Trp Phe He Ala Val Cys Tyr Ala Phe Val Phe Ser Ala Leu He Glu 

325 330 335 

Phe Ala Thr Val Asn Tyr Phe Thr Lys Arg Gly Tyr Ala Trp Asp Gly 

340 345 350 

Lys Ser Val Val Pro Glu Lys Pro Lys Lys Val Lys Asp Pro Leu He 

355 360 365 

Lys Lys Asn Asn Thr Tyr Ala Pro Thr Ala Thr Ser Tyr Thr Pro Asn 

370 375 380 

Leu Ala Arg Gly Asp Pro Gly Leu Ala Thr He Ala Lys Ser Ala Thr 
385 " 390 395 400 

He Glu Pro Lys Glu Val Lys Pro Glu Thr Lys Pro Pro Glu Pro Lys 

405 410 415 

Lys Thr Phe Asn Ser Val Ser Lys He Asp Arg Leu Ser Arg He Ala 

420 425 430 

Phe Pro Leu Leu Phe Gly He Phe Asn Leu Val Tyr Trp Ala Thr Tyr 

435 440 445 

Leu Asn Arg Glu Pro Gin Leu Lys Ala Pro Thr Pro His Gin 
450 455 460 462 



<210> 1790 

*211> 116 

<212> PRT 

<213> Homo sapiens 

<22l> mis cofeature 
<222> (1)...(116) 

<223> Xaa » any amino acid or nothing 



<400> 1790 



Ser Thr 


Ser 


Ser Cys 
5 


Phe 


Pro 


Ala 


1 

He Val 


His 


Leu Gin 


Ala 


Gly 


Gin 






20 








Phe Trp 


Glu 


Val He 


Ser 


Asp 


Glu 




35 








40 


Tyr His 


Gly 


Asp Ser 


Asp 


Leu 


Gin 


50 








55 




Asn Glu 


Ala 


Thr Gly 


Glu 


Ala 


Pro 


65 






70 






Gly Pro 


Arg 


Gly Pro 


Cys 


Leu 


Gly 






85 








Gly Lys 


Tyr 


Val Pro 


Arg 


Ala 


Val 






100 









Ala 


Ala 


Ala Ala He Met Arg Glu 




10 


15 


Cys 


Gly 


Asn Gin He Gly Ala Lys 


25 




30 


His 


Gly 


He Asp Pro Thr Gly Thr 






45 


Leu 


Glu 


Arg He Asn Val Tyr Tyr 






SO 


Val 


Pro 


Ser Pro Thr Ala Leu Arg 






75 80 


Xaa 


Arg 


Pro Pro Val Pro Ala Gly 




90 


95 


Leu 


Val 


Asp Met Glu Pro Gly Thr 


105 




110 
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Met Asp Ser Val 
115 116 



<210> 1791 
<211> 583 
<212> PRT 

<213> Homo sapiens 



<400> 1791 



Phe 


Val 


Ala 


Val 


Ala 


Gly 


1 








5 




Cys 


Thr 


Gin 


Gin 


Leu 


Arg 








20 






lie 


He 


Gin 


Tyr 


Val 


Leu 






35 








Tyr 


Val 


Thr 


Asp 


Leu 


Leu 




50 










lie 


Glu 


Glu 


Leu 


He 


Thr 


65 










70 


Ser 


Asp 


Pro 


Leu 


Gin 


Gin 










85 




Gin 


Lys 


Ser 


Gly 


Asp 


His 








100 






Arg 


Gin 


Glu 


Val 


Pro 


Ala 






115 








Lys 


Thr 


Pro 


Phe 


Asp 


Leu 




130 










Lys 


Lys 


Lys 


Thr 


Lys 


Phe 


145 










150 


Arg 


Leu 


Ala 


Val 


Leu 


Leu 










165 




Gin 


Lys 


His 


Lys 


Leu 


He 








ISO 






Cys 


Glu 


Gin 


Glu 


Gly 


Ser 






195 




• 

Glu 




Cys 


Thr 


His 


Glu 


Gin 




210 










Gin 


Lys 


Leu 


Leu 


Lys 


Lys 


225 










230 


vai. 


ASp 


j.ie 


Ser 


Thr 


Lys 










245 




Lys 


Ser 


Gly 


Leu 


Glu 


Lys 








260 






Phe 


Asp 


Arg 


Thr 


Ser 


He 






275 








Asp 


Tyr 


Phe 


Ala 


Ser 


Asp 




290 










Glu 


Thr 


Leu 


Gin 


Lys 


Arg 


305 










310 


ser 


Arg 


Leu 


ser 


Lys 


Lys 










325 




Leu 


Glu 


Glu 


Glu 


Asn 


Ser 








340 






Thr 


He 


Gin 


Ala 


lie 


Ala 






355 








Leu 


Asp 


Arg 


Ser 


Ser 


Glu 




370 










Met 


Tyr 


Gin 


Ser 


Pro 


Pro 


365 










390 


Gin 


Lys 


Lys 


Ala 


Phe 


Arg 



405 



Ala 


Val 


Ser 


Gly 


GlU 


Pro 








10 






Lys 


Thr 


Phe 


Gly 


Leu 


Asp 






25 








Ser 


He 


Glu 


Ser 


Ala 


Glu 




40 










Gin 


Gly 


Asn 


Glu 


Gly 


Lys 


55 










60 


Lys 


Trp 


Gin 


Lys 


Asn 


Asp 










75 




Cys 


Phe 


Lys 


Lys 


Asp 


Glu 








90 






Leu 


Lys 


Arg 


Gly 


Arg 


Lys 






105 








Phe 


Thr 


Glu 


Pro 


Asp 


Thr 




120 










Ala 


Lys 


Ala 


Gin 


GlU 


Asn 


135 










140 


Val 


Asn 


Leu 


Tyr 


Thr 


Arg 










155 




Pro 


Gly 


Arg 


His 


Pro 


Cys 








170 






Asn 


Asn 


Cys 


Leu 


He 


Cys 






1B5 








Gly 


Pro 


Cys 


Leu 


Phe 


Cys 




200 










Asp 


He 


Leu 


Arg 


Gly 


Asp 


215 










220 


Leu 


Met 


Ser 


Gly 


val 


Glu 










235 




Asp 


Leu 


Leu 


T> rn 

±r ro 


XT A a 
rilS 










250 






Ala 


He 


Lys 


His 


Lys 


Asp 






265 








Arg 


Arg 


Thr 


Gin 


Val 


He 




280 










Ser 


Asn 


Gin 


Trp 


Leu 


Ser 


295 










300 


Glu 


Glu 


Glu 


Leu 


Arg 


GlU 










315 




Val 


Thr 


He 


Asp 


Phe 


Ala 








330 






Leu 


Ala 


Glu 


Tyr 


His 


Ser 






345 








Asn 


Gly 


Thr 


Leu 


Asn 


Gin 




360 










Glu 


Pro 


Leu 


Gly 


Val 


Leu 


375 










380 


Gin 


Trp 


Val 


Asp 


His 


Thr 










395 




Ser 


Ser 


Gly 


Phe 


Gly 


Leu 



410 



934 
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Leu 


veil 




lip 






15 




val 


Cot- 

ber 


pi ii 
VjlU 


pi 1 1« 




30 






Glu 


He 


Arg 


GlU 


45 








Lys 


Gly 


Gin 


Phe 


Gin 


Glu 


Leu 


lie 








80 


He 


Leu 


Asp 


Gly 






95 




Lys 


Gly 


Arg 


Asn 




110 






Thr 


Ala 


GlU 


val 


125 








Ser 


Asn 


Ser 


Val 


Glu 


Gly 


Gin 


Asp 








160 


Asp 


Cys 


Leu 








175 




va±y 


Arg 


lie 


Val 




190 






vaiy 


Thr 


Leu 


vai 


one 








Ser 


Asn 


Lys 


Ser 


Asn 


Ser 


uiy 


Lys 








240 


m n 

viJ.u 


Lieu 


Arg 


lie 






ice 




Lys 


Leu 


Leu 


Glu 




270 






Asp 


Asp 


Glu 


Ser 


285 








Lys 


Leu 


Glu 


Arg 


Leu 


Arg 


His 


Ala 








320 


Gly 


Arg 


Lys 


He 






335 




Arg 


Leu 


Asp 


Glu 




350 






Pro 


Leu 


Thr 


Lys 


365 








Val 


Asn 


Pro 


Asn 


Gly 


Ala 


Ala 


ser 








400 


Glu 


Phe 


Asn 


Ser 






415 
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Phe Gin 


His 


Gin 


Leu 


Arg 


He Gin Asp Gin 


Glu Phe Gin Glu Gly 


Phe 






420 




425 


430 




Asp Gly 


Gly 


Trp 


Cys 


Leu 


Ser Val His Gin 


Pro Trp Ala Ser Leu 


Leu 




435 








440 


A A C 

44s 


His 


Val Arg 


Gly 


lie 


Lys 


Arg 


Val Glu Gly Arg 


Ser Trp Tyr Thr Pro 


450 










455 


460 




Arg Gly 


Arg 


Leu 


Trp 


He 


Ala Ala Thr Ala 


Lys Lys Pro Ser Pro 


Gin 


465 








470 




475 




Glu Val 


Ser 


Glu 


Leu 
485 


Gin 


Ala Thr Tyr Arg 
490 


Leu Leu Arg Gly Lys 
495 


Asp 


Val Glu 


Phe 


Pro 


Acn 


Asp 


Tyr Pro Ser Gly 


Cys Leu Leu Gly Cys 


Val 






500 




505 


510 




Asp Leu 


lis 


Asp 


Cys 


Leu 


Ser Gin Lys Gin 


Phe Lys Glu Gin Phe 


Pro 


515 








520 


525 




Asp lie 


Ser 


Gin 


Glu 


Ser 


Asp Ser Pro Phe 


Val Phe He Cys Lys 


Asn 


530 










535 


540 




Pro Gin 


Glu 


Met 


Val 


Val 


Lys Phe Pro He 


Lys Gly Asn Pro Lys 


He 


545 








550 




555 


560 


Trp Lys 


Leu 


Asp 


Ser 


Lys 


He His Gin Gly 


Ala Lys Lys Gly Leu Met 






565 




570 


575 




Lys Gin 


Asn 


Lys 
580 


Ala 


Val 
582 









<210> 1792 
<211> 681 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (670) 

<223> Xaa ■ any amino acid or nothing 



<400> 1792 



Met Pro 


Arg 


ser 


His 


Thr 


Gly 


Glu Arg 


Leu cys Glu Gly Lys Glu Gly 


1 




5 








10 15 


Ser Gin 


Cys 


Ala 


Glu 


Asn 


Phe 


Ser Pro 


Asn Leu Ser Val Thr Lys Lys 




20 








25 


30 


Thr Ala 


Gly 


Val 


Lys 


Pro 


Tyr 


Glu Cys 


Thr He Cys Gly Lys Ala Phe 




35 










40 


45 


Met Arg 


Leu 


Ser 


Ser 


Leu 


Thr 


Arg His 


Met Arg Ser His Thr Ala He 


50 










55 




60 


Arg Ala 


He 


Glu 


Lys 


Pro 


Tyr 


Lys Cys 


Lys Glu Cys Gly Arg Ala Phe 


65 








70 






75 80 


Ser Leu 


Ser 


Gin 


He 


Leu 


Ser 


Lys His 


Glu Arg Ser His Thr Gly Glu 








85 








90 95 


Lys Pro 


Tyr 


Lys 


Cys 


Lys 


Gin 


Cys Gly 


Lys Thr Phe He Tyr His Gin 




100 








105 


110 


Pro Phe 


Gin 


Arg 


His 


Glu 


Arg 


Thr His 


He Gly Glu Lys Pro Tyr Glu 




115 










120 


125 


Cys Lys 


Gin 


Cys 


Gly 


Lys 


Ala 


Leu Ser 


Cys Ser Ser Ser Leu Arg Val 


130 










135 




140 


His Glu 


Arg 


He 


His 


Thr 


Gly 


Glu Lys 


Pro Tyr Glu Cys Lys Gin Cys 


145 






150 






155 160 


Gly Lys 


Ala 


Phe 


Ser 


Cys 


Ser 


Ser Ser 


He Arg Val His Glu Arg Thr 






165 








170 175 


His Thr 


Gly 


Glu 


Lys 


Pro 


Tyr 


Ala Cys 


Lys Glu Cys Gly Lys Ala Phe 




180 








185 


190 


He Ser 


Thr 


Thr 


Ser 


Val 


Leu 


Thr His 


Met He Thr His Asn Gly Asp 




195 










200 


2 05 


Arg Pro 


Tyr 


Lys 


Cys 


Lys 


Glu 


Cys Gly 


Lys Ala Phe He Phe Pro Ser 


210 










215 




220 
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Phe 


Leu 


Arg 


Val 


His 


Glu 


Arg 


He 


225 










230 






Cys 


Lys 


Gin 


Cys 


Gly 


Lys 


Ala 


Phe 










245 








His 


Glu 


Arg 


He 


His 


Thr 


Gly 


Glu 








260 










Gly 


Lys 


Ser 


Phe 


Ser 


Ala 


Arg 


Pro 






275 










280 


His 


Thr 


Gly 


Glu 


Lys 


Pro 


Tyr 


Lys 




290 










295 




Ser 


Arg 


He 


Ser 


Tyr 


Phe 


Arg 


He 


305 










310 






Lys 


Pro 


Tyr 


Glu 


Cys 


Lys 


Lys 


Cys 










325 








Asp 


Leu 


Lys 


He 


His 


Lys 


Arg 


Asn 








340 










Cys 


Lys 


Glu 


Cys 


Ala 


Lys 


Thr 


Phe 






355 










360 


His 


Met 


He 


Thr 


His 


Thr 


Gly 


Asp 




370 










375 




Gly 


Lys 


Val 


Phe 


He 


Phe 


Pro 


Ser 


385 










390 






His 


Thr 


Gly 


Glu 


Lys 


Pro 


Tyr 


Glu 










405 








Ser 


Cys 


Ser 


Ser 


Tyr 


He 


Arg 


He 








420 










Lys 


Pro 


Tyr 


Glu 


Cys 


Lys 


Glu 


Cys 






435 










440 


Ser 


Phe 


Gin 


Gly 


His 


Met 


Arg 


Met 




450 










455 




Cys 


Lys 


Glu 


Cys 


Gly 


Lys 


Ala 


Phe 


465 










470 






His 


Thr 


Arg 


He 


His 


Asn 


Tyr 


Glu 










485 








Gly 


Lys 


Ala 


Phe 


Ser 


Val 


Ser 


Thr 








500 










Ala 


Gin 


Ser 


Asp 


Arg 


Lys 


Leu 


Tyr 






515 










520 


Phe 


Asn 


Ser 


Asn 


Arg 


Cys 


Phe 


Gin 




530 










535 




Glu 


Lys 


Ser 


Cys 


Gin 


Cys 


Lys 


Xaa 


545 










55 0 






Phe 


Met 


Tyr 


Ser 


Gin 


Val 


Pro 


His 










565 








Pro 


Tyr 


Arg 


Cys 


Gly 


Ser 


Pro 


He 








580 










Ser 


lie 


Asn 


Arg 


Asn 


Leu 


Val 


Ala 






595 










600 


Leu 


Phe 


Lys 


Cys 


Leu 


Trp 


Cys 


Trp 




610 










615 




Val 


Xaa 


He 


Val 


Gin 


Asp 


Ser 


Gly 


625 










630 






lie 


Pro 


Ala 


Leu 


Trp 


Glu 


Ala 


Lys 










645 








lie 


Lys 


Thr 


He 


Leu 


Ala 


Asn 


Thr 



660 



His 


Hit 


Gly 


Glu 


Lys 


Pro 


Tyr 


Lys 






23 5 










240 


Arg 


Trp 


Ser 


Thr 


Ser 


He 


Gin 


He 




250 










255 




Lys 


Pro 


Tyr 


Lys 


Cys 


Lys 


Glu 


Cys 


265 










270 






Ala 


Phe 


Arg 


Val 


His 


Val 


Arg 


Val 










285 








Cys 


Lys 


Glu 


Cys 


Gly 


Lys 


Ala 


Phe 








300 










His 


Glu 


Arg 


Thr 


His 


Thr 


Gly 


Glu 






315 










320 


Gly 


Lys 


Thr 


Phe 


Asn 


Tyr 


Pro 


Leu 




330 










335 




His 


Thr 


Gly 


Glu 


Lys 


Pro 


Tyr 


Glu 


345 










350 






He 


Ser 


Leu 


Glu 


Asn 


Phe 


Arg 


Arg 










365 








Gly 


Pro 


Tyr 


Lys 


Cys 


Arg 


Asp 


Cys 








380 










Ala 


Leu 


Arg 


Thr 


His 


Glu 


Arg 


Thr 






395 










400 


Cys 


Lys 


Gin 


Cys 


Gly 


Lys 


Ala 


Phe 




410 










415 




His 


Lys 


Arg 


Thr 


His 


Thr 


Gly 


Glu 


425 










430 






Gly 


Lys 


Ala 


Phe 


He 


Tyr 


Pro 


Thr 










445 








His 


Thr 


Gly 


Glu 


Lys 


Pro 


Tyr 


Lys 








460 










Ser 


Leu 


His 


Ser 


ser 


Phe 


Arg 


Arg 






475 










480 


Lys 


Pro 


Leu 


Glu 


Cys 


Xaa 


Gin 


Cys 




490 










495 




Ser 


Leu 


Lys 


Lys 


Pro 


Met 


Arg 


Asn 


505 










510 






Lys 


cys 


Glu 


Lys 


Xaa 


Glu 


Lys 


Val 










525 








Ser 


Cys 


GlU 


Asn 


Ser 


His 


Xaa 


Arg 








540 










Tyr 


Arg 


Lys 


Arg 


Asp 


Thr 


Arg 


Xaa 






555 










560 


Asn 


His 


Val 


Ser 


Val 


Ser 


Asn 


Gly 




570 










575 




Arg 


Leu 


Tyr 


Asn 


Thr 


Xaa 


Asn 


He 


585 










590 






Val 


Val 


Thr 


Pro 


Xaa 


Cys 


Ser 


Thr 










605 








Cys 


Lys 


Arg 


Ala 


Ala 


Leu 


Ser 


Val 








620 










Arg 


Gly 


Arg 


Trp 


Leu 


Thr 


Pro 


Val 






635 










640 


Ala 


Gly 


Gly 


Ser 


Arg 


Gly 


Gin 


Glu 




650 










655 




Val 


Lys 


Pro 


His 


Leu 


Tyr 






665 










670 







<210> 1793 

<211> 58 

<212> PRT 

<213> Homo sapiens 
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<221> mis cofeature 
<222> (1) . . . (58) 

<223> Xaa = any amino acid or nothing 



<400> 1793 

Asp Phe Tyr Glu Arg Lys Phe Glu Gin Phe lie Glu Gly His Lys Gin 

1 S * 10 15 

He Val Asn Lys Trp Arg Asp Leu Leu Cys Ser Trp Lys Arg Lys Leu 

20 25 30 

Ser He He Lys Lys Ser Val Leu Gin Asn Asn Leu Xaa Phe Ser Ala 

35 40 45 

Ala Ser Met Arg Phe Gin Lys Val Phe Phe 
50 55 58 



<210> 1794 

<211> 475 

<212> PRT 

<213> Homo sapiens 



<400> 1794 

His Leu Phe Phe- Ser Leu Phe Leu Ala Ala Met Ala Met Thr Gly ser 

15 10 15 

Thr Pro Cys Ser Ser Met Ser Asn His Thr Lys Glu Arg Val Thr Met 

20 25 30 

Thr Lys Val Thr Leu Glu Asn Phe Tyr Ser Asn Leu He Ala Gin His 

35 40 45 

Glu Glu Arg Glu Met Arg Gin Lys Lys Leu Glu Lys Val Met Glu Glu 

50 55 60 

Glu Gly Leu Lys Asp Glu Glu Lys Arg Leu Arg Arg Ser Ala His Ala 
65 " 70 75 80 

Arg Lys Glu Thr Glu Phe Leu Arg Leu Lys Arg Thr Arg Leu Gly Leu 

85 90 95 

Glu Asp Phe Glu Ser Leu Lys Val He Gly Arg Gly Ala Phe Gly Glu 

100 105 HO 

Val Arg Leu Val Gin Lys Lys Asp Thr Gly His Val Tyr Ala Met Lys 

115 * 120 125 

He Leu Arg Lys Ala Asp Met Leu Glu Lys Glu Gin Val Gly His He 

130 " 135 140 

Arg Ala Glu Arg Asp He Leu Val Glu Ala Asp Ser Leu Trp Val Val 
145 * 150 155 ISO 

Lys Met Phe Tyr Ser Phe Gin Asp Lys Leu Asn Leu Tyr Leu He Met 

165 170 175 

Glu Phe Leu Pro Gly Gly Asp Met Met Thr Leu Leu Met Lys Lys Asp 

180 185 190 

Thr Leu Thr Glu Glu Glu Thr Gin Phe Tyr He Ala Glu Thr Val Leu 

195 200 205 

Ala He Asp Ser He His Gin Leu Gly Phe He His Arg Asp He Lys 

210 215 220 

Pro Asp Asn Leu Leu Leu Asp Ser Lys Gly His Val Lys Leu Ser Asp 
225 230 235 240 

Phe Gly Leu Cys Thr Gly Leu Lys Lys Ala His Arg Thr Glu Phe Tyr 

245 250 255 

Arg Asn Leu Asn His Ser Leu Pro Ser Asp Phe Thr Phe Gin Asn Met 

260 265 270 

Asn Ser Lys Arg Lys Ala Glu Thr Trp Lys Arg Asn Arg Arg Gin Leu 

275 280 285 

Ala Phe Ser Thr Val Gly Thr Pro Asp Tyr He Ala Pro Glu Val Phe 

290 295 300 

Met Gin Thr Gly Tyr Asn Lys Leu Cys Asp Trp Trp Ser Leu Gly Val 
305 " 310 315 320 
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lie 


Met 


Tyr 


Glu 


Met 


Leu 










325 




Pro 


Gin 


Glu 


Thr 


Tyr 


Lys 








340 






Phe 


Pro 


Pro 


Glu 


Val 


Pro 






355 








Arg 


Phe 


Cys 


Cys 


Glu 


Trp 




370 










Glu 


lie 


Lys 


Ser 


Asn 


Ser 


385 










390 


Arg 


Glu 


Arg 


Pro 


Ala 


Ala 










405 




Tlir 


Ser 


Asn 


JrAe 


Asp 


m u 

ulU 








420 






val 


Ala 


Thr 


Ser 


Asn 


His 






435 








Val 


Phe 


He 


Asn 


Tyr 


Thr 




450 










Gly 


Ala 


He 


Pro 


Ser 


Tyr 


465 










470 




<210> 1795 








<211> 2056 








<212> PRT 








<213> Homo 


sapiens 




<400> 1795 






Arg 


Thr Arg 


Gly 


He 


Glu 


1 








5 




Leu 


He Arg 


Tyr 


Val 


Asp 








20 






Gly 


Gly Ser 


Arg 


Gly 


Lys 






35 








Lys 


Phe 


Phe 


Ala 


Lys 


Val 




50 










Asn 


His Arg 


Leu 


Tyr 


Phe 


65 










70 


Gly 


Gly His 


Ala 


Ser 


Asn 










85 




Cys 


Lys Leu 


Gly 


Val 


Leu 








100 






Asp 


Ala 


Thr 


Ser 


He 


Val 






115 








Asp 


Ala 


Arg 


Thr 


Val 


Met 




130 










Leu 


Arg 


Ala 


Phe 


Leu 


Asp 


145 










150 


Glu 


Asn 


Leu 


Lys 


Gin 


Gly 










165 




Gly 


Val 


Thr 


Gin 


He 


He 








180 






Leu 


Ser 


Ser 


Leu 


Phe 


Glu 






195 








Leu 


He 


Leu 


Glu 


Asp 


Val 




210 










Leu 


Tyr 


Ala 


Leu 


Gly 


Thr 


225 










230 


Ser 


Ala 


Leu 


Gly 


Glu 


Cys 










245 




Ala 


Phe 


Leu 


Glu 


Thr 


His 








260 







He 


Gly 


Tyr 


Pro 


Pro 


Phe 








330 






Lys 


Val 


Met 


Asn 


Trp 


Lys 






345 








He 


Ser 


Glu 


Lys 


Ala 


Lys 




360 










Glu 


His 


Arg 


He 


Gly 


Ala 


375 










380 


Phe 


Phe 


Glu 


Gly 


Val 


Asp 










395 




He 


Ser 


lie 


Glu 


He 


Lys 








410 






Phe 


Pro 


Glu 


Ser 


Asp 


lie 






425 








Pro 


GlU 


Thr 


Asp 


Tyr 


Lys 




440 










Tyr 


Lys 


Arg 


Phe 


GlU 


Gly 


455 










460 


Met 


Lys 


Ala 


Ala 


Lys 












475 




Lys 


Arg 


Phe 


Ala 


Tyr 


Ser 








10 






Glu 


Ala 


His 


Gin 


Tyr 


He 






25 








Gly 


Glu 


His 


Phe 


Pro 


Tyr 




40 










val 


Leu 


Pro 


Leu 


He 


Asp 


55 










60 


Leu 


Ser 


Ala 


Ala 


Ser 


Arg 










75 




Lys 


Glu 


Lys 


Glu 


Met 


Val 








90 






Val 


Arg 


His 


Arg 


He 


Ser 






105 








Asn 


Cys 


Leu 


His 


He 


Leu 




120 










Lys 


Thr 


Gly 


Leu 


Glu 


Ser 


135 










140 


Asn 


Ala 


Ala 


Glu 


Asp 


Leu 










155 




Gin 


Phe 


Thr 


His 


Thr 


Arg 








170 






Asn 


Tyr 


Thr 


Thr 


Val 


Ala 






185 








His 


He 


Gly 


Gin 


His 


Gin 




200 










Gin 


Val 


Ser 


Cys 


Tyr 


Arg 


215 










220 


Ser 


Lys 


Ser 


He 


Tyr 


Val 










235 




Leu 


Ala 


Ala 


Phe 


Ala 


Gly 








250 






Leu 


Asp 


Lys 


His 


Asn 


He 






265 
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Cys 


Ser 


Glu 


Thr 






335 




Glu 


Thr 


Leu 


Thr 




350 






Asp 


Leu 


He 


Leu 


365 








Pro 


Gly 


Val 


Glu 


Trp 


Glu 


His 


He 








400 


Ser 


He 


Asp 


Asp 






415 




Leu 


Lys 


Pro 


Thr 




430 






Asn 


Lys 


Asp 


Trp 


445 








Leu 


Thr 


Ala 


Arg 



Phe 


Leu 


Gin 


Gin 






15 




Leu 


Glu 


Phe 


Asp 




30 






Glu 


Gin 


Glu 


He 


45 








Gin 


Tyr 


Phe 


Lys 


Pro 


Leu 


Cys 


Ser 








80 


Thr 


Ser 


Leu 


Phe 






95 




Leu 


Phe 


Gly 


Asn 




110 






Gly 


Gin 


Thr 


Leu 


125 








Val 


Lys 


Ser 


Ala 


Glu 


Lys 


Thr 


Met 








160 


Asn 


Gin 


Pro 


Lys 






175 




Leu 


Leu 


Pro 


Met 




190 






Phe 


Gly 


Glu 


Asp 


205 








He 


Leu 


Thr 


Ser 


Glu 


Arg 


Gin 


Arg 








240 


Ala 


Phe 


Pro 


Val 






255 




Tyr 


Ser 


lie 


Tyr 




270 
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Asn Thr Lys Ser Ser Arg Glu Arg Ala Ala Leu Ser Leu Pro Thr Asn 

275 280 2B5 

Val Qlu Asp Val Cys Pro Asn He Pro Ser Leu Glu Lys Leu Met Glu 

290 295 300 

Glu lie Val Glu Leu Ala Glu Ser Gly He Arg Tyr Thr Gin Met Pro 
305 310 315 320 

His Val Met Glu Val He Leu Pro Met Leu Cys Ser Tyr Met Ser Arg 

325 330 335 

Trp Trp Glu His Gly Pro Glu Asn Asn Pro Glu Arg Ala Glu Met Cys 

340 345 350 

Cys Thr Ala Leu Asn Ser Glu His Met Asn Thr Leu Leu Gly Asn He 

355 360 365 

Leu Lys He He Tyr Asn Asn Leu Gly He Asp Glu Gly Ala Trp Met 

370 375 380 

Lys Arg Leu Ala Val Phe Ser Gin Pro He He Asn Lys Val Lys Pro 
385 390 395 400 

Gin Leu Leu Lys Thr His Phe Leu Pro Leu Met Glu Lys Leu Lys Lys 

405 410 415 

Lys Ala Ala Thr Val Val Ser Glu Glu Asp His Leu Lys Ala Glu Ala 

420 425 430 

Arg Gly Asp Met Ser Glu Ala Glu Leu Leu He Leu Asp Glu Phe Thr 

435 440 445 

Tnr Leu Ala Arg Asp Leu Tyr Ala Phe Tyr Pro Leu Leu He Arg Phe 

450 455 460 

Gly Asp Tyr Asn Arg Ala Lys Trp Leu Lys Glu Pro Asn Pro Glu Ala 
465 470 475 480 

Glu Glu Leu Phe Arg Met Val Ala Glu Val Phe He Tyr Trp Ser Lys 

485 490. 495 

Ser His Asn Phe Lys Arg Glu Glu Gin Asn Phe Val Val Gin Asn Glu 

500 505 510 

He Asn Asn Met Ser Phe Leu He Thr Asp Thr Lys Ser Lys Met Ser 

515 520 525 

Lys Ala Ala Val Ser Asp Gin Glu Arg Lys Lys Met Lys Arg Lys Gly 

530 535 540 

Asp Arg Tyr Ser Met Gin Thr Ser Leu He Val Ala Ala Leu Lys Arg 
545 550 555 560 

Leu Leu Pro He Gly Leu Asn He Cys Ala Pro Gly Asp Gin Glu Leu 

565 570 575 

He Ala Leu Ala Lys Asn Arg Phe Ser Leu Lys Asp Thr Glu Asp Glu 

580 585 590 

Val Arg Asp He He Arg Ser Asn He His Leu Gin Gly Lys Leu Glu 

595 600 605 

Asp Pro Ala He Arg Trp Gin Met Ala Leu Tyr Lys Asp Leu Pro Asn 

610 615 .620 

Arg Thr Asp Asp Thr Ser Asp Pro Glu Lys Thr Val Glu Arg Val Leu 
625 630 635 640 

Asp He Ala Asn Val Leu Phe His Leu Glu Gin Lys Ser Lys Arg Val 

645 650 655 

Gly teg Arg His Tyr Cys Leu Val Glu His Pro Gin Arg Ser Lys Lys 

660 665 670 

Ala Val Trp His Lys Leu Leu Ser Lys Gin Arg Lys Arg Ala Val Val 

675 ** 680 685 

Ala cys Phe Arg Met Ala Pro Leu Tyr Asn Leu Pro Arg His Arg Ala 

690 695 700 

Val Asn Leu Phe Leu Gin Gly Tyr Glu Lys Ser Trp He Glu Thr Glu 
705 710 715 720 

Glu His Tyr Phe Glu Asp Lys Leu He Glu Asp Leu Ala Lys Pro Gly 

725 730 735 

Ala Glu Pro Pro Glu Glu Asp Glu Gly Thr Lys Arg Val Asp Pro Leu 

740 745 750 

His Gin Leu He Leu Leu Phe Ser Arg Thr Ala Leu Thr Glu Lys Cys 

755 760 765 

Lys Leu Glu Glu Asp Phe Leu Tyr Met Ala Tyr Ala Asp He Met Ala 
770 775 780 
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Lys Ser Cys His Asp Glu Glu Asp Asp Asp Gly Glu Glu Glu Val Lys 
785 790 795 800 

Ser Phe Glu Glu Lys Glu Met Glu Lys Gin Lys Leu Leu Tyr Gin Gin 

805 810 615 

Ala Arg Leu His Asp Arg Gly Ala Ala Glu Met Val Leu Gin Thr lie 

820 825 830 

Ser Ala Ser Lys Gly Glu Thr Gly Pro Met Val Ala Ala Thr Leu Lys 

835 840 845 

Leu Gly lie Ala lie Leu Asn Gly Gly Asn Ser Thr Val Gin Gin Lys 

850 855 860 

Met Leu Asp Tyr Leu Lys Glu Lys Lys Asp Val Gly Phe Phe Gin Ser 
865 870 875 880 

Leu Ala Gly Leu Met Gin Ser Cys Ser Val Leu Asp Leu Asn Ala Phe 

885 890 895 

Glu Arg Gin Asn Lys Ala Glu Gly Leu Gly Met Val Thr Glu Glu Gly 

900 905 910 

Ser Gly Glu Lys Val Leu Gin Asp Asp Glu Phe Thr Cys Asp Leu Phe 

915 920 925 

Arg Phe Leu Gin Leu Leu Cys Glu Gly His Asn Ser Asp Phe Gin Asn 

930 935 940 

Tyr Leu Arg Thr Gin Thr Gly Asn Asn Thr Thr Val Asn lie lie lie 
945 950 955 960 

Ser Thr Val Asp Tyr Leu Leu Arg Val Gin Glu Ser lie Ser Asp Phe 

965 970 975 

Tyr Trp Tyr Tyr Ser Gly Lys Asp Val lie Asp Glu Gin Gly Gin Arg 

980 985 990 

Asn Phe Ser Lys Ala lie Gin Val Ala Lys Gin Val Phe Asn Thr Leu 

995 1000 1005 

Thr Glu Tyr lie Gin Gly Pro Cys Thr Gly Asn Gin Gin Ser Leu Ala 

1010 1015 1020 

His Ser Arg Leu Trp Asp Ala Val Val . Gly Phe Leu His Val Phe Ala 
1025 1030 1035 1040 

His Met Gin Met Lys Leu Ser Gin Asp Ser Ser Gin lie Glu Leu Leu 

1045 1050 1055 

Lys Glu Leu Met Asp Leu Gin Lys Asp Met Val Val Met Leu Leu Ser 

1060 1065 1070 

Met Leu Glu Gly Asn Val Val Asn Gly Thr He Gly Lys Gin Met Val 

1075 1080 1085 

Asp Met Leu Val Glu Ser Ser Asn Asn Val Glu Met He Leu Lys Phe 

1090 1095 1100 

Phe Asp Met Phe Leu Lys Leu Lys Asp Leu Thr Ser Ser Asp Thr Phe 
1105 1110 1115 1120 

Lys Glu Tyr Asp Pro Asp Gly Lys Gly Val He Phe Lys Arg Asp Phe 

1125 1130 1135 

His Lys Ala Met Glu Ser His Lys His Tyr Thr Gin Ser Glu Thr Glu 

1140 1145 1150 

Phe Leu Leu Ser Cys Ala Glu Thr Asp Glu Asn Glu Thr Leu Asp Tyr 

1155 1160 1165 

Glu Glu Phe Val Lys Arg Phe His Glu Pro Ala Lys Asp He Gly Phe 

1170 1175 1180 

Asn Val Ala Val Leu Leu Thr Asn Leu Ser Glu His Met Pro Asn Asp 
1185 1190 1195 1200 

Thr Arg Leu Gin Thr Phe Leu Glu Leu Ala Glu Ser val Leu Asn Tyr 

1205 1210 1215 

Phe Gin Pro Phe Leu Gly Arg He Glu He Met Gly Ser Ala Lys Arg 

1220 1225 1230 

He Glu Arg Val Tyr Phe Glu He Ser Glu Ser Ser Arg Thr Gin Trp 

1235 1240 1245 

Glu Lys Pro Gin Val Lys Glu Ser Lys Arg Gin Phe He Phe Asp Val 

1250 1255 1260 

Val Asn Glu Gly Gly Glu Lys Glu Lys Met Glu Leu Phe Val Asn Phe 
1265 1270 1275 1280 

Cys Glu Asp Thr He Phe Glu Met Gin Leu Ala Ala Gin He Ser Glu 
1285 1290 1295 
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Ser Asp Leu Asn Glu Arg Ser Ala Asn Lys Glu Glu Ser Glu Lys Glu 

1300 1305 1310 

Arg Pro Glu Glu Gin Gly Pro Arg Met Ala Phe Phe Ser He Leu Thr 

1315 1320 1325 

Val Arg Ser Ala Leu Phe Ala Leu Arg Tyr Asn He Leu Thr Leu Met 

1330 1335 1340 

Arg Met Leu Ser Leu Lys Ser Leu Lys Lys Gin Met Lye Lys Val Lys 
1345 1350 1355 1360 

Lys Met Thr Val Lys Asp Met Val Thr Ala Phe Phe Ser Ser Tyr Trp 

1365 1370 1375 

Ser He Phe Met Thr Leu Leu His Phe Val Ala Ser Val Phe Arg Gly 

1380 1385 1390 

Phe Phe Arg He He Cys Ser Leu Leu Leu Gly Gly Ser Leu Val Glu 

1395 1400 1405 

Gly Ala Lys Lys He Lys Val Ala Glu Leu Leu Ala Asn Met Pro Asp 

1410 1415 1420 

Pro Thr Gin Asp Glu Val Arg Gly Asp Gly Glu Glu Gly Glu Arg Lys 
1425 ~ 1430 1435 1440 

Pro Leu Glu Ala Ala Leu Pro Ser Glu Asp Leu Thr Asp Leu Lys Glu 

1445 1450 1455 

Leu Thr Glu Glu Ser Asp Leu Leu Ser Asp He Phe Gly Leu Asp Leu 

1460 1465 t 1470 

Lys Arg Glu Gly Gly Gin Tyr Lys Leu He Pro His Asn Pro Asn Ala 

1475 1480 1485 

Gly Leu Ser Asp Leu Met Ser Asn Pro Val Pro Met Pro Glu Val Gin 

1490 1495 1500 

Glu Lys Phe Gin Glu Gin Lys Ala Lys Glu Glu Glu Lys Glu Glu Lys 
1505 1510 1515 1520 

Glu Glu Thr Lys Ser Glu Pro Glu Lys Ala Glu Gly Glu Asp Gly Glu 

1525 1530 1535 

Lys Glu Glu Lys Ala Lys Glu Asp Lys Gly Lys Gin Lys Leu Arg Gin 

1540 1545 1550 

Leu His Thr His Arg Tyr Gly Glu Pro Glu Val Pro Glu Ser Ala Phe 

1555 1560 1565 

Trp Lys Lys He He Ala Tyr Gin Gin Lys Leu Leu Asn Tyr Phe Ala 

1570 1575 1580 

Arg Asn Phe Tyr Asn Met Arg Met Leu Ala Leu Phe Val Ala Phe Ala 
1585 1590 1595 1600 

He Asn Phe He Leu Leu Phe Tyr Lys Val Ser Thr Ser Ser Val Val 

1605 1610 1615 

Glu Gly Lys Glu Leu Pro Thr Arg Ser Ser Ser Glu Asn Ala Lys Val 

1620 1625 1630 

Thr Ser Leu Asp Ser Ser Ser His Arg He He Ala Val His Tyr Val 

1635 1640 * 1645 

Leu Glu Glu Ser Ser Gly Tyr Met Glu Pro Thr Val Arg He Leu Pro 

1650 1655 1660' 

He Leu His Thr Val He Ser Phe Phe Cys He He Gly Tyr Tyr Cys 
1665 1670 1675 1680 

Leu Lys Val Pro Leu Val He Phe Lys Arg Glu Lys Glu Val 7a a Arg 

1685 1690 1695 

Lys Leu Glu Phe Asp Gly Leu Tyr He Thr Glu Gin Pro Ser Glu Asp 

1700 * 1705 1710 

Asp He Lys Gly Gin Trp Asp Arg Leu Val He Asn Thr Gin Ser Phe 

1715 1720 1725 

Pro Asn Asn Tyr Trp Asp Lys Phe Val Lys Arg Lys Val Met Asp Lys 

1730 1735 1740 

Tyr Gly Glu Phe Tyr Gly Arg Asp Arg He Ser Glu Leu Leu Gly Met 
1745 1750 1755 1760 

Asp Lys Ala Ala Leu Asp Phe Ser Asp Ala Arg Glu Lys Lys Lys Pro 

1765 1770 1775 

Lys Lys Asp Ser Ser Leu Ser Ala Val Leu Asn Ser He Asp Val Lys 

1780 1785 1790 

Tyr Gin Met Trp Lys Leu Gly Val Val Phe Thr Asp Asn Ser Phe Leu 
1795 1800 1805 



941 



WO 01/57188 



PCT/US01/03800 



Tyr Leu Ala Trp Tyr Met Thr Met Ser Val Leu Gly His Tyr Asn Asn 

1810 1815 1820 

Phe Phe Phe Ala Ala His Leu Leu Asp lie Ala Met Gly Phe Lys Thr 
1825 1830 1835 1840 

Leu Arg Thr lie Leu Ser Ser Val Thr His Asn Gly Lys Gin Leu Val 

1845 1850 1855 

Leu Thr Val Gly Leu Leu Ala Val Val Val Tyr Leu Tyr Thr Val Val 

I860 1865 1870 

Ala Phe Asn Phe Phe Arg Lys Phe Tyr Asn Lys Ser Glu Asp Gly Asp 

1875 1880 1885 

Thr Pro Asp Met Lys Cys Asp Asp Met Leu Thr Cys Tyr Met Phe His 

1890 1895 1900 

Met Tyr Val Gly Val Arg Ala Gly Gly Gly lie Gly Asp Glu He Glu 
1905 1910 1915 1920 

Asp Pro Ala Gly Asp Glu Tyr Glu He Tyr Arg He lie Phe Asp He, 

1925 1930 1935 

Thr Phe Phe Phe Phe Val He Val He Leu Leu Ala He He Gin Gly 

1940 1945 1950 

Leu He He Asp Ala Phe Gly Glu Leu Arg Asp Gin Gin Glu Gin Val 

. 1955 1960 1955 

Lys Glu Asp Met Glu Thr Lys Cys Phe He Cys Gly He Gly Asn Asp 

1970 * 1975 1980 

Tyr Phe Asp Thr Val Pro His Gly Phe Glu Thr His Thr Leu Gin Glu 
1985 1990 1995 2000 

His Asn Leu Ala Asn Tyr Leu Phe Phe Leu Met Tyr Leu He Asn Lys 

2005 2010 2015 

Asp Glu Thr Glu His Thr Gly Gin Glu Ser Tyr Val Trp Lys Met Tyr 

2020 2025 2030 

Gin Glu Arg Cys Trp Glu Phe Phe Pro Ala Gly Asp Cys Phe Arg Lys 

2035 2040 * 2045 

Gin Tyr Glu Asp Gin Leu Asn 
2050 2055 



<210> 1796 

<211> 122 

<212> PRT 

<213> Homo sapiens 

<22l> misc_f eature 
<222> (1) . . . (119) 

<223> Xaa o any amino acid or nothing 



<400> 1796 



Ala 


Gly 


Leu 


Glu 


Leu 


Leu 


Asn 


Ser 


1 








5 








Gin 


Ser 


Ala 


Gly 
20 


He 


Thr 


Gly 


Val 


Xaa 


Asp 


Thr 
35 


Val 


Leu 


Leu 


Cys 


Cys 
40 


Ser 


Arg 

50 


Leu 


Thr 


Ala 


Ala 


Leu 
55 


Phe 


Ser 


Leu 


Pro 


Arg 


Ser 


Trp 


Asp 


Tyr 


65 










70 






Asn 


Phe 


Cys 


He 


Phe 
85 


Cys 


Arg 


Asp 


Leu 


Val 


Ser 


Asn 
100 


Ser 


Trp 


Thr 


Gin 


Lys 


Met 


Leu 
115 


Gly 


Leu 


Gin 


Val 
119 





Asp 


Asp 


Pro 


Pro 


Ala Leu Ala 


Ser 




10 






15 




Thr 


Arg 


Thr 


Pro 


Ser Leu Phe 


Phe 


25 








30 




Ser 


Gly 


Trp Ser 


Ala Val Ala 


Pro 










45 




Ser 


Xaa 


Ala 


Gin 


Ala Val Cys Leu 








60 






Arg 


Arg 


Trp 


Pro 


Pro His Pro 


Ala 






75 






80 


Glu 


Ser 


Leu 


Ala 


Met Leu Pro 


Arg 




90 






95 




Ala 


He 


Leu 


Leu 


Pro Arg Pro 


Pro 


105 








110 
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<210> 1797 
<211> 180 
<212> PRT 

<213> Homo sapiens 

<22l> mis cofeature 
<222> (1) .7. (177) 

<223> Xaa a any amino acid or nothing 



<400> 1797 



Leu 


Phe 


Val 


Gly 


Gly 


Gly 


Pro 


lie Cys 


Pro 


Glu Gly Ala 


Ser Gly Phe 


1 








5 








10 




15 


Ala 


Pro 


Gly 


Pro 


Ala 


Pro 


Ala 


Pro Arg 


Val 


Gly Val Asp 


Ala Glu Val 








20 








25 






30 


Gly 


Arg 


Xaa 


Val 


Xaa 


Gly 


Ala 


Ala Ala 


Ser 


Gin Gly Ala 


Gly Ser Leu 






35 










40 




45 




Arg 


Pro 


Arg 


Pro 


Thr 


Gly 


Pro 


Gly His 


Pro 


Gly Ala Trp 


Leu Gin Val 




50 










55 






60 




Trp 


Gly 


Ala 


Ala 


Ala 


Val 


Cys 


Ala Gly 


Pro 


Ala Met Xaa 


Ala Val Arg 


65 










70 








75 


80 


Ala 


Lys 


Arg 


Gly 


Pro 


Arg 


Ala 


Gly Xaa 


Glu 


Pro Asn Ser 


Pro Trp Arg 










85 








90 




95 


Ser 


Gly 


val 


Leu 


Ala 


Ala 


Arg 


Ala Val 


Gly 


Ala Gly Pro 


Trp Pro Xaa 








100 






105 






110 


Pro 


Xaa 


Pro 


Gly 


Cys 


Ser 


Xaa 


Ala Arg 


Gly 


Pro Ser Ser 


Arg Ser Ala 






115 










120 




125 




Pro 


Gly 


Leu 


Ala 


Ser 


Gly 


Pro 


Ala Ala 


Pro 


Leu Leu Gin 


Gly Val His 




13 0 










135 






140 




Ser 


Ser 


Ala 


Gly 


Pro 


Leu 


Leu 


Cys Tyr 


lie 


Asn Gly Thr 


Leu Ala Leu 


145 










150 








155 


160 


Gly 


Leu 


Lys 


Pro 


Xaa 


Xaa 


Ala 


Trp Gly 


Trp 


Gly Glu Trp 


Arg Pro Lys 










165 








170 




175 


Gly 






















177 
























<210> 1798 


















<211> 858 


















<212> PRT 


















<213> Homo 


sapiens 














<400> 1798 
















Phe 


Arg 


Arg 


Lys 


Gly 


Gly 


Gly 


Gly Pro 


Lys 


Asp Phe Gly 


Ala Gly Leu 


1 








5 








10 




15 


Lys 


Tyr 


Asn 


Ser 


Arg 


His 


Glu 


Lys Val 


Asn 


Gly Leu Glu 


Glu Gly Val 








20 








25 






30 


Glu 


Phe 


Leu 


Pro 


Val 


Asn 


Asn 


Val Lys 


Lys 


Val Glu Lys 


His Gly Pro 






35 










40 




45 




Gly 


Arg 


Trp 


Val 


Val 


Leu 


Ala 


Ala Val 


Leu 


lie Gly Leu 


Leu Leu Val 




50 










55 






60 




Leu 


Leu 


Gly 


lie 


Gly 


Phe 


Leu 


Val Trp 


His 


Leu Gin Tyr 


Arg Asp Val 


65 










70 








75 


80 


Arg 


Val 


Gin 


Lys 


Val 


Phe 


Asn 


Gly Tyr 


Met 


Arg He Thr 


Asn Glu Asn 










85 








90 




95 


Phe 


Val 


Asp 


Ala 


Tyr 


Glu 


Asn 


Ser Asn 


Ser 


Thr Glu Phe 


Val Ser Leu 








100 








105 






110 


Ala 


Ser 


Lys 


Val 


Lys 


Asp 


Ala 


Leu Lys 


Leu 


Leu Tyr Ser 


Gly Val Pro 






115 










120 




125 




Phe 


Leu 


Gly 


Pro 


Tyr 


His 


Lys 


Glu Ser 


Ala 


Val Thr Ala 


Phe Ser Glu 




130 










135 






140 





943 



WO 01/57188 



Glv 


Ser 


Val 


lie 


Ala 


TVr 

1 Jr i 


Tvr 


Tro 


Ser 


145 










150 








LrSU 


Val 


Glu 


Glu 


Ala 


Glu 


At" CI 


Val 


Met 










165 










Leu 


Pro 


Pro 


Atq 


Ala 


Atq 


Ser 


Leu 


Lvs 








180 










185 


Val 


Ala 


Phe 


Pro 


Thr 


Asd 


Ser 


Lvs 


Thr 






195 










200 




Ser 


fVg 
W° 


Ser 


Phe 


Glv 


Lieu 


His 


Ala 


Ara 




210 










215 






Thr 


Thr 


Pro 


Glv 


Phe 


Pro 


Asp 


Ser 


Pro 


225 










230 








Gin 


Tro 


Ala 


Leu 




Glv 




Ala 












245 










ZXt*ct 


Ser 


Phe 


Atop 


lieu 


Ala 


Ser 


Cvs 


Asp 








260 










265 


Thr 


Val 


Tvr 


Asn 


Thr 


Leu 


Ser 


Pro 


Met 






^ f 3 










280 




JJCU 




Gl v 
uAy 


AHA 


*y* 


Pro 


Pro 


Ser 






















UAXI 


noii 


v al 


T.on 


Aits u 


lie 


Thr 


Leu 


lie 


•ant 










Jlv 












flic 


u±U 


MAO. 


AJAA 


Phe 


Phe 


Gin 










id c 










Glv 


OA jf 




tic ia 




TiVC 


Ala 


Gin 


Glv 

V3Ay 








1 A A 












tTO 


OAjr 


XI A 5 


ryr 


riO 




Asn 


lie 


Asp 






ICC 
















Asn 


Asn 


Gl n 


Die 

n a t» 


val 


Lyys 


Val 

V CLA 






■a *j n 
















Glu 


Fro 




Val 


Pro 


Ala 


Gly 


Thr 














■jqn 

J J v 








Asn 


Glv 


Glu 


Lys 


Tvr 
Ayt 




Glv 


Glu 


Arcr 




















As 31 


Ser 


Asn 


Lys 


lie 


Thr 


Val 


AAy 


Phe 






















Thr 


Glv 


Phe 


Leu 


Ala 


Glu 


Tvr 


Leu 




















Cys 


Pro 


Glv 
OAy 


Gin 


Phe 


Thr 


Cys 


AAy 


Thr 




















Leu 




Cys 


Asp 


Glv 


Tro 

AAL7 


Ala 


Asp 


Cvs 












Si / U 








Asn 


Cvs 


Ser 


Cys 


Asp 


Ala 


Glv 


His 


Gin 










ADC 










Cvs 


uys» 


Pro 


Leu 


Phe 


Trp 


Val 


Cvs 


Asn 








500 










505 


Asn 


Ser 


Asp 


Glu 


Gin 


Glv 


Cvs 


Ser 


Cvs 






515 










520 




Ser 


Asn 


Glv 


Lys 


Cvs 


Leu 


Ser 


Lvs 


Ser 




530 










535 






Asr> 


Cvs 


Glv 


Asn 


Glv 


Ser 




Glu 


Ala 


545 










550 








Val 


Thr 


<-ys 


Thr 


Lys 


His 


Thr 


Tvr 












565 










Ser 


Lys 


Glv 


Asn 


Pro 


Glu 


Cvs 


Asn 


Gly 








580 










585 


Ser 


Asp 


Glu 


Lys 


Asp 


Cys 


Asp 


Cys 


Gly 






595 










600 




Ala 


Arg 


Val 


Val 


Gly 


Gly 


Thr 


Asp 


Ala 




610 










615 






Gin 


Val 


Ser 


Leu 


His 


Ala 


Leu 


Gly 


Gin 


625 










630 








Leu 


Xle 


Ser 


Pro 


Asn 


Trp 


Leu 


Val 


Ser 
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Glu 


Phe 


Ser 


He 


Pro 


Gin 


His 




1S5 










160 


Ala 


Glu 


Glu 


Arg 


Val 


Val 


Met 


170 










175 




Ser 


Phe 


Val 


Val 


Thr 


Ser 


Val 










190 






Val 


Gin 


Arg 


Thr 


Gin 


Asp 


Asn 








205 








Gly 


Val 


Glu 


Leu 


Met 


Arg 


Phe 






220 










Tvr 


Pro 


Ala 


His 


Ala 


Arg 


Cys 




235 










240 


Ser 


Val 


Leu 


Ser 


Leu 


Thr 


Phe 


250 










255 




Glu 


Arcr 


Gly 


Arg 


His 


Leu 


Val 










270 






Glu 


Pro 


His 


Ala 


Leu 


Val 


Gin 








285 








Asn 


Leu 


Thr 


Phe 


His 


Ser 


Ser 






300 










Thr 


Asn 


Thr 


Glu 


Arg 


Arg 


His 




315 










320 


Leu 


Pro 


Ara 


Met 


Ser 


Ser 


Cvs 


330 










335 




Thr 


Phe 


Asn 


Ser 


Pro 


Tvr 


Tvr 










350 






Cys 


Thr 


Tro 


Asn 


He 


Glu 


Val 








355 








Phe 


Lvs 


Phe 


Phe 


Tvr 


Leu 


Leu 






380 










Pro 


Lvs 


Asd 


Tvr 
« 


Val 


Glu 


He 




395 










400 


Ser 


Gin 


Phe 


Val 


Val 


Thr 


Ser 


410 










415 




His 


Ser 


Asp 


Gin 


Ser 


Tvr 


Thr 










430 






Ser 


Tvr 


Asp 


Ser 


Ser 


Asp 


Pro 








445 








Glv 


Arcr 


Cvs 


lie 


Arg 


LVS 


GlU 






460 










Thr 


Asp 


His 


Ser 


Asp 


Glu 


Leu 




475 










480 


Phe 


Thr 


Cvs 


Lvs 


Asn 


Lvs 


Phe 


490 










495 




Ser 


Leu 


Asn 


Asp 


Cys 


Gly 


Asp 










510 






Pro 


Ala 


Gin 


Thr 


Phe 


Arg 


Cys 








525 








Gin 


Gin 


Cys 


Asn 


Gly 


Lys 


Asp 






540 










Ser 


Cys 


Pro 


Lys 


Val 


Asn 


Val 




555 










560 


Cys 


Leu 


Asn 


Gly 


Leu 


Cys 


Leu 


570 










575 




Lys 


Glu 


Asp 


Cys 


Ser 


Asp 


Gly 










590 






Leu 


Arg 


Ser 


Phe 


Thr 


Arg 


Gin 








605 








Asp 


Glu 


Gly 


Glu 


Trp 


Pro 


Trp 






620 










Gly 


His 


lie 


Cys 


Gly 


Ala 


Ser 




635 










640 


Ala 


Ala 


His 


Cys 


Tyr 


He 


Asp 


650 










655 
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Asp Arg Gly 

Gly Leu His 
675 

Arg Leu Lys 

690 
Asp Tyr Asp 
705 

Ser Met Val 

Ala Gly Lys 

Gly Thr Gly 
755 

Gin Thr Thr 

770 
Met Cys Val 
785 

Ser Gly Gly 

Ala Gly Val 

Gly Val Tyr 
835 

Thr Gly Val 
850 851 



Phe Arg 
660 

Asp Gin 

Arg He 

He Ala 

Arg Pro 
725 
Ala He 
740 

Ala Leu 

Cys Glu 

Gly Phe 

Pro Leu 
805 
Val Ser 
820 

Thr Arg 



Tyr Ser Asp 

Ser Gin Arg 
680 

He Ser His 

695 
Leu Leu Glu 
710 

He Cys Leu 



Pro Thr Gin 
665 

Ser Ala Pro 
Pro Phe Phe 



Leu Glu Lys 
715 

Pro Asp Ala 
730 

Trp Val Thr Gly Trp Gly 
745 

Lys Gly Glu 



He Leu Gin 
760 

Asn Leu Leu 

775 
Leu Ser Gly 
790 

Ser Ser Val 



Pro Gin Gin 



Gly Val Asp 
795 

Glu Ala Asp 
810 

Trp Gly Asp Gly Cys Ala 
825 

Leu Pro Leu Phe Arg Asp 
840 



Trp Thr 

Gly Val 
685 
Asn Asp 
700 

Pro Ala 

Ser His 

His Thr 

He Arg 
765 
He Thr 
780 

Ser Cys 

Gly Arg 

Gin Arg 

Trp He 
845 



Ala Phe Leu 
670 

Gin Glu Arg 

Phe Thr Phe 

Glu Tyr Ser 
720 

Val Phe Pro 

735 
Gin Tyr Gly 
750 

Val He Asn 

Pro Arg Met 

Gin Gly Asp 
800 

He Phe Gin 

815 
Asn Lys Pro 
830 

Lys Glu Asn 



<210> 1799 

<211> 204 

<212> PRT 

<213> Homo sapiens 



<400> 1799 

Phe Val Ser Gly Ser Pro Trp Arg Met Asp Gly Ser Thr Glu Arg Leu 

15 10 15 

Glu Ala Arg Arg Pro Ala Gly Arg Leu Pro Trp Ser Ser Arg Gin Glu 

20 25 30 

Met Thr Arg Arg Pro Ser Leu Met Ala Gly Arg Gin His Gly Trp Ser 

35 40 45 

Ala Gin Gin Ser Ala Thr Val Ala Asn Pro Val Pro Gly Ala Asn Pro 

50 55 60 

Asp Leu Leu Pro His Phe Leu Gly Glu Pro Glu Asp Val Tyr He Val 
65 70 75 80 

Lys Asn Lys Pro Val Leu Leu Val Cys Lys Ala Val Pro Ala Thr Gin 

85 90 95 

He Phe Phe Lys Cys Asn Gly Glu Trp Val Arg Gin Val Asp His Val 

100 105 HO 

He Glu Arg Ser Thr Asp Gly Ser Ser Gly Leu Pro Thr Met Glu Val 

115 120 125 

Arg He Asn Val Ser Arg Gin Gin Val Glu Lys Val Phe Gly Leu Glu 

130 135 140 

Glu Tyr Trp Cys Gin Cys Val Ala Trp Ser Ser Ser Gly Thr Thr Lys 
145 ~ * 150 155 ISO 

Ser Gin Lys Ala Tyr He Arg He Ala Tyr Leu Arg Lys Asn Phe Glu 

165 170 175 

Gin Glu Pro Leu Ala Lys Glu Val Ser Leu Glu Gin Gly He Val Leu 

180 185 190 

Pro Cys Arg Pro Pro Glu Gly He Pro Pro Ala Glu 
195 200 204 
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<210> 1800 
<211> 892 
<212> PRT 

<213> Homo sapiens 



<400> X800 

Met Glu Pro Ser Leu Gly Gin Gly Met Asp Leu Thr Cys Pro Phe Gly 

15 10 15 

Val Ser Pro Ala Cys Gly Ala Gin Ala Ser Trp Ser lie Phe Gly Ala 

20 25 30 

Asp Ala Ala Glu Val Pro Gly Thr Arg Gly His Ser Gin Gin Glu Ala 

35 40 45 

Ala Met Pro His lie Pro Glu Asp Glu Glu Pro Pro Gly Glu Pro Gin 

50 55 60 

Ala Ala Gin Ser Pro Ala Gly Gin Gin Gly Pro Pro Thr Ala Gly Val 
65 70 75 80 

Ser Cys Ser Pro Thr Pro Thr lie Val Leu Thr Gly Asp Ala Thr Ser 

85 90 95 

Pro Glu Gly Glu Thr Asp Lys Asn Leu Ala Asn Arg Val His Ser Pro 

100 105 110 

His Lys Arg Leu Ser His Arg His Leu Lys Val Ser Thr Ala Ser Leu 

115 120 125 

Thr Ser Val Asp Pro Ala Gly His lie lie Asp Leu Val Asn Asp Gin 

130 135 140 

Leu Pro Asp lie Ser He Ser Glu Glu Asp Lys Lys Lys Asn Leu Ala 
145 150 155 160 

Leu Leu Glu Glu Ala Lys Leu Val Ser Glu Arg Phe Leu Thr Arg Arg 

165 170 175 

Gly Arg Lys Ser Arg Ser Ser Pro Gly Asp Ser Pro Ser Ala Val Ser 

180 185 190 

Pro Asn Leu Ser Pro Ser Ala Ser Pro Thr Ser Ser Arg Ser Asn Ser 

195 200 205 

Leu Thr Val Pro Thr Pro Pro Glu Gly Asp Glu Ala Asp Val Ser Ser 

210 215 220 

Pro His Pro Gly Glu Pro Asn Val Pro Lys Gly Leu Ala Asp Arg Lys 
225 230 235 240 

Gin Asn Asp Gin Arg Lys val Ser Gin Gly Arg Leu Ala Pro Arg Pro 

245 250 255 

Pro Pro Val Glu Lys Ser Lys Glu He Ala He Glu Gin Lys Glu Asn 

260 265 270 

Phe Asp Pro Leu Gin Tyr Pro Glu Thr Thr Pro Lys Gly Leu Ala Pro 

275 280 285 

Val Thr Asn Ser Ser Gly Lys Met Ala Leu Asn Ser Pro Gin Pro Gly 

290 295 300 

Pro Val Glu Ser Glu Leu Gly Lys Gin Leu Leu Lys Thr Gly Trp Glu 
305 310 315 320 

Gly Ser Pro Leu Pro Arg Ser Pro Thr Gin Asp Ala Ala Gly Val Gly 

325 330 335 

Pro Pro Ala Ser Gin Gly Arg Gly Pro Ala Gly Glu Pro Met Gly Pro 

340 345 350 

Glu Ala Gly Ser Lys Ala Glu Leu Pro Pro Thr Val Ser Arg Pro Pro 

355 360 365 

Leu Leu Arg Gly Leu Ser Trp Asp Ser Gly Pro Glu Glu Pro Gly Pro 

370 375 " 380 

Arg Leu Gin Lys Val Leu Ala Lys Leu Pro Leu Ala Glu Glu Glu Lys 
365 390 395 400 

Arg Phe Ala Gly Lys Ala Gly Gly Lys Leu Ala Lys Ala Pro Gly Leu 

405 410 415 

Lys Asp Phe Gin He Gin Val Gin Pro Val Arg Met Gin Lys Leu Thr 

420 425 430 

Lys Leu Arg Glu Glu His lie Leu Met Arg Asn Gin Asn Leu Val Gly 
435 440 445 
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Leu Lys Leu Pro Asp Leu Ser Glu Ala Ala Glu Gin Glu Lys Gly Leu 

450 455 460 

Pro Ser Glu Leu Ser Pro Ala He Glu Glu Glu Glu Ser Lys Ser Gly 
465 470 475 480 

Leu Asp Val Met Pro Asn He Ser Asp Val Leu Leu Arg Lys Leu Arg 

485 450 495 

Vai His Arg Ser Leu Pro Gly Ser Ala Pro Pro Leu Thr Glu Lys Glu 

500 505 510 

Val Glu Asn Val Phe Val Gin Leu Ser Ser Ala Phe Arg Asn Asp Ser 

515 520 ' 525 

Tyr Thr Leu Glu Ser Arg He Asn Gin Ala Glu Arg Glu Arg Asn Leu 

530 535 540 

Thr Glu Glu Asn Thr Glu Lys Glu Leu Glu Asn Phe Lys Ala Ser He 
545 550 555 560 

Thr Ser Ser Ala Ser Leu Trp His His Cys Glu His Arg Glu Thr Tyr 

565 570 575 

Gin Lys Leu Leu Glu Asp He Ala Val Leu His Arg Leu Ala Ala Arg 

580 585 590 

Leu Ser Ser Arg Ala Glu Val Val Gly Ala Val Arg Gin Glu Lys Arg 

595 600 G05 

Met Ser Lys Ala Thr Glu Val Met Met Gin Tyr Val Glu Asn Leu Lys 

610 615 620 

Arg Thr Tyr Glu Lys Asp His Ala Glu Leu Met Glu Phe Lys Lys Leu 
625 630 635 640 

Ala Asn Gin Asn Ser Ser Arg Ser Cys Gly Pro Ser Glu Asp Gly Val 

645 650 655 

Leu Arg Thr Ala Arg Ser Met Ser Leu Thr Leu Gly Lys Asn Met Pro 

660 665 670 

Arg Arg Arg Val Ser Val Ala Val Val Pro Lys Phe Asn Ala Leu Asn 

675 680 685 

Leu Pro Gly Gin Thr Pro Ser Ser Ser Ser He Pro Ser Leu Pro Ala 

690 695 700 

Leu Ser Glu Ser Pro Asn Gly Lys Gly Ser Leu Pro Val Thr Ser Ala 
705 710 715 720 

Leu Pro Ala Leu Leu Glu Asn Gly Lys Thr Asn Gly Asp Pro Asp Cys 

725 730 735 

Glu Ala Ser Ala Pro Ala Leu Thr Leu Ser Cys Leu Glu Glu Leu Ser 

740 745 750 

Gin Glu Thr Lys Ala Arg Met Glu Glu Glu Ala Tyr Ser Lys Gly Phe 

755 760 765 

Gin Glu Gly Leu Lys Lys Thr Lys Glu Leu Gin Asp Leu Lys Glu Glu 

770 775 780 

Glu Glu Glu Gin Lys Ser Glu Ser Pro Glu Glu Pro Glu Glu Val Glu 
785 790 795 800 

Glu Thr Glu Glu Glu Glu Lys Asp Pro Arg Ser Ser Lys Leu Glu Glu 

805 810 815 

Leu Val His Phe Leu Gin Val Met Tyr Pro Lys Leu Cys Gin His Trp 

820 825 830 

Gin Val He Trp Met Met Ala Ala Val Met Leu Val Leu Thr Val Val 

835 840 845 

Leu Gly Leu Tyr Asn Ser Tyr Asn Ser Cys Ala Glu Gin Ala Asp Gly 

850 855 860 

Pro Leu Gly Arg Ser Thr Cys Ser Ala Ala Gin Lys Asp Ser Trp Trp 
B65 " 870 875 880 

Ser Ser Gly Leu Gin His Glu Gin Pro Thr Glu Gin 
885 890 892 



<210> 1801 

<211> 101 

<212> PRT 

<213> Homo sapiens 
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<400> 1801 














Gin 


Leu 


lie 


Gin 


His 


Gin 


Thr Val His 


Thr 


Gly 


Arg Lys Leu Tyr Glu 


1 








5 






10 




15 


Cys 


Lys 


Glu 


Cys 


Gly 


Lys 


Ala Phe Asn 


Gin 


Gly 


Ser Thr Leu He Arg 








20 






25 






30 


His 


Gin 


Arg 


He 


His 


Thr 


Gly Glu Lys 


Pro 


Tyr 


Glu Cys Lys Val Cys 






35 








40 






45 


Gly 


Lys 


Ala 


Phe 


Arg 


Val 


Ser Ser Gin 


Leu 


Lys 


Gin His Gin Arg He 




50 










55 






SO 


His 


Thr 


Gly 


Glu 


Arg 


Pro 


Tyr Gin Cys 


Lys 


Glu 


Leu Lys Gly Arg Gly 


65 










70 






75 


80 


Ala 


Glu 


Met 


Leu 


Ala 


Val 


Leu Ala Val 


Lys 


Glu 


Gin Asn Arg Thr Pro 










85 






90 




95 


Val 


Asn 


Tyr 


Gly 


Lys 


















100 


101 













<210> 1802 
<211> 175 
<212> PRT 

<213> Homo sapiens 

<22l> misc_feature 
<222> (1) . . . (175) 

<223> Xaa = any amino acid or nothing 





<400> 1802 










Met 


Thr 


Cys 


Leu 


His 


Ser Ala Lys Ala Phe 


His 


Tyr Xaa Ser Ser Cys 


1 








5 


10 




15 


Ser 


Phe 


Ser 


Cys 


Glu 


Glu Gly Phe Ala Leu 


He 


Gly Pro Glu Val Val 








20 




25 




30 


Gin 


Cys 


Thr 


Ala 


Leu 


Gly Val Trp Thr Ala 


Pro 


Ala Pro Val Cys He 






35 






40 




45 


Ala 


Val 


Gin 


Cys 


Gin 


His Leu Glu Ala Leu 


Asn 


Glu Gly Thr Met Gly 




50 








55 




60 


Xaa 


Asp 


Tyr 


Pro 


Phe 


Thr Ala Phe Ala Tyr 


Gly 


Ser Ser Cys Lys Tyr 


65 










70 


75 


80 


Glu 


Cys 


His 


Thr 


Val 


Tyr Arg val Arg Gly 


Leu 


Asp Met Leu His Ser 










85 


90 




95 


Arg 


Gly 


Cys 


Tyr 


Leu 


Trp Asn Gly His Phe 


Thr 


Thr Xaa Glu Ala He 








100 




105 




110 


Ser 


Cys 


Glu 


Pro 


Leu 


Glu Arg Pro Cys His 


Xaa 


Ser Val Xaa Cys Ser 






115 






120 




125 


Phe 


Ser 


Cys 


Glu 


Glu 


Gly Phe Ala Leu He 


Gly 


Pro Glu Val Val Gin 




130 








135 




140 


Cys 


Thr 


Ala 


Leu 


Gly 


Val Trp Thr Ala Pro 


Ala 


Pro Val Cys He Ala 


145 










150 


155 


160 


Val 


Gin 


Cys 


Gin 


His 


Leu Glu Ala Leu Asn 


Glu 


Gly Thr Met Gly 










165 


170 




175 



<210> 1803 
<211> 175 
<212> PRT 

<213> Homo sapiens 



<400> 1803 

He Gin Ala Lys Gly Leu Gly He Trp His Val Pro Asn Lys Ser Pro 
1 5 10 15 
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Met 


Gin 


His 


Trp 


Arg 


Lys Gly 


Ser Leu Leu Arg Tyr Arg Thr Asp Thr 








20 






25 30 


Gly 


Phe 


Leu 


Gin 


Thr 


Leu Gly 


His Asn Leu Leu Gly lie Tyr Gin Lys 




35 








40 45 


Tyr 


Pro 


Val 


Lys 


Tyr 


Gly Glu 


Gly Lys Cys Trp Thr Asp Asn Gly Pro 




50 








55 


60 


Val 


lie 


Pro 


Val 


Val 


Tyr Asp 


Phe Gly Asp Ala Gin Lys Thr Ala Ser 


65 










70 


75 80 


Tyr 


Tyr 


Ser 


Pro 


Tyr 


Gly Gin 


Arg Glu Phe Thr Ala Gly Phe Val Gin 








85 




90 95 


Phe 


Arg 


Val 


Phe 


Asn 


Asn Glu 


Arg Ala Ala Asn Ala Leu Cys Ala Gly 








100 






105 110 


Met 


Arg 


Val 


Thr 


Gly 


Cys Asn 


Thr Glu His His Cys lie Gly Gly Gly 






115 








120 125 


Gly 


Tyr 


Phe 


Pro 


Glu 


Ala Ser 


Pro Gin Gin Cys Gly Asp Phe Ser Gly 




130 








135 


140 


Phe 


Asp 


Trp 


Ser 


Gly 


Tyr Gly 


Thr His Val Gly Tyr Ser Ser Ser Arg 


145 










150 


155 160 


Glu 


lie 


Thr 


Glu 


Ala 


Ala Val 


Leu Leu Phe Tyr Arg 










165 




170 172 



<210> 1804 

<211> 120 

<212> PRT 

<213> Homo sapiens 





<400> 1804 








Thr 


Gin 


Val 


His 


Pro 


Ala Met 


Leu Gly Leu Asp Glu Leu Gly Arg Ser 


1 








5 




10 15 


Gly 


Cys 


Gly 


His 
20 


Cys 


Thr Gin 


Ala Asp Leu Arg Phe Gly Asp Ala Ala 
25 30 


Gly 


Arg 


Asp 
35 


Pro 


Gly 


Gin Asp 


Asn Asp Arg Asn Thr Ala Glu Pro Ala 
40 " 45 


Phe 


Pro 
50 


Pro 


Pro 


Pro 


Arg val 
55 


Met Ala Ala Ala Ala Ala Leu Arg Ala 
60 


Pro 


Ala 


Gin 


Ser 


Ser 


Val Thr 


Phe Glu Asp Val Ala Val Asn Phe Ser 


65 










70 


75 80 


Leu 


Glu 


Glu 


Trp 


Ser 


Leu Leu 


Asn Glu Ala Gin Gly Cys Leu Tyr His 








85 




90 95 


Asp 


Val 


Met 


Leu 


Glu 


Thr Leu 


Thr Leu He Ser Ser Leu Gly Lys Val 






100 






105 110 


Leu 


lie 


Leu 
115 


Asn 


Cys 


Asp Leu 


Ser 
120 



<210> 1805 

<211> 137 

<212> PRT 

<213> Homo sapiens 



<400> '1805 

Ala Ala Ala Gly Arg Gly Ala Ser Gly Ala Leu Thr Gly Glu Gly Gly 

1 5 10 15 

Gly Glu Gin Gly Arg Arg Val Gly Leu Gly Ser Arg Ala His Ser Leu 

20 25 30 

Leu Leu Gly Pro Thr Phe Asn Ser Cys Gin Val Ser Ser Gin Pro Pro 

35 40 45 

Arg Val Ala Gly Leu Gly Leu Pro Leu Lys His Glu Pro Ser Arg Pro 
50 55 60 
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Gin 


Pro 


Pro 


Ser 


Pro 


Arg 


Gly Pro 


Arg Thr Val Arg Ala Gly Val pro 


65 










70 




75 80 


Gly 


Ala 


His 


Pro 


Gin 


Asp 


Thr Pro 


Cys Pro Glu Phe Val Arg Pro Arg 










85 






90 95 


Lys 


Val 


Pro 


Leu 


Val 


Gly 


Glu Ala 


Pro Gly Leu Pro Pro Glu Glu Arg 








100 








105 110 


Ser 


Arg Gly 


Trp 


Arg 


Arg 


Asp Thr 


Pro Gly Leu Gin Glu Ser Arg Val 






115 








120 


125 


Arg 


Ala 


Pro 


Ser 


Tyr 


Asp 


Asp lie 


Thr 




130 










135 


137 



<210> 1806 

<211> 132 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (130) 

<223> Xaa = any amino acid or nothing 



<400> 1806 



Gin 


lie 


Val 


Ser 


Phe 


Asn 


Ser 


Tyr 


Leu 


Thr 


Leu Tyr Thr Lys Asn Asn 


1 








5 










10 


15 


Leu 


Lys 


Ser 


Met 


Lys 


Asp 


Leu 


Asn 


Val 


Asn 


Thr Glu Met He Lys Leu 








20 










25 




30 


Leu 


Glu 


Leu 


Lys 


Asn 


He 


His 


Asn 


Leu 


Gly 


Xaa Ala Lys Phe Phe Leu 






35 










40 






45 


Asn 


Xaa 


lie 


Gin 


Lys 


Ala 


Leu 


He 


Lys 


Arg 


Lys He Leu He His Trp 




50 










55 








60 


Pro 


Leu 


He 


Lys 


lie 


Lys 


Ser 


Phe 


Cys 


Ser 


Leu Ser Asp Thr He Lys 


.65 










70 










75 80 


Lys 


Met 


Lys 


Arg 


Gin 


Thr 


He 


Val 


Trp 


Glu 


Gin Thr Phe He He His 










85 










90 


95 


Tie 


Ser 


Val 


Lys 


Glu 


Leu 


Val 


Ser 


Arg 


He 


Tyr Glu Ala Phe Leu Gin 








100 










105 




110 


Phe 


Asn 


Lys 


Thr 


Val 


Asn 


Arg 


Pro 


Val 


Phe 


Asp He Lys Lys Glu Gin 






115 










120 






125 


Lys 


Phe 






















130 






















<210> 1807 


















<211> 651 


















<212> PRT 


















<213> Homo 


sapiens 














<400> 1807 
















Ser 


Glu 


Ala 


Lys 


Leu 


Gly 


Gly 


Pro 


Thr 


Gly 


Met Asp Leu Trp Gin Leu 


1 








5 










10 


15 


Leu 


Leu 


Thr 


Leu 


Ala 


Leu 


Ala 


Gly 


Ser 


Ser 


Asp Ala Phe Ser Gly Ser 








20 










25 




30 


Glu 


Ala 


Thr 


Ala 


Ala 


He 


Leu 


Ser 


Arg 


Ala 


Pro Trp Ser Leu Gin Ser 






35 










40 






45 


Val 


Asn 


Pro 


Gly 


Leu 


Lys 


Thr 


Asn 


Ser 


Ser 


Lys Glu Pro Lys Phe Thr 




50 










55 








60 


Lys 


Cys 


Arg 


Ser 


Pro 


Glu 


Arg 


Glu 


Thr 


Phe 


Ser Cys His Trp Thr Asp 


65 










70 










75 80 


Glu 


Val 


His 


His 


Gly 


Thr 


Lys 


Asn 


Leu 


Gly 


Pro He Gin Leu Phe Tyr 



85 90 95 
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Thr Arg Arg Asn Thr Gin Glu Trp Thr Gin Glu Trp Lys Glu Cys Pro 

100 105 110 

Asp Tyr Val Ser Ala Gly Glu Asn Ser Cys Tyr Phe Asn Ser Ser Phe 

115 120 125 

Thr Ser He Trp He Pro Tyr Cys He Lys Leu Thr Ser Asn Gly Gly 

130 135 140 

Thr Val Asp Glu Lys Cys Phe Ser Val Asp Glu He Val Gin Pro Asp 
145 150 155 160 

Pro Pro He Ala Leu Asn Trp Thr Leu Leu Asn Val Ser Leu Thr Gly 

165 170 175 

He His Ala Asp He Gin Val Arg Trp Glu Ala Pro Arg Asn Ala Asp 

180 185 190 

He Gin Lys Gly Trp Met Val Leu Glu Tyr Glu Leu Gin Tyr Lys Glu 

195 " 200 205 

Val Asn Glu Thr Lys Trp Lys Met Met Asp Pro He Leu Thr Thr Ser 

210 215 220 

Val Pro Val Tyr Ser Leu. Lys Val Asp Lys Glu Tyr Glu Val Arg Val 
225 230 235 240 

Arg Ser Lys Gin Arg Asn Ser Gly Asn Tyr Gly Glu . Phe Ser Glu Val. 

245 250 255 

Leu Tyr Val Thr Leu Pro Gin Met Ser Gin Phe Thr Cys Glu Glu Asp 

260 265 270 

Phe Tyr Phe Pro Trp Leu Leu He He He Phe Gly He Phe Gly Leu 

275 280 285 

Thr Val Met Leu Phe Val Phe Leu Phe Ser Lys Gin Gin Arg He Lys 

290 295 300 

Met Leu He Leu Pro Pro Val Pro Val Pro Lys He Lys Gly He Asp 
305 310 315 320 

Pro Asp Leu Leu Lys Glu Gly Lys Leu Glu Glu Val Asn Thr He Leu 

325 330 335 

Ala He His Asp Ser Tyr Lys Pro Glu Phe His Ser Asp Asp Ser Trp 

340 345 350 

Val Glu Phe He Glu Leu Asp He Asp Glu Pro Asp Glu Lys Thr Glu 

355 360 365 

Glu Ser Asp Thr Asp Arg Leu Leu Ser Ser Asp His Glu Lys Leu His 

370 375 380 

He Asn Leu Gly Val Lys Asp Gly Asp Ser Gly Arg Thr Ser Cys Cys 
385 390 395 400 

Glu Pro Asp He Leu Glu Thr Asp Phe Asn Ala His Asp He His Glu 

405 410 415 

Gly Thr Ser Glu Val Ala Gin Pro Gin Arg Leu Lys Gly Glu Ala Asp 

420 425 430 

Leu Leu Cys Leu Asp Gin Lys Asn Gin Asn Asn Ser Pro Tyr His Asp 

435 440 445 

Ala Cys Pro Ala Thr Gin Gin Pro Ser Val He Gin Ala Glu Lys Asn 

450 455 460 

Lys Pro Gin Pro Leu Pro Thr Glu Gly Ala Glu Ser Thr His Gin Ala 
465 470 475 480 

Ala His He Gin Leu Ser Asn Pro Ser Ser Leu Ser Asn He Asp Phe 

485 490 495 

Tyr Ala Gin Val Ser Asp He Thr Pro Ala Gly Ser Val Val Leu Ser 

500 505 510 

Pro Gly Gin Lys Asn Lys Ala Gly Met Ser Gin Cys Asp Met His Pro 

515 520 525 

Glu Met Val Ser Leu Cys JGln Glu Asn Phe Leu Met Asp Asn Ala Tyr 

530 535 540 

Phe Cys Glu Ala Asp Ala Lys Lys Cys He Pro Val Ala Pro His He 
545 "* 550 555 560 

Lys Val Glu Ser His He Gin Pro Ser Leu Asn Gin Glu Asp He Tyr 

565 570 575 

He Thr Thr Glu Ser Leu Thr Thr Ala Ala Gly Ser Pro Gly Thr Gly 

580 5B5 590 

Glu His Val Pro Gly Ser Glu Met Pro val Pro Asp Tyr Thr Ser He 
595 600 605 
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His He Val Gin Ser Pro Gin Gly Leu He Leu Asn Ala Thr Ala Leu 

610 615 620 

Pro Leu Pro Asp Lys Glu Phe Leu Ser Ser Cys Gly Tyr Val Ser Thr 
625 630 635 640 

Asp Gin Leu Asn Lys He Met Pro 
645 648 



<210> 180B 
<211> 103 
<212> PRT 

<213> Homo sapiens 



<400> 1808 



Thr 


Arg 


Ala 


Pro 


Ala 


Ser 


Gly 


Arg 


1 








5 








Ala 


Asn 


Ala 


Pro 
20 


Asp 


Ser 


Gly 


Gly 


Ala 


Gly 


Ser 
35 


Leu 


Ala 


His 


Ala 


Ser 
40 


Val 


Arg 
50 


Gly 


Arg 


Gly 


Ser 


His 
55 


Gly 


Gly 


Cys 


Ala 


Asn 


Pro 


Val 


Pro 


Ala 


65 










70 






Arg 


Gly 


Thr 


Gly 


Arg 
85 


Val 


Ser 


Ala 


Pro 


Leu 


Ser 


Ser 
100 


Pro 


Lys 


Gly 
103 





Ser 


Gly 


Ala 


Gly 


Leu Ala Leu 


Ser 




10 




• 


15 




His 


Pro 


Gly 


Ala 


Thr Glu Gly 


Pro 


25 








30 




Gly 


Ser 


Ala 


Arg 


Gly Thr Trp 


Arg 










45 




Trp 


Glu 


Arg 


Thr 


Val Gly Ala 


Gly 








60 






Leu 


His 


Ser 


Cys 


Ala Ser Ala 


Pro 






75 






80 


Leu 


Gly 


Pro 


Lys 


Thr Gly Ser 


Ser 




90 






95 





<210> 1809 
c211> 258 
<212> PRT 

<213> Homo sapiens 



<400> 1809 



Leu 


Gly 


Lys 


Tyr 


Asn 


Thr 


Ser 


Met 


Ala 


Leu 


Phe 


Asp 


Phe Val Leu 


His 


1 








5 










10 






15 




Asn 


Ser 


Thr 


Gly 
20 


Glu 


He 


Arg 


Tyr 


He 
25 


Thr 


Glu 


Asp 


Asp Val He 
30 


Gin 


Ser 


Gin 


Asn 
35 


Ala 


Leu 


Gly 


Lys 


Tyr 
40 


Asn 


Thr 


Ser 


Met 


Ala Leu Phe 
45 


Glu 


Ser 


Asn 
50 


Ser 


Phe 


Glu 


Lys 


Thr 
55 


He 


Leu 


Glu 


Ser 


Pro 
60 


Tyr Tyr Val 


Asp 


Leu 


Asn 


Gin 


Thr 


Leu 


Phe 


Val 


Gin 


Val 


Ser 


Leu 


His 


Thr Ser Asp 


Pro 


65 










70 










75 






80 


Asn 


Leu 


Val 


Val 


Phe 
85 


Leu 


Asp 


Thr 


Cys 


Arg 
90 


Ala 


Ser 


Pro Thr Ser 
95 


Asp 


Phe 


Ala 


Ser 


Pro 
100 


Thr 


Tyr 


Asp 


Leu 


He 
105 


Lys 


Ser 


Gly 


Cys Ser Arg 
110 


Asp 


Glu 


Thr 


Cys 
115 


Lys 


Val 


Tyr 


Pro 


Leu 
120 


Phe 


Gly 


His 


Tyr 


Gly Arg Phe 
125 


Gin 


Phe 


Asn 
130 


Ala 


Phe 


Lys 


Phe 


Leu 
135 


Arg 


Ser 


Met 


Ser 


Ser 
140 


Val Tyr Leu 


Gin 


Cys 


Lys 


Val 


Leu 


He 


Cys 


Asp 


Ser 


Ser 


Asp 


His 


Gin 


Ser Arg Cys 


Asn 


145 










150 










155 






160 


Gin 


Gly 


Cys 


Val 


Ser 
165 


Arg 


Ser 


Lys 


Arg 


Asp 
170 


He 


Ser 


Ser Tyr Lys 
175 


Trp 


Lys 


Thr 


Asp 


Ser 
1B0 


He 


He 


Gly 


Pro 


He 
185 


Arg 


Leu 


Lys 


Arg Asp Arg 
190 


Ser 
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Ala Asn Gly Asn Ser Gly Phe Gin His Glu Thr His Ala Glu Glu Thr 

195 200 205 

Pro Asn Gin Pro Phe Asn Ser Val His Leu Phe Ser Phe Met Val Leu 

210 215 220 

Ala Leu Asn Val Val Thr Val Ala Thr lie Thr Val Arg His Phe Val 
225 230 235 240 

Asn Gin Arg Ala Asp Tyr Gin Tyr Gin Lys Leu Gin Asn Tyr 
245 250 254 



<210> 1810 
<211> 100 
<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1) . . . (97) 

<223> Xaa = any amino acid or nothing 



<400> 1810 

Leu Gly He Leu Met Ser Pro Gin Val Glu Ala Gly Glu He Xaa Ala 

15 10 15 

Leu Leu Thr Pro Pro Pro Gly Cys Met Gin Phe Ser Pro Leu Thr Leu 

20 25 30 

Pro Lys Xaa Trp Val Ser Pro Gly Leu Thr Pro Pro Pro Pro Glu Val 

35 40 45 

Pro Ser Val Phe Leu Val Glu Pro Gly Leu Pro His Ala Gly Gin Ala 

50 55 60 

Gly Leu Asp Leu Leu Thr Ser Gly Asp Pro Pro Ala Ser Oftr Ser Gin 
65 70 75 80 

Ser Ala Arg Thr Thr Asp Val Ser His Arg Ala Gin Pro Leu Ala He 
85 90 95 

Ser 
97 



<210> 1811 
<211> 125 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (124) 

<223> Xaa - any amino acid or nothing 



<400> 1811 



He Gly 


Val 


Leu Ala 


Phe 


Glu 


Thr 


1 




5 








Tyr Cys 


lie 


Gly He 


lie 


Met 


Pro 






20 








Ser Thr 


Ser 


Ala Phe 


Arg 


lie 


Ala 




35 








40 


Pro Gin 


Leu 


Thr Phe 


Phe 


Phe 


Phe 


50 








55 




Val Val 


Gin 


Thr Gly 


Leu 


Xaa 


Leu 


€5 






70 






Leu Ala 


Ser 


Gin He 


Ala 


Gly 


He 






85 








Pro Gly 


Leu 


Val Leu 


Tyr 


Ser 


Leu 






100 









Gly 


Ser 


Cys Ser Val Thr Arg Leu 




10 


15 


His 


Cys 


Ser Leu Asp Leu Ala Gly 


25 




30 


Gly 


Thr 


Thr Ser Val His His His 






45 


Trp 


He 


Glu Thr Gly Ser His Cys 






60 


Leu 


Ala 


Leu Ser Asn Pro Pro Ala 






75 80 


Ser 


Gly 


Met Ser His Arg Ala Trp 




90 


95 


Glu 


Phe 


Ser Leu Leu Cys Ala Ser 


105 




110 
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Gin Ser Leu lie Met Leu Phe Thr Cys Tyr Asn Glu 
115 120 124 



<210> 1812 

<211> 98 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (95) 

<223> Xaa « any amino acid or nothing 





<400> 1812 
















Val 


Lys 


Pro 


Val 


Asn 


Gly 


Glu Ser 


Lys 


Arg 


Asp Xaa Gly Ala 


Asp Thr 


1 








5 








10 




15 


Gin 


Thr 


Cys 


Glu 


Gly 


Glu 


Ala Asp 


Glu 


Gin 


Leu Gin Thr Asn 


Cys Tyr 








20 








25 




30 




Tyr 


Asp 


Ser 


Thr 


Lys 


Ser 


Phe Phe 


Tyr 


lie 


Ser Cys Gly Xaa 


Lys Arg 






35 








40 






45 




Lys 


Pro 


Thr 


Trp 


Ala 


Glu 


Asn Arg 


Arg 


Leu 


Asn Ala Lys Met 


Phe Gly 




50 










55 






60 




lie 


Pro 


Leu 


His 


Ser 


Asn 


Ser Asp 


Pro 


Trp 


Gly Tyr Glu Glu 


Arg Glu 


65 










70 








75 


80 


Val 


lie 


Gly 


Phe 


His 


Arg 


Ser Arg 


Val 


Ser 


Arg Gly His Gly 


Ser 










85 








90 




95 



*<210> 1813 
<211> 169 
<212> PRT 
<213> Homo sapiens 

<2 2i> mise_feature 
<222> (1) . . . (169) 

<223> Xaa = any amino acid or nothing 





<400> 1813 


















Gin 


Arg 


Asn 


Pro 


Phe 


Ser 


Ala 


Gly 


His 


Pro 


Gin Arg Pro Pro 


Thr Ser 


1 








5 










10 




15 


Gly 


Ser 


Gin 


Ser 
20 


Glu 


Leu 


Leu 


Ala 


Gin 
25 


Pro 


Arg Leu Arg Pro 
30 


Gly Arg 


Lys 


Ser 


Ser 
35 


Phe 


Ser 


Arg 


Asp 


Gin 

40 


Asp 


Val 


Trp Xaa Ser Gin 
45 


Ala Val 


Pro 


Lys 
50 


Arg 


Gin 


Xaa 


Gin 


Arg 

55 


Asn 


Pro 


Phe 


Ser Ala Gly His 
60 


Pro Gin 


Arg 


Pro 


Pro 


Thr 


Ser 


Gly 


Ser 


Gin 


Ser 


Glu 


Leu Leu Ala Gin 


Pro Arg 


65 










70 










75 


80 


Leu 


Arg 


Pro 


Gly 


Arg 
85 


Lys 


Ser 


Ser 


Phe 


Ser 
90 


Arg Asp Gin Asp 


Val Trp 
95 


Pro 


Gly 


Gin 


Lys 
100 


Pro 


Arg 


•Pro 


Ser 


Gin 
105 


Gin 


Gin His Gin Met 
110 


Cys Ala 


Ser 


Pro 


Thr 
115 


Leu 


Gly 


Gin 


Arg 


Ser 
120 


Pro 


Phe 


Ala Leu Glu Pro 
125 


Val Pro 


Ala 


Tyr 
130 


His 


Gly 


Gly 


Arg 


Asp 
135 


Pro 


Phe 


Ala 


Ser Ala Arg Pro 
140 


Ser Pro 


Val 


Gly 


lie 


Pro 


Lys 


Pro 


Arg 


Ala 


Ala 


Pro 


Ala Gly Gly Gly 


Trp Arg 


145 










150 










155 


160 


Arg 


lie 


Arg 


Pro 


Lys 
165 


Ser 


Ser 


Thr 


Lys 
169 
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<210> 1814 

<211> 651 

<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1) . . . (641) 

<223> Xaa = any amino acid or nothing 



<400> 1814 

Pro Val lie Gin Arg Cys Ser Gin Pro Tyr Gly Phe Ser Leu Leu He 

1 5 10 15 

Ser Phe Phe Leu Lys Cys Val Ser Glu Thr Ser Gin Gin Pro Pro Ser 

20 ' 25 30 

Arg Lys Val Phe Gin Leu Leu Pro Ser Phe Pro Thr Leu Thr Arg Ser 

35 40 45 

Lys Ser His Glu Ser Gin Leu Gly Asn Arg He Asp Asp Val Ser Ser 

50 55 60 

Met Arg Phe Asp Leu Ser His Gly Ser Pro Gin Met Val Arg Arg Asp 
65 70 75 80 

lie Gly Leu Ser Val Thr His Arg Phe Ser Thr Lys Ser Trp Leu Ser 

85 90 95 

♦Gin Val Cys His Val Cys Gin Lys Ser Met He Phe Gly Val Lys Cys 

100 105 HO 

Lys His Cys Arg Leu Lys Cys His Asn Lys Cys Thr Lys Glu Ala Pro 

115 * 120 125 

Ala Cys Arg He Ser Phe Leu Pro Leu Thr Arg Leu Arg Arg Thr Glu 

130 135 140 

Ser Val Pro Ser Asp lie Asn Asn Pro Val Asp Arg Ala Ala Glu Pro 
145 150 155 160 

His Phe Gly Thr Leu Pro Lys Ala Leu Thr Lys Lys Glu His Pro Pro 

165 170 175 

Ala Met Asn His Leu Asp Ser Ser Ser Asn Pro Ser Ser Thr Thr Phe 

180 185 190 

Ser Thr Pro Ser Ser Pro Ala Pro Phe Pro Thr Ser Ser Asn Pro Ser 

195 200 205 

Ser Ala Thr Thr Pro Pro Asn Pro Ser Pro Gly Gin Arg Asp Ser Arg 

210 215 220 

Phe Asn Phe Pro Ser Cys Ala Tyr Phe He His His Arg Gin Gin Phe 
225 230 235 240 

He Phe Pro Asp He Ser Ala Phe Ala His Ala Ala Pro Leu Pro Glu 

245 250 255 

Ala Ala Asp Gly Thr Arg Leu Asp Asp Gin Pro Lys Ala Asp Val Leu 

260 265 270 

Glu Ala His Glu Ala Glu Ala Glu Glu Pro Glu Ala Gly Lys Ser Glu 

275 280 285 

Ala Glu Asp Asp Glu Asp Glu Val Asp Asp Leu Pro Ser Ser Arg Arg 

290 295 300 

Pro Trp Arg Gly Pro He ser Arg Lys Ala Ser Gin Thr Ser val Tyr 
305 310 315 320 

Leu Gin Glu Trp Asp He Pro Phe Glu Gin Val Glu Leu Gly Glu Pro 

325 330 335 

He Gly Gin Gly Arg Trp Gly Arg Val His Arg Gly Arg Trp His Gly 

340 345 350 

Glu Val Ala He Arg Leu Leu Glu Met Asp Gly His Asn Gin Asp His 

355 360 365 

Leu Lys Leu Phe Lys Lys Glu Val Met Asn Tyr Arg Gin Thr Arg His 

370 375 380 

Glu Asn Val Val Leu Phe Met Gly Ala Cys Met Asn Pro Pro His Leu 
385 330 395 400 
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Ala 


lie 


He 


Thr 


Ser 


Phe 


Cys 


Lys 


Gly 


Arg 


Thr 


Leu 


His Ser 


Phe 


val 










405 










410 








415 




Arg 


Asp 


Pro 


Lys 


Thr 


Ser 


Leu 


Asp 


He 


Asn 


Lys 


Thr 


Arg Gin 


He 


Ala 








420 










425 








430 






Gin 


Glu 


He 


He 


Lys 


Gly 


Met 


Gly 


Tyr 


Leu 


His 


Ala 


Lys Gly 


He 


Val 






435 










440 










445 






His 


Lys 


Asp 


Leu 


Lys 


Ser 


Arg 


Asn 


Val 


Phe 


Tyr 


Asp 


Asn Gly 


Lys 


Val 




450 










455 










460 








Val 


He 


Thr 


Asp 


Phe 


Gly 


Leu 


Phe 


Gly 


He 


Ser 


Gly 


Val Val 


Pro 


Glu 


465 










470 










475 








480 


Gly 


Arg 


Arg 


Glu 


Asn 


Gin 


Leu 


Lys 


Leu 


Ser 


His 


Asp 


Trp Leu 


Cys 


Tyr 










485 










490 








495 




Leu 


Ala 


Pro 


Glu 


He 


Val 


Arg 


Glu 


Met 


Thr 


Pro 


Gly 


Lys Asp 


Glu 


Asp 








500 










505 








510 






Gin 


Leu 


Pro 


Phe 


Ser 


Lys 


Ala 


Ala 


Asp 


Val 


Tyr 


Ala 


Phe Gly 


Thr 


Val 






515 










520 










525 






Trp 


Tyr 


Glu 


Leu 


Gin 


Ala 


Arg 


Asp 


Trp 


Pro 


Leu 


Lys 


Asn Gin 


Ala 


Ala 




53 0 










535 










540 


• 






Glu 


Ala 


Ser 


He 


Trp 


Gin 


He 


Gly 


Ser 


Gly 


Glu 


Gly 


Met Lys 


Arg 


Val 


545 










550 










555 








560 


Leu 


Thr 


Ser 


Val 


Ser 


Leu 


Gly 


Lys 


Glu 


Val 


Ser 


Glu 


Asn Leu 


Ser 


Ala 










565 










570 








575 




cys 


Trp 


Ala 


Phe 


Asp 


Leu 


Gin 


Glu 


Arg 


Pro 


Ser 


Phe 


Ser Leu 


Leu 


Met 








580 










585 








590 






Asp 


Met 


Leu 


Glu 


Lys 


Leu 


Pro 


Lys 


Leu 


Asn 


Arg 


Arg 


Leu Ser 


His 


Pro 






595 










600 










605 






Gly 


His 


Phe 


Xaa 


Lys 


Ser 


Ala 


Asp 


He 


Asn 


Ser 


Ser 


Lys Val 


Val 


Pro 




610 










615 










620 








Arg 


Phe 


Glu 


Arg 


Phe 


Gly 


Leu 


Gly 


Val 


Leu 


Glu 


Ser 


Ser Asn 


Pro 


Lys 


625 










630 










635 








640 



Met 
641 



<210> 1815 

<211> 266 

<212> PRT 

<213> Homo sapiens 

<22i> misc_ feature 
<222> (1) . . . (265) 

<223> Xaa « any amino acid or nothing 



<400> 1815 



He 


Pro 


Ser 


Pro 


Ala 


Trp 


Trp 


Asn 


Ser 


Thr 


Trp 


Ala 


Asp Thr 


Phe 


Ser 


1 








5 










10 








15 




Leu 


Leu 


Leu 


Ala 
20 


Leu 


Ala 


Val 


Ala 


Leu 
25 


Tyr 


Leu 


Gly 


Tyr Tyr 
30 


Trp 


Ala 


Cys 


Val 


Leu 
35 


Gin 


Thr 


His 


Arg 


Ala 
40 


Phe 


Cys 


Ala 


Ser 


Asn Thr 
45 


Glu 


Asp 


Leu 


Glu 
50 


Thr 


Val 


Val 


Asn 


His 
55 


He 


Lys 


His 


Arg 


Tyr 
60 


Pro Gin 


Ala 


Pro 


Leu 


Leu 


Ala 


Val 


Gly 


He 


Ser 


Phe 


Gly 


Gly 


He 


Leu 


Val Leu 


Asn 


His 


65 










70 










75 








80 


Leu 


Ala 


Gin 


Ala 


Arg 
85 


Gin 


Ala 


Ala 


Gly 


Leu 
90 


Val 


Ala 


Ala Leu 


Thr 
95 


Leu 


Ser 


Ala 


Cys 


Trp 
100 


Asp 


Ser 


Phe 


Glu 


Thr 
105 


Thr 


Arg 


Ser 


Leu Glu 
110 


Thr 


Pro 


Leu 


Asn 


Ser 
115 


Leu 


Leu 


Phe 


Asn 


Gin 
120 


Pro 


Leu 


Thr 


Ala 


Gly Leu 
125 


Cys 


Gin 


Leu 


Val 
130 


Glu 


Arg 


Leu 


Ser 


Tyr 
135 


Glu 


Xaa 


Asp 


Leu 


Gin 
140 


Ala Arg 


Thr 


He 
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Arg Gin 


Phe 


Asp 


Glu 


Arg 


Tyr 


Thr 


Ser 


Val 


Ala Pne Gly ryr oin 


Asp 


145 








150 










ICC 


160 


Cys Val 


Thr 


Tyr 


Tyr 


Lys 


Ala 


Ala 


Ser 


Pro 


t\ , i , mIsu t «ro Tl a Keys 

Arg Tnr uys lie Asp 






165 










170 


175 




lie Arg 


He 


Pro 


Val 


Leu 


Tyr 


Leu 


Ser 


Ala 


Ala ASp ASp tTO true 


Ser 




180 










185 




190 


Val 


Thr Val 


Cys 


Ala 


Leu 


Pro 


Lys 


GJLn 


Ala 


Ala 


rtl »i tli a Dor pro Tvr 
lain olB oci tiO •*■¥** 




135 










200 






205 


Gly 


Ala Leu 


Leu 


He 


Thr 


Ala 


Arg 


Gly 


Gly 


His 


He Gly Phe Leu Glu 


210 










215 








220 




Leu Leu 


Pro 


Trp 


Gin 


His 


Trp 


Tyr 


Met 


Ser 


Arg Leu Leu His Gin 


Tyr 


225 






230 










235 


240 


Ala Lys 


Ala 


He 


Phe 


Gin 


Asp 


Pro 


Glu 


Gly 


Leu Pro Asp Leu Arg 


Ala 






245 










250 


255 




Leu Leu 


Pro 


Ser 
260 


Glu 


Asp 


Arg 


Asn 


Ser 
265 









<210> 1816 

<211> 104 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (101) 

<223> Xaa « any amino acid or nothing 



<400> 1816 



Ser Ser 


Gin Tyr He Val Gin 


Ser 


1 


5 




Ala Arg 


Glu Lys Gin Arg His 


Thr 




20 




Ser Ala 


Asn He Ser Ser Gin 


Thr 




35 


40 


Ser Val 


Phe Lys Val Leu Lys 


Glu 


50 


55 




Phe Gly 


Gin Lys Xaa Gly Arg 


Arg 


65 


70 




Leu Arg 


Glu Phe Asp Thr Thr 


Arg 




85 




Gly Val 


Leu Gin Gly 





100 101 



Lys 


Thr Lys 


He 


Phe Leu Xaa Ala 




10 




15 


Cys 


Arg Arg 


Phe 


Ser He Arg Leu 


25 






30 


Gly 


Glu Ala Arg 


Gly Gin Trp Pro - 






45 


Lys 


Lys Leu 


Ser 


Thr Lys Lys Ser 






60 




Lys 


Thr Phe 


Pro 


Asp Lys Gin Lys 




75 




80 


Pro 


Thr He 


Gin 


Glu Met Leu Thr 




90 




95 



<210> 1817 

<211> 543 

<212> PRT 

<213> Homo sapiens 

<22l> mis cofeature 
<222> (1)...(542) 

<223> Xaa = any amino acid or nothing 



<400> 1817 

Glu Leu Pro Thr Pro Leu He Ala Ala His Gin Leu Tyr Asn Tyr Val 

15 10 15 

Ala Asp His Ala Ser Ser Tyr His Met Lys Pro Leu Arg Met Ala Arg 

20 25 30 

Pro Gly Gly Pro Glu His Asn Glu Tyr Ala Leu Val Ser Ala Trp His 
35 40 45 
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Ser 


Ser 
50 


Gly 


Ser 


Tyr 


Leu 


Asp 
55 


Ser 


Phe 


Asp 


Val 


Ser 


Leu 


Leu 


Val 


Cys 


65 










70 






Gin 


Gly 


Glu 


Ala 


Glu 
85 


Arg 


His 


Val 


Leu 


Thr 


Ser 


Gin 
100 


Arg 


Glu 


Leu 


Phe 


Arg 


Phe 


Arg 
115 


Lys 


Pro 


Pro 


Arg 


Leu 
120 


Ser 


Ser 
130 


Ala 


Gly 


Ser 


Pro 


Gly 
135 


Glu 


Gly 


Pro 


Ala 


Pro 


Leu 


Phe 


Pro 


Pro 


145 










150 






Arg 


Ala 


Arg 


Leu 


Ala 
165 


Gin 


Leu 


Val 


Arg 


Asp 


Thr 


Leu 
180 


Trp 


Lys 


Arg 


Leu 


Asp 


Arg 


Leu 
195 


Arg 


Leu 


Gly 


Gly 


Arg 
2 00 


Leu 


Leu 
210 


Glu 


Ala 


Val 


His 


Ala 
215 


Lys 


Leu 


Asp 


Cys 


Phe 


Leu 


Ser 


Met 


Thr 


225 










230 






Lys 


Val 


Leu 


Leu 


Ser 
245 


Arg 


Phe 


Pro 


Pro 


Asp 


Leu 


Gly 
260 


Thr 


Gin 


Tyr 


Leu 


Asp 


Cys 


Phe 
275 


Val 


Leu 


Val 


Phe 


Leu 
280 


Leu 


Thr 
290 


Val 


Val 


Phe 


Arg 


Glu 
295 


Pro 


Glu 


Ser 


Pro 


Pro 


Ala 


Gin 


Leu 


Val 


305 










310 






Val 


He 


Asn 


Thr 


Ala 
325 


Cys 


Phe 


Thr 


Ser 


Gly 


Leu 


Asp 
340 


His 


Xaa 


Met 


Ser 


Gin 


He 


Ala 
355 


Cys 


Gin 


Arg 


Gin 


Asp 
360 


Ala 


Ser 
370 


Gin 


Thr 


Leu 


Ser 


Asp 
375 


Thr 


Gly 


Ser 


Ala 


Ala 


Pro 


Ala 


Trp 


Gin 


385 










'390 






His 


Ser 


His 


Xaa 


Pro 
405 


He 


Gin 


Asp 


Gly 


Pro 


Leu 


Gly 
420 


Pro 


Phe 


Trp 


Gly 


Val 


Ser 


Gly 
435 


Val 


His 


Thr 


Gly 


Trp 
440 


Pro 


Glu 
450 


Ser 


Cys 


Pro 


Leu 


Pro 
455 


Leu 


Leu 


Ser 


Leu 


Arg 


Val 


Phe 


Thr 


Ser 


465 










470 






Ser 


His 


Arg 


Asp 


Asp 
485 


Thr 


Trp 


Val 


His 


Leu 


Arg 


Pro 
500 


Pro 


Ser 


Ser 


Pro 


His 


Pro 


Leu 
515 


Met 


Arg 


Trp 


Val 


Gin 
520 


Pro 


Gly 

530 


Thr 


Gly 


Phe 


Ser 


Met 
535 


Gly 



Glu 


Gly 


Leu 


Arg 


His 


Gin 


Asp 


Asp 








60 










His 


Cys 


Ala 


Ala 


Pro 


Phe 


Glu 


Glu 






75 










80 


Leu 


Arg 


Leu 


Gin 


Phe 


Phe 


Val 


Val 




90 










95 




Pro 


Arg 


Leu 


Thr 


Ala 


Asp 


Met 


Arg 


105 










110 






Pro 


Pro 


Glu 


Pro 


Glu 


Ala 


Pro 


Gly 










125 








Ala 


Ser 


Gly 


Leu 


lie 


Leu 


Ala 


Pro 








140 










Leu 


Ala 


Ala 


Glu 


Val 


Gly 


Met 


Ala 






155 










160 


Arg 


Leu 


Ala 


Gly 


Gly 


His 


Cys 


Arg 




170 










175 




Phe 


Leu 


Leu 


Glu 


Pro 


Pro 


Gly 


Pro 


185 










190 






Leu 


Ala 


Leu 


Ala 


Glu 


Leu 


Glu 


Glu 










205 








Ser 


He 


Gly 


Asp 


lie 


Asp 


Pro 


Gin 








220 










Val 


Ser 


Trp 


Tyr 


Gin 


Ser 


Leu 


He 






235 










240 


Gin 


Ser 


Cys 


Arg 


His 


Phe 


Gin 


Ser 




250 










255 




Val 


Val 


Leu 


Asn 


Gin 


Lys 


Phe 


Thr 


265 










270 






Asp 


Ser 


His 


Leu 


Gly 


Lys 


Thr 


Ser 










285 








Phe 


Pro 


Val 


Gin 


Pro 


Gin 


Asp 


Ser 








300 










Ser 


Thr 


Tyr 


His 


His 


Leu 


Glu 


Ser 






315 










320 


Leu 


Trp 


Thr 


Arg 


Leu 


Leu 


Xaa 


Gly 




330 










335 




Leu 


Phe 


Leu 


Glu 


Ser 


Trp 


Ala 


Tyr 


345 










350 






Xaa 


Pro 


Ala 


Leu 


Leu 


Gly 


Pro 


Arg 










365 








Lys 


Gly 


Phe 


Val 


Thr 


Met 


Ser 


Xaa 








380 










Gin 


Glu 


Pro 


Pro 


Ser 


Pro 


Asn 


Thr 






395 










400 


Ser 


Arg 


Glu 


Ser 


Gly 


Gin 


Pro 


Arg 




410 










415 




Thr 


Pro 


Phe 


Gly 


Pro* Pro 


Gly 


Arg 


425 










430 






Gin 


Thr 


Pro 


Pro 


Arg Ala 


Pro 


Leu 










445 








Thr 


Thr 


Val 


Ser 


His 


Leu 


Cys 


Pro 








460 










His 


Leu 


Asp 


He 


Thr 


Ala 


Gly 


His 






475 










480 


Pro 


He 


Pro 


Ala 


Leu 


Pro 


Leu 


Lys 




490 










495 




Phe 


Ala 


Leu 


Gly 


Pro 


Trp 


Val 


Ser 


505 










510 






Lys 


Leu 


Ser 


His 


Leu 


His 


Ser 


Asn 










525 








Gly 


Lys 


Gin 


Gin 


Arg Asn 












540 




542 
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<210> 1818 

<211> 155 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (152) 

<223> Xaa - any amino acid or nothing 



<400> 1818 










Gin Thr 


Cys 


Arg Lys 


Asp 


Lys Arg Ala He 


Tyr Pro His 


Phe Gin Asn 


1 


5 




10 




15 


Glu Xaa 


Met 


Asn Glu 


He 


Lys Ala He Xaa 


Ser Gly Thr 


Gly Gly He 






20 




25 




30 


Gin Cys 


Phe 


His Ser 


Gin 


Asn Asp Ser Ala 


Phe Phe Phe 


Phe Leu Phe 


35 






40 


45 




Leu Leu 


Glu 


Thr Glu 


Phe 


Cys Ser Ala Ala 


Thr Val Gin 


Trp His Asp 


50 








55 


60 




Phe Leu 


Ser 


Met Gin 


Pro 


Pro Pro Pro Gly 


Phe Lys Gin 


Phe Thr Cys 


65 






70 




75 


80 


Leu Ser 


Leu 


Leu Ser 


Ser 


Trp Asn Tyr Arg 


Arg Pro Pro 


Pro Phe Pro 






85 




90 




95 


Gly Asn 


Phe 


Xaa Phe 


Leu 


Val Lys Thr Gly 


Phe Pro His 


Val Gly Gin 




100 




105 




110 


Thr Gly 


Phe 


Glu Leu 


Leu 


Thr Ser Ser Asp 


Leu Ala Pro 


Leu Ala Ser 


115 






120 


125 




Gin Asn 


Gly 


Gly Xle 


Thr 


Gly Met Ser Pro 


Cys Ala Trp 


Pro Phe Phe 


13 0 








135 


140 




Phe Phe 


Phe 


Phe Phe 


Gly 


Leu Cys 






145 






150 


152 







<210> 1819 

<211> 1482 

<212> PRT 

<213> Homo sapiens 

<22l> misc_feature 
<222> (1) ... (1475) 

<223> Xaa = any amino acid or nothing 



<400> 1819 



Met Ala 


Tyr 


Ser Trp 


Gin 


Thr 


Asp Pro 


Asn 


Pro Asn Glu Ser His Glu 


1 




5 








10 


15 


Lys Gin 


Tyr 


Glu 


His 


Gin 


Glu 


Phe Leu 


Phe 


Val Asn Gin Pro His Ser 


20 








25 




30 


Ser Ser 


Gin 


Val 


Ser 


Leu 


Gly 


Phe Asp 


Gin 


He Val Asp Glu He Ser 




35 










40 




45 


Gly Lys 


He 


Pro 


His 


Tyr 


Glu 


Ser Glu 


He 


Asp Glu Asn Thr Phe Phe 


50 










55 






60 


Val Pro 


Thr 


Ala 


Pro 


Lys 


Trp 


Asp Ser 


Thr 


Gly His Ser Leu Asn Glu 


65 








70 








75 80 


Ala His 


Gin 


He 


Ser 


Leu 


Asn 


Glu Phe 


Thr 


Ser Lys Ser Arg Glu Leu 








85 








90 


95 


Ser Trp 


His 


Gin Val 


Ser 


Lys 


Ala Pro 


Ala 


He Gly Phe Ser Pro Ser 




100 








105 




110 


Val Leu 


Pro 


Lys 


Pro 


Gin 


Asn 


Thr Asn 


Lys 


Glu Cys Ser Trp Gly Ser 




115 








120 




125 


Pro He 


Gly 


Lys 


His 


His 


Gly 


Ala Asp 


Asp 


Ser Arg Phe Ser He Leu 


130 










135 






140 



959 
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Ala 


Pro 


Ser 


Phe 


Thr 


Ser 


Leu 


Asp 


145 










150 






Glu 


Asn 


Glu 


Asn 


His 


Asn 


Tyr 


His 










165 








Pro 


Thr 


Asn 


Ser 


Ser 


Phe 


Ser 


Ser 








180 










Lys 


Arg 


Ser 


Gly 


His 


Val 


Asn 


He 






195 










200 


Lys 


Gly 


Ser 


Leu 


Gin 


Pro 


Gly 


Met 




210 










215 




11© 


Glu 


Ser 


He 


Gly 


Cyo 


Ser 


He 


225 










230 






Ser 


Asn 


Thr 


Ser 


Leu 


Ala 


Ser 


Phe 










245 








Glu 


Arg 


Tyr 


His 


Ala 


Ala 


Asp 


Val 








260 










Ser 


Thr 


Thr 


Thr 


Ala 


Phe 


Pro 


Tyr 






275 










280 


Asn 


He 


His 


He 


Phe 


He 


Asp 


Asn 




290 










295 




Pro 


Cys 


Ala 


Asn 


Tyr 


Leu 


Val 


Lys 


305 










310 






Phe 


Cys 


Thr 


Asn 


Asp 


Gin 


Leu 


Leu 










325 








Trp 


Gly 


Ser 


Glu 


Glu 


Phe 


Leu 


Gin 








340 










Lys 


Met 


Phe 


Gin 


Lys 


Asp 


Lys 


Ser 






355 










360 


Ser 


Arg 


Glu 


Ala 


Pro 


Gly 


Lys 


Leu 




370 










375 




Ser 


Gin 


Phe 


Tyr 


Leu 


Asn 


Gin 


Leu 


385 










390 






Val 


Ser 


Arg 


Gin 


Cys 


Leu 


Leu 


Thr 










405 








Leu 


Lys 


Tyr 


Leu 


Leu 


Lys 


Thr 


Gin 








420 










Glu 


val 


Lys 


Lys 


He 


Cys 


Ser 


val 






435 










440 


lie 


Thr 


Asp 


Ala 


Val 


Asn 


Glu 


Leu 




450 










455 




Glu 


Asn 


Phe 


Tyr 


Gin 


Ser 


Ser 


Glu 


465 










470 






Lys 


Val 


Thr 


Thr 


Glu 


Leu 


Ser 


Thr 










485 








Tyr 


Cys 


Asn 


Ser 


Phe 


Tyr 


Ala 


Asp 




Thr 




500 










Cys 


Ser 


Tyr 


Leu 


Asn 


Pro 


Gly 






515 










520 


Val 


Tyr 


Ala 


Ala 


His 


Asn 


He 


Pro 




53 0 










535 




Phe 


Pro 


Leu 


Glu 


He 


Lys 


Ser 


Leu 


545 










550 






Lys 


Leu 


Phe 


Gly 


He 


Ala 


Cys 


Ala 










565 








Trp 


Thr 


Cys 


Leu 


Pro 


Leu 


Phe 


Pro 








580 










Met 


Leu 


Phe 


Ser 


Met 


Thr 


Leu 


Gin 






595 










600 


Thr 


Pro 


Gly 


Val 


Trp 


Asp 


val 


Ser 




610 










615 




lie 


Asp 


Phe 


Pro 


Ala 


Thr 


Gly 


Trp 


625 










630 






Glu 


Asn 


Arg 


Ser 


Asn 


Leu 


Glu 


Glu 



645 



Lys 


He 


Asn 
155 


Leu 


Glu 


Lys 


Glu 


Leu 
160 


He 


Gly 
170 


Phe 


Glu 


Ser 


Ser 


He 
175 


Pro 


Asp 


Phe 


Met 


Pro 


Lys 


Glu 


Glu 


Asn 


185 










190 






Val 


Glu 


Pro 


Ser 


Leu 
205 


Met 


Leu 


Leu 


Trp 


Glu 


Ser 


Thr 
220 


Trp 


Gin 


Lys 


Asn 


Gin 


Leu 


Val 
235 


Glu 


Val 


Pro 


Gin 


Ser 
240 


Cys 


Asn 
250 


Lys 


Val 


Lys 


Lys 


He 
255 


Arg 


Asn 


Phe 


Asn 


Ser 


Gly 


Lys 


He 


Trp 


265 










270 






Gin 


Leu 


Phe 


Ser 


Lys 
285 


Thr 


Lys 


Phe 


Ser 


Thr 


Gin 


Pro 
300 


Leu 


His 


Phe 


Met 


Asp 


Leu 


He 
315 


Ala 


Glu 


He 


Leu 


His 
320 


Pro 


Lys 
330 


Asp 


His 


He 


Leu 


Ser 
335 


Val 


Asn 


Asp 


His 


Cys 


Leu 


Gly 


Ser 


His 


345 










350 






Val 


He 


Gin 


Leu 


His 
365 


Leu 


Gin 


Lys 


Ser 


Arg 


Lys 


His 
380 


Glu 


Glu 


Asp 


His 


Leu 


Glu 


Phe 
395 


Met 


His 


He 


Trp 


Lys 
400 


Leu 


He 
410 


Arg 


Lys 


Tyr 


Asp 


Phe 
415 


His 


Glu 


Asn 


Val 


Tyr 


Asn 


He 


lie 


Glu 


425 










430 






Leu 


Gly 


Cys 


val 


Glu 
445 


Thr 


Lys 


Gin 


Ser 


Leu 


He 


Leu 
460 


Gin 


Arg 


Lys 


Gly 


Thr 


Ser 


Ala 
475 


Lys 


Gly 


Leu 


He 


Glu 
480 


Ser 


He 
490 


Tyr 


Gin 


Leu 


He 


Asn 
495 


Val 


Phe 


Gin 


Pro 


Val 


Asn 


Val 


Pro 


Arg 


505 










510 






Leu 


Pro 


Ser 


His 


Leu 
525 


Ser 


Phe 


Thr 


Glu 


Thr 


Trp 


Val 
540 


His 


Arg 


He 


Asn 


Pro 


Arg 


Glu 
555 


Ser 


Met 


Leu 


Thr 


Val 
560 


Thr 


Asn 
570 


Asn 


Ala 


Asn 


Leu 


Leu 
575 


Ala 


Lys 


Glu 


Lys 


Ser 


He 


Leu 


Gly 


Ser 


585 










590 






Ser 


Glu 


Pro 


Pro 


Val 
605 


Glu 


Met 


He 


Gin 


Pro 


Ser 


Pro 
620 


Val 


Thr 


Leu 


Gin 


Glu 


Tyr 


Met 
635 


Lys 


Pro 


Asp 


Ser 


Glu 
640 


Pro 


Leu 
650 


Lys 


Glu 


Cys 


He 


Lys 
655 


His 
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He Ala Arg Leu Ser Gin Lys Gin Thr Pro Leu Leu Leu Ser Glu Glu 

660 665 670 

Lys Lys Arg Tyr Leu Trp Phe Tyr Arg Phe Tyr Cys Asn Asn Glu Asn 

675 680 685 

Cys Ser Leu Pro Leu Val Leu Gly Ser Ala Pro Gly Trp Asp Glu Arg 

690 695 700 

thr Val Ser Glu Met His Thr He Leu Arg Arg Trp Thr Phe Ser Gin 
705 710 715 720 

Pro Leu Glu Ala Leu Gly Leu Leu Thr Ser Ser Phe Pro Asp Gin Glu 

725 730 735 

He Arg Lys Val Ala Val Gin Gin Leu Asp Asn Leu Leu Asn Asp Glu- 

740 745 750 

Leu Leu Glu Tyr Leu Pro Gin Leu Val Gin Ala Val Lys Phe Glu Trp 

755 760 765 

Asn Leu Glu Ser Pro Leu Val Gin Leu Leu Leu His Arg Ser Leu Gin 

770 775 7B0 

Ser He Gin Val Ala His Arg Leu Tyr Trp Leu Leu Lys Asn Ala Glu 
785 790 795 800 

Asn Glu Ala Tyr Phe Lys Ser Trp Tyr Gin Lys Leu Leu Ala Ala Leu 

B05 810 815 

Gin Phe Cys Ala Gly Lys Ala Leu Asn Asp Glu Phe Ser Lys Glu Gin 

820 825 830 

Lys Leu He Lys He Leu Gly Asp He Gly Glu Arg Val Lys Ser Ala 

835 840 845 

Ser Asp His Gin Arg Gin Glu Val Leu Lys Lys Glu He Gly Arg Leu 

850 855 860 

Glu Glu Phe Phe Gin Asp Val Asn Thr Cys His Leu Pro Leu Asn Pro 
865 870- 875 880 

Ala Leu Cys He Lys Gly He Asp His Asp Ala Cys Ser Tyr Phe Thr 

B85 890 895 

Ser Asn Ala Leu Pro Leu Lys He Thr Phe He Asn Ala Asn Leu Met 

900 90S 910 

Gly Lys Asn He Ser He He Phe Lys Ala Gly Asp Asp Leu Arg Gin 

915 920 925 

Asp Met Leu Val Leu Gin Leu lie Gin Val Met Asp Asn He Trp Leu 

930 935 940 

Gin Glu Gly Leu Asp Met Gin Met He He Tyr Arg Cys Leu Ser Thr 
945 950 955 960 

Gly Lys Asp Gin Arg Leu Val Gin Met Val Pro Asp Ala val Thr Leu 

965 970 975 

Ala Lys He His Arg His Ser Gly Leu He Gly Pro Leu Lys Glu Asn 

980 985 990 

Thr lie Lys Lys Trp Phe Ser Gin His Asn His Leu Lys Ala Asp Tyr 

995 1000 1005 

Glu Lys Ala Leu Arg Asn Phe Phe Tyr Ser Cys Ala Gly Trp Cys Val 

1010 1015 1020 

Val Thr Phe He Leu Gly Val Cys Asp Arg His Asn Asp Asn He Met 
1025 1030 1035 1040 

Leu Thr Lys Ser Gly His Met Phe His He Asp Phe Gly Lys Phe Leu 

1045 1050 1055 

Gly His Ala Gin Thr Phe Gly Gly He Lys Arg Asp Arg Ala Pro Phe 

1060 1065 1070 

He Phe Thr Ser Glu Met Glu Tyr Phe He Thr Glu Gly Gly Lys Asn 

1075 1080 1085 

Pro Gin His Phe Gin Asp Phe Val Glu Leu Cys Cys Arg Ala Tyr Asn 

1090 1095 1100 

He He Arg Lys His Ser Gin Leu Leu Leu Asn Leu Leu Glu Met Met 
1105 " 1110 1H5 H20 

Leu Tyr Ala Gly Leu Pro Glu Leu Ser Gly He Gin Asp Leu Lys Tyr 

1125 1130 1135 

Val Tyr Asn Asn Leu Arg Pro Gin Asp Thr Asp Leu Glu Ala Thr Ser 

1140 1145 1150 

His Phe Thr Lys Lys He Lys Glu Ser Leu Glu Cys Phe Pro Val Lys 
1155 1160 1165 
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Leu Asn Asn Leu He His Thr Leu Ala Gin Met Ser Ala lie Ser Pro 

1170 1175 1180 

Ala Lys Ser Thr Ser Gin Thr Phe Pro Gin Glu Ser Cys Leu Leu Ser 
1185 1190 1195 1200 

Thr Thr Arg Ser He Glu Arg Ala Thr He Leu Gly Phe Ser Lys Lys 

1205 1210 1215 

Ser Ser Asn Leu Tyr Leu He Gin Val Thr His Ser Asn Asn Glu Thr 

1220 1225 1230 

Ser Leu Thr Glu Lys Ser Phe Glu Gin Phe Ser Lys Leu His Ser Gin 

1235 1240 1245 

Leu Gin Lys Gin Phe Ala Ser Leu Thr Leu Pro Glu Phe Pro His Trp 

1250 1255 1260 

Trp His Leu Pro Phe Thr Asn Ser Asp His Arg Arg Phe Arg Asp Leu 
1265 1270 1275 1280 

Asn His Tyr Met Glu Gin He Leu Asn Val Ser His Glu Val Thr Asn 

1285 1290 1295 

Ser Asp Cys Val Leu Ser Phe Phe Leu Ser Glu Ala Gly Gin Gin Thr 

1300 1305 1310 

Val Glu Glu Ser Ser Pro Val Tyr Leu Gly Glu Lys Phe Pro Asp Lys 

1315 1320 1325 

Lys Pro Lys Val Gin Leu Val He Ser Tyr Glu Asp Val Lys Leu Thr 

1330 1335 1340 

He Leu Val Lys His Met Lys Asn He His Leu Pro Asp Gly Ser Ala 
1345 1350 1355 1360 

Pro Ser Ala His Val Glu Phe Tyr Leu Leu Pro Tyr Pro Ser Glu Val 

1365 1370 1375 

Arg Arg Arg Lys Thr Lys Ser Val Pro Lys Cys Thr Asp Pro Thr Tyr 

1380 1385 1390 

Asn Glu He Val Val Tyr Asp Glu Val Thr Glu Leu Gin Gly His Val 

1395 1400 1405 

Leu Met Leu He Val Lys Ser Lys Thr Val Phe Val Gly Ala He Asn 

1410 1415 1420 

He Arg Leu Cys Ser Val Pro Leu Asp Lys Glu Lys Trp Tyr Pro Leu 
1425 1430 " 1435 1440 

Gly Asn Ser He He Xaa Pro Leu Leu Leu Phe Ser Ser Phe Gly Met 

1445 1450 145S 

Lys Ser Leu Glu Lys Asp Glu Phe Val Gly Gly Met Leu Leu Ser Asn 
1460 1465 1470 

Pro He Trp 
1475 



<210> 1820 

<211> 121 

<212> PRT 

<213> Homo sapiens 

<221> raisc_feature 
<222> (1) . . . (119) 

<223> Xaa = any amino acid or nothing 



<400> 1820 



Ser 


His Gly Ser He 


Ser 


He Leu 


Asn 


Leu 


His Gin 


Gly Cys Val Phe 


1 


5 








10 








15 


Leu 


Pro Ser Leu Pro 


Ala 


Gin Gly 


Leu 


Arg 


Cys Tyr 


Arg 


Cys 


Leu Ala 




20 






25 








30 




Val 


Leu Glu Gly Ala 


Ser 


Cys Ser 


Val 


Val 


Ser Cys 


Pro 


Phe 


Leu Asp 




35 




40 








45 






Gly 


Val Cys Val Ser 


Gin 


Lys Val 


Ser- 


Val 


Cys Trp 


Gin 


Xaa 


Cys Pro 




50 




55 






60 








Trp 


Gly Ala Arg Ala 


Glu 


Gly Arg 


Leu 


Ser 


Ala Val 


Val 


Asp 


Ser Gin 


65 




70 








75 






80 
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He Ser Cys Cys Lys Gly Asp Leu Cys Asn Ala Val Val Leu Ala Ala 

85 90 95 

Gly Ser Pro Trp Ala Leu Cys Val Gin Leu Leu Leu Ser Leu Gly Ser 

100 105 HO 

Val Phe Leu Trp Ala Leu Leu 
115 119 



<210> 1821 

<211> 134 

<212> PRT 

<213> Homo sapiens 

<221> misc feature 
<222> (1) .7. (132) 

<223> Xaa = any amino acid or nothing 



<400> 1821 



Leu 


Arg 


Gin 


Ser Leu 


Asn Ser Val 


1 






5 




Asp 


Ser 


Ser 


Leu Gin 


Ala Pro Pro 






20 




Leu 


Ser 


Leu 


Pro Ser 


Ser Trp Asp 






35 




40 


Ala 


Asn 


Phe 


Leu Tyr 


Phe Xaa Xaa 




50 






55 


Arg 


Met 


Val 


Leu He 


Ser Xaa Pro 


65 








70 


Gin 


Ser 


Thr 


Glu He 


Thr Gly Gly 








85 




Asp 


Ser 


Arg 


Asp His 


Ser Glu Arg 








100 




lie 


Ser 


Glu 


Leu Arg 


Met Lys Val 






115 




120 


Lys 


Asn 


Pro 


lie 






130 




132 





Pro Gin Ala Gly Val Gin Trp Arg 

10 15 
Pro Arg Phe Thr Pro Leu Ser Cys 

25 30 
Tyr Arg Arg Leu Pro Pro Cys Leu 
45 

Arg Arg Gly Phe Thr Met Leu Ala 
60 

Arg Asp Pro Pro Ala Ser Ala Ser 
75 80 
Ser His Arg Ala Gin His Pro Thr 

90 95 
Ser Val Lys Lys Ser His Glu Val 
105 HO 
He Lys Cye Lys Val Ala Phe Ser 
125 



<210> 1822 
<211> 64 
<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1) . . . (63) 

<223> Xaa - any amino acid or nothing 



<400> 1822 
Gly Phe He Glu Thr Xaa Asn Phe 

1 5 
Lys Leu Ser Arg Leu Pro Thr Lys 
20 

He Ser Asp Lys Gly Leu Val Ser 
35 40 
His Leu Asp Ala Glu Gin Val Ser 
50 55 



Cys Val Ser Lys Asp Thr Ser Lys 

10 15 
Trp Lys Asn Val Phe Ala Asn Xaa 

25 ' 30 
Arg He Cys Gin Glu Leu Leu Arg 
45 

Ser Thr Ala Gly Leu Ser Leu 
60 63 



<210=> 1823 
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<211> 166 
<212> PRT 

<213> Homo sapiens 



<400> 1823 



Thr 


His 


Ala 


Ser Gly 


Gly 


Ala 


Arg 


Ser 


Gly 


Ala 


Gly 


Trp 


Ala 


Gly Arg 


1 






5 










10 










15 


Gly 


Val 


Arg 


Ala Gly 


Thr 


Glu 


Ala 


Gly 


Arg 


Gly 


Gly 


He 


Phe 


Leu Thr 








20 








25 










30 




Leu 


Ser 


lie 


Leu Arg 


Thr 


Arg 


Asp 


Leu 


Pro 


Ser 


Gly 


Ala 


Met 


Ser Glu 






35 








40 










45 






Gly 


Val 


Asp 


Leu He 


Asp 


He 


Tyr 


Ala 


Asp 


Glu 


Glu 


Phe 


Asn 


Gin Asp 




50 








55 










60 








Pro 


Glu 


Phe 


Asn Asn 


Thr 


Asd 


Gin 


He 


Asp 


Leu 


Tyr 
* * * 


Asp 


Asp 


Val Leu 


65 








70 










75 








80 


Thr 


Ala 


Thr 


Ser Gin 


Pro 


Ser 


Asp 


Asp 


Arg 


Ser 


Ser 


Ser 


Thr 


Glu Pro 








85 










90 










95 


Pro 


Pro 


Pro 


Val Arg 


Gin 


Glu 


Pro 


Ser 


Pro 


Lys 


Pro 


Asn 


Asn 


Lys Thr 








100 








105 










110 




Pro 


Ala 


lie 


Leu Tyr 


Thr 


Tvr 

j 


Ser 


GlV 


Leu 


Arcr 


Asn 


Arcr 


Arg 


Ala Ala 






115 








120 










125 






Val 


Tyr Val 


Gly Ser 


Phe 


Ser 


Trp 


Trp 


Thr 


Thr 


Asp 


Gin 


Gin 


Leu He 




13 0 








135 










140 








Gin 


Val 


He 


Arg Ser 


He 


Gly 


Val 


Tyr 


Asp 


Val 


Gly 


Glu 


Val 


Lys Phe 


145 








150 










155 








160 


Ala 


Glu Asn 


Arg Ala 


Lys 


























165 


166 






















<210> 1824 
























<211> 1755 
























<212> PRT 
























<213> Homo sapiens 






















<22l> misc feature 






















<222> 


(1) . . . (1753) 






















<223> Xaa = any amino acid 


or nothing 












<400> 1824 






















Arg 


Pro 


Leu 


Phe Ala 


Arg 


Glu 


Gly 


Gly 


He 


Tyr 


Ala 


Val 


Leu 


Val Cys 


1 






5 










10 










15 


Met 


Gin 


Glu 


Tyr Lys 


Thr 


Ser 


Val 


Leu 


Val 


Gin 


Gin 


Ala 


Gly 


Leu Ala 








20 








25 










30 




Ala 


Leu 


Lys 


Met Leu 


Ala 


Val 


Ala 


Ser 


Ser 


Ser 


Glu 


He 


Pro 


Thr Phe 






35 








40 










45 






Val 


Thr 


Gly 


Arg Asp 


Ser 


He 


His 


Ser 


Leu 


Phe 


Asp 


Ala 


Gin 


Met Thr 




50 








55 










60 








Arg 


Glu 


lie 


Phe Ala 


Ser 


He 


Asp 


Ser 


Ala 


Thr 


Arg 


Pro 


Gly 


Ser Glu 


65 








70 










75 








80 


Ser 


Leu 


Leu 


Leu Thr 


Val 


Pro 


Ala 


Ala 


Val 


He 


Leu 


Met 


Leu 


Asn Thr 








85 










90 










95 


Glu 


Gly 


Cys 


Ser Ser 


Ala 


Ala 


Arg 


Asn 


Gly 


Leu 


Leu 


Leu 


Leu 


Asn Leu 








100 








105 










110 




Leu 


Leu 


Cys 


Asn His 


His 


Thr 


Leu 


Gly 


Asp 


Gin 


He 


lie 


Thr 


Gin Glu 






115 








120 










125 






Leu 


Arg 


Asp 


Thr Leu 


Phe 


Arg 


His 


Ser 


Gly 


He 


Ala 


Pro 


Arg 


Thr Glu 




130 








135 










140 








Pro 


Met 


Pro 


Thr Thr 


Arg 


Thr 


He 


Leu 


Met 


Met 


Leu 


Leu 


Asn 


Arg Tyr 


145 








150 










155 








160 


Ser 


Glu 


Pro 


Pro Gly 


Ser 


Pro 


Glu 


Arg 


Ala 


Ala 


Leu 


Glu 


Thr 


Pro He 



1S5 170 175 
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lie 


Gin 


Gly 


Gin 
1B0 


Asp 


Gly 


Ser 


Pro 


Glu 
185 


Leu 


Leu 


He 


Arg 


Ser 
190 


Leu 


Val 


Gly 


Gly 


Pro 
195 


Ser 


Ala 


Glu 


Leu 


Leu 
200 


Leu 


Asp 


Leu 


Glu 


Arg 
205 


Val 


Leu 


Cys 


Arg 


Glu 
210 


Gly 


Ser 


Pro 


Gly 


Gly 
215 


Ala 


Val 


Arg 


Pro 


Leu 
220 


Leu 


Lys 


Arg 


Leu 


Gin 


Gin 


Glu 


Thr 


Gin 


Pro 


Phe 


Leu 


Leu 


Leu 


Leu 


Arg 


Thr 


Leu 


Asp 


Ala 


225 










230 










235 










240 


Pro 


Gly 


Pro 


Asn 


Lys 
245 


Thr 


Leu 


Leu 


Leu 


Ser 
250 


Val 


Leu 


Arg 


Val 


He 
255 


Thr 


Arg 


Leu 


Leu 


Asp 

260 


Phe 


Pro 


Glu 


Ala 


Met 
265 


Val 


Leu 


Pro 


Trp 


His 
270 


Glu 


Val 


Leu 


Glu 


Pro 
275 


Cys 


Leu 


Asn 


Cys 


Leu 
280 


Ser 


Gly 


Pro 


Ser 


Ser 
285 


Asp 


Ser 


Glu 


lie 


Val 
290 


Gin 


Glu 


Leu 


Thr 


Cys 
295 


Phe 


Leu 


His 


Arg 


Leu 
300 


Ala 


Ser 


Met 


His 


Lys 


Asp 


Tyr 


Ala 


Val 


Val 


Leu 


Cys 


Cys 


Leu 


Gly 


Ala 


Lys 


Glu 


He 


Leu 


305 










310 










315 










320 


Ser 


Lys 


Val 


Leu 


Asp 
325 


Lys 


His 


Ser 


Ala 


Gin 
330 


Leu 


Leu 


Leu 


Gly 


Cys 
335 


Glu 


Leu 


Arg 


Asp 


Leu 
340 


Val 


Thr 


Glu 


Cys 


Glu 
345 


Lys 


Tyr 


Ala 


Gin 


Leu 
350 


Tyr 


Ser 


Asn 


Leu 


Thr 
355 


Ser 


Ser 


lie 


Leu 


Ala 
360 


Gly 


Cys 


He 


Gin 


Met 
365 


Val 


Leu 


Gly 


Gin 


He 

370 


Glu 


Asp 


His 


Arg 


Arg 
375 


Thr 


His 


Gin 


Pro 


He 
380 


Asn 


He 


Pro 


Phe 


Phe 


Asp 


Val 


Phe 


Leu 


Arg 


His 


Leu 


Cys 


Gin 


Gly 


Ser 


Ser 


Val 


Glu 


Val 


385 










390 










395 










400 


Lys 


Glu 


Asp 


Lys 


Cys 
405 


Trp 


Glu 


Lys 


val 


Glu 
410 


Val 


Ser 


Ser 


Asn 


Pro 
415 


His 


Arg 


Ala 


Ser 


Lys 
420 


Leu 


Thr 


Asp 


His 


Asn 
425 


Pro 


Lys 


Thr 


Tyr 


Trp 
430 


Glu 


Ser 


Asn 


Gly 


Ser 
435 


Thr 


Gly 


Ser 


His 


Tyr 
440 


He 


Thr 


Leu 


His 


Met 
445 


His 


Arg 


Gly 


Val 


Leu 
450 


Val 


Arg 


Gin 


Leu 


Thr 
455 


Leu 


Leu 


Val 


Ala 


Ser 
460 


Glu 


Asp 


Ser 


Ser 


Tyr 


Met 


Pro 


Ala 


Arg 


Val 


Val 


Val 


Phe 


Gly 


Gly 


Asp 


ser 


Thr 


Ser 


Cys 


465 










470 










475 










480 


lie 


Gly 


Thr 


Glu 


Leu 
485 


Asn 


Thr 


Val 


Asn 


Val 
490 


Met 


Pro 


Ser 


Ala 


Ser 
495 


Arg 


Val 


He 


Leu 


Leu 
500 


Glu 


Asn 


Leu 


Asn 


Arg 
505 


Phe 


Trp 


Pro 


He 


He 
510 


Gin 


He 


Arg 


lie 


Lys 
515 


Arg 


Cys 


Gin 


Gin 


Gly 
520 


Gly 


He 


Asp 


Thr 


Arg 
525 


Val 


Arg 


Gly 


Val 


Glu 
530 


Val 


Leu 


Gly 


Pro 


Lys 
535 


Pro 


Thr 


Phe 


Trp 


Pro 
540 


Leu 


Phe 


Arg 


Glu 


Gin 


Leu 


Cys 


Arg 


Arg 


Thr 


Cys 


Leu 


Phe 


Tyr 


Thr 


He 


Arg 


Ala 


Gin 


Ala 


545 










550 










555 










560 


Trp 


Ser 


Arg 


Asp 


lie 
565 


Ala 


Glu 


Asp 


His 


Arg 
570 


Arg 


Leu 


Leu 


Gin 


Leu 
575 


Cys 


Pro 


Arg 


Leu 


Asn 
580 


Arg 


Val 


Leu 


Arg 


His 
585 


Glu 


Gin 


Asn 


Phe 


Ala 
590 


Asp 


Arg 


Phe 


Leu 


Pro 
595 


Asp 


Asp 


Glu 


Ala 


Ala 
600 


Gin 


Ala 


Leu 


Gly 


Lys 
605 


Thr 


Cys 


Trp 


Glu 


Ala 
610 


Leu 


Val 


Ser 


Pro 


Leu 
615 


Val 


Gin 


Asn 


He 


Thr 
620 


Ser 


Pro 


Asp 


Ala 


Glu 


Gly 


Val 


Ser 


Ala 


Leu 


Gly 


Trp 


Leu 


Leu 


Asp 


Gin 


Tyr 


Leu 


Glu 


Gin 


625 










630 










635 










640 


Arg 


Glu 


Thr 


Ser 


Arg 
645 


Asn 


Pro 


Leu 


Ser 


Arg 
650 


Ala 


Ala 


Ser 


Phe 


Ala 
655 


Ser 


Arg 


Val 


Arg 


Arg 
660 


Leu 


Cys 


His 


Leu 


Leu 
665 


val 


His 


Val 


Glu 


Pro 
670 


Pro 


Pro 


Gly 


Pro 


Ser 
675 


Pro 


Glu 


Pro 


Ser 


Thr 
680 


Arg 


Pro 


Phe 


Ser 


Lys 
685 


Asn 


Ser 


Lys 
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Gly 


Arg 


Asp 


Arg 


Ser 


Pro 


Ala 


Pro 


Ser 


Pro 


Val 


Leu 


Pro 


Ser 


Ser 


Ser 




690 










695 










700 










Leu 


Arg 


Asn 


He 


Thr 


Gin 


Cys 


Trp 


Leu 


Ser 


Val 


Val 


Gin 


Glu 


Gin 


Val 


70S 










710 










715 










720 


Ser 


Arg 


Phe 


Leu 


Ala 


Ala 


Ala 


Trp 


Arg 


Ala 


Pro 


Asp 


Phe 


Val 


Pro 


Arg 










725 










730 










735 




Tyr 


Cys 


Lys 


Leu 


Tyr 


Glu 


His 


Leu 


Gin 


Arg 


Ala 


Gly 


Ser 


Glu 


Leu 


Phe 








740 










745 










750 






Gly 


Pro 


Arg 


Ala 


Ala 


Phe 


Met 


Leu 


Ala 


Leu 


Arg 


Ser 


Gly 


Phe 


Ser 


Gly 






755 










760 










755 








Ala 


Leu 


Leu 


Gin 


Gin 


Ser 


Phe 


Leu 


Thr 


Ala 


Ala 


His 


Met 


Ser 


Glu 


Gin 




770 










775 










780 










Phe 


Ala 


Arg 


Tyr 


He 


Asp 


Gin 


Gin 


He 


Gin 


Gly 


Gly 


Leu 


He 


Gly 


Gly 


785 










790 










795 










800 


Ala 


Pro 


Gly 


Val 


Glu 


Met 


Leu 


Gly 


Gin 


Leu 


Gin 


Arg 


His 


Leu 


Glu 


Pro 










805 










810 










815 




lie 


Met 


Val 


Leu 


Ser 


Gly 


Leu 


Glu 


Leu 


Ala 


Thr 


Thr 


Phe 


Glu 


His 


Phe 








820 










825 










830 






Tyr 


Gin 


His 


Tyr 


Met 


Ala 


Asp 


Arg 


Leu 


Leu 


Ser 


Phe 


Gly 


Ser 


Ser 


Trp 






835 










840 










845 








Leu 


'Glu 


Gly 


Ala 


Val 


Leu 


Glu 


Gin 


He 


Gly 


Leu 


•Cys 


Phe 


Pro 


Asn 


Arg 




850 










855 










860 










Leu 


Pro 


Gin 


Leu 


Met 


Leu 


Gin 


Ser 


Leu 


Ser 


Thr 


Ser 


Glu 


Glu 


Leu 


Gin 


865 










870 










875 










880 


Arg 


Glu 


Phe 


His 


Leu 


Phe 


Gin 


Leu 


Gin 


Arg 


Leu 


Asp 


Lys 


Leu 


Phe 


Leu 










885 










890 










895 




Glu 


Gin 


Glu 


Asp 


Glu 


Glu 


Glu 


Lys 


Arg 


Leu 


Xaa 


Glu 


Glu 


Glu 


Glu 


Glu 








900 










905 










910 






Glu 


Glu 


Glu 


Glu 


Glu 


Ala 


Glu 


Lys 


Glu 


Leu 


Phe 


He 


Glu 


Asp 


Pro 


Ser 






915 










920 










925 








Pro 


Ala 


He 


Ser 


He 


Leu 


Val 


Leu 


Ser 


Pro 


Arg 


Cys 


Trp 


Pro 


Val 


Ser 




93 0 










935 










940 










Pro 


Leu 


Cys 


Tyr 


Leu 


Tyr 


His 


Pro 


Arg 


Lys 


Cys 


Leu 


Pro 


Thr 


Glu 


Phe 


945 










950 










955 










960 


Cys 


Asp 


Ala 


Leu 


Asp 


Arg 


Phe 


Ser 


Ser 


Phe 


Tyr 


Ser 


Gin 


Ser 


Gin 


Asn 










965 










970 










975 




His 


Pro 


Val 


Leu 


Asp 


Met 


Gly 


Pro 


His 


Arg 


Arg 


Leu 


Gin 


Trp 


Thr 


Trp 








980 










985 










990 






Leu 


Gly 


Arg 


Ala 


Glu 


Leu 


Gin 


Phe 


Gly 


Lys 


Gin 


He 


Leu 


His 


Val 


Ser 






995 








1000 








1005 








Thr 


Val 


Gin 


Met 


Trp 


Leu 


Leu 


Leu 


Lys 


Phe 


Asn 


Gin 


Thr 


Glu 


Glu 


Val 


1010 








1015 








1020 










Ser 


Val 


Glu 


Thr 


Leu 


Leu Lys Asp 


Ser 


Asp 


Leu 


Ser 


Pro 


Glu 


Leu 


Leu 


1025 








1030 








1035 








1040 


Leu 


Gin 


Ala 


Leu 


val 


Pro Leu Thr 


Ser 


Gly Asn Gly Pro 


Leu 


Thr 


Leu 



1045 1050 1055 



His Glu Gly Gin Asp Phe Pro His Gly Gly Val Leu Arg Leu His Glu 

1060 * 1065 1070 

Pro Gly Pro Gin Arg Ser Gly Glu Ala Leu Trp Leu lie Pro Pro Gin 

1075 1080 1085 

Ala Tyr Leu Asn Val Glu Lys Asp Glu Gly Arg Thr Leu Glu Gin Lys 

1090 1095 1100 

Arg Asn Leu Leu Ser Cys Leu Leu Val Arg He Leu Lys Ala His Gly 
1105 1110 1115 1120 

Glu Lys Gly Leu His He Asp Gin Leu Val Cys Leu Val Leu Glu Ala 

1125 1130 1135 

Trp Gin Lys Gly Pro Asn Pro Pro Gly Thr Leu Gly His Thr Val Ala 

1140 1145 1150 

Gly Gly Val Ala Cys Thr Ser Thr Asp Val Leu Ser Cys He Leu His 

1155 1160 1165 

Leu Leu Gly Gin Gly Tyr Val Lys Arg Arg Asp Asp Arg Pro Gin He 

1170 1175 1180 

Leu Met Tyr Ala Ala Pro Glu Pro Met Gly Pro Cys Arg Gly Gin Ala 
1185 1190 1195 1200 
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Asp Val Pro Phe Cys Gly Ser Gin Ser Glu Thr Ser Lys Pro Ser Pro 

1205 1210 1215 

Glu Ala Val Ala Thr Leu Ala Ser Leu Gin Leu Pro Ala Gly Arg Thr 

1220 1225 1230 

Met Ser Pro Gin Glu Val Glu Gly Leu Met Lys Gin Thr Val Arg Gin 

1235 1240 1245 

Val Gin Glu Thr Leu Asn Leu Glu Pro Asp Val Ala Gin His Leu Leu 

1250 1255 1260 

Ala His Ser His Trp Gly Ala Glu Gin Leu Leu Gin Ser Tyr Ser Glu 
1265 1270 1275 1280 

Asp Pro Glu Pro Leu Leu Leu Ala Ala Gly Leu Cys Val His Gin Ala 

1285 1290 1295 

Gin Ala Val Pro Val Arg Pro Asp His Cys Pro Val Cys Val Ser Pro 

1300 1305 1310 

Leu Gly Cys Asp Asp Asp Leu Pro Ser Leu Cys Cys Met His Tyr Cys 

1315 1320 1325 

Cys Lys Ser Cys Trp Asn Glu Tyr Leu Thr Thr Arg lie Glu Gin Asn 

1330 1335 1340 

Leu Val Leu Asn Cys Thr Cys Pro He Ala Asp Cys Pro Ala Gin Pro 
1345 1350 4 1355 1360 

Thr Gly Ala Phe He Arg Ala He Val Ser Ser Pro Glu Val He Ser 

1365 1370 1375 

Lys Tyr Glu Lys Ala Leu Leu Arg Gly Tyr Val Glu Ser Cys Ser Asn 

1380 1385 1390 

Leu Thr Trp Cys Thr Asn Pro Gin Gly Cys Asp Arg He Leu Cys Arg 

1395 1400 1405 

Gin Gly Leu Gly Cys Gly Thr Thr Cys Ser Lys Cys Gly Trp Ala Ser 

1410 1415 1420 

Cys Phe Asn Cys Ser Phe Pro Glu Ala His Tyr Pro Ala Ser Cys Gly 
1425 1430 1435 1440 

His Met Ser Gin Trp Val Asp Asp Gly Gly Tyr Tyr Asp Gly Met Ser 

1445 1450 1455 

Val Glu Ala Gin Ser Lys His Leu Ala Lys Leu He Ser Lys Arg Cys 

1460 1465 1470 

Pro Ser Cys Gin Ala Pro He Glu Lys Asn Glu Gly Cys Leu His Met • 

1475 1480 14B5 

Thr Cys Ala Lys Cys Asn His Gly Phe Cys Trp Arg Cys Leu Lys Ser 

1490 1495 1500 

Trp Lys Pro Asn His Lys Asp Tyr Tyr Asn Cys Ser Ala Met Val Ser 
1505 1510 1515 1520 

Lys Ala Ala Arg Gin Glu Lys Arg Phe Gin Asp Tyr Asn Glu Arg Cys 

1525 1530 1535 

Thr Phe His His Gin Ala Arg Glu Phe Ala Val Asn Leu Arg Asn Arg 

1540 1545 1550 

Val Ser Ala He His Glu Val Pro Pro Pro Arg Ser Phe Thr Phe Leu 

1555 1560 1565 

Asn Asp Ala Cys Gin Gly Leu Glu Gin Ala Arg Lys Val Leu Ala Tyr 

1570 1575 1580 

Ala Cys Val Tyr Ser Phe Tyr Ser Gin Asp Ala Glu Tyr Met Asp Val 
1585 " 1590 " 1595 1600 

Val Glu Gin Gin Thr Glu Asn Leu Glu Leu His Thr Asn Ala Leu Gin 

1605 1610 1615 

He Leu Leu Glu Glu Thr Leu Leu Arg Cys Arg Asp Leu Ala Ser Ser 

1620 1625 1630 

Leu Arg Leu Leu Arg Ala Asp Cys Leu Ser Thr Gly Met Glu Leu Leu 

1635 1640 1645 

Arg Arg He Gin Glu Arg Leu Leu Ala He Leu Gin His Ser Ala Gin 

1650 1655 1660 

Asp Phe Arg Val Gly Leu Gin Ser Pro Ser Val Glu Ala Trp Glu Ala 
1665 1670 1675 1680 

Lys Gly Pro Asn Met Pro Gly Ser Gin Pro Gin Ala Ser Ser Gly Pro 

1685 1690 1695 

Glu Ala Glu Glu Glu Glu Glu Asp Asp Glu Asp Asp Val Pro Glu Trp 
1700 1705 1710 
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Gin Gin Asp Glu Phe Asp Glu Glu Leu Asp Asn Asp Ser Phe Ser Tyr 

1715 1720 1725 

Asp Glu Ser Glu Asn Leu Asp Gin Glu Thr Phe Phe Phe Gly Asp Glu 

1730 1735 1740 

Glu Glu Asp Glu Asp Glu Ala Tyr Asp 
1745 1750 1753 



<210> 1825 

<211> 336 

<212> PRT 

<213> Homo sapiens 

<221> raise feature 
<222> (1).T. (333) 

<223> Xaa = any amino acid or nothing 



<400> 1825 



Gly 


Thr 


Ser 


Arg 


1 








Ser 


Trp 


Pro 


Gin 








20 


Ala 


Thr 


Gly 


Arg 






35 




Ala 


Leu 


Leu 


Thr 




50 






Arg 


Pro 


Ser 


Leu 


65 








Lys 


Xaa 


Ala 


Val 


Asn 


Pro 


Gin 


Ser 








100 


Asn 


Arg 


Ala 


Gly 






115 




Thr 


Arg 


Arg 


Pro 




130 






Arg 


Ala 


Thr 


Pro 


145 








Gly 


Gin 


Thr 


Leu 


Val 


Asp 


Arg 


Ser 








180 


Gly 


Gly 


Arg 


Trp 






195 




Pro 


Xaa 


Ser 


Trp 




210 






Phe 


Pro 


Ala 


Ala 


225 








His 


Val 


Ser 


Pro 


Arg 


Ala 


Thr 


lie 








260 


Ser 


Pro 


Trp 


Glu 






275 




Pro 


Thr 


Ser 


Asp 




290 






Arg 


His 


Asp 


Leu 


305 








Gly 


Arg 


Gin 


Arg 



Asn 


Gin 


His 


Ser 


5 








Pro 


Pro 


Pro 


Leu 


Arg 


Arg 


Arg 


Arg 








40 


Asp 


Gly 


Thr 


Thr 






55 




Cys 


Trp 


Pro 


Ser 




70 






Leu 


Val 


Arg 


Ser 


85 








Pro 


Thr 


Gly 


Ala 


Ser 


Glu 


Pro 


Ser 








120 


Ala 


Ser 


lie 


Thr 






135 




Ser 


Leu 


Pro 


Cys 




150 






Gly 


Val 


Arg 


Thr 


165 








Arg 


Leu 


Ser 


Trp 


Arg 


Pro 


Asn 


Ala 








200 


Glu 


Pro 


Gly 


Ser 






215 




Glu 


Ser 


Pro 


Pro 




230 






Ala 


Gly 


Pro 


Ala 


245 








Asn 


Ser 


lie 


Ser 


Ala 


Ala 


Gly 


Val 








280 


Val 


Asn 


lie 


Asn 






295 




lie 


Tyr 


Gin 


Phe 




310 






Pro 


Pro 


Glu 


Thr 



325 



Pro 


Lys 


Thr 


His 




10 






Phe 


Leu 


Pro 


Pro 


25 








Thr 


Arg 


Thr 


Gin 


Lys 


Thr 


Glv 


Ala 








60 


Arg 


Thr 


Thr 


Gly 






75 




Ala 


Thr 


Pro 


Thr 




90 






Ala 


Gly 


Lys 


Leu 


105 








Ser 


Gin 


Glu 


Pro 


Gly 


Val 


Ala 


Gin 








140 


Leu 


His 


Val 


Pro 






155 




Thr 


Gly 


Arg 


Ala 




170 






Pro 


Gly 


Arg 


Ser 


185 








Pro 


Arg 


Gly 


Arg 


Trp 


Thr 


Glu 


Pro 








220 


His 


Arg 


Cys 


He 






235 




Arg 


Pro 


Ser 


His 




250 






His 


Pro 


Leu 


Cys 


265 








Trp 


Arg 


Arg 


Pro 


Leu 


Leu 


Arg 


Lys 








300 


Leu 


Gly 


Asn 


Thr 






315 




Leu 


Gin 


Pro 


Ala 




330 







Ala 


Xaa 


Arg 


Ser 






15 




Leu 


Gin 


Pro 


Gin 




30 






Gin 


Arg 


Thr 


Ala 


45 








Ala 


Trp 


Ser 


Arg 


Ala 


Pro 


Glv 


Ala 








80 


Thr 


Asn 


Pro 


Pro 






95 




Arg 


Ala 


Pro 


Gly 




110 






Pro 


Pro 


Asp 


Gly 


125 








Ser 


Pro 


Ala 


Thr 


Ala 


Pro 


Ser 


Arg 








160 


Ser 


Arg 


Leu 


Thr 






175 




Ala 


Arg 


Ser 


Gly 




190 






Trp 


Pro 


Arg 


Ala 


205 








Trp 


Arg 


Trp 


Pro 


Tyr 


Cys 


Thr 


Asn 








240 


Val 


Tyr 


He 


He 






255 




Arg 


Ala 


Gin 


Ser 




270 






Ala 


Gin 


Pro 


Ala 


2B5 








Pro 


Arg 


Val 


Lys 


Leu 


Trp 


Glu 


Glu 



320 

Arg 
333 
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<210> 1826 
<211> 128 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) ... (126) 

<223> Xaa « any amino acid or nothing 



<400> 1826 



Phe 


Phe 


Phe 


Gly Asn 


Gly Val Ser 


1 






5 




Trp His 


Asp 


Leu Asp 


Ser Leu Gin 








20 




Phe 


Ser 


Tyr 


Leu Ser 


Leu Pro Ser 






35 




40 


Pro 


Arg 


Gin 


Ala Asn 


Phe Cys lie 




50 






55 


Met 


Leu 


Ala 


Arg Met 


Val Ser lie 


65 








70 


Leu Ala 


Ser 


Gin Ser 


Ala Gly lie 








85 




Pro 


Gin 


Met 


Asp Phe 


Thr Phe Ala 








100 




Cys 


Leu 


Pro 


Arg Gin 


Lys Glu Gly 




115 




120 



Pro 


Cys 


Pro Gin Ala Gly Val Xaa 




10 


15 


Asn 


Leu 


Pro Pro Gly Phe Lys Arg 


25 




30 


Ser 


Trp 


Asp Tyr Arg His Val Pro 






45 


Phe 


Met 


Xaa Arg Arg Gly Phe Thr 






60 


Ser 


Xaa 


Pro Arg Asp Leu Pro Ala 






75 80 


Thr 


Gly 


Val Ser His His Ala Pro 




90 


95 


Leu 


Leu 


Cys Phe Ala Pro Lys Gly 


105 




110 


Gl Y 


Thr 


Leu Asn Leu lie 



125 126 



<210> 1827 
<211> 92 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (90) 

<223> Xaa = any amino acid or nothing 



<400> 1827 
Gly Val lie Ser Ala His Cys Asn 

1 5 
Ser Ser Asn Ser Pro Ala Ser Ala 
20 

Ala Arg Thr Thr Pro Ser Xaa lie 
35 40 
Phe His His Val Ser Gin Asp Gly 

50 55 
Arg Pro Arg Arg Pro Leu Lys Val 

65 ~ 70 

Ala Arg Leu Pro Ser Pro Leu Lys 
85 



Leu Arg Leu Cys His Leu Pro Gly 

10 15 
Ser Gin Val Ala Gly Thr He Gly 

25 30 
Phe Val Phe Leu Val Glu Thr Gly 
45 

Leu Asp Leu Leu Asn Phe Val He 
60 

Leu Gly Leu Gin Ala Cys Thr Arg 
75 80 

Glu Leu 
90 



<210> 1828 
<211> 328 
<212> PRT 

<213> Homo sapiens 

<221> misc__feature 

<222> (1) . . . (324) 
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<223> Xaa = any amino acid 



<400> 1828 



His 


Leu 


Leu 


Ser 


Phe 


His 


Leu 


Trp 


1 








5 








Gin 


Leu 


Ser 


Gin 


Glu 


Arg 


His 


Val 








20 










Pro 


Val 


Asn 


Glu 


Ser 


Thr 


Lys 


Pro 






35 










40 


Pro 


Pro 


Met 


Cys 


Ser 


He 


Pro 


Pro 




50 










55 




Pro 


Thr 


Thr 


Ser 


Trp 


Ser 


Pro 


Ser 


65 










70 






Arg 


Ala 


Gin 


Thr 


Gly 


Pro 


Phe 


Cys 










85 








Gly 


Val 


Thr 


Asp 


Asn 


Thr 


Thr 


Ser 








100 










Arg 


Leu 


Ser 


Gly 


Leu 


Val 


Cys 


Phe 






115 










120 


Trp 


Thr 


Gly 


His 


Ser 


Phe 


Ala 


Ser 




130 










135 




Glu 


Val 


Ser 


Lys 


His 


Leu 


Gin 


Cys 


145 










150 






Met 


Glu 


Tyr 


His 


Gin 


Pro 


Glu 


Asp 










165 








Ala 


Glu 


Ala 


Val 


lie 


Pro 


Glu 


Asn 








180 










Glu 


His 


Pro 


Gin 


Asp 


Thr 


Asp 


Ala 




• 


195 










200 


Glu 


Arg 


Glu 


Pro 


Arg 


Arg 


Pro 


Ser 




210 










215 




Gin 


Pro 


Glu 


Ser 


Pro 


Leu 


Pro 


Glu 


225 










230 






Thr 


Leu 


Gly 


Thr 


Leu 


Pro 


Glu 


Val 










245 








Pro 


Gin 


Glu 


Leu 


Pro 


Xaa 


Ser 


Pro 








260 










Phe 


Tyr 


Cys 


Val 


Lys 


Trp 


lie 


Pro 






275 










280 


lie 


Thr 


Gin 


Ser 


Thr 


Asn 


Gly 


Pro 




290 










295 




His 


Pro 


Leu 


Ser 


Ser 


Val 


Glu 


Gly 


305 










310 






Asp 


His 


lie 


Gly 











324 



or nothing 



Ser 


Ala 


Ser Leu Asp Cys 


Leu Glu 




10 




15 


Lys 


Gly 


Met Leu Leu Gly 


Pro Pro 


25 




30 




Ser 


Pro 


Ser Pro Trp Lys 


Leu Thr 






45 




Val 


Phe 


Pro Pro Lys Ser 


Gly Ser 






60 




Gly 


His 


Ser Lys Leu Glu 


Val Glu 






75 


80 


Leu 


His 


He Tyr Cys Pro 


Xaa Pro 




90 




95 


Leu 


Leu 


His Tyr He Pro 


Phe Pro 


105 




110 




Pro 


Ala 


His Xaa Phe Pro 


Ser Tyr 






125 




Gin 


Ala 


Trp Leu Arg Gin 


Val Pro 






140 




Pro 


Ser 


Ala Glu Ser Leu 


Leu Thr 






155 


160 


Pro 


Ala 


Pro Gly Lys Ala 


Gly Thr 




170 




175 


His 


Glu 


Val Leu Ala Gly 


Pro Asp 


185 




190 




Arg 


Asp 


Ala Asp Gly Glu 


Ala Arg 






205 




Phe 


Ala 


Ala Xaa Pro Val 


Trp Gly 






220 




Ala 


Ser 


Ser Ala Pro Pro 


Gly Pro 






23 5 


240 


Glu 


Thr 


He Arg Ala Cys 


Ser Met 




250 




255 


Arg 


Thr 


Arg Gin Pro Glu 


Pro Asp 


265 




270 




Trp 


Lys 


Gly Glu Gin Thr 


Pro He 






2B5 




Leu 


Pro 


Ser Pro Cys His 


His Glu 






300 




Glu 


Ala 


Pro Pro Ala Glu 


Gly Ser 






315 


320 



<210> 


1829 




<211> 


717 




<212> 


PRT 




<213> 


Homo 


sapiens 


<221> 


misc 


feature 


<222> 


(1) .' 


r. (7i7) 


<223> 


Xaa = any amino 



<400> 1829 

Tyr Ser Pro He Arg Leu Leu Glu Val Cys Val Pro Leu Pro Lys He 

15 10 15 

Phe He Lys Arg Gin Ala Pro Leu Lys Val Ser Leu Leu Gin Asp Leu 
20 25 30 
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Lys Asp Phe Phe Gin LyB Val Ser Gin Val Tyr Val Ala lie Asp Glu 

35 40 45 

Arg Leu Ala Ser Leu LyB Thr Asp Thr Phe Ser Lys Thr Arg Glu Glu 

50 55 60 

Lys Met Glu Asp lie Phe Ala Gin Lys Glu Met Glu Glu Gly Glu Phe 
65 70 75 80 

Lys Asn Trp lie Glu Lys Met Gin Ala Arg Leu Met Ser Ser Ser Val 

85 90 95 

Asp Thr Pro Gin Gin Leu Gin Ser Val Phe Glu Ser Leu He Ala Lys 

100 105 HO 

Lys Gin Ser Leu Cys Glu Val Leu Gin Ala Trp Asn Asn Arg Leu Gin 

115 * 120 125 

Asp Leu Phe Gin Gin Glu Lys Gly Arg Lys Arg Pro Ser val Pro Pro 

130 135 140 

Ser Pro Gly Arg Leu Arg Gin Gly Glu Glu Ser Lys lie Ser Ala Met 
145 ~* 150 155 160 

Asp Ala Ser Pro Arg Asn He Ser Pro Gly Leu Gin Asn Gly Glu Lys 

165 170 175 

Glu Asp Arg Phe Leu Thr Thr Leu Ser Ser Gin Ser Ser Thr Ser Ser 

180 185 190 

Thr His Leu Gin Leu Pro Thr Pro Pro Glu Val Met Ser Glu Gin Ser 

195 200 205 

Val Gly Gly Pro Pro Glu Leu Asp Thr Ala Ser Ser Ser Glu Asp Val 

210 215 220 

Phe Asp Gly His Leu Leu Gly Ser Thr Asp Ser Gin Val Lys Glu Lys 
225 230 235 240 

Ser Thr Met Lys Ala He Phe Ala Asn Leu Leu Pro Gly Asn Ser Tyr 

245 250 255 

Asn Pro He Pro Phe Pro Phe Asp Pro Asp Lys His Tyr Leu Met Tyr 

260 265 270 

Glu His Glu Arg Val Pro He Ala Val Cys Glu Lys Glu Pro Ser Ser 

275 280 285 

He He Ala Phe Ala Leu Ser Cys Lys Glu Tyr Arg Asn Ala Leu Glu 

290 295 300 

Glu Leu Ser Lys Ala Thr Gin Trp Asn Ser Ala Glu Glu Gly Leu Pro 
305 310 315 320 

Thr Asn Ser Thr Ser Asp Ser Arg Pro Lys Ser Ser Ser Pro He Arg 

325 330 335 

Leu Pro Glu Met Ser Gly Gly Gin Thr Asn Arg Thr Thr Glu Thr Glu 

340 345 350 

Pro Gin Pro Thr Lys Lys Ala Ser Gly Met Leu Ser Phe Phe Arg Gly 

355 360 365 

Thr Ala Gly Lys Ser Pro Asp Leu Ser Ser Gin Lys Arg Glu Thr Leu 

370 375 380 

Arg Gly Ala Asp Ser Ala Tyr Tyr Gin Val Gly Gin Thr Gly Lys Glu 
385 390 395 400 

Gly Thr Glu Asn Gin Gly Val Glu Pro Gin Asp Glu Val Asp Gly Gly 

405 410 415 

Asp Thr Gin Lys Lys Gin Leu He Asn Pro His Val Glu Leu Gin Phe 

420 425 430 

Ser Asp Ala Asn Ala Lys Phe Tyr Cys Arg Leu Tyr Tyr Ala Gly Glu 

435 440 445 

Phe His Lys Met Arg Glu Val lie Leu Asp Ser Ser Glu Glu Asp Phe 

450 4S5 460 

He Arg Ser Leu Ser His Ser Ser Pro Trp Gin Ala Arg Gly Gly Lys 
465 470 475 480 

Ser Gly Ala Ala Phe Tyr Ala Thr Glu Asp Asp Arg Phe He Leu Lys 

485 490 495 

Gin Met Pro Arg Leu Glu Val Gin Ser Phe Leu Asp Phe Ala Pro His 

500 505 510 

Tyr Phe Asn Tyr He Thr Asn Ala Val Gin Gin Lys Arg Pro Thr Ala 

515 520 525 

Leu Ala Lys He Leu Gly Val Tyr Arg He Gly Tyr Lys Asn Ser Gin 
530 535 540 
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Asn 


Asn 


Thr 


Glu 


Lys 


Lys 


Leu 


Asp 


Leu 


Leu 


Val 


Met Glu 


Asn Leu Phe 


545 










550 










555 




560 


Tyr 


Gly 


Arg 


Lys 


Met 


Ala 


Gin 


Val 


Phe 


Asp 


Leu 


Lys Gly 


Ser Leu Arg 










565 










570 






575 


Asn 


Arg 


Asn 


Val 


Lys 


Thr 


Asp 


Thr 


Gly 


Lys 


Glu 


Ser Cys 


Asp Val Val 








580 










585 








590 


Leu 


Leu 


Asp 


Glu 


Asn 


Leu 


Leu 


Lys 


Met 


Val 


Arg 


Asp Asn 


Pro Leu Tyr 






595 










600 








605 




lie 


Arg 


Ser 


His 


Ser 


Lys 


Ala 


Val 


Leu 


Arg 


Thr 


Ser He 


His Ser Asp 




610 




i 






615 










620 




Ser 


His 


Phe 


Leu 


ser 


ser 


His 


Leu 


lie 


lie 


Asp 


Tyr Ser 


Leu Leu Val 


625 










630 










635 




640 


Gly 


Arg 


Asp 


Asp 


Thr 


Ser 


Asn 


Glu 


Leu 


Val 


Val 


Gly He 


He Asp Tyr 










645 










650 






655 


lie 


Arg 


Thr 


Phe 


Thr 


Trp 


Asp 


Lys 


Lys 


Leu 


Glu 


Met Val 


Val Lys Ser 








660 










665 








670 


Thr 


Gly 


lie 


Leu 


Gly 


Gly 


Gin 


Gly 


Xaa 


Met 


Pro 


Thr Val 


Val Ser Pro 






675 










680 








685 




Glu 


Leu 


Tyr 


Arg 


Thr 


Arg 


Phe 


Cys 


Glu 


Ala 


Met 


Asp Asn 


Tyr Phe Leu 




690 










695 










700 




Met 


Val 


Pro 


Asp 


His 


Cys 


Thr 


Gly 


Leu 


Gly 


Leu 


Asn Cys 




705 










710 










715 


717 





<210> 1830 

<211> 84 

<212> PRT 

<213> Homo sapiens 

<22l> misc_ feature 
<222> (1) . . . (82) 

<223> Xaa b any amino acid or nothing 



<400> 1830 



Gin 


Gly Cys 


Gly 


Ser Ala 


Gly 


Thr 


Leu He His 


Tyr Xaa 


Xaa Glu Cys 


1 






5 






10 






15 


Lys 


Met Val 


Gin 


Leu Leu 


Trp 


Lys 


Thr Val Xaa 


Gin 


Phe 


Leu He Lys 






20 








25 






30 


Leu 


Asn He 


Lys 


Asp Pro 


Ala 


He 


Thr Leu Asp 


Val 


Tyr 


Pro Asn Glu 




35 








40 






45 




Val 


Lys Asn 


Tyr 


Val Arg 


Thr 


Lys 


Thr Tyr Thr 


Gin 


Met 


Phe He Ala 




50 






55 






60 






Asn 


Phe He 


Met 


Ala Lys 


Ser 


Trp 


Lys Gin Pro 


Thr 


His 


Pro Ser Val 


65 






70 






75 






80 



Arg Thr 
82 



<210> 1831 
<211> 111 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . - (110) 

<223> Xaa = any amino acid or nothing 



<400> 1831 

Glu Ala Ala He Arg Gin Pro Glu Pro Asn He Leu Asp Val Asn Gin 
15 10 15 
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He Phe Lys Asp Leu Ala Met He 
20 

Asp Ser He Glu Ala Asn Ala Glu 
35 40 
Ala Pro Gly Gin Leu Gin Arg Pro 

50 55 
Lys Lys Met Cys Leu Val Val Leu 

65 70 
Cys Glu Arg He Met Xaa Val Val 
85 

He Val Leu Pro Val Ser Cys Phe 
100 



He His Asp Gin Gly Asp Leu He 

25 30 
Ser Ser Glu Val Leu Val Glu Arg 
45 

Ala Tyr Tyr Gin Lys Lys Ser Arg 
SO 

Val Gin Thr Ala He He Leu He 
75 80 
Tyr Thr Thr Lys Trp Ser Pro Pro 

90 95 
Gin Gly Gin Lys Phe Asn 
105 HO 



<210> 1832 
<211> 124 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (123) 

<223> Xaa - any amino acid or nothing 



<400> 1832 



Thr Gly 


Gly 


Arg Gin 


Gly Lys Asn 


1 




5 




Pro Ser 


Arg 


Asp Phe 


Asn Arg His 






20 




Pro Asn 


Gin 


Asp Met 


Lys Ser Ser 




35 




40 


Val Gin 


He 


Lys Pro 


Thr He Leu 


50 






55 


Ala Lys 


Met 


Lys Thr 


Thr Asp Lys 


65 






70 


Ala He 


Thr 


Thr Leu 


He His Cys 






85 




Ser Leu 


Xaa 


Glu Asn 


His Phe Met 






100 




He Thr 


Tyr 


Asp Thr 


Thr He Pro 




115 




120 



Asp His Thr Ser He Thr Glu Lys 

10 15 
Leu He Thr Gin Asn He Xaa Met 

25 30 
Ser Asn Ser Leu He He Arg Lys 
45 

Tyr His His He Phe Thr Arg Lys 
60 

Thr Lys Tyr Arg Xaa Gly Phe Lys 
75 80 
Ser Gin Asp Cys Lys Leu Gin Xaa 

90 95 
He Phe Pro Lys Ala Glu Gin His 
105 HO 
Phe Leu Arg 
123 



<210> 1833 

<211> 146 

<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1) . . . (142) 

<223> Xaa - any amino acid or nothing 



<400> 1833 

Leu Met Lys Asp Leu Ser Pro Tyr Val Met Glu Thr His Tyr He Leu 

1 5 10 15 

Asn Arg Leu Asn Glu tog Arg Ser Met Trp Arg His 'He He Gly Lys 

20 25 30 

Leu Pro Asn Thr Lys Asp Gin Glu Lys He Leu Lys Ala He Arg Gly 

35 40 45 

Arg Arg Glu Val He Gin Gly Ser Arg Gin Gin Tyr Arg Arg Pro Ala 
50 55 50 
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Ala 


Phe 


Ser 


Ala 


Ala Glu 


Lys 


Ala 


Arg Arg Leu 


Trp 


Cys 


Ser 


Val 


Phe 


65 








70 






75 










80 


Asn 


lie 


Glu 


Arg 


Arg Asn 
85 


Leu 


Cys 


Glu Tyr Pro 
90 


Thr 


Lys 


Leu 


Ser 
95 


Phe 


Asn 


lie 


Lys 


Gly 
100 


Glu Met 


Thr 


Phe 


Ser Asp Lys 
105 


Thr 


Glu 


Phe 
110 


Thr 


Thr 


Asn 


Arg 


Pro 


Ser 


Leu Lys 


Met 


Leu 


Leu Lys Asp 


Arg 


lie 


Gin Glu Glu 






115 








120 






125 








Gly 


Lys 
130 


Met 


Phe 


Xaa Lys 


Glu 
135 


Lys 


Cys Phe Lys 


Arg 
140 


Lys 


Glu 
142 







<210> 1834 

<211> 246 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (241) 

<223> Xaa a any amino acid or nothing 



<400> 1834 



Phe 


Phe 


Phe 


Phe 


Glu 


Thr 


Glu 


Ser 


Arg 


Ser 


Val 


Ala 


Gin Ala Gly Val 


1 








5 










10 






15 


Gin 


Trp 


Cys 


Asn 


Leu 


Gly 


Ser 


Leu 


Gin 


Ala 


Leu 


Pro 


Pro Gly Phe Ser 








20 










25 








30 


His 


Ser 


Pro 


Ala 


Ser 


Ala 


Ser 


Arg 


Val 


Ala 


Gly 


Thr 


Thr Gly Thr Arg 






35 










40 










45 


His 


Xaa 


Ala 


Arg 


Leu 


lie 


Phe 


Tyr 


He 


Phe 


Ser 


Arg 


Asp Gly Val Ser 




50 










55 










60 




Pro 


Cys 


Xaa 


Pro 


Gly 


Trp 


Ser 


Xaa 


Ser 


Pro 


Asp 


Leu 


Val He Arg Pro 


65 










70 










75 




80 


Pro 


Arg 


Leu 


Pro 


Lys 


Cys 


Trp 


Asp 


Tyr 


Arg 


Arg 


Glu 


Pro Pro Arg Pro 










85 










90 






95 


Ala 


Xaa 


Phe 


Phe 


Val 


Phe 


Leu 


Val 


Glu 


Gin 


Gly 


Phe 


Thr Met Leu Ala 








100 










105 








110 


Arg 


Met 


Val 


Ser 


lie 


Ser 


Xaa 


Pro 


Gin 


Cys 


Asp 


Leu 


Pro Ala Ser Val 






115 










120 










125 


Ser 


Gin 


Asn 


Ala 


Gly 


lie 


Thr 


Gly 


Val 


Ser 


His 


Cys 


Ala Trp Pro Cys 




130 










135 










140 




Leu 


His 


Phe 


Cys 


Phe 


Phe 


Gly 


Phe 


Phe 


Phe 


Glu 


Met 


Glu Ser Cys Ser 


145 










150 










155 




160 


Val 


Ala 


Gin 


Ala 


Glu 


Val 


Gin 


Trp 


His 


Asp 


Leu 


Arg 


Ser Leu Gin Ala 










165 










170 






175 


Pro 


Pro 


Pro 


Gly 


Phe 


Thr 


Pro 


Phe 


Ser 


Cys 


Leu 


Ser 


Leu Pro Gly Ser 








180 










185 








190 


Trp 


Asp 


Tyr 


Arg 


Arg 


Pro 


Pro 


Pro 


Arg 


Pro 


Ala 


Asn 


Phe Cys He Phe 






195 










200 










205 


Ser 


Arg 


ASp 


Gly 


Val 


Ser 


Pro 


cys 


Xaa 


Pro 


Gly 


Trp 


Ser Arg Ser Pro 




210 










215 










220 




Asp 


Leu 


Val 


lie 


Arg 


Pro 


Pro 


Arg 


Pro 


Pro 


Lys 


Val 


Leu Gly Leu Gin 



225 230 235 240 

Ala 

241 



<210> 1835 
<211> 81 
<212> PRT 

<213> Homo sapiens 
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<221> misc — feature 
<222> (1)...(79) 

<223> Xaa = any amino acid or nothing 



<400> 1835 

Phe Phe Phe Phe Glu Met Glu Cys Leu Thr Val Ser Gin Ala Gly Val 

15 10 15 

Gin Trp Tyr Asn Leu His Ser Leu Gin Pro Leu Pro Pro Gly Phe Lys 

20 25 30 

Gin Phe Ser Cys Leu Ser Leu Pro Ser Ser Trp Asp Xaa Arg Val Pro 

35 40 45 

Thr Ser Arg Pro Ala Lys Phe Cys Val He Phe Xaa Asp Gly Val ser 

50 55 60 

His Cys Gin Pro Gly Trp Ser Ala Val Val Gin Pro Pro Leu His 
65 70 75 79 



<210> 1836 

<211> 94 

<212> PRT 

<213> Homo sapiens 

<221^ mi sc_ feature 
<222> (1) .7. <92) 

<223> Xaa - any amino acid or nothing 



<400> 1836 

Arg Tyr Asp Xaa Ser Ser Gin Ser Glu Asn He Pro Gin Lys Glu Phe 

15 10 15 

Leu Leu Lys Tyr Pro Xaa Cys Thr Ala Thr Leu Gly Met Arg Asn Met 

20 * 25 30 

Ser He Met Lys Lys Lys Ser He Phe Ser Ala Glu Phe Tyr Lys Val 

35 40 45 

Ser Leu Pro Ser Leu Leu Leu His Leu Leu Ala He Glu Trp Gly Phe 

50 55 60 

His He Glu He Gin Leu Thr He His Gin His Phe Leu Asn Tyr Glu 
65 70 75 80 

Leu Glu Ser Asp Phe Val His He Val Glu Tyr Met 
85 90 92 



<210> 1837 

<211> 152 

<212> PRT 

■ <213> Homo sapiens 

<221> misc_feature 

<222> (1) . . . (150) 

<223> Xaa = any amino acid or nothing 



<400> 1837 
Phe Asp Pro Asp Trp Thr Arg Ala 

1 5 
Pro Lys Ala Leu Ala Tyr Arg Arg 
20 

Pro Pro Pro Leu Pro Pro Pro Glu 
35 40 
Ala Glu Gly Ser Arg Gin His Val 
50 55 



Ala Gly He Arg His Glu Lys Lys 

10 15 
Glu Asn Ser Pro Gly Asp Leu Pro 

25 30 
Glu Glu Ala Ser Trp Ala Leu Gly 
45 

Leu Pro Gly Ala Gly Ala Gin Trp 
60 
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Gly 


Glu Glu 


Ser Gly 


Pro 


Gly Arg 


65 






70 




Pro 


Pro Arg 


Xaa Arg 


Gly 


Leu Ala 






85 






Ser 


Arg Gly 


Gin Gly 


Thr 


Ser Thr 






100 






Ser 


Arg Gly 


Ser Ser 


Ser 


Ser Arg 




• 115 






120 


Arg 


Ser Arg 


Ser Gin 


Ser 


Arg Ser 




130 






135 


Arg 


Arg Glu 


Glu Pro 


Arg 




145 






150 





<210> 1838 
<211> 260 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 

<222> (1) . . . (260) 

<223> Xaa = any amino acid 



<400> 1838 



Phe 


Arg 


Ala 


Cys Leu Leu Glu Leu 


1 






5 


Trp 


Thr 


Ala 


Cys Pro Pro Ala Met 








20 


Leu 


Cys 


Leu 


Leu Ala Phe Cys Leu 






35 


40 


Gin 


Val 


Leu 


Phe Lys Gly Cys Asp 




50 




55 


Val 


Pro 


Cys 


Thr Ser Cys Ala Ala 


65 






70 


Gly 


Trp 


Leu 


Arg Glu Leu Pro Asp 








85 


Glu 


Val 


Gin 


Leu Gly Gly Ser Met 








100 


Lys 


Cys 


Arg 


Lys Gin Val Val Gin 






115 


120 


Gly 


Ser 


Arg 


Cys His Glu Cys Pro 




130 




135 


Gly 


His 


Gly 


Thr Cys Leu Asp Gly 


145 






150 


Cys 


Gin 


Glu 


Asn Phe Arg Gly Ser 








165 


Asn 


Arg 


Phe 


Gly Pro Asp Cys Gin 








180 


val 


Cys 


Asn 


His Gly Pro Arg Gly 






195 


200 


Gly 


Tyr 


Thr 


Gly Pro His Cys Asp 




210 




215 


Leu 


Gly 


Phe 


Pro Gin Asn Asn Pro 


225 






230 


Lys 


Cys 


Leu 


Pro Gly Xaa His Arg 








245 


Pro 


Cys 


Arg 


Pro 



260 



<210> 1833 



Ala Pro Gly 


Ser 


Pro Ala 


Gly 


Ala 




75 








80 


Pro Asn 


Ser 


Arg 


Pro Ser 


Phe 


Leu 


90 








95 




Cys Ser 


Thr 


Ala 


Gly Ser 


Asn 


Ser 


105 






110 






Gly Ser Arg 


Gly 


Pro Gly 


Arg 


Ser 








125 






Gin Ser 


Gin 


Arg 


Pro Gly 


Gin 


Lys 






140 








or nothing 










lie Pro 


Tyr 


Ala 


Pro Thr 


Leu 


Ser 


10 








15 




Ala Gly 


Pro 


Arg 


Gly Leu 


Leu 


Pro 


25 






30 






Ala Gly 


Phe 


Ser 


Phe Val 


Arg 


Gly 








45 






Val Lys 


Thr 


Thr 


Phe Val 


Thr 


His 




60 








lie Lys 


Lys 


Gin 


Thr Cys 


Pro 


Ser 




75 








80 


Gin He 


Thr 


Gin 


Asp Cys 


Arg 


Tyr 


90 








95 




Val Ser 


Met 


Ser 


Gly Cys 


Arg 


Arg 


105 






110 






Lys Ala 


Cys 


Cys 


Pro Gly 


Tyr 


Trp 








125 






Gly Gly 


Ala 


Glu 


Thr Pro 


Cys 


Asn 






140 








Met Asp 


Arg 


Asn 


Gly Thr 


Cys 


Val 




155 








160 


Ala Cys 


Gin 


Glu 


Cys Gin 


Asp 


Pro 


170 








175 




Ser Val 


Cys 


Ser 


Cys Val 


His 


Gly 


185 






190 






Asp Gly 


Ser 


Cys 


Leu Cys 


Phe 


Ala 








205 . 






Gin Glu 


Leu 


Pro 


Val Trp 


Gin 


Glu 






220 








Arg Leu 


Arg 


Lys 


Ala Pro 


Asn 


Cys 




235 








240 


Asn Gly 


Leu 


He 


Ala Thr 


Pro 


Asn 


250 








255 
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<211> 90 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (89) 

<223> Xaa « any amino acid or nothing 



<400> 1839 



Phe 


Phe 


Phe 


Ser 


Glu 


Net 


Glu 


Ser 


Arg 


Ser 


Val Thr Arg 


Leu Glu Cys 


1 








5 










10 




15 


Ser 


Gly 


Ala 


lie 


ser 


Ala 


His 


Leu 


Arg 


Leu 


Leu Gly Ser 


ser Asn Ser 








20 










25 






30 


Pro 


Ala 


Ser Ala 


Ser 


Xaa 


Val 


Ala 


Gly 


Thr 


He Gly Ala 


Cys His His 






35 










40 






45 




Ala 


Gin 


Leu 


lie 


Phe 


Val 


Phe 


Leu 


Val 


Glu 


Thr Gly Phe 


His His Val 




50 










55 








60 




Glv 


Gin 


Asp Gly 


Leu 


Asp 


Leu 


Leu 


Asn 


Leu 


Met He His 


Pro Pro Arg 


65 










70 










75 


80 


Pro 


Pro 


Lys Val 


Leu 


Gly 


Phe 


Gin 


Ala 
















85 








89 










<210> 1840 




















<211> 3223 




















<212> PRT 




















<213> Homo 


sapiens 
















<400> 1840 


















Gly 


Cys 


Gin 


Ser 


Cys 


Trp 


Pro 


Ala 


Trp 


Pro 


Arg Leu Arg 


Arg Arg Gly 


1 








5 










10 




15 


Pro 


Ala 


Ser 


Ala 


Gly 


Ala 


Arg 


Leu 


Gly 


Arg 


Lys Ala Pro 


Trp Gly Leu 








20 










25 






30 


Pro 


Gly 


Arg 


Val 


Gin 


Asp 


Gly 


Arg 


Pro 


Leu 


Arg Phe Cys 


Phe Tyr Leu 






35 










40 






45 




Arg 


Pro 


Arg 


Ala 


Pro 


Phe 


lie 


Ala 


Pro 


Val 


Leu Ser Gly 


Ala Ala Ser 




50 










55 








60 




Arg 


Pro 


Glu 


Ala 


Ser 


Gly 


Asp 


Cys 


Arg 


Ala 


Gly Arg Glu 


Thr Ala Met 


65 










70 










75 


80 


Ala 


Thr 


Leu 


Glu 


Lys 


Leu 


Met 


Lys 


Ala 


Phe 


Glu Ser Leu 


Lys Ser Phe 










85 










90 




95 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin Gin Gin 


Gin Gin Gin 








100 










105 






110 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin 


Pro 


Pro 


Pro 


Pro Pro Pro 


Pro Pro Pro 






115 










120 






125 




Pro 


Pro 


Gin 


Leu 


Pro 


Gin 


Pro 


Pro 


Pro 


Gin 


Ala Gin Pro 


Leu Leu Pro 




130 










135 








140 




Gin 


Pro 


Gin 


Pro 


Pro 


Pro 


Pro 


Pro 


Pro 


Pro 


Pro Pro Pro 


Gly Pro Ala 


145 










150 










155 


160 


Val 


Ala 


Glu 


Glu 


Pro 


Leu 


His 


Arg 


Pro 


Lys 


Lys Glu Leu 


ser Ala Thr 










165 










170 




175 


Lys 


Lys 


Asp 


Arg 


Val 


Asn 


His 


Cys 


Leu 


Thr 


He Cys Glu 


Asn He Val 








180 










185 






190 


Ala 


Gin 


Ser 


Val 


Arg 


Asn 


Ser 


Pro 


Glu 


Phe 


Gin Lys Leu 


Leu Gly He 






195 










200 






205 




Ala 


Met 


Glu 


Leu 


Phe 


Leu 


Leu 


Cys 


Ser 


Asp 


Asp Ala Glu 


Ser Asp Val 




210 










215 








220 




Arg 


Met 


Val 


Ala 


Asp 


Glu 


Cys 


Leu 


Asn 


Lys 


Val He Lys 


Ala Leu Met 


225 










230 










235 


240 


Asp 


Ser 


Asn 


Leu 


Pro 


Arg 


Leu 


Gin 


Leu 


Glu 


Leu Tyr Lys 


Glu He Lys 



245 250 255 
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Lvs 


Asn 


Glv 
vaxy 


Ala 
260 


Pro 


Aro 


Ser 


Leu 


Arcr 
265 


Glu 


Leu 


Ala 
275 


His 


Leu 


Val 


Am 


Pro 
280 


Gin 


Asn 


Leu 
290 


Leu 


Pro 


Cvs 


Leu 


Thr 
295 


Aro 


Thr 


Val 


Gin 


Glu 


Thy 


Leu 


Ala 


Ala 


Ala 


Val 


305 










310 








Glv 


Asn 


Phe 


Ala 


Asn 

325 


Asd 

may 


Asn 


Glu 


lie 


He 


Ala 


Asn 


Leu 
340 




Ser 


Ser 


Ser 


Pro 
345 


Glv 


Ser 


Ala 
355 


Val 


Ser 


He 


Cvs 


Gin 
360 


His 


xyx 


Ser 
370 


Trn 


Leu 


Leu 


Asn 


Val 
375 


Leu 


Leu 


Asp 


Glu 


His 


Ser 


Thr 


Leu 


Leu 


He 


Leu 


385 










390 








Tvr 


Leu 


Val 


Pro 


Leu 
405 


Leu 


Gin 


Gin 


Gin 


m v 
uxy 


Ser 


Phe 


Gly 
420 


Val 


Thr 




Lys 


Glu 
425 


Gl l» 
V3l U 


Gl n 


Leu 
435 


val 


fit! n 

Villi 


Val 
val 


iyr 


Gl tl 

440 


Leu 


Gin 


no k/ 

450 


His 
n x & 




val 


Val 

V CLl 


1 ill 

455 


Glv 


Ala 






J.11X 




Prn 


prn 

*lv 


Glu 


UC tl 


T.pn 












*a 1 V 








m v 


Tl o 
■lie 


vj»xy 


ill 


xjeu 
485 


J- 111 


AT a 


AT a 
Ala 


T.ve 


Arg 


Car- 
OCX 


fZl V 


OCX 

500 


Tl e 
lie 


Val 
Val 


wlU 


UcU 


Tl e 
lie 

505 


Ser 


pro 


Val 
515 


Leu 


c pr 

Ovi 


&ra 


Lys 


Gin 
520 


uys 


Glu 


Glu 
53 0 


Ala 


Leu 


Glu 


Asp 


Asp 
535 


Ser 

OCX 


Glu 


Ser 


Hid 


JJK Li 


TVi-r 


Al a 


Ser 


Val 


x»y B 


Zi en 


545 










550 








Ala 


Car 


C pr 

oci 


Gl v 
»iy 


Val 
v etx 

565 


Cot- 
OCX 


1 Ul 


C X 


Gl V 
uiy 


Txir 


Glu 


Gin 


Pro 
580 




Ser 


Gin 


His 


Thr 
585 


Lieu 


Ala 


Ser 
595 


wye 


Asp 


Leu 


Thr 


Ser 
600 


Ser 


Asp 


He 
610 


Leu 


Ser 


His 


Ser 


Ser 
615 


Ser 


Gin 


Pro 


Ala 


Met 


Asp 


Leu 


Asn 


Asp 


Glv 


Thr 


625 










630 










Ser 


Ser 


Gin 


Thr 
645 


Thx 


Thr 


Glu 


Glv 


Ser 


Asp 


Ser 


Ser 
660 


Glu 


He 


Val 


Leu 


Asd 
665 


Glv 


Leu 


Gin 
675 


He 


Glv 


Gin 


Pro 


Gin 
680 


Asd 


lie 


UC IX 

690 


Pro 


Asp 


Glu 


Ala 


Ser 
695 


Glu 


Ala 


Leu 


Gin 


Gin 


Ala 


His 


Leu 


Leu 


Lys 


Asn 


705 










710 








Ser 


Asp 


Ser 


Ser 


Val 
725 


Asp 


Lys 


Phe 


Val 


Pro 


Gly 


Asp 


Gin 
740 


Glu 


Asn 


Lys 


Pro 


Cys 
745 


Gin 


Ser 


Thr 
755 


Asp 


Asp 


Asp 


Ser 


Ala 
760 


Pro 
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Ala 


Ala 


Leu 


Ttd 


Aro 
270 


Phe 


Ala 


Lvs 


Cvs 


Aro 


Pro 
285 


Tyr 


Leu 


Val 


Ser 


Lvs 


Aro 
300 


Pro 


Glu 


Glu 


Ser 


Pro 


LVS 
315 


lie 


Met 


Ala 


Ser 


Phe 
320 


Lvs 


Val 


Leu 


Leu 


Lvs 


Ala 


Phe 


330 










335 




Thr 


He 


Aro 


Aro 


Thr 
350 


Ala 


Ala 


Ser 


Aro 


Aro 


Thr 
365 


Gin 


Tvr 


Phe 


Glv 


Leu 


Leu 
380 


Val 


Pro 


Val 


Glu 


Glv 


Val 
395 


Leu 


Leu 


Thr 


Leu 


Aro 
400 


Val 


Lys 


Asp 


Thr 


Ser 


Leu 


Lys 


410 










415 




Met 


Glu 


Val 


Ser 


Pro 
430 


Ser 


Ala 


Thr 


Leu 


His 


His 
445 


Thr 


Gin 


His 


r.pn 

XJCU 


Glu 


Leu 
460 


Lsu 


Gin 


Gin 


Leu 


Gin 

V31J-1 


1X11 

475 


Tt^n 

UCU 


xux 


Ala 


Val 


Glv 
480 


Glu 


Glu 


OCX 


Glv 


Glv 
wiy 


**ig 


Ser 


490 










495 




Ala 


Glv 


Glv 
vaiy 


Glv 


Ser 
510 


Ser 


Cvs 


Glv 




Val 


Lieu 
525 


Leu 


Glv 
oiy 


Glu 


Ser 


Ara 
**xy 


Ser 
540 




Val 


Ser 


Ser 


Glu 


He 
555 


Ser 


Glv 


Glu 


Leu 


Ala 
560 


Ser 


Ala 


Glv 
\*xy 


His 


Asp 


He 


He 


570 










575 




lieu 


Gin 


Ala 


Asp 


Ser 
590 


Val 


Asp 


Ala 


Thr 


Asp 


Glv 
^xy 

605 


Asp 


Glu 


Glu 


Val 


Ser 


Ala 
620 


Val 


Pro 


Ser 




Gin 


Ala 
635 


Ser 


Ser 


Pro 


He 


Ser 
640 


Pro 


Asd 


Ser 


Ala 


Val 


Thr 


Pro 


650 










655 




Glv 


Thr 


Asd 


Asn 


Gin 
670 


Tvr 


Leu 


Glu 


Asd 


Glu 


Glu 
685 


Ala 


Thr 


Glv 


Phe 


Aro 


Asn 
700 


Ser 


Ser 


Met 


Ala 


Met 


Ser 
715 


His 


Cys 


Arg 


Gin 


Pro 
720 


Leu 


Arg 


Asp 


Glu 


Ala 


Thr 


Glu 


730 










735 




Arg 


lie 


Lys 


Gly 


Asp 
750 


He 


Gly 


Leu 


Val 


His 


Cys 
765 


Val 


Arg 


Leu 
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lieu Ser Ala Ser Phe Leu Leu Thr Gly Gly Lys Asn Val Leu Val Pro 

770 775 780 

Asp Arg Asp Val Arg Val Ser Val Lys Ala Leu Ala Leu Ser Cys Val 
785 790 795 800 

Gly Ala Ala Val Ala Leu His Pro Glu Ser Phe Phe Ser Lys Leu Tyr 

805 810 815 

Lys Val Pro Leu Asp Thr Thr Glu Tyr Pro Glu Glu Gin Tyr Val Ser 

820 825 830 

Asp lie Leu Asn Tyr lie Asp His Gly Asp Pro Gin Val Arg Gly Ala 

835 840 845 

Thr Ala lie Leu Cys Gly Thr Leu lie Cys Ser lie Leu Ser Arg Ser 

B50 855 850 

Arg Phe His Val Gly Asp Trp Met Gly Thr lie Arg Thr Leu Thr Gly 
865 870 875 880 

Asn Thr Phe Ser Leu Ala Asp Cys lie Pro Leu Leu Arg Lys Thr Leu 

685 890 895 

Lys Asp Glu Ser Ser Val Thr Cys Lys Leu Ala Cys Thr Ala Val Arg 

900 905 910 

Asn Cys Val Met Ser Leu Cys Ser Ser Ser Tyr Ser Glu Leu Gly Leu 

915 ~ 920 925 

Gin Leu lie lie Asp Val Leu Thr Leu Arg Asn Ser Ser Tyr Trp Leu 

930 935 940 

Val Arg Thr Glu Leu Leu Glu Thr Leu Ala Glu lie Asp Phe Arg Leu 
945 950 955 960 

Val Ser Phe Leu Glu Ala Lys Ala Glu Asn Leu His Arg Gly Ala His 

965 970 975 

His Tyr Thr Gly Leu Leu Lys Leu Gin Glu Arg Val Leu Asn Asn Val 

980 985 990 

Val lie His Leu Leu Gly Asp Glu Asp Pro Arg Val Arg His Val Ala 

995 1000 1005 

Ala Ala Ser Leu lie Arg Leu Val Pro Lys Leu Phe Tyr Lys Cys Asp 

1010 1015 1020 

Gin Gly Gin Ala Asp Pro Val Val Ala Val Ala Arg Asp Gin Ser Ser 
1025 1030 1035 1040 

Val Tyr Leu Lys Leu Leu Met His Glu Thr Gin Pro Pro Ser His Phe 

1045 1050 1055 

ser val Ser Thr He Thr Arg He Tyr Arg Gly Tyr Asn Leu Leu Pro 

1060 1065 1070 

Ser He Thr Asp Val Thr Met Glu Asn Asn Leu Ser Arg Val He Ala 

1075 1080 1085 

Ala Val Ser His Glu Leu He Thr Ser Thr Thr Arg Ala Leu Thr Phe 

1090 1095 1100 

Gly Cys Cys Glu Ala Leu Cys Leu Leu Ser Thr Ala Phe Pro Val Cys 
1105 1110 1115 1120 

He Trp Ser Leu Gly Trp His Cys Gly Val Pro Pro Leu Ser Ala Ser 

1125 1130 1135 

Asp Glu Ser Arg Lys Ser Cys Thr Val Gly Met Ala Thr Met He Leu 

1140 1145 "* 1150 

Thr Leu Leu Ser Ser Ala Trp Phe Pro Leu Asp Leu Ser Ala His Gin 

1155 1160 1165 

Asp Ala Leu He Leu Ala Gly Asn Leu Leu Ala Ala Ser Ala Pro Lys 

. 1170 1175 1180 

Ser Leu Arg Ser Ser Trp Ala Ser Glu Glu Glu Ala Asn Pro Ala Ala 
1185 1190 1195 1200 

Thr Lys Gin Glu Glu Val Trp Pro Ala Leu Gly Asp Arg Ala Leu Val 

1205 1210 1215 

Pro Met Val Glu Gin Leu Phe Ser His Leu Leu Lys Val lie Asn He 

1220 1225 1230 

Cys Ala His Val Leu Asp Asp Val Ala Pro Gly Pro Ala He Lys Ala 

1235 1240 1245 

Ala Leu Pro Ser Leu Thr Asn Pro Pro Ser Leu Ser Pro He Arg Arg 

1250 1255 1260 

Lys Gly Lys Glu Lys Glu Pro Gly Glu Gin Ala Ser Val Pro Leu Ser 
1265 1270 1275 1280 
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Pro Lys Lys Gly Ser Glu Ala Ser Ala Ala Ser Arg Gin Ser Asp Thr 

128S 1290 1295 

Ser Gly Pro Val Thr Thr Ser Lys Ser Ser Ser Leu Gly Ser Phe Tyr 

1300 1305 1310 

His Leu Pro Ser Tyr Leu Lys Leu His Asp Val Leu Lys Ala Thr His 

1315 1320 1325 

Ala Asn Tyr Lys Val Thr Leu Asp Leu Gin Asn Ser Thr Glu Lys Phe 

1330 1335 1340 

Gly Gly Phe Leu Arg Ser Ala Leu Asp Val Leu Ser Gin lie Leu Glu 
1345 1350 1355 1360 

Leu Ala Thr Leu Gin Asp lie Gly Lys Cys Val Glu Glu lie Leu Gly 

1365 1370 1375 

Tyr Leu Lys Ser Cys Phe Ser Arg Glu Pro Met Met Ala Thr Val Cys 

1360 1385 1390 

Val Gin Gin Leu Leu Lys Thr Leu Phe Gly Thr Asn Leu Ala Ser Gin 

1395 1400 1405 

Phe Asp Gly Leu Ser Ser Asn Pro Ser Lys Ser Gin Gly Arg Ala Gin 

1410 ** 1415 1420 

Arg Leu Gly Ser Ser Ser Val Arg Pro Gly Leu Tyr His Tyr Cys Phe 
1425 1430 1435 1440 

Met Ala Pro Tyr Thr His Phe Thr Gin Ala Leu Ala Asp Ala Ser Leu' 

1445 1450 1455 

Arg Asn Met Val Gin Ala Glu Gin Glu Asn Asp Thr Ser Gly Trp Phe 

1460 1465 1470 

Asp Val Leu Gin Lys Val Ser Thr Gin Leu Lys Thr Asn Leu Thr Ser 

1475 1480 1435 

Val Thr Lys Asn Arg Ala Asp Lys Asn Ala lie His Asn His lie Arg 

1490 1495 1500 

Leu Phe Glu Pro Leu Val lie Lys Ala Leu Lys Gin Tyr Thr Thr Thr 
1505 1510 1515 1520 

Thr Cys Val Gin Leu Gin Lys Gin Val Leu Asp Leu Leu Ala Gin Leu 

1525 1530 1535 

Val Gin Leu Arg Val Asn Tyr Cys Leu Leu Asp Ser Asp Gin Val Phe 

1540 1545 1550 

lie Gly Phe Val Leu Lye Gin Phe Glu Tyr He Glu Val Gly Gin Phe 

1555 1560 1565 

Arg Glu Ser Glu Ala He He Pro Asn He Phe Phe Phe Leu Val Leu 

1570 1575 1580 

Leu Ser Tyr Glu Arg Tyr His Ser Lys Gin He He Gly He Pro Lys 
1585 1590 1595 1600 

He He Gin Leu Cys Asp Gly He Met Ala Ser Gly Arg Lys Ala Val 

1605 1610 1615 

Thr His Ala He Pro Ala Leu Gin Pro He Val His Asp Leu Phe Val 

1620 1625 1630 

Leu Arg Gly Thr Asn Lys Ala Asp Ala Gly Lys Glu Leu Glu Thr Gin 

1635 1640 1645 

Lys Glu Val Val Val Ser Met Leu Leu Arg Leu He Gin Tyr His Gin 

1650 1655 1660 

Val Leu Glu Met Phe He Leu Val Leu Gin Gin Cys His Lys Glu Asn 
1665 1670 1675 1680 

Glu Asp Lys Trp Lys Arg Leu Ser Arg Gin He Ala Asp He He Leu 

1685 1690 1695 

Pro Met Leu Ala Lys Gin Gin Met His He Asp Ser His Glu Ala Leu 

1700 1705 1710 

Gly Val Leu Asn Thr Leu Phe Glu He Leu Ala Pro Ser Ser Leu Arg 

1715 1720 1725 

Pro Val Asp Met Leu Leu Arg Ser Met Phe Val Thr Pro Asn Thr Met 

1730 1735 1740 

Ala Ser Val Ser Thr Val Gin Leu Trp He Ser Gly He Leu Ala He 
1745 1750 1755 1760 

Leu Arg Val Leu He Ser Gin Ser Thr Glu Asp He Val Leu Ser Arg 

1765 1770 1775 

He Gin Glu Leu Ser Phe Ser Pro Tyr Leu He Ser Cys Thr Val He 
1780 1785 1790 
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Asn Arg Leu Arg Asp Gly Asp Ser Thr Ser Thr Leu Qlu Glu His Ser 

1795 " 1800 1B05 

Glu Gly Lys Gin lie Lys Asn Leu Pro Glu Glu Thr Phe Ser Arg Phe 

1810 1815 1820 

lieu Leu Gin lieu Val Gly lie Leu Leu Glu Asp lie Val Thr Lys Gin 
1825 1830 1835 1840 

Leu Lys Val Glu Met Ser Glu Gin Gin His Thr Phe Tyr Cys Gin Glu 

1845 1850 1855 

Leu Gly Thr Leu Leu Met Cys Leu lie His lie Phe Lys Ser Gly Met 

I860 1865 1870 

Phe Arg Arg He Thr Ala Ala Ala Thr Arg Leu Phe Arg Ser Asp Gly 

1875 1880 1885 

Cys Gly Gly Ser Phe Tyr Thr Leu Asp Ser Leu Asn Leu Arg Ala Arg 

1890 1895 1900 

Ser Met He Thr Thr His Pro Ala Leu Val Leu Leu Trp Cys Gin He 
L905 1910 1915 1920 

Leu Leu Leu Val Asn His Thr Asp Tyr Arg Trp Trp Ala Glu Val Gin 

1925 1930 1935 

Gin Thr Pro Lys Arg His Ser Leu Ser Ser Thr Lys Leu Leu Ser Pro 

1940 1945 1950 

Gin Met Ser Gly Glu Glu Glu Asp Ser Asp Leu Ala Ala Lys Leu Gly 

1955 I960 1965 

Met Cys Asn Arg Glu He Val Arg Arg Gly Ala Leu He Leu Phe Cys 

1970 1975 1980 

Asp Tyr Val Cys Gin Asn Leu His Asp Ser Glu His Leu Thr Trp Leu 
1385 1990 1995 2000 

He Val Asn His He Gin Asp Leu He Ser Leu Ser His Glu Pro Pro 

2005 2010 2015 

Val Gin Asp Phe He Ser Ala Val His Arg Asn Ser Ala Ala Ser Gly 

2020 2025 2030 

Leu Phe He Gin Ala He Gin Ser Arg Cys Glu Asn Leu Ser Thr Pro 

2035 ' 2040 2045 

Thr Met Leu Lys Lys Thr Leu Gin Cys Leu Glu Gly He His Leu Ser 

2050 2055 2060 

Gin Ser Gly Ala Val Leu Thr Leu Tyr Val Asp Arg Leu Leu Cys Thr 
2065 2070 2075 208O 

Pro Phe Arg Val Leu Ala Arg Met Val Asp He Leu Ala Cys Arg Arg 

2085 2090 2095 

Val Glu Met Leu Leu Ala Ala Asn Leu Gin Ser Ser Met Ala Gin Leu 

2100 2105 2110 

Pro Met Glu Glu Leu Asn Arg He Gin Glu Tyr Leu Gin Ser Ser Gly 

2115 2120 2125 

Leu Ala Gin Arg His Gin Arg Leu Tyr Ser Leu Leu Asp Arg Phe Arg 

2130 2135 2140 

Leu Ser Thr Met Gin Asp Ser Leu Ser Pro Ser Pro Pro Val Ser Ser 
2145 2150 2155 2160 

His Pro Leu Asp Gly Asp <3ly His Val Ser Leu Glu Thr Val Ser Pro 

2165 2170 2175 

Asp Lys Asp Trp Tyr Val His Leu Val Lys Ser Gin Cys Trp Thr Arg 

2180 2185 2190 

Ser Asp ser Ala Leu Leu Glu Gly Ala Glu Leu Val Asn Arg lie Pro 

2195 2200 2205 

Ala Glu Asp Met Asn Ala Phe Met Met Asn Ser Glu Phe Asn Leu Ser 

2210 2215 2220 

Leu Leu Ala Pro Cys Leu Ser Leu Gly Met Ser Glu He Ser Gly Gly 
2225 2230 2235 2240 

Gin Lys Ser Ala Leu Phe Glu Ala Ala Arg Glu Val Thr Leu Ala Arg 

2245 2250 2255 

Val Ser Gly Thr Val Gin Gin Leu Pro Ala Val His His Val Phe Gin 

2260 2265 2270 

Pro Glu Leu Pro Ala Glu Pro Ala Ala Tyr Trp Ser Lys Leu Asn Asp 

2275 2280 2285 

Leu Phe Gly Asp Ala Ala Leu Tyr Gin Ser Leu Pro Thr Leu Ala Arg 
2290 2295 2300 
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Ala Leu Ala Gin Tyr Leu Val Val Val Ser Lys Leu Pro Ser His Leu 
2305 2310 2315 2320 

Kis Leu Pro Pro Glu Lys Glu Lys Asp He Val Lys Phe Val Val Ala 

2325 2330 2335 

Tar Leu Glu Ala Leu Ser Trp His Leu He His Glu Gin He Pro Leu 

2340 2345 2350 

Ser Leu Asp Leu Gin Ala Gly Leu Asp Cye Cys Cys Leu Ala Leu Gin 

2355 2360 2365 

Leu Pro Gly Leu Trp Ser Val Val Ser Ser Thr Glu Phe Val Thr His 

2370 2375 2380 

Ala Cys Ser Leu He Tyr Cys Val His Phe He Leu Glu Ala Val Ala 
23B5 2390 2395 2400 

Val Gin Pro Gly Glu Gin Leu Leu Ser Pro Glu Arg Arg Thr Asn Thr 

2405 2410 2415 

Pro Lys Ala He Ser Glu Glu Glu Glu Glu Val Asp Pro Asn Thr Gin 

2420 2425 2430 

Asn Pro Lys Tyr He Thr Ala Ala Cys Glu Met Val Ala Glu Met Val 

2435 2440 2445 

Glu Ser Leu Gin Ser Val Leu Ala Leu Gly His Lys Arg Asn Ser Gly 

2450 2455 2460 

Val Pro Ala Phe Leu Thr Pro Leu Leu Arg Asn He He He Ser Leu 
2465 2470 2475 2480 

Ala Arg Leu Pro Leu Val Asn Ser Tyr Thr Arg Val Pro Pro Leu Val 

2485 2490 2495 

Trp Lys Leu Gly Trp Ser Pro Lye Pro Gly Gly Asp Phe Gly Thr Ala 

2500 2505 2510 

Phe Pro Glu He Pro Val Glu Phe Leu Gin Glu Lys Glu Val Phe Lys 

2515 2520 2525 

Glu Phe He Tyr Arg He Asn Thr Leu Gly Trp Thr Ser Arg Thr Gin 

2530 2535 2540 

Phe Glu Glu Thr Trp Ala Thr Leu Leu Gly Val Leu Val Thr Gin Pro 
2545 2550 2555 2560 

Leu Val Met Glu Gin Glu Glu Ser Pro Pro Glu Glu Asp Thr Glu Arg 

2565 2570 2575 

Thr Gin He Asn Val Leu Ala Val Gin Ala He Thr Ser Leu Val Leu 

2580 2585 2590 

Ser Ala Met Thr Val Pro Val Ala Gly Asn Pro Ala Val Ser Cys Leu 

2595 2600 2605 

Glu Gin Gin Pro Arg Asn Lys Pro Leu Lys Ala Leu Asp Thr Arg Phe 

2610 2615 2620 

Gly Arg Lys Leu Ser He He Arg Gly He Val Glu Gin Glu He Gin 
2625 2630 2635 2640 

Ala Met Val Ser Lys Arg Glu Asn He Ala Thr His His Leu Tyr Gin 

2645 2650 2655 

Ala Trp Asp Pro Val Pro Ser Leu Ser Pro Ala Thr Thr Gly Ala Leu 

2660 2665 2670 

He Ser His Glu Lys Leu Leu Leu Gin He Asn Pro Glu Arg Glu Leu 

2675 2680 2685 

Gly Ser Met Ser Tyr Lys Leu Gly Gin Val Ser He His Ser Val Trp 

2690 2695 2700 

Leu Gly Asn Ser He Thr Pro Leu Arg Glu Glu Glu Trp Asp Glu Glu 
2705 2710 2715 2720 

Glu Glu Glu Glu Ala Asp Ala Pro Ala Pro Ser Ser Pro Pro Thr Ser 

2725 2730 2735 

Pro Val Asn Ser Arg Lys His Arg Ala Gly Val Asp He His Ser Cys 

2740 2745 2750 

Ser Gin Phe Leu Leu Glu Leu Tyr Ser Arg Trp He Leu Pro Ser Ser 

2755 2760 2765 

Ser Ala Arg Arg Thr Pro Ala He Leu He Ser Glu Val Val Arg Ser 

2770 2775 2780 

Leu Leu Val Val Ser Asp Leu Phe Thr Glu Arg Asn Gin Phe Glu Leu 
2785 2790 2795 2800 

Met Tyr Val Thr Leu Thr Glu Leu Arg Arg Val His Pro Ser Glu Asp 
2805 2810 2815 
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Glu He Leu Ala Gin Tyr Leu Val* Pro Ala Thr Cys Lys Ala Ala Ala 

2820 2825 2830 

Val Leu Gly Met Asp Lys Ala Val Ala Glu Pro Val Ser Arg Leu Leu 

2835 2840 2845 

Glu Ser Thr Leu Arg Ser Ser His Leu Pro Ser Arg Val Gly Ala Leu 

2850 2855 2850 

His Gly Val Leu Tyr Val Leu Glu Cys Asp Leu Leu Asp Asp Thr Ala 
2865 2870 2875 2880 

Lys Gin Leu He Pro Val He Ser Asp Tyr Leu Leu Ser Asn Leu Lys 

2B85 2890 2895 

Gly He Ala His Cys Val Asn He His Ser Gin Gin His Val Leu Val 

2900 2905 2910 

Met Cys Ala Thr Ala Phe Tyr Leu He Glu Aen Tyr Pro Leu Asp Val 

2915 2920 2925 

Gly Pro Glu Phe Ser Ala Ser He He Gin Met Cys Gly Val Met Leu 

2930 2935 2940 

Ser Gly Ser Glu Glu Ser Thr Pro Ser He He Tyr His Cys Ala Leu 
2945 2950 2955 2960 

Arg Gly Leu Glu Arg Leu Leu Leu Ser Glu Gin Leu Ser Arg Leu Asp 

2965 2970 2975 

Ala Glu Ser Leu Val Lys Leu Ser Val Asp Arg Val Asn Val His Ser 

2980 2985 2990 

Pro His Arg Ala Met Ala Ala Leu Gly Leu Met Leu Thr Cys Met Tyr 

2995 3000 3005 

Thr Gly Lys Glu Lys Val Ser Pro Gly Arg Thr Ser Asp Pro Asn Pro 

3010 3015 3020 

Ala Ala Pro Asp Ser Glu Ser Val He Val Ala Met Glu Arg Val Ser 
3025 3030 3035 3040 

Val Leu Phe Asp Arg He Arg Lys Gly Phe Pro Cys Glu Ala Arg Val 

3045 3050 3055 

Val Ala tog He Leu Pro Gin Phe Leu Asp Asp Phe Phe Pro Pro Gin 

3060 3065 3070 

Asp He Met Asn Lys Val He Gly Glu Phe Leu Ser Asn Gin Gin Pro 

3075 3080 3085 

Tyr Pro Gin Phe Met Ala Thr Val Val Tyr Lys Val Phe Gin Thr Leu 

3090 3095 3100 

His Ser Thr Gly Gin Ser Ser Met Val Arg Asp Trp Val Met Leu ser 
3105 3110 3115 3120 

Leu Ser Asn Phe Thr Gin Arg Ala Pro Val Ala Met Ala Thr Trp Ser 

3125 3130 3135 

Leu Ser Cys Phe Phe Val Ser Ala Ser Thr Ser Pro Trp Val Ala Ala 

3140 3145 3150 

He Leu Pro His Val He Ser Arg Met Gly Lys Leu Glu Gin Val Asp 

3155 3160 3165 

Val Asn Leu Phe Cys Leu Val Ala Thr Asp Phe Tyr Arg His Gin He 

3170 3175 3180 

Glu Glu Glu Leu Asp Arg Arg Ala Phe Gin Ser Val Leu Glu Val Val 
3185 3190 3195 3200 

Ala Ala Pro Gly Ser Pro Tyr His Arg Leu Leu Thr Cys Leu Arg Asn 

3205 3210 3215 

Val His Lys Val Thr Thr Cys 
3220 3223 



<210> 1841 

<211> 56 

<212> PRT 

<213> Homo sapiens 



<400> 1841 

Ser Asn Pro Pro Ala Ser Ala Ser Arg Val Ala Gly He Thr Gly Val 
15 10 15 
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His Gin His Ala Trp Leu lie Phe 
20 

His His Val Gly Gin Ala Val Leu 
35 40 
Pro Val Ser Ala Ser Gin Ser Ala 
50 55 56 



Val Phe Leu Val Glu Met Glu Phe 

25 30 
Lys Leu Leu lie Ser Gly Asp Leu 



<210> 1842 
<211> 104 
<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1) . . . (101) 

<223> Xaa » any amino acid or nothing 



<400> 1842 



Val 


Ala 


Pro 


Ser 


Pro 


Met 


lie Met 


1 








5 






Pro 


Glu 


Glu 


lie 


Glu 


Lys 


Glu Glu 








20 








Phe 


Gin 


Ser 


Glu 


Trp 


Thr 


Ala Val 






35 








40 


Ser 


Glu 


Val 


Ala 


Asp 


Trp 


Phe Lys 




50 










55 


lie 


Gin 


Gin 


Phe 


Pro 


Thr 


Glu Asp 


65 










70 




Asp 


Trp 


Ser 


Ala 


Thr 


Ser 


Thr Ala 










85 






Thr 


Thr 


Glu 


Trp Pro 












100 


101 







Pro 


Asp 


Leu Tyr Phe Tyr Arg Asp 




10 


15 


Xaa 


Ala 


Ala Ala Glu Lys Glu Glu 


25 




30 


Val 


Pro 


Glu Phe Thr Ala Thr Gin 






45 


Asp 


Met 


Gin Val Pro Ser Val Pro 






60 


Trp 


Ser 


Thr Xaa Pro Thr Met Asn 






75 80 


Gin 


Thr 


Thr Glu Trp Val Arg lie 




90 


95 



<210> 1843 

<211> 121 

<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1) . . . (119) 

<223> Xaa = any amino acid or nothing 



<400> 1843 



Thr 


Pro 


Ser 


Asp Met 


Asn 


Arg 


Ala 


1 






5 








Gly 


Glu 


Lys 


Asn Arg 
20 


Ser 


Pro 


Ser 


Lys 


Phe 


Lys 
35 


Arg Ser 


Xaa 


Glu 


Lys 
40 


Gin 


Pro 
50 


Glu 


Asp He 


Pro 


Leu 
55 


Lys 


Cys 


Thr 


Ala 


Thr Leu 


Ser 


Met 


Arg 


65 








70 






Cys 


Ser 


Phe 


Ser Glu 


Glu 


Phe 


Leu 






85 








Cys 


His 


Leu 


Leu Ala 
100 


He 


Lys 


Leu 


Thr 


Thr 


Phe 
115 


Asn Asn 


Thr 


Phe 
119 





Phe 


Glu 


Thr Asp Thr Gin. Ser He 




10 


15 


Glu 


Pro 


Asp Tyr Phe Glu Arg Lys 


25 




30 


Ala 


His 


He Arg Tyr Lys He Asp 






45 


Glu 


Phe 


Leu Cys Lys His Ser Lys 






60 


Asn 


Met 


Ser Leu Met Lys Lys Lys 






75 80 


Ala 


Phe 


Phe Pro Ser Leu Leu Val 




90 


95 


Gly 


Phe 


Tyr He Glu He His Leu 


105 




110 
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<210> 1844 

<211> 120 

<212> PRT 

<213> Homo sapiens 

<22l> mis cofeature 
<222> (1) .7. (116) 

<223> Xaa « any amino acid or nothing 



<400> 1844 



Phe 


Phe 


Phe 


Leu Arg 


Arg Ser Leu Asp 


Ser 


Val Ala 


Gin Ala Glu Ala 


1 






5 




10 




15 


Gin 


Trp 


Leu 


Glu Leu 


Gly Leu Leu Gin 


Ala 


Pro Pro 


Pro Gly Phe Lys 








20 


25 






30 


Pro 


lie 


Ser 


Leu Pro 


Gly Leu Pro Ser 


Ser 


Trp Asp 


Tyr Gly Arg Pro 






35 




40 






45 


Pro 


Pro 


Cys 


Pro Ala 


Asn Phe Cys He 


Phe 


Met Xaa 


Arg Arg Gly Phe 




50 




55 




60 




Thr 


val 


Leu 


Ala Arg 


Met val Leu He 


Ser 


xaa Pro 


Cys Asp Pro Pro 


65 








70 




75 


80 


Thr 


Leu 


Ala 


Ser Gin 


Gly Thr Ala He 


Thr 


Gly Met 


Ser Tyr His Ala 








85 




90 




95 


Arg 


Pro 


Gin 


Asp He 


Asp Phe Leu Tyr 


Ala 


His Gin 


Gly Arg Cys Trp 






100 


105 






110 


Phe 


Arg 


Leu 


Leu 














115 


116 











<210> 1845 

<211> 581 

<212> PRT 

<213> Homo sapiens 

<22l> misc_feature 
<222> (1) . . . (575) 

<223> Xaa = any amino acid or nothing 



<400> 1845 



Asp 


lie 


Phe 


Phe 


Arg 


Arg 


Ala 


Lys Glu 


Gly 


Met Gly Gin Asp Glu Ala 


1 








5 








10 


15 


Gin 


Phe 


Ser 


Val 


Glu 


Met 


Pro 


Leu Thr 


Gly 


Lys Ala Tyr Leu Trp Ala 








20 








25 




30 


Asp 


Lys 


Tyr 


Arg 


Pro 


Arg 


Lys 


Pro Arg 


Phe 


Phe Asn Arg Val His Thr 






35 










40 




45 


Gly 


Phe 


Glu 


Trp 


Asn 


Lys 


Tyr 


Asn Gin 


Thr 


His Tyr Asp Phe Asp Asn 


50 










55 






60 


Pro 


Pro 


Pro 


Lys 


He 


Val 


Gin 


Gly Tyr 


Lys 


Phe Asn He Phe Tyr Pro 


65 










70 








75 80 


Asp 


Leu 


He 


Asp 


Lys 


Arg 


Ser 


Thr Pro 


Glu 


Tyr Phe Leu Glu Ala Cys 








85 








90 


95 


Ala 


Asp 


Asn 


Lys 


Asp 


Phe 


Ala 


He Leu 


Arg 


Phe His Ala Gly Pro Pro 








100 








105 




110 


Tyr 


Glu 


Asp 


He 


Ala 


Phe 


Lys 


He Val 


Asn 


Arg Glu Trp Glu Tyr Ser 






115 










120 




125 


His 


Arg 


His 


Gly 


Phe 


Arg 


Cys 


Gin Phe 


Ala 


Asn Gly He Phe Gin Leu 




130 










135 






140 


Trp 


Phe 


His 


Phe 


Lys 


Arg 


Tyr 


Arg Tyr 


Arg 


Arg Xaa Arg Pro Trp Gly 



145 150 155 160 
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Thr 


Ala Gly Arg 


Cys 


Pro 


Arg 


Gly 


His 


Ser 


Lys 


Gly Ala Ser Val 


Lys 






165 










170 




175 




Leu 


Val Val Thr 


Pro 


Gly 


Pro 


Leu 


Ser 


Gly 


Leu 


Gin Gly Arg Gly 


Phe 




180 










185 






190 




Thr 


Ser His Leu 


Arg 


Pro 


His 


Leu 


Ser 


Phe 


Ala 


Arg Pro Gin Phe 


Pro 




195 








200 








205 




Pro 


lie Xaa Lys 


Gly 


Gly 


His 


His 


Xaa 


Ala 


Cys 


His Gly Glu Leu 


Arg 




210 






215 










220 




Arg 


His Trp Asp 


Arg 


Leu 


Ala 


Xaa 


Gly 


Pro 


Asp 


Ala Thr Glu Gly 


Ala 


225 




230 










235 




240 


Leu 


Gly Ala Ser 


Phe 


Glu 


His 


Glu 


Gly 


Gly 


Gin 


Gin Pro Pro Ala 


Asp 




245 










250 




255 




Leu 


Thr Val Gin 


Ala 


Asp 


Thr 


Leu 


His 


Arg 


Pro 


Ser Ala Arg Leu 


Gly 




260 










265 






270 




Gly 


Ala His Arg 


Ala 


Cys 


Pro 


Lys 


Arg 


Arg 


Pro 


His Arg Val Leu 


Trp 




275 








280 








285 




Arg 


Trp Ala Arg 


Gly 


Ala 


Trp 


Ala 


Trp 


Arg 


Cys 


Gin Ala Arg Glu 


Lys 




290 






295 










300 




Gin 


Glu Thr Gin 


Gly 


Gin 


Pro 


Cys 


His 


lie 


Thr 


Gly His Pro Leu 


Gly 


305 






310 










315 




320 


Arg 


Glu Ala Glu 


Pro 


Ala 


Ala 


Ala 


Gly 


Ala 


Ala 


Pro Ala Leu Ala 


His 






325 










330 




335 




Arg 


Pro Pro Phe 


Ala 


Arg 


Thr 


Gly 


Ser 


Thr 


Glu 


Pro Gly Pro Cys 


Trp 




340 










345 






350 




Arg 


Pro lie Arg 


His 


Cys 


Arg 


Arg 


Asp 


Pro 


Leu 


Trp Thr Pro Thr 


Leu 




355 








360 








365 




Cys 


Arg Asp Trp 


Pro 


Pro 


Thr 


His 


Pro 


Val 


Leu 


Ala Gly Gly Val 


His 




370 






375 










380 




Phe 


Pro Ala Ala 


Gly 


lie 


Gly 


Gly 


Cys 


Val 


Glu 


Val Pro Val Ser 


Val 


385 






390 










395 




400 


Asn 


Val Met Gly 


Thr 


Lys 


Ser 


His 


Xaa 


Ala 


Val 


Leu Pro Pro Pro 


Pro 




405 










410 




415 




Ser 


Thr Gly Pro 


Gly 


Gly 


Gin 


Gly 


Leu 


Pro 


Glu 


Gly Trp Gly Leu 


Glu 




420 










425 






430 




Lys 


Gly Glu Gly 


Leu 


Pro 


Pro 


Gly 


lie 


Pro 


Pro 


Pro Gly Leu Leu 


Thr 




435 








440 








445 




Gly 


Pro Trp Ser 


Met 


Arg 


Pro 


Val 


Thr 


Pro 


Ser 


Phe Ala His He 


Arg 




450 






455 










460 




Thr 


Val Ala Pro 


Ser 


His 


Ser 


Pro 


Phe 


Ser 


Gly 


Gin Glu Gly Arg 


Gly 


465 






470 










475 




480 


Pro 


His Gly Cys 


His 


Ser 


Pro 


Gly 


Arg 


Ser 


Gly 


Pro Ala Gly Arg 


Leu 






485 










490 




495 




Val 


Leu Gin His 


Pro 


Thr 


Gly 


Thr 


Ser 


Pro 


Thr 


Glu Ala Lys Arg 


Lys 




500 










505 






510 




Val 


Pro Pro Gly 


Pro 


Pro 


Glu 


Gly 


His 


Pro 


Thr 


Ser Pro Val Thr 


Ser 




515 








520 








525 




Pro 


Arg Pro Pro 


Thr 


Ala 


Pro 


Pro 


Arg 


His 


Pro 


Ala Ser Ser Gly 


Asn 




530 






535 










540 




Ser 


Ser Val Cys 


Phe 


Ser 


Lys 


Lys 


Thr 


Cys 


Arg 


Trp Glu Lys Lys 


Ser 


545 






550 










555 




560 


Phe 


Val Leu Met 


Glu 


Leu 


Ala 


Tyr 


Trp 


Gin 


Asp 


Arg Met Phe Phe 








565 










570 




575 





<210> 1846 

<211> 130 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (129) 

<223> Xaa = any amino acid or nothing 
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<400> 1846 



Ala 


Lys 


Ser 


Pro 


Leu 


Pro Leu 


Gly Xaa 


He 


Gin Trp Arg Asn Leu Gly 


1 








5 






10 


15 


Ser 


Leu 


Lys 


Leu 


Arg 


Leu Pro 


Gly Phe 


Lys 


Xaa Phe Thr Cys Leu Gly 








20 






25 




30 


Leu 


Leu 


Ser 


Ser 


Trp 


Asp Tyr 


Arg Ser 


Leu 


Pro Pro Arg Pro Val Asn 






35 








40 




45 


Phe 


Cys 


He 


Leu 


Val 


Glu Leu 


Gly Phe 


His 


His Val Asp Gin Ala Gly 




50 








55 






en 

0 v 


Leu 


Lys 


Leu 


Leu 


Thr 


Ser Ser 


Ala Leu 


Pro 


Ala Leu Ala Ser Gin Ser 


65 








70 






75 80 


Ala 


Glu 


He 


Thr 


Gly 


Met Ser 


His Arg 


He 


Trp Pro Leu Pro Leu Leu 










85 






90 


95 


Arg 


Arg 


Pro 


Pro 


Val 


lie Arg 


He Arg 


Ala 


Pro Pro Gin Arg Leu Pro 








100 






105 




110 


Phe 


ASIL 


Leu 


He 


Thr 


Ser Leu 


Lys Ala 


Leu 


Ser Pro Asn Met Ala Thr 






115 








120 




125 


Phe 


















129 




















<210> 1847 














<211> 132 














<212> PRT 














<213> Homo 


sapiens 










<400> 1847 












Ala 


Leu 


Arg 


Lys 


Thr 


Arg Arg 


Asp Gly 


He 


Ala Arg Thr Gly Ala Gin 


1 








5 






10 


15 


Pro 


Ala 


Ala 


Ser 


Trp 


Lys Gly 


Thr Asn 


Asn 


Tyr Pro Trp Arg Leu Glu 








20 






25 




30 


Met 


Ala 


Gly 


Arg 


Pro 


Gly Ser 


Gin Glu 


Gin 


Ser Lys Asp Arg Gly Thr 






35 








40 




45 


Gly 


Ser 


Leu 


Pro 


Pro 


Pro Ser 


Gin Arg 


Pro 


Leu Gly Pro Ser Pro Glu 


50 








55 






60 


Gly 


Ala 


Gly 


Pro 


Ser 


Pro Pro 


Pro Pro 


Gly 


He Pro Arg Gly Gly Gly 


65 










70 






75 80 


Ser 


Ser 


Ser 


Ser 


Glu 


Gly Pro 


Pro Gin 


Leu 


Leu Phe Val Pro Arg Arg 










85 






90 


95 


Phe 


Pro 


Ala 


Pro 


Lys 


Lys Gly 


Leu Pro 


Ser 


Asp Thr Pro His Ser Lys 








100 






105 




110 


Ala 


Pro 


Pro 


Thr 


Pro 


His Leu 


He Leu 


Gly 


Gly Glu Asp Ser Gin Val 






115 








120 




125 


Pro 


He 


Leu 
















130 


131 















<210> 1848 

<211> 128 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> {!)... (126) 

<223> Xaa = any amino acid or nothing 



<400> 1848 

Lys Asn Ala Ser Thr Val Tyr Ser Ser Gin Gly Asp Pro Lys Ser Phe 
15 10 15 
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Phe Phe 


Leu 


Leu Arg Trp Ser 


Leu Ala 


Leu 


Val Ala Gin 


Ala 


Gly Glu 






20 


25 






30 




Gin Xaa 


Arg 


Asp Leu Ser Ser 


Leu Gin 


Pro 


Pro Pro Pro 


Gly 


Phe Lys 




35 




40 




45 






Xaa Phe 


Ser 


Cys Leu Ser Leu 


Pro Ser 


Ser 


Trp Asp Tyr 


Arg 


Cys Pro 


50 




55 






60 






Leu Pro 


Cys 


Leu Ala Asn Phe 


Xaa Phe 


Leu 


Val Glu Thr 


Gly 


Phe His 


65 


70 






75 




80 


His Val 


Gly 


Gin Ala Asp Leu 


Lys Leu 


Leu 


Thr Ser Gly 


Asp 


Pro Pro 






85 




90 






95 


Thr Ser 


Ala 


Ser Glu Ser Ala 


Gly He 


Thr 


Gly Val Ser 


His 


Arg Ala 






100 


105 






110 




Trp Pro 


Arg 


lie His Phe Leu 


Tyr Trp 


Lys 


Thr Phe Phe 


Leu 






115 




120 




125 


126 





<210> 1849 

<211> 177 

<212> PRT 

<213> Homo sapiens 

<22l> mis cofeature 
<222> (1) . . . (174) 

<223> Xaa = any amino acid or nothing 



<400> 1849 
















Ala Pro Ser Gin He 


Ser 


Val 


Ala Phe 


Leu 


Tyr Ala Ala 


Asp 


Lys Leu 


1 5 








10 






IS 


Phe Glu Lys Glu He 


Xaa 


Lys 


Lys He 


Pro 


Phe He He 


Ala 


Ser Asp 


20 






25 






30 




Lys He Lys He Gly 


He 


Asn 


Leu Thr 


Lys 


Glu Val Lys 


Tyr 


Leu Tyr 


35 






40 




45 






Thr Glu Asn Tyr He 


Thr 


Leu 


Met Lys 


Glu 


He Lys Asp 


Thr 


Asp Lys 


50 




55 






60 






Trp Lys Asp He Leu 


Tyr 


Xaa 


Trp lie 


Gly 


Lys He Asn 


He 


Xaa Lys 


65 


70 








75 




80 


Met Ser Thr Pro Pro 


Lys 


Ala 


He Tyr 


Arg 


Phe Asn Ala 


He 


Pro Thr 


85 








90 






95 


Lys He Pro Met Thr 


Phe 


Phe 


Thr Glu 


He 


Glu Lys Ser 


He 


He Lys 


100 






105 






110 




Phe He Trp Asn His 


Lys 


Lys 


Pro Pro 


Asn 


Thr Gin Ser 


Asn 


He Glu 


115 






120 




125 






Gin Lys Glu Xaa Ser 


Phe 


Cys 


Ser He 


Leu 


Leu Trp Val 


Phe 


Gly Gly 


13 0 




135 






140 






Phe Leu Trp Phe His 


Met 


Asn 


Phe Met 


He 


Asp Phe Ser 


He 


Ser Val 


145 


150 








155 




160 


Lys Asn Val He Gly 


He 


Leu 


Val Gly 


He 


Ala Leu Asn 


Leu 




165 








170 




174 




<210> 1850 
















<211> 5081 
















<212> PRT 
















<213> Homo sapiens 














<400> 1850 
















Leu Pro Arg Gly Cys Leu 


Trp 


Cys Leu 


Gin 


Arg Ser Pro 


Thr 


Pro Ala 


1 5 








10 






15 


Arg Pro Gin Pro Ser Arg 


Pro 


Ala Arg 


Ser 


Pro Leu Pro 


Leu 


Phe Pro 



20 25 30 
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Asp Leu Arg Pro Trp Ala Ser Asp Leu Asp He Met Gly Asp Ala Glu 

35 40 45 

Gly Glu Asp Glu Val Gin Phe Leu Arg Thr Asp Asp Glu Val Val Leu 

50 55 60 

Gin Cys Ser Ala Thr Val Leu Lys Glu Gin Leu Lys Leu Cys Leu Ala 
65 70 75 80 

Ala Glu Gly Phe Gly Asn Arg Leu Cys Phe Leu Glu Pro Thr Ser Asn 

85 90 95 

Ala Gin Asn Val Pro Pro Asp Leu Ala He Cys Cys Phe Val Leu Glu 

100 105 110 

Gin Ser Leu Ser Val Arg Ala Leu Gin Glu Met Leu Ala Asn Thr Val 

115 " 120 125 

Glu Ala Gly Val Glu Ser Ser Gin Gly Gly Gly His Arg Thr Leu Leu 

130 135 140 

Tyr Gly His Ala He Leu Leu Arg His Ala His Ser Arg Met Tyr Leu 
145 150 155 160 

Ser Cys Leu Thr Thr Ser Arg Ser Met Thr Asp Lys Leu Ala Phe Asp 

165 170 175 

Val Gly Leu Gin Glu Asp Ala Thr Gly Glu Ala Cys Trp Trp Thr Met 

180 185 190 

His Pro Ala Ser Lys Gin Arg Ser Glu Gly Glu Lys Val Arg Val Gly 

195 200 205 

Asp Asp He He Leu Val Ser Val Ser Ser Glu Arg Tyr Leu His Leu 

210 215 220 

Ser Thr Ala Ser Gly Glu Leu Gin Val Asp Ala Ser Phe Met Gin Thr 
22S 230 235 240 

Leu Trp Asn Met Asn Pro He Cys Ser Arg Cys Glu Glu Gly Phe Val 

245 250 255 

Thr Gly Gly His Val Leu Arg Leu Phe His Gly His Met Asp Glu Cys 

260 265 270 

Leu Thr He Ser Pro Ala Asp Ser Asp Asp Gin Arg Arg Leu Val Tyr 

275 280 285 

Tyr Glu Gly Gly Ala Val Cys Thr His Ala Arg Ser Leu Trp Arg Leu 

290 295 300 

Glu Pro Leu Arg He Ser Trp Ser Gly Ser His Leu Arg Trp Gly Gin 
305 310 315 320 

Pro Leu Arg Val Arg His Val Thr Thr Gly Gin Tyr Leu Ala Leu Thr 

325 330 335 

Glu Asp Gin Gly Leu Val Val Val Asp Ala Ser Lys Ala His Thr Lys 

340 345 350 

Ala Thr Ser Phe Cys Phe Arg He Ser Lys Glu Lys Leu Asp Val Ala 

355 360 365 

Pro Lys Arg Asp Val Glu Gly Met Gly Pro Pro Glu He Lys Tyr Gly 

370 375 380 

Glu Ser Leu Cys Phe Val Gin His Val Ala Ser Gly Leu Trp Leu Thr 
385 390 395 400 

Tyr Ala Ala Pro Asp Pro Lys Ala Leu Arg Leu Gly Val Leu Lys Lys 

405, 410 415 

Lys Ala Met Leu His Gin Glu Gly His Met Asp Asp Ala Leu Ser Leu 

420 425 430 

Thr Arg Cys Gin Gin Glu Glu Ser Gin Ala Ala Arg Met He His Ser 

435 440 445 

Thr Asn Gly Leu Tyr Asn Gin Phe He Lys Ser Leu Asp Ser Phe Ser 

450 455 460 

Gly Lys Pro Arg Gly Ser Gly Pro Pro Ala Gly Thr Ala Leu Pro He 
465 470 475 480 

Glu Gly Val He Leu Ser Leu Gin Asp Leu He He Tyr Phe Glu Pro 

485 490 495 

Pro Ser Glu Asp Leu Gin His Glu Glu Lys Gin Ser Lys Leu Arg Ser 

500 505 510 

Leu Arg Asn Arg Gin Ser Leu Phe Gin Glu Glu Gly Met Leu Ser Met 

515 520 525 

Val Leu Asn Cys He Asp Arg Leu Asn Val Tyr Thr Thr Ala Ala His 
530 535 540 
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Phe Ala 


Glu 


Phe 


Ala 


Gly 


Glu 


Glu 


Ala 


Ala 


Glu 


Ser 


Trp 


Lys 


Glu 


He 


545 








550 










555 










560 


Val Asn 


Leu 


Leu 


Tyr 


Glu 


Leu 


Leu 


Ala 


Ser 


Leu 


He 


Arg 


Gly 


Asn 


Arg 








565 










570 










575 




Ser Asn 


Cys 


Ala 


Leu 


Phe 


Ser 


Thr 


Asn 


Leu 


Asp 


Trp 


Leu 


Val 


Ser 


Lys 






580 










585 










590 






Leu Asp 


Arg 


Leu 


Glu 


Ala 


Ser 


Ser 


Gly 


lie 


Leu 


Glu 


Val 


Leu 


Tyr 


Cys 




595 










600 










605 








Val Leu 


He 


Glu 


Ser 


Pro 


Glu 


Val 


Leu 


Asn 


He 


He 


Gin 


Glu 


Asn 


His 


610 


• 








615 










620 










lie Lys 


Ser 


He 


He 


Ser 


Leu 


Leu 


Asp 


Lys 


His 


Gly 


Arg 


Asn 


His 


Lys 


625 








630 










635 










640 


Val Leu 


Asp 


Val 


Leu 


Cys 


Ser 


Leu 


Cys 


Val 


Cys 


Asn 


Gly 


Val 


Ala 


Val 






645 










650 










655 




Arg Ser 


Asn 


Gin 


Asp 


Leu 


He 


Thr 


Glu 


Asn 


Leu 


Leu 


Pro 


Gly 


Arg 


Glu 






660 










665 










670 






Leu Leu 


Leu 


Gin 


Thr 


Asn 


Leu 


He 


Asn 


Tyr 


Val 


Thr 


Ser 


He 


Arg 


Pro 




675 










680 










685 








Asn lie 


Phe 


Val 


Gly 


Arg 


Ala 


Glu 


Gly 


Thr 


Thr 


Gin 


Tyr 


Ser 


Lys 


Trp 


690 










695 










700 










Tyr Phe 


Glu 


Val 


Met 


Val 


Asp 


Glu 


Val 


Thr 


Pro 


Phe 


Leu 


Thr 


Ala 


Gin 


705 








710 










715 










720 


Ala Tar 


His 


Leu 


Arg 


Val 


Gly 


Trp 


Ala 


Leu 


Thr 


Glu 


Gly 


Tyr 


Thr 


Pro 








725 










730 










735 




Tyr Pro 


Gly 


Ala 


Gly 


Glu 


Gly 


Trp 


Gly 


Gly 


Asn 


Gly 


Val 


Gly 


Asp 


Asp 






740 










745 










750 






Leu Tyr 


Ser 


Tyr 


Gly 


Phe 


Asp 


Gly 


Leu 


His 


Leu 


Trp 


Thr 


Gly 


His 


Val 




755 










760 










765 








Ala Arg 


Pro 


Val 


Thr 


Ser 


Pro 


Gly 


Gin 


His 


Leu 


Leu 


Ala 


Pro 


Glu 


Asp 


770 










775 










780 










Val He 


Ser 


Cys 


Cys 


Leu 


Asp 


Leu 


Ser 


Val 


Pro 


Ser 


He 


Ser 


Phe 


Arg 


785 








790 










795 










800 


He Asn 


Gly 


Cys 


Pro 


Val 


Gin 


Gly 


Val 


Phe 


Glu 


Ser 


Phe 


Asn 


Leu 


Asp 








805 










810 










815 




Gly Leu 


Phe 


Phe 


Pro 


Val 


Val 


Ser 


Phe 


Ser 


Ala 


Gly 


Val 


Lys 


Val 


Arg 




820 










825 










830 






Phe Leu 


Leu 


Gly 


Gly 


Arg 


His 


Gly 


Glu 


Phe 


Lys 


Phe 


Leu 


Pro 


Pro 


Pro 




835 










840 










845 








Gly Tyr 


Ala 


Pro 


Cys 


His 


Glu 


Ala 


Val 


Leu 


Pro 


Arg 


Glu 


Arg 


Leu 


His 


850 










855 










860 










Leu Glu 


Pro 


He 


Lys 


Glu 


Tyr 


Arg 


Arg 


Glu 


Gly 


Pro 


Arg 


Gly 


Pro 


His 


865 








870 










875 










880 


Leu Val 


Gly 


Pro 


Ser 


Arg 


Cys 


Leu 


Ser 


His 


Thr 


Asp 


Phe 


Val 


Pro 


Cys 








885 










890 










895 




Pro Val 


Asp 


Thr 


Val 


Gin 


He 


val 


Leu 


Pro 


Pro 


His 


Leu 


Glu 


Arg 


He 






900 










905 










910 






Arg Glu 


Lys 


Leu 


Ala 


Glu 


Asn 


He 


His 


Glu 


Leu 


Trp 


Ala 


Leu 


Thr 


Arg 




915 










920 










925 








He Glu 


Gin 


Gly 


Trp 


Thr 


Tyr 


Gly 


Pro 


Val 


Arg 


Asp 


Asp 


Asn 


Lys 


Arg 


930 










935 










940 










Leu His 


Pro 


Cys 


Leu 


Val 


Asp 


Phe 


His 


Ser 


Leu 


Pro 


Glu 


Pro 


Glu 


Arg 


945 








950 










955 










960 


Asn Tyr 


Asn 


Leu 


Gin 


Met 


Ser 


Gly 


Glu 


Thr 


Leu 


Lys 


Thr 


Leu 


Leu 


Ala 








965 










970 










975 




Leu Gly 


Cys 


His 


Val 


Gly 


Met 


Ala 


Asp 


Glu 


Lys 


Ala 


Glu 


Asp 


Asn 


Leu 






980 










985 










990 






Lys Lys 


Thr 


Lys 


Leu 


Pro 


Lys 


Thr 


Tyr 


Met 


Met 


Ser 


Asn 


Gly 


Tyr 


Lys 




995 








1000 








1005 








Pro Ala 


Pro 


Leu 


Asp 


Leu 


Ser His 


Val 


Arg 


Leu 


Thr 


Pro 


Ala 


Gin 


Thr 


1010 








1015 








1020 










Thr Leu 


Val 


Asp 


Arg 


Leu 


Ala 


Glu 


Asn 


Gly 


His Asn Val 


Trp 


Ala 


Arg 


1025 






1030 








1035 








1040 


Asp Arg 


Val 


Gly 


Gin Gly Trp Ser 


Tyr 


Ser Ala Val 


Gin 


Asp 


He 


Pro 



1045 1050 1055 
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Ala Arg Arg Asn Pro Arg Leu Val Pro Tyr Arg Leu Leu Asp Glu Ala 
_ T 1060 1065 1070 

yS i^f tog Ser ^ U Gln Ala Val Arg Thr Leu 

1080 xoB5 

iSo" ^ ° ly *** 718,1 119 G1U 1,3:0 Pro Gln G ^ Pro ser Gin 

1095 i 100 
Jal can Asn Gin SerArg Cys Asp Arg Val^Arg lie Phe Arg Ala Glu 

Lys Ser Tyr Thr Val Gin Ser Gly Arg T^Tyr Phe Glu Phe Gl^Ala 

1125 1130 ii-^R 

Val Thr Thr Gly Glu Met Arg Val Gly Trp Ala Arg Pro Glu Leu Arg 
1140 1145 1150 3 

Pro Asp yal Glu Leu Gly Ala Asp Glu Leu Ala Tyr Val Phe Asn Gly 

iTll *** ^iJys ^ ^ G1U Pr ° Phe *** 9x0 

Trp Gin Pro Gly Asp Val Val Gly Cys Met Ile^p Leu Thr Glu Asn 
1190 1195 15nft 

Thr lie lie Phe Thr Leu Asn Gly Glu Val Leu Met Ser Asp Ser lit 

1205 1210 101 c 

Ser Glu Thr Ala Phe Arg Glu He Glu He Gly Asp Gly Phe Leu Pro 

, , 220 1225 1230 

Val Cys Ser Leu Gly Pro Gly Gin Val Gly His Leu Asn Leu Gly Gin 

35 12 *0 1245 

^iSi Ser Ser tau **J£i Phe Ile 078 Gly L * u Gln Glu G1 y 

Phe Glu Pro Phe Ala He Asn Met Gln Arg Pro"!? Thr Thr Trp Phe 

1270 1275 
Ser Lys Gly Leu Pro Gln Phe Glu Pro Val Pro Leu Glu His Pro His 

1285 1290 - 5Q - 

Tyr Glu Val Ser Arg Val Asp Gly Thr Val Asp Thr Pro Pro Cys Leu 

00 "OS 1310 

Arg Leu Thr His Arg Thr Trp Gly Ser Gln Asn Ser Leu Val Glu Met 

1320 1325 
Leu Phe Leu Arg Leu Ser Leu Pro Val Gln Phe His Gln His Phe Arg 

1335 2340 
Cys Thr Ala Gly Ala Thr Pro Leu Ala Pro Pro Gly Leu Gln Pro Pro 
I, „, , , I 350 1355 lien 

Ala Glu Asp Glu Ala Arg Ala Ala Glu Pro Asp Pro Asp Tyr Glu Asn 

5 137° 1375 

Leu Arg Arg Ser Ala Gly Gly Trp Ser Glu Ala Glu Asn Gly Lys Glu 
„, I 380 1385 13 9o 

Gly Thr Ala Lys Glu Gly Ala Pro Gly Gly Thr Pro Gln Ala Gly Gly 
35 1400 1405 ' 

liJo Ma GlU G1U LyB Ma Thr Thr Glu 

Lys Asn Lys Lys Arg Gly Phe Leu Phe Lys Ala"ys Lys Val Ala Met 
1430 1435 lAAn 

Met Thr Gln Pro Pro Ala Thr Pro Thr Leu Pro Arg Leu Pro His Asp 

1445 1450 lAEC 

Val val Pro Ala Asp Asn Arg Asp Asp Pro Glu He lie Leu Asn Thr 

_ _ 1460 1465 1470 

Thr Thr Tyr Tyr Tyr Se r val Arg Val Phe Ala Gly Gln Glu Pro Ser 

1480 1485 

Py \El ^ Val Thr Pr ° ^ His His Asp Met 

- f 149S 1500 

Jjr Phe Asp Leu Ser Lys Val Arg Val Val Thr Val Thr Met Gly Asp 

1515 1 c o o 

Glu Gln Gly Asn Val His Ser Ser Leu Lys Cys Ser Asn Cys Tyr £J 

1525 1530 
val rrp Gly Gly Asp Phe Val Ser Pro Gly Gln Gln Gly Arg lie Ser 

1545 iscrn 
His Thr Asp Leu Val lie Gly Cys Leu Val Asp Leu Ala Thr Gly Leu 
1555 1560 asS5 
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Met Thr Phe Thr Ala Asn Gly Lys Glu Ser Asn Thr Phe Phe Gin Val 

1570 1575 1580 

Glu Pro Asn Thr Lys Leu Phe Pro Ala Val Phe Val Leu Pro Thr His 
1585 1590 1595 1600 

Gin Asn Val lie Gin Phe Glu Leu Gly Lys Gin Lys Asn He Met Pro 

1605 1610 1615 

Leu Ser Ala Ala Met Phe Gin Ser Glu Arg Lys Asn Pro Ala Pro Gin 

1620 1625 1630 

Cys Pro Pro Arg Leu Glu Met Gin Met Leu Met Pro Val Ser Trp Ser 

1635 1640 1645 

Arg Met Pro Asn His Phe Leu Gin Val Glu Thr Arg Arg Ala Gly Glu 

1650 1655 1660 

Arg Leu Gly Trp Ala Val Gin Cys Gin Glu Pro Leu Thr Met Met Ala 
1665 1670 1675 1680 

Leu His He Pro Glu Glu Asn Arg Cys Met Asp He Leu Glu Leu Ser 

1685 1690 1695 

Glu Arg Leu Asp Leu Gin Arg Phe His Ser His Thr Leu Arg Leu Tyr 

1700 1705 1710 

Arg Ala Val Cys Ala Leu Gly Asn Asn Arg Val Ala His Ala Leu Cys 

1715 * 1720 1725 

Ser His Val Asp Gin Ala Gin Leu Leu His Ala Leu Glu Asp Ala His 

1730 1735 1740 

Leu Pro Gly Pro Leu Arg Ala Gly Tyr Tyr Asp Leu Leu He Ser He 
1745 1750 1755 1760 

His Leu Glu Ser Ala Cys Arg Ser Arg Arg Ser Met Leu Ser Glu Tyr 

1765 1770 1775 

He Val Pro Leu Thr Pro Glu Thr Arg Ala He Thr Leu Phe Pro Pro 

1780 1785 1790 

Gly Arg Ser Thr Glu Asn Gly His Pro Arg His Gly Leu Pro Gly Val 

1795 1800 1805 

Gly Val Thr Thr Ser Leu Arg Pro Pro His His Phe Ser Pro Pro Cys 

1810 1815 1820 

Phe Val Ala Ala Leu Pro Ala Ala Gly Ala Ala Glu Ala Pro Ala Arg 
1825 1830 1835 1840 

Leu Ser Pro Ala He Pro Leu Glu Ala Leu Arg Asp Lys Ala Leu Arg 

1845 1850 1855 

Met Leu Gly Glu Ala Val Arg Asp Gly Gly Gin His Ala Arg Asp Pro 

1860 1865 1870 

Val Gly Ala Ser Val Glu Phe Gin Phe Val Pro Val Leu Lys Leu Val 

1875 1880 1885 

Ser Thr Leu Leu Val Met Gly He Phe Gly Asp Glu Asp Val Lys Gin 

1890 1895 1900 

lie Leu Lys Met He Glu Pro Glu Val Phe Thr Glu Glu Glu Glu Glu 
1905 1910 1915 1920 

Glu Asp Glu Glu Glu Glu Gly Glu Glu Glu Asp Glu Glu Glu Lys Glu 

1925 1930 1935 

Glu Asp Glu Glu Glu Thr Ala Gin Glu Lys Glu Asp Glu Glu Lys Glu 

1940 1945 1950 

Glu Glu Glu Ala Ala Glu Gly Glu Lys Glu Glu Gly Leu Glu Glu Gly 

1955 1960 1965 

Leu Leu Gin Met Lys Leu Pro Glu Ser Val Lys Leu Gin Met Cys His 

1970 1975 1980 

Leu Leu Glu Tyr Phe Cys Asp Gin Glu Leu Gin His Arg val Glu Ser 
1985 1990 1995 2000 

Leu Ala Ala Phe Ala Glu Arg Tyr Val Asp Lys Leu Gin Ala Asn Gin 

2005 2010 2015 

Arg Ser Arg Tyr Gly Leu Leu lie Lys Ala Phe Ser Met Thr Ala Ala 

2020 2025 2030 

Glu Thr Ala Arg Arg Thr Arg Glu Phe Arg Ser Pro Pro Gin Glu Gin 

2035 2040 2045 

He Asn Met Leu Leu Gin Phe Lys Asp Gly Thr Asp Glu Glu Asp Cys 

2050 2055 2060 

Pro Leu Pro Glu Glu He Arg Gin Asp Leu Leu Asp Phe His Gin Asp 
2065 2070 2075 2080 
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Leu Leu Ala His Cys Gly lie Gin Leu Asp Gly Glu Glu Glu Glu Pro 

2085 2090 2095 

Glu Glu Glu Thr Thr Leu Gly Ser Arg Leu Met Ser Leu Leu Glu Lys 

2100 2105 2110 

Val Arg Leu Val Lys Lys Lys Glu Glu Lys Pro Glu Glu Glu Arg Ser 

2115 2120 2125 

Ala Glu Glu Ser Lys Pro Arg Ser Leu Gin Glu Leu Val Ser His Met 

2130 2135 2140 

Val Val Arg Trp Ala Gin Glu Asp Phe Val Gin Ser Pro Glu Leu Val 
214 5 2150 2155 2160 

.Arg Ala Met Phe Ser Leu Leu His Arg Gin Tyr Asp Gly Leu Gly Glu 
2165 2170 ~ 2175 

Leu Leu Arg Ala Leu Pro Arg Ala Tyr Thr lie Ser Pro Ser Ser Val 

2180 2185 2190 

Glu Asp Thr Met Ser Leu Leu Glu Cys Leu Gly Gin lie Arg Ser Leu 

2195 2200 2205 

Leu He Val Gin Met Gly Pro Gin Glu Glu Asn Leu Met lie Gin Ser 

2210 2215 2220 

He Gly Asn He Met Asn Asn Lys Val Phe Tyr Gin His Pro Asn Leu 
2225 2230 2235 2240 

Met Arg Ala Leu Gly Met His Glu Thr Val Met Glu Val Met Val Asn 

2245 2250 2255 

Val Leu Gly Gly Gly Glu Ser Lys Glu He Arg Phe Pro Lys Met Val 

2260 2265 2270 

Thr Ser Cys Cys Arg Phe Leu Cys Tyr Phe Cys Arg He Ser Arg Gin 

2275 2280 2285 

Asn Gin Arg Ser Met Phe Asp His Leu Ser Tyr Leu Leu Glu Asn Ser 

2290 2295 2300 

Gly He Gly Leu Gly Met Gin Gly Ser Thr Pro Leu Asp Val Ala Ala 
23 05 2310 2315 " 2320 

Ala Ser Val He Asp Asn Asn Glu Leu Ala Leu Ala Leu Gin Glu Gin 

2325 2330 2335 

Asp Leu Glu Lys Val Val Ser Tyr Leu Ala Gly Cys Gly Leu Gin Ser 

2340 2345 2350 

Cys Pro Met Leu Val Ala Lys Gly Tyr Pro Asp He Gly Trp Lys Pro 

2355 2360 2365 

Cys Gly Gly Glu Arg Tyr Leu Asp Phe Leu Arg Phe Ala Val Phe val 

2370 2375 2380 

Asn Gly Glu Ser Val Glu Glu Asn Ala Asn Val Val Val Arg Leu Leu 
2385 2390 2395 2400 

He Arg Lys Pro Glu Cys Phe Gly Pro Ala Leu Arg Gly Glu Gly Gly 

2405 2410 * 2415 

Ser Gly Leu Leu Ala Ala He Glu Glu Ala He Arg He Ser Glu Asp 

2420 2425 2430 

Pro Ala Arg Asp Gly Pro Gly He Arg Arg Asp Arg Arg Arg Glu His 

2435 2440 2445 

Phe Gly Glu Glu Pro Pro Glu Glu Asn Arg Val His Leu Gly His Ala 

2450 2455 2460 

He Met Ser Phe Tyr Ala Ala Leu He Asp Leu Leu Gly Arg Cys Ala 
2465 2470 2475 2480 

Pro Glu Met His Leu He Gin Ala Gly Lys Gly Glu Ala Leu Arg He 

2485 2490 2495 

Arg Ala He Leu Arg Ser Leu Val Pro Leu Glu Asp Leu Val Gly He 

2500 2505 ~ 2510 

He Ser Leu Pro Leu Gin He Pro Thr Leu Gly Lys Asp Gly Ala Leu 

2515 2520 2525 

Val Gin Pro Lys Met Ser Ala Ser Phe Val Pro Asp His Lys Ala Ser 

2530 2535 2540 

Met Val Leu Phe Leu Asp Arg Val Tyr Gly He Glu Asn Gin Asp Phe 
2545 2550 2555 2560 

Leu Leu His Val Leu Asp Val Gly Phe Leu Pro Asp Met Arg Ala Ala 

2565 2570 2575 

Ala Ser Leu Asp Thr Ala Thr Phe Ser Thr Thr Glu Met Ala Leu Ala 
2580 2585 2590 
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Val Asn Arg Tyr Leu Cys Leu Ala Val Leu Pro Leu He Thr Lys Cys 

2595 2600 2605 

Ala Pro Leu Phe Ala Gly Thr Glu His Arg Ala lie Met Val Asp Ser 

2610 2615 2620 

Met Leu His Thr Val Tyr Arg Leu Ser Arg Gly Arg Ser Leu Thr Lys 
2625 2630 2635 2640 

Ala Gin Arg Asp Val He Glu Asp Cys Leu Met Ser Leu Cys Arg Tyr 

2645 2650 2655 

He Arg Pro Ser Met Leu Gin His Leu Leu Arg Arg Leu Val Phe Asp 

2660 2665 2670 

val Pro He Leu Asn Glu Phe Ala Lys Met Pro Leu Lys Leu Leu Thr 

2675 26B0 2685 

Asn His Tyr Glu Arg Cys Trp Lys Tyr Tyr Cys Leu Pro Thr Gly Trp 

2690 2695 2700 

Ala Asn Phe Gly Val Thr Ser Glu Glu Glu Leu His Leu Thr Arg Lys 
2705 2710 2715 2720 

Leu Phe Trp Gly He Phe Asp Ser Leu Ala His Lys Lys Tyr Asp. Pro 

2725 2730 2735 

Glu Leu Tyr Arg Met Ala Met Pro Cys Leu Cys Ala He Ala Gly Ala 

2740 2745 2750 

Leu Pro Pro Asp Tyr Val Asp Ala Ser Tyr Ser Ser Lys Ala Glu Lys 

2755 2760 2765 

Lys Ala Thr Val Asp Ala Glu Gly Asn Phe Asp Pro Arg Pro Val Glu 

2770 2775 2780 

Thr Leu Asn Val He He Pro Glu Lys Leu Asp Ser Phe He Asn Lys 
2785 2790 2795 2800 

Phe Ala Glu Tyr Thr His Glu Lys Trp Ala Phe Asp Lys He Gin Asn 

2805 2810 2815 

Asn Trp Ser Tyr Gly Glu Asn He Asp Glu Glu Leu Lys Thr His Pro 

2820 2825 2830 

Met Leu Arg Pro Tyr Lys Thr Phe Ser Glu Lys Asp Lys Glu He Tyr 

2835 2840 2845 

Arg Trp Pro He Lys Glu Ser Leu Lys Ala Met He Ala Trp Glu Trp 

2850 2855 2860 

Thr He Glu Lys Ala Arg Glu Gly Glu Glu Glu Lys Thr Glu Lys Lys 
2865 2870 2875 2880 

Lys Thr Ala Lys He Ser Gin Ser Ala Gin Thr Tyr Asp Pro Arg Glu 

2885 ' 2890 2895 

Gly Tyr Asn Pro Gin Pro Pro Asp Leu Ser Ala Val Thr Leu Ser Arg 

2900 2905 2910 

Glu Leu Gin Ala Met Ala Glu Gin Leu Ala Glu Asn Tyr His Asn Thr 

2915 2920 2925 

Trp Gly Arg Lys Lys Lys Gin Glu Leu Glu Ala Lys Gly Gly Gly Thr 

2930 2935 2940 

His Pro Leu Leu Val Pro Tyr Asp Thr Leu Thr Ala Lys Glu Lys Ala 
2945 2950 2955 2960 

Arg Asp Arg Glu Lys Ala Gin Glu Leu Leu Lys Phe Leu Gin Met Asn 

2965 2970 2975 

Gly Tyr Ala Val Thr Arg Gly Leu Lys Asp Met Glu Leu Asp Ser Ser 

2980 2985 2990 

Ser He Glu Lys Arg Phe Ala Phe Gly Phe Leu Gin Gin Leu Leu Arg 

2995 3000 3005 

Trp Met Asp He Ser Gin Glu Phe He Ala His Leu Glu Ala Val Val 

3010 3015 3020 

Ser Ser Gly Arg Val Glu Lys Ser Pro His Glu Gin Glu lie Lys Phe 
3025 3030 3035 3040 

Phe Ala Lys He Leu Leu Pro Leu He Asn Gin Tyr Phe Thr Asn His 

3045 3050 3055 

Cys Leu Tyr Phe Leu Ser Thr Pro Ala Lys Val Leu Gly Ser Gly Gly 

3060 3065 3070 

His Ala Ser Asn Lys Glu Lys Glu Met He Thr Ser Leu Phe Cys Lys 

3075 3080 30B5 

Leu Ala Ala Leu Val Arg His Arg Val Ser Leu Phe Gly Thr Asp Ala 
3090 3095 3100 
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Pro Ala Val Val Asn Cys Leu His He Leu Ala Arg Ser Leu Asp Ala 
3105 . 3110 3115 3120 

Arg Thr Val Met Lys Ser Gly. Pro Glu He Val Lys Ala Gly Leu Arg 

3125 3130 * 3135 

Ser Phe Phe Glu Ser Ala Ser Glu Asp He Glu Lys Met Val Glu Asn 

3140 3145 3150 

Leu Arg Leu Gly Lys Val Ser Gin Ala Arg Thr Gin Val Lys Gly Val 

3155 3160 3165 

Gly Gin Asn Leu Thr Tyr Thr Thr Val Ala Leu Leu Pro Val Leu Thr 

3170 3175 3180 

Thr Leu Phe Gin His He Ala Gin His Gin Phe Gly Asp Asp Val He 
3185 3130 3135 3200 

Leu Asp Asp Val Gin Val Ser Cys Tyr Arg Thr Leu Cys Ser He Tyr 

3205 3210 * 3215 

Ser Leu Gly Thr Thr Lys Asn Thr Tyr Val Glu Lys Leu Arg Pro Ala 

3220 3225 3230 

Leu Gly Glu Cys Leu Ala Arg Leu Ala Ala Ala Met Pro Val Ala Phe 

3235 3240 3245 

Leu Glu Pro Gin Leu Asn Glu Tyr Asn Ala Cys Ser Val Tyr Thr Thr 

3250 3255 3260 

Lys Ser Pro Arg Glu Arg Ala He Leu Gly Leu Pro Asn Ser Val Glu 
3265 3270 3275 3280 

Glu Met cys Pro Asp He Pro Val Leu Glu Arg Leu Met Ala Asp He 

3285 3290 3295 

Gly Gly Leu Ala Glu Ser Gly Ala Arg Tyr Thr Glu Met Pro His Val 

3300 3305 3310 

He Glu He Thr Leu Pro Met Leu Cys Ser Tyr Leu Pro Arg Trp Trp 

3315 3320 3325 

Glu Arg Gly Pro Glu Ala Pro Pro Ser Ala Leu Pro Ala Gly Ala Pro 

3330 3335 3340 

Pro Pro Cys Thr Ala Val Thr Ser Asp His Leu Asn Ser Leu Leu Gly 
3345 3350 3355 3360 

Asn He Leu Arg He He Val Asn Asn Leu Gly He Asp Glu Ala Ser 

3365 3370 * 3375 

Trp Met Lys Arg Leu Ala Val Phe Ala Gin Pro He Val Ser Arg Ala 

3380 3385 3390 

Arg Pro Glu Leu Leu Gin Ser His Phe He Pro Thr He Gly Arg Leu 

3395 3400 3405 

Arg Lys Arg Ala Gly Lys Val Val Ser Glu Glu Glu Gin Leu Ala Leu 

3410 3415 3420 

Glu Ala Lys Ala Glu Ala Gin Glu Gly Glu Leu Leu Val Arg Asp Glu 
3425 3430 3435 3440 

Phe Ser Val Leu Cys Arg Asp Leu Tyr Ala Leu Tyr Pro Leu Leu He 

3445 3450 " 3455 

Arg Tyr Val Asp Asn Asn Arg Ala Gin Trp Leu Thr Glu Pro Asn Pro 

3460 3455 3470 

Ser Ala Glu Glu Leu Phe Arg Met Val Gly Glu He Phe He Tyr Trp 

3475 3480 3485 

Ser Lys Ser His Asn Phe Lys Arg Glu Glu Gin Asn Phe Val Val Gin 

3430 3495 3500 

Asn Glu He Asn Asn Met Ser Phe Leu Thr Ala Asp Asn Lys Ser Lys 
3505 3510 3515 3520 

Met Ala Lys Ala Gly Asp He Gin Ser Gly Gly Ser Asp Gin Glu Arg 

3525 3530 3535 

Thr Lys Lys Lys Arg Arg Gly Asp Arg Tyr Ser Val Gin Thr Ser Leu 

3540 3545 3550 

He Val Ala Thr Leu Lys Lys Met Leu Pro He Gly Leu Asn Met Cys 

3555 3560 3565 

Ala Pro Thr Asp Gin Asp Leu He Thr Leu Ala Lys Thr Arg Tyr Ala 

3570 3575 358O 

Leu Lys Asp Thr Asp Glu Glu Val Arg Glu Phe Leu His Asn Asn Leu 
3585 3590 3595 3600 

His Leu Gin Gly Lys Val Glu Gly Ser Pro Ser Leu Arg Trp Gin Met 
3605 3610 3615 
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Ala Leu Tyr Arg Gly Val Pro Gly Arg Glu Glu Asp Ala Asp Asp Pro 

3620 362S 3630 

Glu Lys He Val Arg Arg Val Gin Glu Val Ser Ala Val Leu Tyr Tyr 

3635 3640 3645 

Leu Asp Gin Thr Glu His Pro Tyr Lys Ser Lys Lys Ala Val Trp His 

3650 3655 3660 

Lys Leu Leu Ser Lys Gin Arg Arg Arg Ala Val Val Ala Cys Phe Arg 
3665 3670 3675 3680 

Met Thr Pro Leu Tyr Asn Leu Pro Thr His Arg Ala Cys Asn Met Phe 

3685 3690 3695 

Leu Glu Ser Tyr Lys Ala Ala Trp He Leu Thr Glu Asp His Ser Phe 

3700 3705 3710 

Glu Asp Arg Met He Asp Asp Leu Ser Lys Ala Gly Glu Gin Glu Glu 

3715 3720 3725 

Glu Glu Glu Glu Val Glu Glu Lys Lys Pro Asp Pro Leu His Gin Leu 

3730 3735 3740 

Val Leu His Phe Ser Arg Thr Ala Leu Thr Glu Lys Ser Lys Leu Asp 
3745 3750 3755 3760 

Glu Asp Tyr Leu Tyr Met Ala Tyr Ala Asp He Met Ala Lys Ser Cys 

3765 3770 3775 

His Leu Glu Glu Gly Gly Glu Asn Gly Glu Ala Glu Glu Glu Val Glu 

3780 3785 3790 

Val Ser Phe Glu Glu Lys Gin Met Glu Lys Gin Arg Leu Leu Tyr Gin 

3795 3800 3805 

Gin Ala Arg Leu His Thr Arg Gly Ala Ala Glu Met Val Leu Gin Met 

3810 3815 3820 

He Ser Ala Cys Lys Gly Glu Thr Gly Ala Met Val Ser Ser Thr Leu 
3825 3830 3835 3840 

Lys Leu Gly He Ser He Leu Asn Gly Gly Asn Ala Glu Val Gin Gin 

3845 • 3B50 3855 

Lys Met . Leu Asp Tyr Leu Lys Asp Lys Lys Glu Val Gly Phe Phe Gin 

3860 3865 3870 

Ser He Gin Ala Leu Met Gin Thr Cys Ser Val Leu Asp Leu Asn Ala 

3875 3880 3885 

Phe Glu Arg Gin Asn Lys Ala Glu Gly Leu Gly Met Val Asn Glu Asp 

3890 3895 3900 

Gly Thr val He Asn Arg Gin Asn Gly Glu Lys Val Met Ala Asp Asp 
3905 3910 3915 3920 

Glu Phe Thr Gin Asp Leu Phe Arg Phe Leu Gin Leu Leu Cys Glu Gly 

3925 3930 3935 

His Asn Asn Asp Phe Gin Asn Tyr Leu Arg Thr Gin Thr Gly Asn Thr 

3940 3945 3950 

Thr Thr He Asn He He He Cys Thr Val Asp Tyr Leu Leu Arg Leu 

3955 3960 3955 

Gin Glu Ser He Ser Asp Phe Tyr Trp Tyr Tyr Ser Gly Lys Asp Val 

3970 3975 3980 

He Glu Glu Gin Gly Lys Arg Asn Phe Ser Lys Ala Met Ser Val Ala 
3985 3990 3995 4000 

Lys Gin Val Phe Asn Ser Leu Thr Glu Tyr He Gin Gly Pro Cys Thr 

4005 4010 4015 

Gly Asn Gin Gin Ser Leu Ala His Ser Arg Leu Trp Asp Ala Val Val 

4020 4025 4030 

Gly Phe Leu His Val Phe Ala His Met Met Met Lys Leu Ala Gin Asp 

4035 4040 4045 

Ser Ser Gin He Glu Leu Leu Lys Glu Leu Leu Asp Leu Gin Lys Asp 

4050 4055 4060 

Met Val Val Met Leu Leu Ser Leu Leu Glu Gly Asn Val Val Asn Gly 
4065 4070 4075 4080 

Met He Ala Arg Gin Met Val Asp Met Leu Val Glu Ser Ser Ser Asn 

4085 4090 4095 

Val Glu Met He Leu Lys Phe Phe Asp Met Phe Leu Lys Leu Lys Asp 

4100 4105 4110 

He Val Gly Ser Glu Ala Phe Gin Asp Tyr Val Thr Asp Pro Arg Gly 
4115 4120 4125 
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Leu lie Ser Lys Lys Asp Phe Gin Lys Ala Met Asp Ser Gin Lys Gin 

4130 4135 4140 

Phe Ser Gly Pro Glu He Gin Phe Leu Leu Ser Cys Ser Glu Ala Asp 
4145 4150 4155 4160 

Glu Asn Glu Met He Asn Cys Glu Glu Phe Ala Asn Arg Phe Gin Glu 

4165 4170 4175 

Pro Ala Arg Asp He Gly Phe Asn Val Ala Val Leu Leu Thr Asn Leu 

4180 4185 4190 

Ser Glu His Val Pro His Asp Pro Arg Leu His Asn Phe Leu Glu Leu 

4195 4200 4205 

Ala Glu Ser He Leu Glu Tyr Phe Arg Pro Tyr Leu Gly Arg He Glu 

4210 4215 4220 

He Met Gly Ala Ser Arg Arg lie Glu Arg He Tyr Phe Glu He Ser 
4225 4230 . 4235 4240 

Glu Thr Asn Arg Ala Gin Trp Glu Met Pro Gin Val Lys Glu Ser Lys 

4245 4250 " 4255 

Arg Gin Phe He Phe Asp Val Val Asn Glu Gly Gly Glu Ala Glu Lys 

4260 4265 4270 

Met Glu Leu Phe Val Ser Phe Cys Glu Asp Thr He Phe Glu Met Gin 

4275 4280 4285 

He Ala Ala Gin He Ser Glu Pro Glu Gly Glu Pro Glu Thr Asp Glu 

4290 4295 4300 * 

Asp Glu Gly Ala Gly Ala Ala Glu Ala Gly Ala Glu Gly Ala Glu Glu 
4305 4310 4315 4320 

Gly Ala Ala Gly Leu Glu Gly Thr Ala Ala Thr Ala Ala Ala Gly Ala 

4325 4330 4335 

Thr Ala Arg Val Val Ala Ala Ala Gly Arg Ala Leu Arg Gly Leu Ser 

4340 4345 4350 

Tyr Arg Ser Leu Arg Arg Arg Val Arg Arg Leu Arg Arg Leu Thr Ala 

4355 4360 4365 

Arg Glu Ala Ala Thr Ala Val Ala Ala Leu Leu Trp Ala Ala Val Thr 

4370 4375 4380 

Arg Ala Gly Ala Ala Gly Ala Gly Ala Ala Ala Gly Ala Leu Gly Leu 
4385 4390 4395 4400 

Leu Trp Gly Ser Leu Phe Gly Gly Gly Leu Val Glu Gly Ala Lys Lys 

4405 4410 4415 

Val Thr Val Thr Glu Leu Leu Ala Gly Met Pro Asp Pro Thr Ser Asp 

4420 4425 4430 

Glu Val His Gly Glu Gin Pro Ala Gly Pro Gly Gly Asp Ala Asp Gly 

4435 4440 . ~ 4445 

Glu Gly Ala Ser Glu Gly Ala Gly Asp Ala Ala Glu Gly Ala Gly Asp 

4450 4455 4460 

Glu Glu Glu Ala Val His Glu Ala Gly Pro Gly Gly Ala Asp Gly Ala 
4465 4470 4475 " 4480 

Val Ala Val Thr Asp Gly Gly Pro Phe Arg Pro Glu Gly Ala Gly Gly 

4485 4490 4495 

Leu Gly Asp Met Gly Asp Thr Thr Pro Ala Glu Pro Pro Thr Pro Glu 

4500 4505 4510 

Gly Ser Pro He Leu Lys Arg Lys Leu Gly Val Asp Gly Val Glu Glu 

4515 4520 4525 

Glu Leu Pro Pro Glu Pro Glu Pro Glu Pro Glu Pro Glu Leu Glu Pro 

4530 4535 4540 

Glu Lys Ala Asp Ala Glu Asn Gly Glu Lys Glu Glu Val Pro Glu Pro 
4545 4550 4555 4560 

Thr Pro Glu Pro Pro Lys Lys Gin Ala Pro Pro Ser Pro Pro Pro Lys 

4565 4570 4575 

Lys Glu Glu Ala Gly Gly Glu Phe Trp Gly Glu Leu Glu Val Gin Arg 

4580 4585 4590 

Val Lys Phe Leu Asn Tyr Leu Ser Arg Asn Phe Tyr Thr Leu Arg Phe 

4595 4600 4605 

Leu Ala Leu Phe Leu Ala Phe Ala He Asn Phe He Leu Leu Phe Tyr 

4610 4615 4620 

Lye Val Ser Asp Ser Pro Pro Gly Glu Asp Asp Met Glu Gly Ser Ala 
4625 4630 4635 4640 
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Ala Gly Asp Val Ser Gly Ala Gly Ser Gly Gly Ser Ser^ly Trp Gly 

4645 4650 4655 

Leu Gly Ala Gly Glu Glu Ala Glu Gly Asp Glu Asp Glu Asn Met Val 

4660 4665 4670 

Tyr Tyr Phe Leu Glu Glu Ser Thr Gly Tyr Met Glu Pro Ala Leu Arg 

4675 4680 4585 

Cys Leu Ser Leu Leu His Thr Leu Val Ala Phe Leu Cys lie lie Gly 

4690 4695 4700 

Tyr Asn Cys Leu Lys Val Pro Leu Val lie Phe Lys Arg Glu Lys Glu 
4705 4710 4715 4720 

Leu Ala Arg Lys Leu Glu Phe Asp Gly Leu Tyr lie Thr Glu Gin Pro 

4725 4730 4735 

Glu Asp Asp Asp Val Lys Gly Gin* Trp Asp Arg Leu Val Leu Asn Thr 

4740 4745 ■ 4750 

Pro Ser Phe Pro Ser Asn Tyr Trp Asp Lys Phe Val Lys Arg Lys Val 

4755 4760 4765 

Leu Asp Lys His Gly Asp He Tyr Gly Arg Glu Arg He Ala Glu Leu 

4770 4775 4780 

Leu Gly Met Asp Leu Ala Thr Leu Glu He Thr Ala His Asn Glu Arg 
4785 4790 4795 4800 

Lys Pro Asn Pro Pro Pro Gly Leu Leu Thr Trp Leu Met Ser He Asp 

4805 4810 4815 

Val Lys Tyr Gin He Trp Lys Phe Gly Val He Phe Thr Asp Asn Ser 

4820 4825 4830 

Phe Leu Tyr Leu Gly Trp Tyr Met Val Met Ser Leu Leu Gly His Tyr 

4835 4840 4845 

Asn Asn Phe Phe Phe Ala Ala His Leu Leu Asp He Ala Met Gly Val 

4850 4855 4860 

Lys Thr Leu Arg Thr He Leu Ser Ser Val Thr His Asn Gly Lys Gin 
4865 4870 4875 4880 

Leu Val Met Thr Val Gly Leu Leu Ala Val Val Val Tyr Leu Tyr Thr 

4865 4890 1 4835 

Val Val Ala Phe Asn Phe Phe Arg Lys Phe Tyr Asn Lys Ser Glu Asp 

4900 4905 4910 

Glu Asp Glu Pro Asp Met Lys Cys Asp Asp Met Met Thr Cys Tyr Leu 

4915 4920 4925 

Phe His Met Tyr Val Gly Val Arg Ala Gly Gly Gly He Gly Asp Glu 

4930 4935 4940 

He Glu Asp Pro Ala Gly Asp Glu Tyr Glu Leu Tyr Arg Val Val Phe 
4945 4950 4955 4960 

Asp He Thr Phe Phe Phe Phe Val He Val He Leu Leu Ala He He 

4965 4970 4975 

Gin Gly Leu He He Asp Ala Phe Gly Glu Leu Arg Asp Gin Gin Glu 

4980 4965 4990 

Gin Val Lys Glu Asp Met Glu Thr Lys Cys Phe He Cys Gly He Gly 

4995 5000 5005 

Ser Asp Tyr Phe Asp Thr Thr Pro His Gly Phe Glu Thr His Thr Leu 

5010 5015 5020 

Glu Glu His Asn Leu Ala Asn Tyr Met Phe Phe Leu Met Tyr Leu He 
5025 5030 5035 5040 

Asn Lys Asp Glu Thr Glu His Thr Gly Gin Glu Ser Tyr Val Trp Lys 

5045 5050 5055 

Met Tyr Gin Glu Arg Cys Trp Asp Phe Phe Pro Ala Gly Asp Cys Phe 

5060 5065 5070 

Arg Lys Gin Tyr Glu Asp Gin Leu Ser 
5075 50805081 



<210> 1851 
<211> 67 
<212> PRT 

<213> Homo sapiens 
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<221> mis cofeature 
<222> (1) . . . (€6) 

<223> Xaa « any amino acid or nothing 



<400> 1851 

Val He Val Ala He Tyr Cys Gin Leu He Phe Asp Lys Gly Ala Lys 

15 10 15 

Thr He Gin Xaa Pro Phe Gin Gin He Ala Leu Cys Lys Arg Met Lys 

20 25 30 

Leu Gly Pro Cys Phe Thr Pro Cys Gly Lys He Asn Ser Glu Trp He 

35 40 45 

Arg Glu Leu Ser Val Arg Val Lys Thr He Lys His Leu Glu He Gly 

50 55 60 

Val Asn 
€5 66 



<210> 1852 

<211> 107 

<212> PRT 

<213> Homo sapiens 



<221> mis cofeature 
<222> <1)... (105) 

<223> Xaa • any amino acid or nothing 



<400> 1852 

Ser Gly Met Gin Trp Arg Asp Leu Thr Pro Leu Gin Pro Leu Pro Pro 

15 10 15 

Arg Phe Lys Gin Phe Ser Cys Leu Ser Leu Pro Gly Ser Trp Asp Tyr 

20 25 30 

Arg His Ala Pro Pro Leu Leu Thr Asn Phe Xaa Phe Leu Val Glu Met 

35 40 45 

Gly Phe Cys Tyr Val Gly Gin Ala Gly Arg Lys Leu Leu Ala Ser Ser 

50 55 60 

Asp Gin Ser Ala Leu Ala Ser Gin Ser Ala Gly He Thr Gly He Ser 
65 70 75 80 

Thr Ala Pro Gly Pro Pro Phe Phe Phe Leu Asn Phe Glu Ala Gly Ser 

85 90 95 

Cys Ser Val Ala Gin Ala Gly Val Gin 
100 105 



<210> 1853 

<211> 196 

<212> PRT 

<213> Homo sapiens 

<221> raisc_feature 
<222> (1) .7. (194) 

<223> Xaa = any amino acid or nothing 



<400> 1853 

Glu Val Asp Ser Gin Ser Gly Val Gin Xaa Gin Ala Pro Gly Ser Leu 

1 5 10 .15 

Gin Leu Gin Thr Pro Gly Leu Lys Val Ser Cys Leu Leu Ser Arg Gin 

20 25 30 

Asp Tyr Arg Ser Ser Leu Pro His Leu Ala Ser Cys Cys Tyr Tyr Tyr 
35 40 45 



999 
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Tyr 


Tyr 


Tyr 


Val 


Phe 


Leu 


Xaa Arg Arg Gly 


Leu Thr Thr Leu Val Gin 




50 










55 


60 


Gly 


Gly 


Leu 


Lys 


Leu 


Leu 


Pro Ser Ser Asn 


Pro Phe Ala Ser Ala Pro 


65 










70 




75 B0 


Xaa 


Thr 


Ala 


Gly 


He 


Thr 


Gly Met Ser His 


Cys Ala Gly Pro His Phe 










85 




90 


95 


Asn 


Phe 


Xaa 


Met 


Phe 


Arg 


Lys He Ser Cys 


He Arg Glu Xaa Phe Xaa 








100 






105 


110 


His 


Thr 


Arg 


He 


Tyr 


Asp 


He Pro Phe Leu 


He Leu Phe Phe Lys Glu 






115 








120 


125 


Thr 


Trp 


Val 


Leu 


Leu 


Cys 


Tyr Pro Gly Trp 


Pro Gin He Pro Gly Leu 




130 










135 


140 


Lys 


Pro 


Cat* 


Car 


uys 


Leu 


7> T*rr T.011 T.pii Cpr 


Ser Trr> ZLso His Arcr Cvs 


145 










150 




155 *" *" 160 


Ala 


Pro 


Pro 


Cys 


Pro 


Ala 


Ser Phe Phe He 


Phe His Val Asp Arg Val 










165 




170 


175 


Ser 


Pro 


Pro 


Cys 


Pro 


Gly 


Leu Val Ser He 


Thr Phe Lys Met Leu Leu 








180 






185 


190 


Leu 


Leu 
















194 
















<2io> : 


1B54 












<211> 


71 












<212> 


PRT 












<213> Homo 


sapiens 








<400> : 


1854 










Met 


Val 


Ser Lys 


Ser 


Lys 


Ser He Leu Met 


Ser Tyr Asn His Val Glu 


1 








5 




10 


15 


Leu 


Thr 


Phe 


Ser 


Asp 


Met Lys Lys Met Pro 


oiu AJ.a riie i*rg Arg lar 








20 






25 


30 


Gin 


Lys His Thr 


He 


Tyr Leu He Pro Tyr 


Gin Val He Phe Trp Ser 






35 








40 


45 


Thr 


Gly Lys Asp 


Ala 


Met Arg Ser Phe Met 


Met Pro Phe Tyr Gin Lys 




50 










55 


60 


Glu 


Tyr Tyr Glu 


Asn 


Gin 


* 




.65 










70 








<210> 


1855 








\ 



<211> 466 
<212> PRT 

<213> Homo sapiens 



<221> mis cofeature y 
<222> (1) . . . (464) 

<223> Xaa = any amino acid or nothing 





<400> 1855 








Glu 


Pro Gly Val 


Pro 


Thr Lys Lys Thr Trp 


Phe Asp Lys Pro Asp Phe 


1 




5 


10 


15 


Asn 


Arg Thr Asn 


Ser 


Pro Gly Phe Gin Lys 


Lys Val Gin Phe Gly Asn 




20 




25 


30 


Glu 


Asn Thr Lys 


Leu 


Glu Leu Arg Lys Val 


Pro Pro Glu Leu Asn Asn 




35 




40 


45 


He 


Ser Lys Leu 


Asn 


Glu His Phe Ser Arg 


Phe Gly Thr Leu Val Asn 




50 




55 


60 


Leu 


Gin Val Ala 


Tyr 


Asn Gly Asp Pro Glu 


Gly Ala Leu He Gin Phe 


65 






70 


75 80 



1000 
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Ala Thr Tyr Glu Glu Ala Lys Lys Ala He Ser Ser Thr Glu Ala Val 

85 90 95 

Leu Asn Asn Arg Phe He Lys Val Tyr Trp His Arg Glu Gly Ser Thr 

100 105 110 

Gin Gin Leu Gin Thr Thr Ser Pro Lys Val Met Gin Pro Leu Val Gin 

115 120 125 

Gin Pro He Leu Pro Val Val Lys Gin Ser Val Lys Glu Arg Leu Gly 

130 135 140 

Pro Val Pro Ser Ser Thr He Glu Pro Ala Glu Ala Gin Ser Ala Ser 
145 150 155 160 

ser Asp Leu Pro Gin Val Leu Ser Thr Leu Leu Ala Xaa Gin Lys Gin 

165 170 175 

Cys lie He Gin Leu Leu Trp Lys Ala Ala Gin Lys Thr Leu Leu val 

180 185 190 

Ser Thr Ser Ala Val Asp Asn Asn Glu Ala Gin Lys Lys Lys Gin Glu 

195 200 205 

Ala Leu Lys Leu Gin Gin Asp Val Arg Lys Arg Lys Gin Glu He Leu 

210 215 220 

Glu Lys His He Glu Thr Gin Lys Met Leu He Ser Lys Leu Glu Lys 
225 230 235 & 240 

Asn Lys Thr Met Lys Ser Glu Asp Lys Ala Glu He Met Lys Thr Leu 

245 250 255 

Glu Val Leu Thr Lys Asn He Thr Lys Leu Lys Asp Glu Val Lys Ala 

260 265 270 

Ala Ser Pro Gly Arg Cys Leu Pro Lys Ser He Lys Thr Lys Thr Gin 

275 280 285 

Met Gin Lys Glu Leu Leu Asp Thr Glu Leu Asp Leu Tyr Lys Lys Met 

290 295 300 

Gin Ala Gly Glu Glu Val Thr Glu Leu Arg Arg Lys Tyr Thr Glu Leu 
305 310 315 " " 320 

Gin Leu Glu Ala Ala Lys Arg Gly He Leu Ser Ser Gly Arg Gly Arg 

325 330 335 

Gly He His Ser Arg Gly Arg Gly Ala Val His Gly Arg Gly Arg Gly 

340 345 350 

Arg Gly Arg Gly Arg Gly Val Pro Gly His Ala Val Val Asp His Arg 

355 360 355 

Pro Arg Ala Leu Glu He Ser Ala Phe Thr Glu Ser Asp Arg Glu Asp 

370 375 380 

Leu Leu Pro His Phe Ala Gin Tyr Gly Glu He Glu Asp Cys Gin He 
385 390 395 400 

Asp Asp Ser Ser Leu His Ala Val He Thr Phe Lys Thr Arg Ala Glu 

405 410 415 

Ala Glu Ala Ala Ala Val His Gly Ala Arg Phe Lys Gly Gin Asp Leu 

420 425 * 430 

Lys Leu Ala Trp Asn Lys Pro Val Thr Asn He Ser Ala Val Glu Thr 

435 440 445 

Glu Glu Val Glu Pro Asp Glu Glu Glu Gin Arg Glu He He He Ala 
450 455 460 464 



<210> 1856 
<211> 344 
<212> PRT 

<213> Homo sapiens 

<221> miscjFeature 
<222> (1) . . . (343) 

<223> Xaa s any amino acid or nothing 



<400> 1856 



1001 
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Asp 


Ala Glu 


Leu 


Ser 


Gly 


Thr Leu Ser Leu Val 


Leu Thr 


Gin Cys 


Cys 


1 






. 5 




10 




15 




Lys 


Arg lie 


Lys 


Asp 


Thr 


Val Gin Lys Leu Ala 


Ser Asp 


nis Lys 


Asp 






20 






25 




30 




lie 


His Ser 


Ser 


val 


Ser 


Arg val Gly Lys Ala 


lie Asp 


Lys Asn 


rue 




35 








40 


45 






Asp 


Ser Asp 


lie 


Ser 


Ser 


val Gly lie Asp Giy 


Cys l^cp 




Asp 




50 








55 


SO 






Ser 


Gin Arg 


Leu 


Leu 


Asn 


Glu val Met val Glu 


His Pne 


pne Arg 


tain 


65 






70 


75 






50 


Gly 


Met Leu 


Asp 


Val 


Ala 


Glu Glu Leu Cys Gin 


Glu Ser 


Gly Leu 


ber 








85 




90 




95 




Val 


Asp Pro 


Ser 


Gin 


Lys 


Glu Pro Pne val Glu 


Leu Asn 


Arg He 


Lieu 






100 






105 




110 




Glu 


Ala Leu 


Lys 


Val 


Arg 


Val Leu Arg Pro Ala 


Leu Glu 


Trp Ala 


val 




115 








120 


125 






Ser 


Asn Arg 


Glu 


Met 


Leu 


He Ala Gin Asn Ser 


Ser Leu 


Glu Phe 


Lys 




130 








135 


140 






Leu 


His Arg 


Leu 


Tyr 


Phe 


He Ser Leu Leu Met 


Gly Gly 


Thr Thr 


Asn 


145 








150 


155 






160 


Gin 


Arg Glu 


Ala 


Leu 


Gin 


Tyr Ala Lys Asn Phe 


Gin Pro 


Phe Ala 


Leu 








165 




170 




175 




Asn 


His Gin 


Lys 


Asp 


He 


Gin Val Leu Met Gly 


Ser Leu 


Val Tyr 


Leu 






180 






185 




190 




Arg 


Gin Gly 


lie 


Glu 


Asn 


Ser Pro Tyr Val His 


Leu Leu 


Asp Ala 


Asn 




195 








200 


205 






Gin 


Trp Ala 


Asp 


lie 


Cys 


Asp He Phe Thr Arg 


Asp Ala 


Cys Ala 


Leu 




210 








215 


220 






Leu 


Gly Leu 


Ser 


Val 


Glu 


Ser Pro Leu Ser Val 


Ser Phe 


Ser Ala 


Gly 


225 








230 


235 






240 


Cys 


Val .Ala 


Leu 


Pro 


Ala 


Leu He Asn He Lys 


Ala Val 


He Glu 


Gin 








245 




250 




255 




Arg 


Gin Cys 


Thr 


Gly 


Val 


Trp Asn Gin Lys Asp 


Glu Leu 


Pro He 


Glu 






260 






265 




270 




Val 


Asp Leu 


Gly 


Xaa 


Lys 


Ser Ala Gly Tyr His 


Ser He 


Phe Ala 


Cys 




275 








280 


285 






Pro 


lie Leu 


Arg 


Gin 


Gin 


Thr Thr Asp Asn Asn 


Pro Pro 


Met Lys 


Leu 




290 








295 


300 






Val 


Cys Gly 


His 


lie 


He 


Ser Arg Asp Ala Leu 


Asn Lys 


Met Phe 


Asn 


305 








310 


315 






320 


Gly 


Ser Lys 


Leu 


Lys 


Cys 


Pro Tyr Cys Pro Met 


Glu Gin 


Ser Pro 


Gly 








325 




330 




335 




Asp 


Ala Lys 


Gin 


He 


Phe 


Phe 












340 






343 









<210> 1857 
<211> 140 
<212> PRT 

<213> Homo sapiens 

<22i> misc_f eature 
<222> (1) . . . (140) 

<223> Xaa = any amino acid or nothing 



<400> 1857 

Ser His Pro Phe Ser Pro Ala Pro Gly He Cys Pro Asp Ala Pro Pro 

15 10 15 

Pro Leu Pro Arg Pro Ser Lys Gly Leu Gly His Pro Gly Thr Ala Gly 

20 25 30 

Ala Pro Gly Ser Gly Ala Arg Cys His Pro Pro Ser Thr Cys Ser Pro 
35 40 45 



1002 



WO 01/57188 



PCT/US01/03800 



Ser Trp Ala 


Ser 


Pro Gly 


Xaa Gly Ala Lys 


Ala Ser Pro 


Ala Leu Pro 








55 


60 




Arg Ser His 


Gly 


Val Thr 


Leu Leu Cys Lys 


Ala Gin Ala 


His Leu Cys 


65 




70 


75 


80 


Arg Gly Glu 


Asp 


Ser Lys 


Asp Ala Ser Gly 


Ser Thr Ser 


Gin Ala Trp 






85 


90 




95 


Glu Pro Gly 


Xaa 


Gly Ala 


Trp Gly Met Pro 


Arg Cys Gin 


Gly Pro Ala 




100 




105 




110 


Leu Gly Ser 


Cys 


Phe Cys 


Pro Pro Gly Thr 


Thr Val Gin 


Arg Pro Ala 


115 






120 


125 




Lys Gin Arg 


Asp 


Lys Arg 


Asn Arg Hie Leu 


Gly Arg 




130 






135 


140 





<210> 1858 

<211> 98 

<212> PRT 

<213> Homo sapiens 

<221> misc feature 
<222> (1).T. (97) 

<223> Xaa = any amino acid or nothing 



<400> 1858 

Trp Cys Pro Ala Gly Thr Leu Asp Phe Pro Gly Pro Gin Glu Met Val 

1 5 10 15 

Leu Leu Glu lie Glu Val Met Asn Gin Leu Asn His Arg Asn Leu He 

20 25 30 

Gin Leu Tyr Ala Ala He Glu Thr Pro His Glu He Val Leu Phe Met 

35 40 45 

Glu Tyr Glu Cys Pro Lys Xaa Trp Xaa Gly Leu Gly Gly Gly Thr Thr 

50 55 60 

Arg Hie Gly Ala Ser Arg Gly Gly Val Cys Ala His Ser He Glu Gly 
65 70 75 80 

Gly Glu Leu Phe Glu Arg He val Asp Glu Asp Tyr His Leu Thr Glu 
85 90 95 

Val 
97 



<210> 1859 

<211> 123 

<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> CD... (120) 

<223> Xaa - any amino acid or nothing 



<400> 1859 

Leu Thr Lys Thr Pro Ser Pro Arg Glu Lys Gly Arg Gly Val Leu Ser ' 

1 5 10 15 

Val Leu Leu Met Met He Xaa Lys Cys Arg Val He Phe Val Lys He 

20 25 30 

Pro Met Val Phe Phe Leu Gin Asn Phe Cys Arg He He Leu Asn Val 

35 40 45 

Ala Trp Thr Gly Asp Xaa Pro Asn Thr Leu Xaa Lys Glu Gin Arg Gly 

50 55 60 

He Thr Phe Ser Asp Ser Lys Ser Xaa Tyr Lys Ala Thr Lys He Lys 
65 70 75 80 



1003 



WO 01/57188 
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Thr Met Trp Tyr Cys His Lys Asn Arg Tyr He Asp Glu Arg Asn Arg 

85 SO 95 

He Glu He Pro Glu He Asn Pro Cys He Cys Asp Lys He He Phe 

100 105 110 

Arg Lys Leu Ser Met Thr Thr Gin 
115 120 



<210> 1860 
<211> 43 
<212> PRT 

<213> Homo sapiens 



<400> 1860 

Phe Ser Glu Thr Arg Ala Cys Cys Pro Arg Leu Glu His Ser Gly Arg 

1 5 10 15 

He Glu Ala His Cys Ser Leu Asn He Pro Gly Ser Ser Asp Pro Pro 

20 25 30 

Thr Ser Ala Ser Ser Val Ala Ala Thr Thr Gly 
35 40 43 



<210> 


1861 




<211> 


353 




<212> 


PRT 




<213> 


Homo 


sapiens 


<221> 


misc 


feature 


<222> 


(1) 


\ (350) 


<223> 


Xaa = any amino 





<400> 1861 










Pro 


Pro 


Ala 


Trp 


Ala 


Pro 


Arg 


Ser 


1 








5 








Gly 


Arg 


His 


Pro 


Cys 


Arg 


Ala 


Ala 








20 










Arg* 


Trp 


Gin 


Pro 


Ser 


Glu 


Lys 


Gin 






35 










40 


Pro 


Ala 


Asp 


Ser 


Leu 


Ser 


Thr 


Ala 




50 










55 




Glu 


Gly 


Ala 


Gly 


Lys 


Ser 


Arg 


Gly 


65 










70 






Arg 


Pro 


Lys 


Thr 


Val 


Arg 


Asp 


Thr 










85 








His 


Ser 


Gly 


Pro 


Phe 


Glu 


Ser 


Lys 








100 










Ala 


Val 


Ala 


Arg 


Thr 


Ala 


Arg 


Lys 






115 










120 


Gly 


Glu 


Val 


Gly 


Pro 


Pro 


Lys 


Thr 




130 










135 




Pro 


His 


Pro 


Gin 


Arg 


Gly 


Ser 


Arg 


145 










150 






Leu 


Cys 


Leu 


Arg 


His 


His 


Pro 


Leu 










165 








His 


Arg 


Leu 


Lys 


Arg 


Pro 


Arg 


Met 








180 










Leu 


Val 


Ala 


Asp 


Asn 


Ala 


Gly 


Gly 






195 










200 


Gin 


Val 


His 


Ser 


Thr 


Thr 


Arg 


Arg 




210 










215 





Pro 


Leu 


He Trp Ala Pro Thr Ser 




10 


15 


Leu 


Pro 


Trp Ser Thr Ser Ser Val 


25 




30 


Pro 


Pro 


Pro Pro Ala His Arg Gly 






45 


Ala 


Gly 


Ala Ala Glu Leu Ser Ala 






60 


Ser 


Gly 


Glu Gin Asp Trp Val Asn 






75 80 


Leu 


Leu 


Ala Leu His Gin His Gly 




90 


95 


Phe 


Lys 


Lys Glu Pro Ala Leu Thr 


105 




110 


Arg 


Lys 


Pro Ser Pro Glu Pro Glu 






125 


Thr 


Glu 


Arg Pro Ser Arg Gly Cys 






140 


Ser 


Pro 


Xaa Leu Leu His Pro Leu 






155 160 


Pro 


His 


Leu He Pro Thr Gly Pro 




170 


175 


Pro 


Ser 


Pro Met Ala Ala Leu He 


185 




190 


Ser 


His 


Ala Ser Lys Asp Ala Asn 






205 


Asn 


Ser 


Asn Ser Pro Pro Ser Pro 



220 



1004 



WO 01/57188 



PCT/US01/03800 



Ser Ser 


Met 


Asn 


Gin 


Arg 


Arg 


Leu 


Gly 


Pro 


Arg Glu Val 


Gly 


Gly 


Gin 


225 








230 










235 






240 


Gly Ala 


Gly 


Asn 


Thr 
245 


Gly 


Gly 


Leu 


Glu 


Pro 
250 


Val His Pro 


Ala 


Ser 
255 


Leu 


Pro Asp 


Ser 


Ser 
260 


Leu 


Ala 


Thr 


Ser 


Ala 

265 


Pro 


Leu Cys Cys 


Thr 
270 


Leu 


Cys 


His Glu 


Arg 
275 


Leu 


Glu 


Asp 


Thr 


His 
280 


Phe 


Val 


Gin Cys Pro 
285 


Ser 


Val 


Pro 


Ser His 


Lys 


Phe 


Cys 


Phe 


Pro 


Cys 


Ser 


Arg 


Gin Ser lie 


Lys 


Gin 


Gin 


290 










295 








300 








Gly Ala 


Ser 


Gly 


Glu 


Val 


Tyr 


Cys 


Pro 


Ser 


Gly Glu Lys 


Cys 


Pro 


Leu 


305 








310 










315 






320 


Val Gly 


Ser 


Asn 


Val 
325 


Pro 


Trp 


Ala 


Phe 


Met 
330 


Gin Gly Glu 


lie 


Ala 
335 


Thr 


lie Leu 


Ala 


Gly 
340 


Asp 


Val 


Lys 


Val 


Lys 
345 


Lys 


Glu Arg Asp 


Ser 
350 







<210> 1862 
<211> 366 
<212> PRT 

<213> Homo sapiens 

<221> misc_f eature 
<222> (1) . . . (361) 

<223> Xaa = any amino acid or nothing 



<400> 1862 



Gin Asp 


Arg 


Ala 


Arg 


Leu 


Asp 


Cys 


Ser 


Ser 


Ala Thr Ser 


Ala 


His 


Cys 


1 






5 










10 






15 




Asn Leu 


Arg 


Leu 
20 


Pro 


Gly 


Ser 


Xaa 


Asp 
25 


Ser 


Pro Ala Ser 


Ala 
30 


Ser 


Arg 


Val Ala 


Gly 
35 


Thr 


Thr 


Asp 


Thr 


His 
40 


His 


His 


Thr Trp Leu 
45 


He 


Leu 


Gly 


Ser Ser 


Val 


Gin 


Thr 


Gly 


Phe 


Asp 


His 


Val 


Gly Gin Ala 


Gly 


Leu 


Glu 


50 










55 








60 








Leu Leu 


Thr 


Ser 


Gly 


Asp 


Pro 


Pro 


lie 


Ser 


Ala Ser Glu 


Ser 


Ala 


Gly 


65 








70 










75 






80 


lie Met 


Gly 


Met 


Ser 
85 


His 


Cys 


Val 


Trp 


Pro 
90 


Xaa Ser Trp 


Gly 


Leu 
95 


Ser 


His His 


Met 


Ala 
100 


Pro 


Pro 


Gin 


Gly 


Asp 
105 


Gly 


Gly Arg Ala 


Arg 
110 


Gly 


Thr 


Pro Gly 


Pro 
115 


Glu 


Gin 


Ser 


Phe 


Trp 
120 


Asn 


Leu 


Ser Cys His 
125 


Xaa 


Pro 


Arg 


Cys Gin 


Val 


Pro 


Ser 


Xaa 


Leu 


Met 


Thr 


Gin 


Leu Phe Trp 


Gly 


Arg 


His 


130 










135 








140 








Gin Tyr 


Asn 


Pro 


Thr 


Met 


Lys 


Arg 


Gly 


Lys 


Leu Arg His 


Arg 


Glu 


Ala 


145 








150 










155 






160 


Cys Ser 


Leu 


Pro 


Leu 
165 


Pro 


Gly 


Glu 


Gly 


Glu 
170 


Pro Gly Leu 


Gin 


Pro 

175 


Ser 


Ser Xaa 


Ser 


Gin 
180 


Asn 


Pro 


Cys 


Ser 


Ser 
185 


Pro 


Leu Phe His 


His 
190 


Gly 


Leu 


Xaa Ala 


Trp 
195 


Leu 


Trp 


Cys 


Pro 


Glu 
200 


Leu 


Leu 


Leu Gin Gly 
205 


Gin 


Ala 


Arg 


Arg His 


Xaa 


Arg 


Ser 


Pro 


Pro 


Ser 


Phe 


Lys 


Cys Pro Ala 


Thr 


Leu 


Ser 


210 










215 








220 








Leu Thr 


Ala 


Trp 


Ser 


Gin 


Thr 


Lys 


Arg 


Leu 


Arg Ser Gin 


Phe 


Leu 


Leu 


225 








230 










235 






240 


Leu Pro 


Trp 


Leu 


Xaa 
245 


Arg 


Ala 


Leu 


Xaa 


His 
250 


Pro Pro Cys 


His 


Trp 

255. 


Pro 


Ser Arg 


Arg 


Ser 
260 


Leu 


Gly 


Asp 


Pro 


Leu 
265 


Leu 


Pro Arg Ser 


Gin 
270 


Gly 


Xaa 



1005 
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Arcr 


Asp 


Gly 
275 


Thr 


xaa 


Ala 


Ser 


Thr 
280 


Phe 


Cys 


Ser 


Tyr Phe Xaa 
285 


Asp 


Thr 


Glu 


Ser 
290 


His 


Leu 


val 


Ala 


Gin 
295 


Ala 


Gly 


Val 


Gin 


Trp Arg Asp 
300 


Leu 


Gly 


Ser 


Leu 


Gin 


Pro 


Pro 


Cys 


Pro 


Arg 


Leu 


Lys 


Arg 


Phe Ser Arg 


Leu 


Ser 


305 










310 










315 






320 


Pro 


Pro 


Ser 


Ser 


Tyr 
325 


Thr 


His 


Arg 


Tyr 


Val 
330 


Pro 


Ser His Leu 


Ala 
335 


Glu 


Ser 


Cys 


He 


Ser 

340 


Ser 


Arg 


Asp 


Arg 


lie 
345 


Pro 


Pro 


Ser Arg Pro 
350 


Asp 


Arg 


Ser 


Arg 


Asn 
355 


Ser 


Asn 


Ser 


Leu 


Ser 

360 


Arg 
361 













<210> 1863 

<211> 861 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (851) 

<223> Xaa = any amino acid or nothing 



<400> 1863 



Val 


Ala 


Leu 


Thr 


Thr 


Ser 


Met 




Cvs 


Asn 


Lys 


Gin Val He 


Val 


He 










. 5 










10 






15 








Tie 


T.vps 


Ser 


Ala 


Ser 


lie 


Ala 


Asp 




Cvs Glv Ala. 


Leu 


His 








20 










25 






30 






val 


Gly 


Asp 


His 


lie 


Leu 


Ser 


He 


Asp 


Gly 


Thr 


Ser Met Glu 


Tyr 


Cys 






35 










40 








45 






Thr 


Leu 


Ala 


Glu 


Ala 


Thr 


Gin 


Phe 


Leu 


Ala 


Asn 


Thr Thr Asp 


Gin 


Val 




50 










55 










60 






Lys 


Leu 


Glu 


He 


Leu 


Pro 


His 


His 


Gin 


Thr 


Arg 


Leu Ala Leu 


Lys 


Gly 


65 










70 










75 






80 


Pro 


Asp 


His 


Val 


Lys 


He 


Gin 


Arg 


Ser 


Asp 


Arg 


Gin Leu Thr 


Trp 


Asp 










85 










90 






95 




Ser 


Trp 


Ala 


Ser 


Asn 


His 


Ser 


Ser 


Leu 


His 


Thr 


Asn His His 


Tyr 


Asn 








100 










105 






110 






Thr 


Tyr 


His 


Pro 


Asp 


His 


Cys 


Arg 


Val 


Pro 


Ala 


Leu Thr Phe 


Pro 


Lys 






11S 










120 








125 






Ala 


Pro 


Pro 


Pro 


Asn 


Ser 


Pro 


Pro 


Ala 


Leu 


Val 


Ser Ser Ser 


Phe 


Ser 




13 0 










135 










140 






Pro 


Thr 


Ser 


Met 


Ser 


Ala 


Tyr 


Ser 


Leu 


Ser 


Ser 


Leu Asn Met 


Gly 


Thr 


145 










150 










155 






160 


Leu 


Pro 


Arg 


Ser 


Leu 


Tyr 


Ser 


Thr 


Ser 


Pro 


Arg 


Gly Thr Met 


Met 


Arg 










165 










170 






175 




Arg 


Arg 


Leu 


Lys 


Lys 


Lys 


Asp 


Phe 


Lys 


Ser 


Ser 


Leu Ser Leu 


Ala 


Ser 








180 










185 






190 






Ser 


Thr 


Val 


Gly 


Leu 


Ala 


Gly 


Gin 


Val 


Val 


His 


Thr Glu Thr 


Thr 


Glu 






195 










200 








205 






Val 


Val 


Leu 


Thr 


Ala 


Asp 


Pro 


Val 


Thr 


Gly 


Phe 


Gly He Gin 


Leu 


Gin 




210 










215 










220 






Gly 


Ser 


Val 


Phe 


Ala 


Thr 


Glu 


Thr 


Leu 


Ser 


Ser 


Pro Pro Leu 


He 


Ser 


225 










230 










235 






240 


Tyr 


He 


Glu 


Ala 


Asp 


Ser 


Pro 


Ala 


Glu 


Arg 


Cys 


Gly Val Leu 


Gin 


He 










245 










250 






255 




Gly 


Asp 


Arg 


Val 


Met 


Ala 


lie 


Asn 


Gly 


lie 


Pro 


Thr Glu Asp 


Ser 


Thr 








260 










265 






270 






Phe 


Glu 


Glu 


Ala 


Ser 


Gin 


Leu 


Leu 


Arg 


Asp 


Ser 


Ser lie Thr 


Ser 


Lys 






275 










280 








285 






Val 


Thr 


Leu 


Glu 


lie 


Glu 


Phe 


Asp 


Val 


Ala 


Glu 


Ser Val lie 


Pro 


Ser 




290 










295 










300 
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Ser Gly Thr Phe His Val Lys Leu Pro Lys Lys His Asn Val Glu Leu 
3° 5 310 ~ 315 320 

Gly lie Thr He Ser Ser Pro Ser Ser Arg Lys Pro Gly Asp Pro Leu 

325 330 * A 335 

Val He Ser Asp He Lys Lys Gly Ser Val Ala His Arg Thr Gly Thr 

340 345 350 

Leu Glu Leu Gly Asp Lys Leu Leu Ala He Asp Asn He Arg Leu Asp 

355 360 365 

Asn Cys Ser Met Glu Asp Ala Val Gin He Leu Gin Gin Cys Glu Asp 

370 375 380 

Leu Val Lys Leu Lys He Arg Lys Asp Glu Asp Asn Ser Asp Glu Gin 
385 390 395 400 

Glu Ser Ser Gly Ala He He Tyr Thr Val Glu Leu Lys Arg Tyr Gly 

405 410 415 

Gly Pro Leu Gly He Thr He Ser Gly Thr Glu Glu Pro Phe Asp Leu 

420 425 430 

Xaa He He Ser Ser Leu Thr Lys Gly Gly Leu Ala Glu Arg Thr Gly 

435 440 445 

Ala He His He Gly Asp Arg He Leu Ala He Asn Ser Ser Ser Leu 

450 455 460 

Lys Gly Lys Pro Leu Ser Glu Ala He His Leu Leu Gin Met Ala Gly 
465 470 475 480 

Glu Thr Val Thr Leu Lys He Lys Lys Gin Thr Asp Ala Gin Ser Ala 

485 490 495 

Ser Ser Pro Lys Lys Phe Pro He ser Ser His Leu Ser Asp Leu Gly 

500 505 510 

Asp Val Glu Glu Asp Ser Ser Pro Ala Gin Lys Pro Gly Lys Leu Ser 

515 520 525 

Asp Met Tyr Pro Ser His Gly Cys Pro Ser Val Asp Ser Ala Val Asp 

530 535 540 

Ser Trp Asp Gly Ser Ala He Asp Thr Ser Tyr Gly Thr Glu Gly Thr 
545 550 555 * 560 

Ser Phe Gin Ala Ser Gly Tyr Asn Phe Asn Thr Tyr Asp Trp Arg Ser 

565 570 575 

Pro Lys Gin Arg Gly Ser Leu Ser Pro Val Thr Lys Pro Arg Ser Gin 

580 585 590 

Thr Tyr Pro Asp Val Gly Leu Ser Tyr Glu Asp Trp Asp Arg Ser Thr 

595 600 605 

Ala Ser Gly Phe Ala Gly Ala Ala Asp Ser Ala Glu Thr Glu Gin Glu 

610 615 620 

Glu Asn Phe Trp Ser Gin Ala Leu Glu Asp Leu Glu Thr Cys Gly Gin 
625 630 635 " 640 

Ser Gly He Leu Arg Glu Leu Glu Ala Thr He Met Ser Gly Ser Thr 

645 650 655 

Met Ser Leu Asn His Glu Ala Pro Thr Pro Arg Ser Pro Ala Gly Ser 

660 665 670 

Asp Arg Pro Ser Phe Gin Glu Arg Ser Ser Ser Arg Pro His Tyr Ser 

675 680 685 

31n Thr Thr Arg Ser Asn Thr Leu Pro Ser Asp Val Gly Arg Lys Ser 

690 695 * 700 

Val Thr Leu Arg Lys Met Lys Gin Glu He Lys Glu He Met Ser Pro 
705 710 715 720 

Thr Pro Val Glu Leu His Lys Val Thr Leu Tyr Lys Asp Ser Asp Met 

725 730 735 

Glu Asp Phe Gly Phe Ser Val Ala Asp Gly Leu Leu Glu Lys Gly Val 

740 745 750 

Tyr Val Lys Asn He Arg Pro Ala Gly Pro Gly Asp Leu Gly Gly Leu 

755 760 765 

Lys Pro Tyr Asp Arg Leu Leu Gin Val Asn His Val Arg Thr Arg Asp 

770 775 780 

Phe Asp Cys Cys Leu Val Val Pro Leu He Ala Glu Ser Gly Asn Lys 
785 790 795 800 

Leu Asp Leu Val He Ser Arg Asn Pro Leu Ala Ser Gin Lys Ser lie 
805 810 815 
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Asp Gin Gin Ser Leu Pro Gly Asp Xaa Ser Glu Gin Asn Ser Ala Phe 

820 825 830 

Phe Gin Gin Pro Ser His Gly Gly Asn Leu Glu Thr Arg Glu Pro Thr 

835 840 845 

Asn Thr Leu 
850 851 



<210> 1864 

<211> 179 

<212> PRT 

<213> Homo sapiens 

<221> misc__feature 

<222> (1) . . . (178) 

<223> Xaa = any amino acid or nothing 



<400> 1864 



Leu 


Glu 


Lys 


Gin 


Gly 


Val 


Ser 


Gly Met 


Ala 


Thr Lys Arg Leu 


Ala Arg 


1 








5 








10 




15 


Gin 


Leu 


Gly 


Leu 


He 


Arg 


Arg 


Lys Ser 


He 


Ala Pro Ala Asn 


Gly Asn 








20 








25 




30 




Leu 


Gly 


Arg 


Ser 


Lys 


Ser 


Lys 


Gin Leu 


Phe 


Asp Tyr Leu He 


Val He 






35 










40 




45 




Asp 


Phe 


Glu 


Ser 


Thr 


Cys 


Trp 


Asn Asp 


Gly 


Lys His His His 


Ser Gin 




50 










55 






60 




Glu 


lie 


lie 


Glu 


Phe 


Pro 


Ala 


Val Leu 


Leu 


Asn Thr Ser Thr 


Gly Gin 


65 










70 








75 


80 


lie 


Asp 


Ser 


Glu 


Phe 


Gin 


Ala 


Tyr Val 


Gin 


Pro Gin Glu His 


Pro He 










85 








90 




95 


Leu 


Ser 


Glu 


Phe 


Cys 


Met 


Glu 


Leu Thr 


Gly 


He Lys Gin Ala 


Gin Val 








100 








105 




110 




Asp 


Glu 


Gly 


Val 


Pro 


Leu 


Lys 


He Cys 


Leu 


Ser Gin Phe Cys 


Lys Trp 






115 










120 




125 




lie 


His 


Lys 


He 


Gin 


Gin 


Gin 


Lys Asn 


He 


He Phe Ala Thr 


Gly He 




130 










135 






140 




Ser 


Glu 


Pro 


Ser 


Asp 


Phe 


Xaa 


Ser Lys 


lie 


Met Cys He Cys 


Tyr Leu 


145 










150 








155 


160 


Val 


Arg 


Xaa 


Arg 


He 


Ser 


Tyr 


Thr Tyr 


Xaa 


Ser Lys His Lys 


Ser Lys 










165 








170 




175 


Gly 


Cys 






















178 





















<210> 1865 

<211> 105 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 

<222> (1) . . . (103) 

<223> Xaa = any amino acid or nothing 



<400> 1865 
Cys Arg Phe Trp Gly He Ser Thr 

1 5 
Ser Pro Gin Thr Thr Glu Gly Xaa 
20 

Asp Leu Leu Gly Pro Glu Phe Leu 
35 40 



His Cys Asp Thr Cys Asp Pro Leu 

10 15 

Xaa Glu Gly Asp Leu Trp Ser Leu 

25 30 

Ala Arg Lys Pro Leu Phe Lys Thr 
45 
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Lye Thr Tyr Gin Ser Thr Phe Xaa Ser He Ser Lys Asn Glu Phe Thr 

50 55 60 

Cys Pro Asn Phe He He Glu Glu Gly Thr Asp Leu He Phe Xaa Gin 
65 70 75 80 

Val Lys His Asn Pro Cys His Arg Leu Thr Pro Glu Glu Gly Thr Val 

85 90 95 

Gin Leu Asn Arg Ala Asp Ser 
100 103 



<210> 1866 
<211> 454 
<212> PRT 

<213> Homo sapiens 

<22l> misc_feature 
<222> <!)... (452) 

<223> Xaa - any amino acid or nothing 



<400> 1866 

Lys Met Leu Cys Gin Lye Glu Ser Asn Tyr He Arg Leu Lys Arg Ala 

15 10 15 

Lys Met Asp Lys Ser Met Phe Val Lys He Lys Thr Leu Gly He Gly 

20 25 30 

Ala Phe Gly Glu Val Cys Leu Ala Arg Lys Val Asp Thr Lys Ala Leu 

35 40 45 

Tyr Ala Thr Lys Thr Leu Arg Lys Lys Asp Val Leu Leu Arg Asn Gin 

50 55 60 

Val Ala His Val Lys Ala Glu Arg Asp He Leu Ala Glu Ala Asp Asn 
65 70 75 80 

Glu Trp Val val Arg Leu Tyr Tyr Ser Phe Gin Asp Lys Asp Asn Leu 

85 90 95 

Tyr Phe Val Met Asp Tyr He Pro Gly Gly Asp Met Met Ser Leu Leu 

100 105 no 

He Arg Met Gly He Phe Pro Glu Ser Leu Ala Arg Phe Tyr He Ala 

115 120 125 

Glu Leu Thr Cys Ala Val Glu Ser Val His Lys Met Gly Phe He His 

130 135 140 

Arg Asp He Lys Pro Asp Asn He Leu He Asp Arg Asp Gly His He 
145 150 155 " 160 

Lys Leu Thr Asp Phe Gly Leu Cys Thr Gly Phe Arg Trp Thr His Asp 

165 170 175 

Ser Lys Tyr Tyr Gin Ser Gly Asp His Pro Arg Gin Asp Ser Met Asp 

180 185 190 

Phe Ser Asn Glu Trp Gly Asp Pro Ser Ser Cys Arg Cys Gly Asp Arg 

195 200 205 

Leu Lys Pro Leu Glu Arg Arg Ala Ala Arg Gin His Gin Arg Cys Leu 

210 215 220 

Ala His Ser Leu Val Gly Thr Pro Asn Tyr He Ala Pro Glu Val Leu 
225 230 235 240 

* Leu Arg Thr Gly Tyr Thr Gin Leu Cys Asp Trp Trp Ser Val Gly Val 
245 250 255 

He Leu Phe Glu Met Leu Val Gly Gin Pro Pro Phe Leu Ala Gin Thr 

260 265 270 

Pro Leu Glu Thr Gin Met Lys Val He Asn Trp Gin Thr Ser Leu His 

275 280 285 

He Pro Pro Gin Ala Lys Leu Ser Pro Glu Ala Ser Asp Leu He He 

290 295 300 

Lys Leu Cys Arg Gly Pro Glu Asp Arg Leu Gly Lys Asn Gly Ala Asp 
305 310 315 320 

Glu He Lys Ala His Pro He Phe Xaa Aen Gin Phe Asp Phe Ser Gin 
325 330 335 
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Xaa 


Pro 


Glu 


Asp 
340 


Ser 


Arg Ser 


Ala 


Thr 


Thr 


Pro 
355 


Thr 


Asp 


Thr Ser 


Asn 
360 


Leu 


Trp 
370 


Ser 


Asp 


Asp 


Asn Glu 
375 


Glu 


Gly 


Trp 


Tyr 


Lys 


Asn 


Gly Lys 


His 


385 










390 




Thr 


Phe 


Arg 


Arg 


Phe 
405 


Phe Asp 


Asp 


Lys 


Pro 


lie 


Glu 
420 


Tyr 


Glu Tyr 


He 


Ser 


Asp 


Glu 
435 


Asp 


Asp 


Gin Asn 


Thr 
440 


Leu 


Val 
450 


Tyr 


Val 
452 









Phe 


Lys 


Gin 


Phe 


Pro Xaa 


Asn His 


345 








350 




Phe 


Asp 


Pro Val 


Asp Pro 


Asp Lys 










365 




Glu 


Asn 


Val 


Asn 


Asp Thr 


Leu Asn 








380 






Pro 


Glu 


His 


Ala 


Phe Tyr 


Glu Phe 






395 






400 


Asn 


Gly 


Tyr 


Pro 


Tyr Asn 


Tyr Pro 




410 








415 


Asn 


Ser 


Gin Gly 


Ser Glu 


Gin Gin 


425 








430 




Gly 


Ser 


Glu 


He 


Lys Asn 


Arg Asp 



445 



<210> 1867 

<211> 114 

<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1)...{111) 

<223> Xaa = any amino acid or nothing 





<400> 1867 




















Phe 


Phe 


Phe 


Lys 


Lys 


Phe 


Thr 


Gin 


Ser 


Leu 


Gly Phe 


Leu Leu 


Phe Ser 










5 










10 






15 


Phe 


Ser 


Phe 


Leu 


Phe 


Ser 


Cys 


Phe 


Phe 


Phe 


Phe His 


Phe Val 


Leu Phe 








20 










25 






30 




Cys 


Tyr 


Val 


Phe 


Leu 


Asp 


Arg 


Val 


Pro 


Leu 


Cys His 


Pro Gly 


Trp Ser 






35 










40 








45 




Ala 


Val 


Val 


Gin 


Ser 


Gin 


Val 


Thr 


Val 


Asn 


Leu Pro 


Pro Ser 


Trp Asp 




50 










55 








60 






Xaa 


Arg 


Cys 


Arg 


Pro 


Pro 


His 


Leu 


Ala 


Asn 


Leu Cys 


Asn Phe 


Cys Arg 


65 










70 










75 




60 


Asp 


Ser 


Phe 


Thr 


Thr 


Leu 


Pro 


Arg 


Leu 


Val 


Leu Asn 


Thr Trp 


Ala Gin 










85 










90 






95 


Ala 


He 


Phe 


Gin 


Pro 


Gin 


Pro 


Pro 


Lys 


Val 


Leu Gly 


Leu Gin 


Val 








100 










105 






110 


111 



<210> 1668 

<211> 105 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (103) 

<223> Xaa » any amino acid or nothing 



<400> 1868 

Ser Pro Glu Met Glu Ser His Pro He Thr Gin Ala Gly Val Gin Trp 

15 10 15 

His His Leu Ser Ser Leu Gin Pro Leu Pro Pro Gly Phe Lys Xaa Phe 

20 25 30 

Ser Cys Phe Ser Leu Pro Glu Xaa Leu Gly Tyr Arg His Val Pro Pro 
35 40 45 
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Cys Leu Ala Asn Ser Val Phe Ser Val Glu Met Gly Phe Leu His Val 

50 55 60 

Gly Gin Ala Gly Leu Glu Leu Leu Thr Ser Gly Asp Leu Pro Ala Leu 
65 70 75 60 

Ala Ser Gin Ser Ala Gly He Thr Gly Ser His Arg Ala Arg Pro Glu 

85 90 95 

Asn Gly Phe Glu Asn He Phe 
100 103 



<210> 1869 

<211> 214 

<212> PRT 

<213> Homo sapiens 



<400> 1869 

Asn Gin Gly Leu Arg His Val Gly Leu Cys Arg Thr Cys Leu Val Asn 

15 10 15 

Gin Met Phe Ala Ser Ser He Leu Gly Lys Ser His His His Ser Leu 

20 25 30 

He Ser He Asn Gin Gly His Asn Ala Leu Trp Lys Ala Ala Gly Pro 

35 40 45 

Leu Pro Leu Lys Ala Gly Tyr Cys Gin Ser Phe ser Pro Cys Asp Ser 

50 55 60 

Leu Lys Tyr Gly Ser Trp Asp Glu Lys Asp Leu Thr Val Pro Gin Arg 
65 70 75 80 

Asp Thr His Lys Arg Ser Val Leu Arg Trp He Ser Gin Arg Gly Lys 

85 90 95 

Leu Ala Val Glu Met Glu Glu Gly His Cys Leu Leu Leu Pro Leu Gly 

100 105 110 

Thr Glu Cys Leu Gly He Lys Pro He Val His Leu Phe Ser Ser Glu 

115 120 125 

Met Gly Glu Asn Arg Pro Met Val Gly Ala Arg His Val Tyr Ser Asn 

130 135 140 

Ala Ala Leu Leu Ser Phe Thr Pro Leu Arg Cys Leu Gly Gly Glu Lys 
145 150 155 160 

His Lys Ser Gly Leu His Ala Arg Pro Val He Val Pro Ser Leu Glu 

165 170 175 

Leu His Tyr Asp Met Asp Ser He Ala His Val Phe Ala Asp Leu Leu 

180 185 190 

Leu He He Thr Leu Pro Ser Tyr Tyr He Pro Phe Cys 
195 200 205 



<210> 1870 
<211> 63 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature" 
<222> (1) . . . (61) 

<223> Xaa » any. amino acid or nothing 



<400> 1870 

Gin Ser Phe Arg Leu Ser Leu Leu Ser Ser Trp Asp Tyr Arg His Met 

1 5 10 * 15 

Xaa Pro Arg Leu Ala Asn Phe Xaa Thr Phe Phe Cys Arg Asp Arg Ser 

20 25 30 

Leu Ala Leu Leu Pro Arg Leu Val Ser Asn Ser Trp Pro Gin Ala He 
35 40 45 
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Leu Pro Pro Arg Pro Pro Lys Val Leu Gly Leu Gin Thr 
50 55 60 61 



<210> 1871 

<211> 57 

<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (I)... (56) 

<223> Xaa = any amino acid or nothing 



<400> 1871 

Phe Phe Phe Xaa Glu Thr Val Ser Cys Ser Ala Ser Xaa Ala Gly Val 

15 10 15 

Arg Ser His Asp Asn Ser Ser Leu Gin Pro Pro Ser Pro Gly Ser Ser 

20 25 30 

Asn Pro Pro Thr Ser Ala Ser His Val Ala Gly Ala Thr Gly Thr His 

35 40 45 

His His Ala Trp Leu Leu Ser Val 
50 55 56 



<210> 1872 
<211> 125 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (125) 

<223> Xaa « any amino acid or nothi n g 



<400> 1872 

Gin Gly lie Ala Leu Leu Thr Arg Met Gly Glu Ser Val Lys His Val 

15 10 15 

Thr Gly Gly Tyr Lys Leu Arg Thr Arg Pro Leu Glu Phe Ala Ala He 

20 25 30 

Gly Asp Tyr Leu Asp Thr Phe Ala Leu Lys Leu Gly Thr He Asp Arg 

35 40 45 

He Ala Gin Arg He He Lys Glu Glu He Glu Tyr Leu Val Glu Leu 

50 55 60 

Arg Glu Tyr Gly Pro Val Tyr Ser Thr Trp Ser Ala Leu Glu Gly Glu 
65 70 75 80 

Leu Ala Glu Pro Leu Glu Gly Val Ser Ala Cys He Gly Asn Cys Ser 

85 30 95 

Thr Ala Leu Xaa Glu Leu Thr Asp Asp Met Thr Glu Asp Phe Leu Phe 

100 " 105 110 

Val Leu Arg Glu Tyr He Leu Tyr Ser Asp Ser Met Lys 
115 120 125 



<210> 1873 

<211> 110 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (107) 



1012 



WO 01/57188 



PCT/US01/03800 



<223> Xaa a any amino acid or nothing 



<400> 1873 












Glu Arg 


Val 


lie 


His 


Asn 


Gin 


He Gin 


Gin Ala Gin Arg Ser Pro His 


1 






5 








10 15 


lie Phe 


Asn 


Ala 


Arg 


Arg 


Ser 


Ser Pro 


Arg Pro Asn lie Val Glu Leu 






20 








25 


30 


Pro Lys 


Val 


Lys 


Glu 


Val 


Cys 


Lys Thr 


Ser Lys Ser Gly Gin Val He 




35 










40 


45 


Tyr Lys 


Gly 


Val 


Ser 


He 


Arg 


Leu Arg 


Ala Asn Phe Leu Ala Glu Pro 


50 










55 




60 


Leu Xaa 


Asn 


Arg 


Arg 


Glu 


Trp 


Asp Glu 


Ala He Lys Val Leu Lys Glu 


65 








70 






75 80 


Lys Gin 


Phe 


Leu 


Ser 


Lys 


Met 


Val Tyr 


Pro Ala Asn Leu Ser Phe Gly 








85 








90 95 


Asn Glu 


Gly 


Asp 


He 


Thr 


Ser 


Phe Pro 


Ala Lys 






100 








105 


107 



<210> 1874 

<211> 108 

<212> PRT 

<213> Homo sapiens 

<22l> misc_feature 
<222> <1)...(107) 

<223> Xaa « any amino acid or nothing 
<400> 1874 



Phe 


Phe 


Leu 


Arg Trp Ser 


Leu Asp Ser Val 


Ala Gin 


Ala Gly Val Lys 


l 






5 


10 




15 


Trp 


Cys 


Asn 


Leu Gly Ser 


Leu Gin Ala Pro 


Pro Pro 


Gly Phe Thr Pro 








20 


25 




30 


Phe 


Ser 


Cys 


Leu Ser Leu 


Pro Ser Ser Trp 


Asp Tyr 


Arg Hie Pro Pro 






35 




40 




45 


Pro 


Arg 


Leu 


Ala Asn Xaa 


Leu Thr Asn Phe 


Leu Cys 


Phe Xaa Xaa Arg 




50 






55 


60 


Gin 


Gly 


Phe 


Thr Val Leu 


Ala Arg Met Val 


Leu He 


Ser Xaa Pro His 


65 






70 




75 


80 


Asp 


Leu 


Pro 


Ala Ser Ala 


Ser Gin Ser Ala 


Gly He 


Thr Gly Leu Ser 








85 


90 




95 


His 


Cys 


Ser 


Trp Pro Thr 


Ser Ser He Leu 


Ser 










100 


105 


107 





<210> 1875 

<211> 146 

<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1) . . . (144) 

<223> Xaa - any amino acid or nothing 



<400> 1875 

Gin Phe Arg Val He Phe Phe Phe Leu Arg Arg Ser His Ser Val Ala 

1 5 10 15 

Gin Ala Gly Met Gin Trp His Asp His Ser Leu Leu Gin Pro Leu Pro 
20 25 30 
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Pro 


Arg 


Leu 


Lys 


Gin 


Phe 


Ser 


His Leu 


Ser 


Pro Pro Ser lie Trp Asp 






35 










40 




45 


Tyr 


Arg 


Arg 


Val 


Pro 


Pro 


Cys 


Leu Val 


Asn 


Phe Ser He Phe Phe Val 




50 










55 






60 


Glu 


Thr 


Gly 


Ser 


Cys 


Gin 


Pro 


Cys Leu 


Gin 


Leu Leu Gly Ser Ser Asn 


65 










70 








75 80 


Pro 


Pro 


Ala 


Ser 


Ala 


Ser 


Gin 


Ser Ala 


Gly 


He Ala Gly He Ser His 










85 








B0 


95 


Gin 


Gly 


Gin 


Pro 


Glu 


Xaa 


Ser 


Phe Asp 


lie 


Arg Phe Ala Cys Val He 








100 








105 




110 


Ala 


Ala 


Leu 


Arg 


Glu 


Thr 


Phe 


Gin Cys 


Leu 


Cys Ser Ala Ser Arg Val 






115 










120 




125 


Asn 


Asn 


Lys 


lie 


lie 


Asn 


Arg 


Pro Thr 


His 


Pro Val Glu Ser Ser Phe 




130 










135 






140 144 



<210> 1876 
<211> 88 
<212> PRT 

<213> Homo sapiens 



<221> raisc_feature 
<222> (1) . . . (87) 

<223> Xaa = any amino acid or nothing 



<400> 1876 



Thr 


Pro 


Ser 


Ser 


Thr 


Ser 


Arg 


Gly 


1 








5 








Met 


Ala 


Trp 


Gin 
20 


Arg 


Arg 


Glu 


Glu 


Ser 


Ser 


Ala 
35 


Glu 


Asp 


Gly 


Trp 


Lys 
40 


Thr 


Pro 
50 


Gly 


Glu 


Asp 


His 


Leu 
55 


Pro 


He 


His 


Ser 


Ser 


Glu 


Ser 


Gin 


Leu 


65 










70 






Ser 


Leu 


Ser 


Phe 


Arg 
85 


Leu 


Met 
87 





Thr Glu Glu Gin Gin Ser Ser Lys 

10 15 
Lys Glu His Leu Asn Val Arg Arg 

25 30 
Ala Asp Lys Pro Val Asp Gly Xaa 
45 

Thr Pro Ser Pro Phe Gin Leu His 
60 

His His Ser Val Lys Ser Pro Pro 
75 B0 



<210> 1877 

<211> 121 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1)...(119) 

<223> Xaa = any amino acid or nothing 



<400> 1877 
Asp Phe Tyr Leu Tyr Pro Glu Arg 

1 5 
Ala Val Ser Leu Thr Thr Arg Pro 
20 

Val Ala Val Tyr Phe Thr Thr Lys 
35 40 
Glu Arg Ala Leu Tyr Arg Asp Val 
50 55 



Lys Lys Arg Gly Gin Met Met Thr 

10 15 
Gin Glu Ser Val Ala Phe Glu Asp 

25 30 
Glu Trp Ala He Met Gly Pro Ala 
45 

Met Leu Glu Asn Tyr Gly Gly Cys 
60 
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Gly Pro Leu 


Xaa Cys 


His Pro 


Thr 


65 




70 




Leu Glu Gin 


Gly Lys 


Glu Ser 


Cys 




85 






Leu Ser Arg 


Asn Asp 


Trp Arg 


Ala 




100 






Arg Arg Tyr 


Thr Tyr 


Leu Ser 




115 




119 





Ser Lys Pro Ala Leu Val Phe Ser 
75 80 
Phe Ser Pro Ala Thr Gly Ser Ser 

90 95 
Gly Trp lie Gly Tyr Leu Glu Leu 
105 110 



<210> 1878 

<211> 311 

<212> PRT 

<213> Homo sapiens 



<400> 1878 

Gly Thr Ser Glu Leu Leu Cys lie Gin Arg Trp Asn Trp Gly Pro Ala 

1 5 10 15 

Phe Pro Pro Arg Pro Gly Leu Ala Leu Ala Pro Thr Leu Gin Leu Leu 

20 25 30 

Val Glu Met Gly Ser Ala Lys Ser Val Pro Val Thr Pro Ala Arg Pro 

35 40 45 

Pro Pro His Asn Lys His Leu Ala Arg Val Ala Asp Pro Arg Ser Pro 

50 55 60 

Ser Ala Gly lie Leu Arg Thr Pro lie Gin Val Glu Ser Ser Pro Gin 
65 70 75 80 

Pro Gly Leu Pro Ala Gly Glu Gin Leu Glu Gly Leu Lys His Ala Gin 

85 90 95 

Asp Ser Asp Pro Arg Ser Pro Thr Leu Gly He Ala Arg Thr Pro Met 

100 105 110 

Lys Thr Ser Ser Gly Asp Pro Pro Ser Pro Leu Val Lys Gin Leu Ser 

115 120 125 

Glu Val Phe Glu Thr Glu Asp Ser Lys Ser Asn Leu Pro Pro Glu Pro 

130 135 140 

Val Leu Pro Pro Glu Ala Pro Leu Ser Ser Glu Leu Asp Leu Pro Leu 
145 150 155 160 

Gly Thr Gin Leu Ser Val Glu Glu Gin Met Pro Pro Trp Asn Gin Thr 

165 170 175 

Glu Phe Pro Ser Lys Gin Val Phe Ser Lys Glu Glu Ala Arg Gin Pro 

180 185 190 

Thr Glu Thr Pro Val Ala Ser Gin Ser Ser Asp Lys Pro Ser Arg Asp 

195 200 205 

Pro Glu Thr Pro Arg Ser Ser Gly Ser Met Arg Asn Arg Trp Lys Pro 

210 215 220 

Asn Ser Ser Lys Val Leu Gly Lys Ser Pro Leu His Pro Ser Cys Gin 
225 230 235 240 

Asp Asp Asn Ser Pro Gly Thr Leu Thr Leu Arg Gin Gly Lys Ala Ala 

245 250 * 255 

Phe Lys Pro Leu Ser Glu Asn Val Ser Glu Leu Lys Glu Gly Ala He 

260 265 270 

Leu Gly Thr Gly Arg Leu Leu Lys Thr Glu Gly Arg Ala Trp Glu Gin 

275 280 285 

Gly Gin Asp His Asp Lys Glu Asn Gin His Phe Pro Leu Val Glu Ser 
290 295 300 304 



<210> 1879 
<:211> 123 
<212> PRT 
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<213> Homo sapiens 

<22l> mis cofeature 
<222> (1)...(122) 

<223> Xaa » any amino acid or nothing 



<400> 1879 



Lys 


Asp 


Met 


Val 


Leu 


He 


Met 


Glu 


Met 


Gin 


Ser Met 


He Thr Met Lys 


1 








5 










10 




15 


Cys 


Pro 


Gin 


Tyr 
20 


Leu 


Xaa 


Glu 


Xaa 


Arg 

25 


Lys 


He Pro 


Asp He Thr Lys 
30 


Cys 


Trp 


Xaa 
35 


Gly 


Cys 


Gly 


Ser 


Thr 
40 


Gly 


He 


Leu He 


Phe Cys Trp Ser 
45 


Xaa 


Pro 
50 


Leu 


Xaa 


Lys 


Thr 


He 
55 


Xaa 


Gin 


Pro 


Arg Xaa 
60 


Phe Lys Gin He 


Xaa 


Thr 


lie 


Leu 


Thr 


He 


He 


Tyr 


Ser 


He 


Met Xaa 


Glu His Thr Phe 


65 










70 










75 


80 


His 


Asn 


Ala 


Gly 


Val 
85 


Xaa 


Leu 


Ser 


Asp 


He 
90 


Tyr Pro 


Arg Phe Met Lys 
95 


Gly 


Tyr 


Val 


His 
100 


Thr 


Glu 


He 


Cys 


Thr 
105 


Xaa 


Met Phe 


He Ala Val Leu 
110 


Phe 


Val 


Val 
115 


Val 


Lys 


Thr 


Trp 


Lys 
120 


Gin 


Phe 
122 







<210> 1880 

<211> 120 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (119) 

<223> Xaa = any amino acid or nothing 



<400> 1880 



Leu 


Leu 


Glu 


Val 


Asn 


Gly 


Asn 


Thr 


He 


Val 


Thr Val 


Phe Thr Lys Ala 


1 








5 










10 




15 


Gin 


Asn 


Lys 


Lys 
20 


Asn 


Lys 


Gly 


Ser 


Arg 
25 


Ser 


He Leu 


Phe Lys Gin Leu 
30 


Arg 


Lys 


Tyr 
35 


Gly 


Ser 


Arg 


He 


Asn 
40 


Leu 


Leu 


Lys Ser 


Lys His Asp Lys 
45 


Asn 


He 
50 


Cys 


Thr 


Glu 


Asn 


Tyr 
55 


Lys 


Thr 


Xaa 


Met Lys 
60 


Glu He Glu Ala 


Asp 


Thr 


Asp 


Lys 


Trp 


Lys 


Asp 


He 


Leu 


Cys 


Ser Trp 


He Arg Arg He 


65 










70 










75 


80 


His 


Met 


Lys 


Asp 


He 
85 


Leu 


Cys 


Ser 


Trp 


He 

90 


Gly Arg 


Thr His Val Val 
95 


Lys 


He 


Ser 


He 
100 


Leu 


Pro 


Lys 


Val 


Asn 
105 


Tyr 


Arg Phe 


Tyr Leu He Ser 
110 


He 


Lys 


He 
115 


He 


Met 


Ala 


He 
119 













<210> 1881 

<211> 102 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1)...(100) 
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<223> Xaa = any amino acid 
<400> 1881 



Thr 


Gin 


Gly 


Thr Glu 


Glu 


He 


Tyr 


1 






5 








Gin 


Ala 


Ser 


Phe Ser 


Thr 


Pro 


Leu 








20 








Tyr 


His 


Lys 


Ala Thr 


Val 


He 


Lys 






35 








40 


Xaa 


Lys 


Phe 


Ser Lys 


Asn 


Arg 


lie 




50 








55 




lie 


Tyr 


Asp 


Gin Phe 


lie 


Phe 


Asp 


65 








70 






Lys 


Gly 


Asn 


Ser Phe 


Phe 


Asn 


Asn 








85 








Thr 


Xaa 


Lys 


Arg 









100 



<210> 1882 

<211> 117 

<212> PRT 

<213> Homo sapiens 

<221> misc__£ eature 

<222> (1) . . . (116) 

<223> Xaa = any amino acid 



<400> 1882 



Asn 


Asp 


Leu 


Leu Glu Asn Phe Lys 


1 






5 


Leu 


Glu 


Asn 


He Asn Gly Thr Val 








20 


Tyr 


Lys 


Glu 


Leu Ser Ser Pro Lys 






35 


40 


Gly 


Gin 


Thr 


He Ser Asn Phe Pro 


50 




55 


Lys 


Leu 


Phe 


Gin Asn Thr Glu Thr 


65 






70 


Tyr 


Glu 


Phe 


Arg He Thr Leu He 








85 


Tyr 


Leu 


Gin 


He Trp Met Pro Val 








100 


Lys 


Cys 


Pro 


Thr 






115 


116 



<210> 1883 

<211> 124 

<212> PRT 

<213> Homo sapiens 

<221> mi scJE eature 

<222> (1) . . . (119) 

<223> Xaa = any amino acid 



<400> 1883 
Pro He Arg Lys Phe Thr Lys Val 
1 5 



or nothing 





He 


Ser Ser Cys Glu Trp Val 




10 


15 


He 


Thr 


Leu His Asp Phe Lys He 


25 




30 


Met 


Val 


Trp Tyr Trp His Arg Gin 






45 


Glu 


Ser 


Ser Glu He Glu Pro His 






60 


Lys 


Gly 


Glu Lys He He Gin Glu 






75 B0 


Met 


Cys 


Trp Lys Asn Trp He Phe 




90 


95 



or nothing 



Phe 


Trp 


Glu Xaa Phe Lys Glu Xaa 




10 


15 


Thr 


Glu 


Lys Glu Thr Gly Gly Val 


25 




30 


Tyr 


Ser 


Gly Thr Arg Gin Phe Tyr 






45 


Gly 


Lys 


He He Ser Met Val Tyr 






60 


Glu 


Gly 


Arg His Pro He Ser Leu 






75 80 


Thr 


He 


Pro Asn Lys Asp Asn He 




90 


95 


Ser 


Leu 


Met Asn He Val Thr Leu 


105 




110 



or nothing 



Ala Gly Xaa Lys Ser Asn Thr Pro 
10 15 
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Lys 


Xaa 


Leu 


Ala 


Phe 


Leu 


His 


He 


Asn 








20 










25 


lie 


lie 


Thr 


Asn 


lie 


Pro 


Phe 


He 


He 






35 










40 




Ser 


Gly 


He 


Ser 


Leu 


Thr 


Lys 


Glu 


Met 




50 










55 






Leu 


Leu 


Ara 


Lys 


He 


Lvs 


Glu 


ASD 


Thr 


65 










70 








Cys 


Phe 


Trp 


val 


Gly 


Arg 


Leu 


Asn 


He 










85 










Cys 


He 


Phe 


Asn 


Ala 


He 


Pro 


He 


Lys 








100 










105 


Lys 


lie 


Glu 


Lys 


Asn 


Ser 


Ser 










115 








119 








<210> 1884 














<211> 643 














<212> PRT 














<213> Homo 


sapiens 










<400> 1884 












lie 


lie 


Asp 


ser 


Ser 


Thr 


Arg 


Arg 


Met 


1 








5 










Tyr 


Arg 


Gin 


Leu 


He 


Asp 


Leu 


Gly 


Tyr 








20 










25 


Cys 


Gly 


Ala 


Pro 


Gly 


Gin 


Asp 


Thr 


Lys 






35 










40 




Gin 


Ser 


Glu 


Lys 


Leu 


Arg 


His 


Leu 


Ser 




50 










55 






Gin 


Thr 


Arg 


Leu 


Val 


Asp 


Ala 


Ala 


Lys 


65 










70 








His 


Cys 


Leu 


Asp 


He 


Phe 


He 


Asn 


Gin 










85 










Leu 


Gin 


He 


Thr 


Pro 


Lys 


Arg 


Leu 


Glu 








100 










105 


Glu 


Leu 


Tyr 


Glu 


Ser 


Leu 


Net 


Asn 


lie 






115 










120 




Met 


Lys 


Asp 


Met 


lie 


Val 


Glu 


Thr 


Leu 




130 










135 






Leu 


Asp 


Asp 


Ala 


Thr 


Asn 


Met 


Glu 


Phe 


145 










150 








Asn 


Gly 


Glu 


Pro 


Val 


Gly 


Thr 


Arg 


Glu 










165 










lie 


Gin 


Glu 


Leu 


He 


He 


Ser 


Arg 


Leu 








180 










185 


Leu 


lie 


Ser 


Ser 


Val 


Asp 


Tyr 


Leu 


Arg 






195 










200 




Glu 


Arg 


Cys 


Leu 


Gin 


Ser 


Leu 


Glu 


Lys 




210 










215 






He 


Thr 


Ser 


Asn 


Tyr 


Leu 


Lys 


Gin 


He 


225 










230 








Glu 


Val 


Thr 


Phe 


His 


Ser 


Gly 


Ser 


Ser 










245 










Gin 


lie 


Lys 


Gin 


He 


He 


Gin 


Arg 


He 








260 










265 


lie 


Thr 


Leu 


Glu 


Trp 


Lys 


Arg 


Lys 


Val 






275 










280 




Leu 


Ser 


Ala 


Ser 


Lys 


Leu 


Ala 


Lys 


Ser 




290 










295 






Arg 


Leu 


Asn 


Ser 


Ser 


His 


Glu 


Ala 


Phe 



305 310 



PCT/US01/03800 



Asn 


Glu Gin Phe Glu 


Asn Lys 




30 




Ala 


Ser Lys Arg He 


Lys Tyr 




45 




Lys 


Asp Leu Tyr Thr 


Glu Thr 




60 




Asn 


Lys Trp Lys Asp 


He Ser 




75 


60 


val 


Lys Met Pro Lys 


Val He 


90 




95 


Met 


Pro Met Met Cys 


Met Ala 




110 





Glu 


Ser Glu Arg Ser 


Pro Leu 


10 




15 


Leu 


Ser Ser Ser His 


Trp Asn 




30 




Ala 


Gin Ser Met Leu 


Val Glu 




45 




Thr 


Phe Ser His Gin 


Val Leu 




60 




Ala 


Leu Asn Leu Val 


His Cys 




75 


80 


Ala 


Phe Asp Met Gin 


Arg Asp 


90 




95 


Tyr 


Thr Arg Lys Lys 


Glu Asn 




110 




Ala 


Asn Arg Lys Gin 


Glu Glu 




125 




Asn 


Thr Met Lys Glu 


Glu Leu 




140 




Lys 


Asp Val He Val 


Pro Glu 




155 


160 


He 


Lys Cys Cys He 


Arg Gin 


170 




175 


Asn 


Gin Ala Val Ala 


Asn Lys 




190 




Glu 


Ser Phe Val Gly 


Thr Leu 




205 




Ser 


Gin Asp Val Ser 


Val His 




220 




Leu 


Asn Ala Ala Tyr 


His Val 




235 


240 


Val 


Thr Arg Met Leu 


Trp Glu 


250 




255 


Thr 


Trp Val Ser Pro 


Pro Ala 




270 




Ala 


Gin Glu Ala He 


Glu Ser 




285 




lie 


Cys Ser Gin Phe 


Arg Thr 




300 




Ala 


Ala Ser Leu Arg 


Gin Leu 




315 


320 
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Glu Ala Gly His Ser Gly Arg Leu Glu Lys Thr Glu Asp Leu Trp Leu 

325 330 ^ 335 

Arg Val Arg Lys Asp His Ala Pro Arg Leu Ala Arg Leu Ser Leu Glu 

340 345 350 

Ser Arg Ser Leu Gin Asp Val Leu Leu His Arg Lys Pro Lys Leu Gly 

355 360 365 

Gin Glu Leu Gly Arg Gly Gin Tyr Gly Val Val Tyr Leu Cys Asp Asn 

370 375 380 

Trp Gly Gly His Phe Pro Cys Ala Leu Lys Ser Val Val Pro Pro Asp 
385 390 395 400 

Glu Lys His Trp Asn Asp Leu Ala Leu Glu Phe His Tyr Met Arg Ser 

405 410 415 

Leu Pro Lys His Glu Arg Leu Val Asp Leu His Gly Ser Val lie Asp 

420 425 430 

Tyr Asn Tyr Gly Gly Gly Ser Ser lie Ala Val Leu Leu lie Met Glu 

435 440 445 

Arg Leu His Arg Asp Leu Tyr Thr Gly Leu Lys Ala Gly Leu Thr Leu 

450 455 460 

Glu Thr Arg Leu Gin lie Ala Leu Asp Val Val Glu Gly lie Arg Phe 
465 470 475 480 

Leu His Ser Gin Gly Leu Val His Arg Asp lie Lys Leu Lys Asn Val 

485 490 " * 495 

Leu Leu Asp Lys Gin Asn Arg Ala Lys He Thr Asp Leu Gly Phe Cys 

500 505 510 

Lys Pro Glu Ala Met Met Ser Gly Ser He Val Gly Thr Pro He His 

515 520 525 

Met Ala Pro Glu Leu Phe Thr Gly Lys Tyr Asp Asn Ser Val Asp Val 

53 0 535 " 540 

Tyr Ala Phe Gly He Leu Phe Trp Tyr He Cys Ser Gly Ser Val Lys 
545 550 555 560 

Leu Pro Glu Ala Phe Glu Arg Cys Ala Ser Lys Asp His Leu Trp Asn 

565 570 575 

Asn Val Arg Arg Gly Ala Arg Pro Glu Arg Leu Pro Val Phe Asp Glu 

580 585 590 

Glu Cys Trp Gin Leu Met Glu Ala Cys Trp Asp Gly Asp Pro Leu Lys 

595 600 605 

Arg Pro Leu Leu Gly He Val Gin Pro Met Leu Gin Gly He Met Asn 

610 615 620 

Arg Leu Cys Lys Ser Asn Ser Glu Gin Pro Asn Arg Gly Leu Asp Asp 
625 630 635 640 

Ser Thr 
642 



<210> 1865 

<211> 140 

<212> PRT 

<213> Homo sapiens 



<400> 1885 

Ala Leu Met Pro, His Glu Ala Asn Tyr Glu Glu He Phe Leu Lys Thr 

1 5 10 15 

Asp Lys Asp Met Asp Gly Phe Glu Ser Gly Leu Glu Val Arg Glu He 

20 25 30 

Phe Leu Lys Thr Arg Gly Leu Pro Ser Thr Leu Leu Ala His He Trp 

35 40 45 

Ala Leu Cys Asp Ser Lys Asp Cys Gly Lys Leu Ser Lys Asp His Phe 

50 55 60 

Ala Leu Ala Phe His Leu He Thr Gin Lys Leu He Lys Gly He Asp 
65 70 75 80 

Pro Pro Leu Val Leu Thr Pro Glu Lys He Ser Pro Ser Asn Arg Ala 
85 90 95 
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Ser Leu Gin Lys Val Thr Glu Leu Thr Arg Lys Pro Val Cys lie lie 

100 105 110 

Phe Lys Gly Thr lie Leu Trp Arg lie Thr Asp Ser lie Trp Met Lys 

115 120 " 125 

His Asn Arg Lys Arg He Trp Leu Arg Ala 
130 " 135' 138 



<210> 1886 

<211> 87 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (87) 

<223> Xaa = any amino acid or nothing 



<400> 1886 



Asp 


His Gin Lys 


Xaa 


Lys 


Asn He Pro 


Cys Ser Trp He Gly Arg He 


1 




5 






10 " 15 


Asn 


He Val Lys 


Met 


Ser 


He Leu Pro 


Lys Ala He Tyr Arg Phe Ser 




20 






25 


30 


A±a 


jlx e pro us 


Lys 


He 


Pro Met Thr 


fne yn& inr c^xu xxe Aaa £>er 




35 






40 


45 


Xaa 


Asn Val Tyr 


Arg 


Thr 


Thr Lys Thr 


Gin Glu Xaa Ala Lys Ala He 




50 






55 


60 


Leu 


Ser Lys Lys 


Glu 


Gin 


Asn Leu Glu 


Glu Ser His Tyr Leu Asp Phe 


65 






70 




75 80 


Lys 


Xaa Tyr Tyr 


Arg 


Ala 


Val 








85 




87 






<210> 1887 












<211> 76 












<212> PRT 












<213> Homo 


sapiens 








<400> 1887 










Ser 


He Asp Cys 


Glu 


His 


Leu He Arg 


Arg Met Leu Val Leu Asp Pro 


1 




5 






10 15 


Ser 


Lys Arg Leu 


Thr 


He 


Ala Gin He 


Lys Glu His Lys Trp Met Leu 




20 






25 


30 


lie 


Glu Val Pro 


Val 


Gin 


Arg Pro Val 


Leu Tyr Pro Gin Glu Gin Glu 




35 






40 


45 


Asn 


Glu Pro Ser 


lie 


Gly 


Glu Phe Asn 


Glu Gin Val Leu Arg Leu Met 




50 






55 


60 


His 


Ser Leu Gly 


He 


Asp 


Gin Gin Lys 


Thr He Glu 


65 






70 




75 76 




<210> 1888 












<211> 57 












<212> PRT 












<213> Homo 


sapiens 








<400> 1888 










He 


Arg His He 


Pro 


Leu 


Lys He Arg 


Ser Val Val Ser His Leu Lys 


1 




5 






10 15 
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Cys Pile Tyr Lys Phe lie Leu Thr Phe Phe Phe Ala Gly Cys Ser Gin 

20 25 30 

Pro Leu Val Pro Arg Glu Asn lie Thr Ala Trp Met Asn Ala He Gly 

35 40 45 

Leu He He Thr Ala Leu Pro Val Ser 
50 55 57 



<210> 1889 
<211> 88 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1)...(87) 

<223> Xaa o any amino acid or nothing 



<400> 1889 



Ala 


Ser 


Arg 


Pro 


Trp 


Gly 


His 


Ser 


Tyr 


Pro 


Xaa Phe Asn Gin 


Gin Glu 


1 








5 










10 




15 


val 


Asp 


Thr 


Leu 


Lys 


Arg 


Pro 


He 


Ala 


Ser 


Ser Glu He Xaa 


Met Met 








20 










25 




30 




lie 


Xaa 


Lys 


Phe 


Ala 


Thr 


Lys 


Lys 


Ser 


Pro 


Gly Pro Tyr Arg 


Phe Thr 






35 










40 






45 




Ala 


Glu 


Phe 


Ser 


His 


Thr 


Phe 


Lys 


Glu 


Asp 


Leu Val Pro He 


Leu Trp 




50 










55 








50 




Pro 


Leu 


Phe 


Pro 


Lys 


He 


Tyr 


Arg 


Glu 


Gly 


Thr Leu Pro His 


Ser Phe 


65 










70 










75 


80 


Tyr 


Glu 


Ala 


Ser 


He 


Thr 


Leu 




















85 




87 














<210> 1890 




















<211> 622 




















<212> PRT 




















<213> Homo 


sapiens 
















<400> 1890 


















Pro 


Glu 


Pro 


Gly 


Ala 


Gly 


Arg 


Ala 


Ala 


Thr 


Pro Trp Gly Pro 


Leu Phe 


. 1 








5 










10 




15 


Trp 


Arg 


Gly 


Arg 


Gly 


Ser 


Gly 


Arg 


Cys 


Glu 


Lys Ala Ala Glu 


Ala Ala 








20 










25 




30 




Leu 


Gly 


Asp 


Phe 


Leu 


Gly 


Leu 


His 


Arg 


Arg 


Thr Gin Gin Pro 


Ala Val 






35 










40 






45 




Asp 


Arg 


Leu 


Leu 


Ser 


Asp 


Ala 


Ser 


Ala 


Gin 


Trp Arg Val Arg 


Gly His 




50 










55 








60 




Gly 


Gly 


Val 


Arg 


Glu 


Ser 


Gly 


Arg 


Ala 


Pro 


Gin Gin Pro Gly 


Arg Arg 


65 










70 










75 


80 


Arg 


Gly 


Arg 


Arg 


Pro 


Arg 


Lys 


Arg 


Pro 


Arg 


Gly Arg Trp Arg 


Arg Glu 










85 










90 




95 


Gly 


Cys 


Gly 


Ala 


Gly 


Gly 


Arg 


Gly 


val 


Cys 


Val Ala Ala Trp 


Ser Gin 








100 










105 




110 




Arg 


Ser 


lie 


Ala 


Gly 


Asn 


Asn 


Asp 


Tyr 


Arg 


Leu Phe His Lys 


Met Ser 






115 










120 






125 




Asn 


Ser 


His 


Pro 


Leu 


Arg 


Pro 


Phe 


Thr 


Ala 


Val Gly Glu He 


Asp His 




130 










135 








140 




Val 


His 


He 


Leu 


Ser 


Glu 


His 


He 


Gly 


Ala 


Leu Leu He Gly 


Glu plu 


145 










150 










155 


160 


Tyr 


Gly 


Asp 


Val 


Thr 


Phe 


Val 


Val 


Glu 


Lys 


Lys Arg Phe Pro 


Ala His 










165 










170 




175 
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Arg 


Val 


He 


Leu 
180 


Ala 


Ala 


Arg 


Cys 


Gly 


Gly 


Met 
195 


Arg 


Glu 


Ser 


Gin 


Pro 
200 


Thr 


Thr 
210 


Ala 


Glu 


Ala 


Phe 


Thr 
215 


Met 


Arg 


Ala 


Thr 


Leu 


Thr 


Asp 


Glu 


Lys 


225 










230 






Ser 


Leu 


Ala 


His 


Lys 
245 


Tyr 


Gly 


Phe 


Glu 


Tyr 


Leu 


Cys 

260 


Thr 


He 


Leu 


Asn 


Asp 


Val 


Ala 
275 


Ser 


Leu 


Tyr 


Ser 


Leu 
260 


Met 


Phe 
290 


Met 


Asp 


Arg 


Asn 


Ala 
2 95 


Gin 


Leu 


Ser 


Leu 


Ser 


Lys 


Thr 


Ala 


Leu 


305 










310 






Phe 


Ala 


Ala 


Pro 


Glu 
325 


Lys 


Asp 


He 


Lys 


His 


Asn 


Ser 
340 


Lys 


Glu 


Asn 


His 


Leu 


Pro 


Leu 
3 55 


Met 


Ser 


Leu 


Thr 


Glu 
360 


Gly 


Leu 
370 


Leu 


Ser 


Pro 


Asp 


Ala 
375 


He 


Glu 


Ser 


Arg 


Asp 


Met 


Asp 


Leu 


Asn 


385 










390 






Glu 


Asn 


He 


Ala 


Thr 
405 


Met 


Lys 


Tyr 


Leu 


Lys 


Ser 


Ala 
420 


Leu 


Leu 


Asp 


Gly 


His 


Gly 


Phe 
435 


Ser 


Arg 


His 


Pro 


He 
440 


Glu 


He 
450 


Lys 


Leu 


Gly 


Gin 


Pro 
455 


Ser 


Leu 


Trp 


Asp 


Arg 


Asp 


Ser 


Arg 


Ser 


465 










470 






Met 


Asp 


Glu 


Leu 


Asp 
485 


Trp 


val 


Arg 


Cys 


Arg 


Ser 


Trp 
500 


Gin 


Lys 


Leu 


Tyr 


lie 


Arg 


He 
515 


Val 


Gly 


Thr 


His 


Asn 
520 


Val 


Ala 
530 


Phe 


Glu 


Cys 


Met 


Phe 
535 


Thr 


Gly 


Leu 


He 


Val 


Pro 


Met 


Glu 


Asn 


545 










550 






Ser 


Val 


He 


Glu 


Gly 
565 


Val 


Ser 


Arg 


Asp 


Thr 


Lys 


Asn 
580 


Tyr 


Asp 


Trp 


Asp 


Gly 


Ser 


Gly 
595 


Ala 


He 


Val 


Val 


Gin 
600 


Ser 


He 
610 


Arg 


Val 


Leu 


Leu 


Trp 
615 


Asp 



<210> 1891 

<211> 166 

<212> PRT 

<213> Homo sapiens 



Gin 


Tyr 


Phe 


Arg 


Ala 


Leu 


Leu 


Tyr 


185 










190 






Glu 


Ala 


Glu 


He 


Pro 


Leu 


Gin 


Asp 










205 








Leu 


Leu 


Lys 


Tyr 


He 


Tyr 


Thr 


Gly 








220 










Glu 


Glu 


Val 


Leu 


Leu 


Asp 


Phe 


Leu 






235 










240 


Pro 


Glu 


Leu 


Glu 


Asp 


Ser 


Thr 


Ser 




250 










255 




He 


Gin 


Asn 


Val 


Cys 


Met 


Thr 


Phe 


265 










270 






Pro 


Lys 


Leu 


Thr 


Cys 


Met 


Cys 


Cys 










285 








Glu 


Val 


Leu 


Ser 


Ser 


Glu 


Gly 


Phe 








300 










Leu 


Asn 


He 


Val 


Leu 


Arg 


Asp 


Ser 






315 










320 


Phe 


Leu 


Ala 


Leu 


Leu 


Asn 


Trp 


Cys 




330 










335 




Ala 


Glu 


He 


Met 


Gin 


Ala 


Val 


Arg 


345 










350 






Leu 


Leu 


Asn 


Val 


Val 


Arg 


Pro 


Ser 










365 








Leu 


Asp 


Ala 


He 


Lys 


Val 


Arg 


Ser 








380 










Tyr 


Arg 


Gly 


Met 


Leu 


He 


Pro 


Glu 






395 










400 


Gly 


Ala 


Gin 


Val 


Val 


Lys 


Gly 


Glu 




410 










415 




Asp 


Thr 


Gin 


Asn 


Tyr 


Asp 


Leu 


Asp 


425 










430 






Asp 


Asp 


Asp 


Cys 


Arg 


Ser 


Gly 


He 










445 








He 


He 


Asn 


His 


Val 


Arg 


He 


Leu 








460 










Tyr 


Ser 


Tyr 


Phe 


He 


Glu 


Val 


Ser 






475 










480 


Val 


He 


Asp 


His 


Ser 


Gin 


Tyr 


Leu 




490 










495 




Phe 


Pro 


Ala 


Arg 


Val 


Cys 


Arg 


Tyr 


505 










510 






Thr 


Val 


Asn 


Lys 


He 


Phe 


His 


He 










525 








Asn 


Lys 


Thr 


Phe 


Thr 


Leu 


Glu 


Lys 








540 










Val 


Ala 


Thr 


He 


Ala 


Asp 


Cys 


Ala 






555 










560 


Ser 


Arg 


Asn 


Ala 


Leu 


Leu 


Asn 


Gly 




570 










575 




Ser 


Gly 


Tyr 


Thr 


Cys 


His 


Gin 


Leu 


585 










590 






Leu 


Ala 


Gin 


Pro 


Tyr 


Met 


He 


Gly 










605 








Cys 


Asp 


Asp 


Arg 


Ser 


Tyr 












620 




622 
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<400> 1891 
















Gly Thr 


Leu 


Gly 


Tyr 


Pro 


Asn 


Gly Ala 


Arg 


Gly Gin Pro Gin Asp 


Asn 


1 






5 








10 


15 




Phe Phe 


Ala 


His 


Gin 


Val 


Ser 


His His 


Pro 


Pro lie Ser Ala Cys 


His 






20 








25 




30 




Ala Glu 


Ser 


Glu 


Asn 


Phe 


Ala 


Phe Trp 


Gin 


Asp Met Lys Trp Lys 


Asn 




35 










40 




45 




Lys Phe 


Trp 


Gly 


Lys 


ser 


Leu 


Glu lie 


Val 


Pro Val Gly Thr Val 


Asn 


50 










55 






60 




Val Ser 


Leu 


Pro 


Arg 


Phe 


Gly 


Asp His 


Phe 


Glu Trp Asn Lys Val 


Thr 


65 








70 








75 


80 


Ser Cys 


lie 


His 


Asn 


Val 


Leu 


Ser Gly 


Gin 


Arg Trp lie Glu His 


Tyr 








85 








90 


95 




Gly Glu 


Val 


Leu 


lie 


Arg 


Asn 


Thr Gin 


Asp 


Ser Ser Cys His Cys 


Lys 






100 








105 




110 




lie Thr 


Phe 


Cys 


Lys 


Ala 


Lys 


Tyr Trp 


Ser 


Ser Asn Val His Glu 


Val 




115 










120 




125 




Gin Gly 


Ala 


Val 


Leu 


Ser 


Arg 


Ser Gly 


Arg 


Val Leu His Arg Leu 


Phe 


130 










135 






140 




Gly Lys 


Trp 


His 


Glu 


Gly 


Leu 


Tyr Arg 


Gly 


Pro Thr Pro Gly Gly 


Gin 


145 








150 








155 


160 


Cys lie 


Trp 


Lys 


Pro 




















165 















<210> 1892 

<211> 130 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (130) 

<223> Xaa = 'any amino acid or nothing 



<400> 1892 



Ser Val 


Asp 


Ala 


Tyr 


Val 


Cys Asn Asp 


He 


Val Phe Ser Tyr Arg 


Thr 


1. 






5 






10 


15 




Thr lie 


Thr 


Leu 


Leu 


Glu 


Gly Ala Xaa 


Leu 


Thr His Arg Tyr Val 


Ala 






20 






25 




30 




Gin Asp 


Pro 


Lys 


Gin 


Gly 


Gin Leu Arg 


Ser 


Leu His Leu Thr Cys 


Asp 




35 








40 




45 




Ser Ala 


Pro 


Ala 


Gly 


Ser 


Gin Gly Thr 


Trp 


Ser Thr Ser Cys Arg 


He 


50 










55 




60 




Asn His 


Leu 


He 


Phe 


Arg 


Gly Gly Ala 


Gin 


He Thr Phe Leu Ala 


Thr 


65 








70 






75 


60 


Phe Asp 


Asp 


Ser 


Pro 


Lys 


Ala Val Leu 


Gly 


Asp Arg Leu Leu Leu 


Thr 








85 






90 


95 




Ala Asn 


Val 


Ser 


Ser 


Glu 


Asn Asn Thr 


Pro 


Arg Thr Ser Lys Thr 


Thr 






100 






105 




110 




Phe Gin 


Leu 


Glu 


Leu 


Ser 


Val Lys Asp 


Ala 


Val Tyr Thr Val Val 


Ser 




115 








120 




125 





Ser His 



130 



<210> 1893 
<211> 224 
<212> PRT 

<213> Homo sapiens 
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<22l> mi 9 cofeature 
<222> (1) . . . (222) 

<223> Xaa = any amino acid or nothing 



<400> 1893 



Thr 


lie 


Ser 


Tyr 


Pro 


Gin Cys 


Leu 


Thr 


Gin 


Met 


Tyr Phe Leu He Ser 


1 








5 










10 




15 


Phe 


Ala 


Asn 


val 
20 


Asp 


Thr 


Phe 


Leu 


Leu 
25 


Pro 


He 


Met Ala Leu Asp His 
30 


Tyr 


Val 


Ala 


lie 


Cys 


Ser Ala 


Leu 


Gin 


Xaa 


Cys 


Ser He He Thr Pro 






35 










40 








45 


Glu 


Leu 
50 


Cys 


Gin 


Gly 


Leu 


Pro 
55 


Val 


Leu 


Ala 


Xaa 


Ala Gly Ser Ser Leu 
60 


lie 


Ser 


Pro 


Val 


His 


Thr Val 


He 


Met 


Ser 


Arg 


Leu Ala Phe Cys Ser 


65 










70 










75 


80 


Ser 


Ala 


Gin 


lie 


Ser 


His' Phe 


Tyr 


Arg 


Asp 


Ala 


Tyr Leu Leu Met Lys 










85 










90 




95 


lie 


Ala 


Cys 


Ser 
100 


His 


Thr 


Xaa 


Asn 


Gin 
105 


His 


Val 


Phe Leu Gly Ala Val 
110 


Val 


Leu 


Phe 
115 


Leu 


Ala 


Pro 


Cys 


Ala 
120 


Leu 


He 


Leu 


Val Ser Tyr He Arg 
125 


lie 


Ala 
13 0 


Ala 


Ala 


He 


Leu 


Arg 
135 


He 


Pro 


Ser 


Pro 


Thr Arg Arg Arg Lys 
140 


Ala 


Cys 


Ser 


He 


Cys 


•Ser 


Ser 


His 


Leu 


Ser 


Leu 


Val Thr Leu Phe Tyr 


145 










150 










155 


160 


Gly 


Thr 


Val 


Leu 


Gly 
165 


He 


Cys 


He 


Xaa 


Pro 
170 


Pro 


Asp Ser Phe Ser Ala 
175 


Gin 


Asp 


Ala 


He 
180 


Ala 


Thr 


He 


Met 


Tyr 
185 


Thr 


val 


Val Thr Ser Met Leu 
190 


Asn 


Pro 


Phe 
195 


He 


Tyr 


Ser 


Leu 


Met 
200 


Asn 


Lys 


Glu 


Val Gin Glu Ala Val 
205 


Arg 


Arg 
210 


Leu 


Phe 


Ser 


Arg 


Gly 
215 


Ser 


His 


Ser 


Ser 


Trp Cys Trp 
220 222 . 



<210> 1894 

<211> 179 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 

<222> (1) . . . (178) 

<223> Xaa o any amino acid or nothing 



<400> 1894 



Leu 


Leu 


Tyr 


Ala 


Gin 


Ala 


Gly 


Val 


Gin 


Xaa 


Leu 


Asn Leu Ser Ser Leu 


1 








5 










10 




15 


Gin 


Pro 


Gin 


Pro 


Ala 


Gly 


Leu 


Lys 


Gin 


Ser 


Ser 


His Pro Ser Leu Pro 








20 










25 






30 


Ser 


Ser 


Trp 


Asp 


Tyr 


Arg 


Tyr 


Ser 


Thr 


Pro 


His 


Pro Ala Asn Phe Phe 






35 










40 








45 


Val 


Glu 


Met 


Glu 


Phe 


His 


His 


Val 


Ala 


Gin 


Ala 


Gly Leu Glu Leu Leu 




50 










55 










60 


Gly 


Ser 


Gly 


Asp 


Leu 


Pro 


Thr 


Ser 


Thr 


Ser 


His 


Ser Ala Gly He Thr 


65 










70 










75 


80 


Gly 


Val 


Ser 


His 


His 


Ala 


Pro 


Pro 


Arg 


Leu 


lie 


Ser Ser Glu Gly Ser 










85 










90 




95 


Leu 


Leu 


Gly 


His 


Leu 


Leu 


Cys 


Leu 


Pro 


Met 


Val 


Phe Pro Leu Leu Cys 








100 










105 






110 


Val 


Phe 


Val 


Leu 


He 


Ser 


Ser 


Ser 


Leu 


Ala 


Gly 


Glu Glu Ala Ala Gly 






115 










120 








125 
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lieu Arg Val 


Gin 


Lys 


Leu Trp 


Pro Ala 


Val 


Val Leu 


Ser 


His 


Leu 


Pro 


130 






135 






140 










Val Cys Trp 


Phe 


His 


Cys Ser 


Gly lie 


Trp 


Ser Glu 


Val 


lie 


Glu 


Leu 


145 






150 






155 








160 


Lys Val Gly 


Arg 


Glu 


Gly His 


Val Leu 


Pro 


Trp Gin 


Ala 


His 


Val 


Val 






165 






170 








175 




Glu Phe 























178 



<210> 1895 

<211> 137 

<212> PRT 

<213> Homo sapiens 



<400> 1895 



His Pro 


Leu 


Gly 


Leu 


Gly 


Leu 


Val Pro 


Ser 


Glu He Phe Ser Pro Gin 


1 






5 








10 


15 


Asp Lys 


Lys 


Ala 


Ala 


Asp 


Gly 


Ser lie 


Leu 


Ala Pro Ala Arg Gly Glu 






20 








25 




30 


Asp Leu 


Glu 


Ala 


Gly 


Leu 


Lys 


Gly Ser 


Phe 


Met Asp Gly Arg Leu Gin 




35 










40 




45 


Ala Ser 


Val 


Ser 


Val 


Phe 


Arg 


lie Gin 


Arg 


Val Gly Ser Ala Met Gin 


50 










55 






60 


Asp Thr 


Ala 


Ser 


Ala 


Met 


Pro 


Cys Leu 


Pro 


Tyr Tyr Pro Thr Ser His 


65 








70 








75 80 


Cys Phe 


Met 


Ala 


Gly 


Gly 


Lys 


Ser Arg 


Ser 


Gin Gly Trp Glu Leu Glu 








85 








90 


95 


Leu Ser 


Gly 


Glu 


Pro 


Ala 


Pro 


Gly Trp 


Gin 


Val Leu Ala Gly Tyr Thr 






100 








105 




110 


Tyr Thr 


Gin 


Ala 


Arg 


Tyr 


Leu 


Arg Asp 


Ala 


Ser Glu Ala Asn Val Gly 




115 










120 




125 


Gin Pro 


Leu 


Arg 


Pro 


Val 


Asp 


Pro Arg 






130 










135 


137 







<210> 1896 

<211> 118 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (115) 

<223> Xaa « any amino acid or nothing 



<400> 1896 



Phe 


Phe 


Gin 


Val 


Phe 


lie 


Phe 


Leu Phe 


Leu 


He Phe Phe Lys Thr Glu 


1 








5 








10 


15 


Phe 


His 


Ser 


Cys 


Cys 


Pro 


Gly 


Ala Val 


Gin 


Trp His Asp Leu Asp Ser 








20 








25 




30 


Leu 


Gin 


Pro 


Pro 


Pro 


Pro 


Arg 


Phe Lys 


Gly 


Phe Ser Cys Leu Ser Leu 






35 










40 




45 


Pro 


Ser 


Ser 


Trp 


Asp 


Tyr 


Arg 


His Ala 


Pro 


Ala His Pro Ala Asn Phe 




50 










55 






60 


Val 


Phe 


Leu 


Val 


Glu 


Thr 


Gly 


Phe Leu 


His 


Val Gly Gin Ala Ser Leu 


65 










70 








75 80 


Glu 


Leu 


Pro 


Thr 


Ser 


Gly 


Asp 


Thr Pro 


Ala 


Ser Ala Ser Gin Ser Ala 










85 








90 


95 


Gly He 


Thr 


Gly 


Val 


Ser 


His 


His Ala 


Xaa 


Pro Arg Ala Ser Gly Arg 








100 








105 




110 
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Arg Cys Trp 
115 



<210> 1897 

<211> 1021 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 

<222> (1) . . . (1008) 

<223> Xaa = any amino acid or nothing 



<400> 1897 



Ala 


Gly 


Pro 


Asp 


Gly 


Leu 


Ala 


Ala Pro 


Ala 


Ser Cys 


Gin Gly Ala Arg 


1 








5 








10 






15 


Gly 


Gin 


Thr 


Arg 


Val 


Pro 


Gly 


Ala Phe 


Ser 


Trp Leu 


Ala Pro Gly Ser 








20 








25 








30 


His 


His 


Ala 


Ser 


Glu 


Gly 


Leu 


Ala Pro 


Gly 


Val 


Pro 


Pro Ala Gly Gly 






35 










40 








45 


Val 


Ser 


Ala 


Gin 


Glu 


Leu 


Thr 


Ala Pro 


Pro 


Gin 


Glu 


Gly Trp Gly Leu 




50 










55 








60 




Gly 


Ala 


Pro 


Pro 


Ala 


Ala 


Pro 


Arg Pro 


Glu 


Ser Asp 


Glu Lys Arg Ala 


65 










70 








75 




80 


Qly 


Ser 


Asp 


Ala 


Val 


Arg 


Ser 


Phe Ser 


Arg 


Gly Ala 


Arg Asp Ser Leu 










85 








90 






95 


Gly 


Gin 


Arg 


Arg 


Leu 


Gly 


Gly 


Thr Arg 


Gly 


Ala Gly 


Pro Ala Gly Lys 








100 








105 








110 


Gly 


Ala 


Gin 


Arg 


Thr 


Met 


Gly 


Pro Ala 


Ser 


Gly Phe 


His Ser Phe Pro 






115 










120 








125 


Pro 


Arg 


Pro 


His 


Gin 


Glu 


Pro 


Ser Pro 


Arg 


Ser 


Ser 


Cys Trp Gin His 




130 










135 








140 




Leu 


Leu 


Trp 


His 


Cys 


Pro 


Trp 


Pro Gin 


Pro 


Ser Arg 


Leu Pro Arg Leu 


145 










150 








155 




160 


Thr 


Pro 


Ala 


Gin 


Leu 


Leu 


Gin 


Gly Pro 


Gly 


Val 


Leu 


Ala Ala Pro Pro 










165 








170 






175 


Gly 


Pro 


Xaa 


His 


Val 


Pro 


Gly 


Phe Leu 


Ala 


Gin 


Ser 


Pro Trp Pro Leu 








180 








185 








190 


Pro 


Ser 


Gly 


Pro 


Arg 


Ser 


Pro 


Xaa Asp 


Pro 


Leu 


His 


Gin Gly Ala Leu 






195 










200 








205 


Val 


Pro 


Leu 


Pro 


Gin 


Gly 


Gly 


Ser Pro 


His 


Thr 


Ala 


Pro His Cys Leu 




210 










215 








220 




Pro 


Ser 


Val 


Leu 


Ser 


Pro 


Ala 


lie Gin 


Gin 


Pro 


Leu 


Leu Pro Thr Ala 


225 










230 








235 




240 


Ser 


Thr 


Ser 


Ser 


Arg 


Ser 


Pro 


Pro Ala 


Ser 


Thr 


Net 


Ala Pro lie Pro 










245 








250 






255 


Ser 


Ala 


Leu 


Ala 


Val 


Trp 


Glu 


Pro Ala 


Gly 


Ser 


Ser 


Pro Gin Leu Ser 








260 








265 








270 


Ser 


Ala 


Pro 


Ala 


Asp 


Ser 


Ser 


Pro Leu 


Pro 


Ala 


Leu 


Pro Lys Val Leu 






275 










280 








285 


Pro 


Pro 


Trp 


Thr 


Gin 


Lys 


Pro 


Leu Leu 


Gly 


Cys 


Leu 


Cys Gin Ser Pro 




290 










295 








300 




Leu 


Pro 


Leu 


Leu 


Ser 


Pro 


Pro 


Asp Gin 


lie 


Arg Cys 


Pro Pro Ala Cys 


305 










310 








315 




320 


Ser 


Pro 


Ala 


Ala 


Ala 


Ser 


Ser 


Phe Ser 


Phe 


Glu 


Ser 


Gin Pro Cys Pro 










325 








330 






335 


Ser 


Ala 


Pro 


Ser 


Lys 


Ala 


Ser 


Pro Ala 


Pro 


Ala 


Ala 


Leu lie Val Gly 








340 








345 








350 


Pro 


His 


His 


Pro 


Pro 


Xaa 


Ser 


Gin. Gin 


Pro 


Gin 


Ser 


Gin Ser Val His 






355 










360 








365 


Pro 


His 


Gly 


Pro 


Gly 


Gly 


Pro 


Gin Pro 


Pro 


Leu 


Ala 


Ala Ser Ser Leu 




370 










375 








380 
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Phe 


Trp 


Met 


Phe 


Cys 


Gin 


385 










390 


His 


Arg 


Pro 


Leu 


Pro 


Val 










405 




Phe 


Arg 


Pro 


Ala 


Pro 


Gly 








420 






Phe 


His 


He 


Pro 


Arg 


Pro 






435 








Gly 


Thr 


Ser 


Asp 


Ser 


Ser 




450 










Arg 


Val 


Trp 


Pro 


Pro 


Ala 


465 










470 


Pro 


His 


Pro 


Pro 


Glu 


Tyr 










485 




Phe 


Pro 


Arg 


Leu 


Leu 


Gly 








500 






Pro 


Arg 


Ala 


Trp 


Asp 


Leu 






515 








Ser 


Gly 


Pro 


Glu 


Leu 


Pro 




530 










Arg 


Val 


Ala 


Xaa 


Leu 


Gly 


545 










550 


Gly 


Leu 


Trp 


Xaa 


Arg 


Cys 










565 




Gly 


Eis 


Ser 


Xaa 


Ser 


Gly 








580 






Pro 


Gin 


Ala 


Trp 


Pro 


Leu 






595 








Pro 


Leu 


His 


Leu 


Arg 


Ala 




610 










Ser 


Pro 


Pro 


Gly 


Pro 


Pro 


525 










630 


Gly 


Arg 


Pro 


Xaa 


Ser 


*ro 










645 




Ala 


Gly 


Leu 


Pro 


Gly 


Pro 








660 






Gin 


Leu 


Pro 


Ser 


Leu 


Arg 






675 








Gin 


Cys 


Pro 


Gly 


Pro 


Gly 




690 










Leu 


Ser 


Pro 


His 


Pro 


Pro 


705 










710 


Ala 


Ser 


Arg 


Ser 


Leu 


Ser 










725 




Thr 


Pro 


Ser 


Arg 


Ser 


Ala 








740 






Ser 


Leu 


Pro 


Lys 


He 


Pro 






755 








Ser 


Pro 


Met 


Pro 


Xaa 


Cys 




770 










Ser 


Ser 


Pro 


Phe 


Pro 


Ala 


785 










790 


His 


Leu 


Pro 


Pro 


Xaa 


Pro 










805 




Pro 


Leu 


Ala 


Gin 


Gin 


His 








820 






Ser 


Thr 


Leu 


Thr 


Pro 


Pro 






635 








Pro 


Leu 


Pro 


Pro 


Pro 


Pro 




850 










Cys 


Ser 


Leu 


Pro 


Ala 


His 


865 










870 


Ser 


Cys 


Leu 


Gly 


Lys 


Pro 



885 



Pro 


Pro 


Pro 


Pro 


His 


Pro 










3 95 




Thr 


Gly 


Lys 


Ala 


Leu 


Ala 








410 






Ser 


Leu 


Arg 


Gin 


Thr 


Pro 






425 








Gly 


Leu 


Ser 


Ala 


Pro 


Pro 




440 










Asp 


Ser 


Arg 


Ser 


Pro 


Ser 


455 










460 


Ser 


Pro 


Pro 


Pro 


Pro 


Ala 










475 




Phe 


Leu 


Ser 


Pro 


Cys 


Pro 








490 






Arg 


Pro 


Arg 


Arg 


Pro 


Gin 






505 








Pro 


Pro 


Gly 


Ser 


Ser 


Pro 




520 










Xaa 


Ala 


Pro 


Pro 


Pro 


Leu 


535 










540 


Ser 


Gly 


His 


Pro 


Pro 


Ser 










555 




Val 


Xaa 


Gly 


His 


Pro 


He 








570 






Pro 


Pro 


His 


Ser 


Pro 


Pro 






585 








Glu 


Leu 


Pro 


Pro 


Ser 


Arg 




600 










Ala 


Gin 


Pro 


Leu 


Asp 


Pro 


615 










620 


Leu 


Pro 


Val 


Pro 


Ala 


Leu 










635 




Ser 


Pro 


Ala 


Ser 


Ser 


Gin 








650 






Gin 


Ser 


Ser 


Pro 


Leu 


Pro 






665 








Ser 


Gly 


Ser 


Gin 


Gin 


Pro 




680 










Ala 


val 


Trp 


Gly 


Lys 


Gly 


695 










700 


Pro 


Pro 


Ala 


Arg 


Thr 


Gin 










715 




Pro 


Gly 


Thr 


Ala 


Pro 


Tyr 








73 0 






Ser 


Ser 


Leu 


Pro 


Glu 


Val 






745 








Gin 


Ser 


Ser 


Gly 


Ser 


Pro 




760 










Phe 


His 


Arg 


Pro 


Ser 


Pro 


775 










780 


Leu 


Arg 


Pro 


Gin 


Ala 


Pro 










795 




Pro 


Ala 


Pro 


Ser 


Pro 


Gly 








810 






Gin 


Pro 


Ser 


Pro 


Pro 


Ser 






825 








Leu 


Trp 


Pro 


Ser 


Leu 


Ala 




840 










Pro 


Val 


Pro 


Ser 


Phe 


Ser 


855 










860 


Gly 


Thr 


Pro 


Ala 


Ser 


Pro 










875 




Gin 


Thr 


Leu 


Pro 


Trp 


He 



890 
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Gin 


Phe 


Leu 


Trp 








400 


Ser 


Pro 


Leu 


Cys 






415 




Leu 


Pro 


Pro 


Gin 




430 






Pro 


Pro 


Ala 


Ser 


445 








Ala 


Ser 


Ala 


Ala 


Ala 


Arg 


His 


Arg 








480 


Phe 


Ser 


Cys 


Gly 






495 




Ala 


Leu 


Gin 


Thr 




510 






Ala 


Pro 


Leu 


Cys 


525 








Pro 


Pro 


Phe 


Pro 


Ala 


Gin 


Val 


Pro 








560 


Pro 


Arg 


Pro 


Val 






575 




Leu 


Xaa 


Ala 


Pro 




590 






Gin 


Cys 


Leu 


Gin 


605 








Cys 


Cys 


Ser 


Leu 


Pro 


Ser 


Trp 


Pro 








640 


Pro 


Pro 


Tyr 


His 






655 




Pro 


Gly 


Leu 


Pro 




670 






Leu 


Leu 


Phe 


Phe 


685 








ser 


Pro 


Gin 


Pro 


Thr 


Phe 


Pro 


Val 








720 


Ser 


Val 


Cys 


Leu 






735 




Val 


Leu 


Ala 


Ser 




750 






Leu 


Gly 


Pro 


Thr 


765 








Pro 


Leu 


Pro 


Leu 


Gin 


Phe 


Pro 


Leu 








800 


Cys 


Pro 


Leu 


Pro 






815 




Pro 


His 


Ala 


Arg 




830 






Leu 


Leu 


Pro 


Xaa 


845 








Ala 


Ser 


Leu 


Leu 


Gly 


Leu 


Gly 


Arg 








880 


Ser 


Phe 


Trp 


Pro 
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Pro 


Ser 


Gly 


Arg Leu 


Ala Pro 


Gly 


Thr 


Trp 


Gin 


Pro 


Trp Pro 


Val 


Ser 








900 






905 








910 






Pro 


Ala 


Pro 


Leu Ser 


Cys Leu 


Ser 


Ala 


Trp 


Asp 


Pro 


Trp Glu 


Leu 


Pro 






915 






920 










925 






Ser 


Pro 


Gin 


Pro Gin 


Val Cys 


Ser 


Thr 


Ala 


Glu 


Leu 


Pro Thr 


Ser 


Cys 




930 






935 










940 








Leu 


Leu 


Ser 


Ser Pro 


Gly Pro 


Pro 


Ala 


Phe 


Gin 


Pro 


Pro Arg 


Phe 


Gly 


945 








950 








955 








960 


Cys 


Leu 


Xaa 


Gly Pro 


Pro Gly 


Pro 


Pro 


Gly 


Leu 


Pro 


Pro Leu 


Gin 


Ser 








965 








970 








975 




Ser 


Leu 


Ser 


Phe Pro 


Pro Pro 


Pro 


Pro 


Pro 


Val 


Pro 


Gin Pro 


Pro 


Ala 








980 






985 








990 






Pro 


Pro 


Ala 


Leu Gin 


Trp Gly 


Leu 


His 


Leu 


Pro Gly 


Gly Arg 


Thr 


Lys 






995 




1000 








1005 


1008 



<210> 1898 
<211> 510 
<212> PRT 

<213> Homo sapiens 

<22i> mis cofeature 
<222> (1) . . . (508) 

<223> Xaa = any amino acid or nothing 



<400> 1898 



Arg 


He 


His 


Arg Glu Glu Asp Phe 


Gin 


Phe 


He Leu 


Lys Gly 


He 


Ala 


1 






5 




10 








15 




Arg 


Leu 


Leu 


Ser Asn Pro Leu Leu 


Gin 


Thr 


Tyr Leu 


Pro 


Asn 


Ser 


Thr 








20 


25 








30 






Lys 


Lys 


He 


Gin Phe His Gin Glu 


Leu 


Leu 


Val Leu 


Phe Trp 


Lys 


Leu 






35 


40 








45 








Cys 


Asp 


Phe 


Asn Lys Val Gly Gin 


Pro 


Arg 


Gly Ala 


Leu Gin 


Gly 


Asp 




50 




55 






60 










Gly 


Glu 


Gin 


Leu Pro Gin Xaa Pro 


Gly 


Gly 


Arg Asp 


Ser 


Val 


Arg 


Leu 


65 






70 






75 








80 


Arg 


Gly 


Val 


Gly Gin Ser Cys Pro 


Ser 


Leu 


Glu Leu 


Ser 


Pro 


Leu 


Gly 








85 




90 








95 




Pro 


Ser 


Pro 


His Pro Xaa Lys Phe 


Leu 


Phe 


Phe Val 


Leu Lys 


Ser 


Ser 








100 


105 








110 






Asp 


Val 


Leu 


Asp He Leu Val Pro 


He 


Leu 


Phe Phe 


Leu 


Asn 


Asp 


Ala 






115 


120 








125 








Arg 


Ala 


Asp 


.Gin Ser Arg Val Gly 


Leu 


Met 


His He 


Gly Val 


Phe 


He 




130 




135 






140 










Leu 


Leu 


Leu 


Leu Ser Gly Glu Cys 


Asn 


Phe 


Gly Val 


Arg 


Leu 


Asn 


Lys 


145 






150 






155 








160 


Pro 


Tyr 


Ser 


He Arg Val Pro Met 


Asp 


He 


Pro Val 


Phe 


Thr 


Gly 


Thr 








165 




170 








175 




His 


Ala 


Asp 


Leu Leu He Val Val 


Phe 


His 


Lys He 


He 


Thr 


Ser 


Gly 








180 


185 








190 






His 


Gin 


Arg 


Leu Gin Pro Leu Phe 


Asp 


Cys 


Leu Leu 


Thr 


He 


Val 


Val 






195 


200 








205 








Asn 


Val 


Ser 


Pro Tyr Leu Lys Ser 


Leu 


Ser 


Met Val 


Thr 


Ala 


Asn 


Lys 




210 




215 






220 










Leu 


Leu 


His 


Leu Leu Glu Ala Phe 


Ser 


Thr 


Thr Trp 


Phe 


Leu 


Phe 


Ser 


225 






230 






235 








240 


Ala 


Ala 


Gin 


Asn His His Leu Val 


Phe 


Phe 


Leu Leu 


Glu 


Val 


Phe 


Asn 








245 




250 








255 




Asn 


He 


He 


Gin Tyr Gin Phe Asp 


Gly 


Asn 


Ser Asn 


Leu 


Val 


Tyr 


Ala 








260 


265 








270 
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lie 


lie 


Arg 


Lys 


Arg 


Ser 


He 


Phe 






275 










280 


Asp 


Pro 


Pro 


Thr 


lie 


His 


Lys 


Ala 




290 










295 




Glu 


Pro 


Leu 


Ser 


Arg 


Thr 


Gly 


Ser 


305 










310 






Ala 


Pro 


Ala 


Pro 


Leu 


Pro 


Leu 


Gin 










325 








Trp 


Trp 


Leu 


Leu 


Gin 


Ala 


Leu 


Thr 








340 










Gin 


Arg 


Met 


Ala 


Pro 


Cys 


Gly 


Pro 






355 










360 


Trp 


Arg 


Met 


Ala 


Ala 


Arg 


Leu 


Arg 




370 










375 




Ser 


Ser 


Gly 


Asp 


Arg 


Pro 


His 


Ser 


385 










390 






Thr 


Pro 


Glu 


Trp 


Val 


Leu 


Ser 


Trp 










405 








lie 


Met 


Arg 


Leu 


Leu 


Gin 


Val 


Leu 








420 










lie 


Asp 


Lys 


Gly 


Leu 


Thr 


Asp 


Glu 






435 










440 


His 


Gly 


Thr 


Leu 


Val 


Gly 


Leu 


Leu 




450 










455 




Arg 


Lys 


Tyr 


Gin 


Ala 


Asn 


Ser 


Gly 


465 










470 






Met 


Trp 


Gly 


Val 


lie 


Tyr 


Leu 


Arg 










485 








Asp 


Thr 


Asp 


Val 


Lys 


Leu 


Phe 


Glu 



500 



<210> 1899 
<211> 180 
<212> PRT 

<213> Homo sapiens 



<400> 1899 



Leu 


Pro 


Trp 


Gin 


Arg 


Leu 


Gly 


Val 


1 








5 








Val 


Thr 


Gly 


Trp 
20 


Leu 


Glu 


Ser 


Leu 


Leu 


Gin 


Asp 
35 


Gly 


Arg 


Arg 


Lys 


Val 
40 


Glu 


Met 
50 


Ala 


Glu 


Glu 


Tyr 


Asp 
55 


Glu 


Lys 


Trp 


Arg 


Val 


Lys 


Ser 


Ala 


Leu 


65 










70 






Glu 


Val 


Gly 


Asp 


Pro 
85 


Ala 


Pro 


Leu 


Leu 


He 


Lys 


Glu 


Ser 


Asn 


Ala 


Asn 








100 










Lys 


Met 


Ser 
115 


Phe 


Gin 


Trp 


Arg 


He 

120 


Val 


Tyr 
130 


Ser 


Val 


Ser 


Val 


Asp 
135 


Gin 


Thr 


Thr 


Asn 


Lys 


Lys 


Tyr 


Tyr 


Lys 


145 










150 






Arg 


His 


Gin 


Leu 


Pro 
165 


Leu 


Asp 


Asp 


Thr 


Ala 


Pro 













179 



His 


Gin 


Leu Ala 


Asn Leu Pro Thr 








285 


Leu 


Gin 


Arg Arg 


Arg Arg Thr Pro 






300 




Gin 


Gly 


Gly Ala 


Pro Pro Trp Arg 






315 


320 


Ser 


Gin 


Ala Pro 


Ser Arg Pro Val 




330 




335 


Ser 


Xaa 


Pro Arg 


Ser Pro Arg Cys 


345 






350 


Trp 


Asn 


Leu Ser 


Pro Ser Arg Ala 








365 


Gly 


Ser 


Pro Ala 


Arg His Gly Gly 






380 




Ser 


Ala 


Ser Gly 


Gin Trp Ser Pro 






395 


400 


Lys 


Ser 


Lys Leu 


Pro Leu Gin Thr 




410 




415 


Val 


Pro 


Gin Val 


Glu Lys He Cys 


425 






430 


Ser 


Glu 


He Leu 


Arg Phe Leu Gin 








445 


Pro 


Val 


Pro Hie 


Pro He Leu He 






460 




Thr 


Ala 


Met Trp 


Phe Arg Thr Tyr 






475 


480 


Asn 


Val 


Asp Pro 


Pro val Trp Tyr 




490 




495 


lie 


Gin 


Arg Val 




505 




508 





Leu 


Leu 


Ser Arg 


Gly Lys Met Ala 




10 




15 


Arg 


Thr 


Ala Gin 


Lys Thr Ala Leu 


25 






30 


His 


Tyr 


Leu Phe 


Pro Asp Gly Lys 








45 


Lys 


Thr 


Ser Glu 


Leu Leu Val Arg 






60 




Gly 


Ala 


Met Gly 


Gin Trp Gin Leu 






75 


60 


Gly 


Ala 


Gly Asn 


Leu Gly Pro Glu 




90 




95 


Pro 


He 


Phe Met 


Arg Lys Asp Thr 


105 






110 


Arg 


Asn 


Leu Pro 


Tyr Pro Lys Asp 








125 


Lys 


Glu 


Arg Cys 


He He Val Arg 






140 




Lys 


Phe 


Ser He 


Pro Asp Leu Asp 






155 


160 


Ala 


Leu 


Leu Ser 


Phe Ala Thr Pro 




170 




175 
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<210> 1900 

<211> 666 

<212> PRT 

<213> Homo sapiens 



<400> 1900 



He 


Arg 


Eis 


Thr 


Gly 


Ser 


1 








5 




Leu 


Ser 


Gly 


Pro 


Cys 


Gly 








20 






Gly 


Ala 


Ser 


Ala 


Met 


Arg 






35 








Val 


Cys 


Leu 


Gin 


Lys 


Ala 




50 










He 


Gly 


He 


Pro 


Glu 


Asp 


65 










70 


Lys 


His 


He 


Lys 


Glu 


Leu 










85 




Leu 


Lys 


Glu 


Arg 


Leu 


He 








100 






Asn 


Thr 


Leu 


Cys 


Ser 


Glu 






115 








Glu 


Thr 


Thr 


He 


Leu 


Gin 




130 










Leu 


Met 


Arg 


Lys 


Gin 


Lys 


145 










150 


Gin 


Glu 


Gin 


Asp 


Gin 


Glu 










165 




Asp 


He 


Asp 


Ser 


Ala 


Ser 








180 






Arg 


Gin 


His 


Val 


Thr 


Thr 






195 








Glu 


Phe 


Val 


Ser 


Ser 


He 




210 










Leu 


Asp 


His 


Thr 


Pro 


Asp 


225 










230 


Asp 


Glu 


Asp 


Ala 


Phe 


Cys 










245 




Lys 


Leu 


Leu 


Arg 


Gin 


Leu 








260 






Cys 


Glu 


Gly 


Leu 


Arg 


Thr 






275 








He 


Pro 


Glu 


Glu 


Glu 


Arg 




290 










Lys 


Ala 


Lys 


Val 


Arg 


Lys 


305 










310 


Glu 


Leu 


Glu 


Lys 


Cys 


Lys 










325 




Vai 


Glu 


Leu 


Val 


Gin 


Tyr 








340 






Arg 


Gin 


Ala 


Phe 


Ala 


Pro 






355 








Leu 


Gin 


Leu 


His 


Asp 


Ala 




370 










Val 


His 


Lys 


Glu 


Leu 


Phe 


385 










390 


Arg 


Leu 


Phe 


Leu 


Glu 


Phe 










405 




Thr 


Asn 


Arg 


Gly 


Gly 


Asn 



420 



Asp 


He 


Ala 


Gly 
10 


Val 


Cys 


Val 


Gly 


Leu 
25 


Asp 


Leu 


Asp 


Arg 


Ser 
40 


Glu 


Val 


Leu 


Ala 


Leu 


Asn 


His 


Leu 


Arg 


Glu 


55 










60 


Gin 


Arg 


Leu 


Gin 


Arg 
75 


Thr 


Leu 


Asp 


Met 


Met 
90 


He 


Ala 


Lys 


Ser 


He 
105 


Ser 


Val 


Cys 


Leu 


His 
120 


Val 


Glu 


Pro 


Phe 


Leu 


Glu 


Lys 


Asp 


Leu 


Arg 


135 










140 


Lys 


Glu 


Arg 


Lys 


Gin 
155 


Glu 


Leu 


Cys 


Glu 


He 
170 


Leu 


Cys 


Val 


Pro 


Ser 
185 


Leu 


Glu 


Glu 


Leu 


Arg 
200 


Glu 


Thr 


Lys 


Ala 


Lys 


Arg 


Gin 


He 


He 


Leu 


215 










220 


Thr 


Ser 


Phe 


Glu 


Arg 
235 


Asp 


Leu 


Ser 


Leu 


Glu 
250 


Asn 


He 


Glu 


Met 


Gin 
265 


Lys 


Ser 


Gin 


Gin 


He 
280 


Arg 


Glu 


Leu 


Trp 


Glu 


Ala 


Val 


Ala 


Thr 


He 


295 










300 


Ala 


Leu 


Gin 


Leu 


Glu 
315 


Val 


Thr 


Met 


Lys 


Lys 
330 


Val 


He 


Trp 


Asp 


Gin 
345 


Cys 


Phe 


Tyr 


Phe 


Cys 
360 


Ala 


Glu 


Asp 


Tyr 


Glu 


lie 


Val 


Arg 


Leu 


Lys 


375 










380 


Glu 


Gly 


Val 


Gin 


Lys 
395 


Trp 


Glu 


Arg 


Lys 


Ala 
410 


Ser 


Asp 


Leu 


Leu 


Lys 
425 


Glu 


Glu 


Lys 
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Gly Trp 


Leu 


Leu 




15 




Ser Arg 


Leu 


Leu 


30 






Glu Glu 


Ser 


He 


45 






He Trp 


Glu 


Leu 




val 


iiys 






80 


Glu Glu 


Glu 


Ser 




95 




Gin Lys 


Glu 


Leu 


110 






Gin Glu 


Glu 


Gly 


125 






Thr Gin 


val 


GlU 




Leu 


Leu 






160 


Met Pro 


His 


Tyr 




175 




Leu Asn 


Gin 


Phe 


190 






Ser Arg 


Arg 


Glu 


205 






Cys Met 


Glu 


Glu 


Val Val 


Cys 


Glu 






240 


Ala Thr 


Leu 


Gin 




255 




Asn Glu 


Ala 


Val 


270 






Asp Arg 


Leu 


Gin 


285 






Met Ser 


Gly 


Ser 


Asp Arg 


Leu 


Glu 






320 


Glu Ala 


He 


Arg 




335 




Ser Gin 


Glu 


Gin 


350 






Thr Glu 


Ser 


Leu 


365 






Asn Tyr 


Tyr 


Glu 


Glu Glu 


Thr 


Trp 






400 


Pro Asn 


Arg 


Phe 




415 




Gin Arg 


Ala 


Lys 



430 
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Leu Gin 


Lys 


Met Leu Pro Lys Leu 




435 


440 


Glu Leu 


Trp 


Glu Gin Glu His Ser 


450 




455 


Lys Phe 


Met 


Glu Tyr Val Ala Glu 


465 




470 


Lys Glu 


Arg 


Ala Lys Gin Glu Arg 






485 


Glu Thr 


Glu 


Met Leu Tyr Gly Ser 






500 


Arg Gly 


Leu 


Ala Pro Asn Thr Pro 




515 


520 


Thr Thr 


Met 


Ser Asn Ala Thr Ala 


530 




535 


Gly Gly 


Thr 


Val Tyr His Ser Pro 


545 




550 


Ser Lys 


Pro 


Val Ala Ala Ser Thr 






565 


Thr Gly 


Arg 


His Gly Ala Asn Lys 






580 


lie Leu 


Ser 


Gly Gly Tyr Pro Gly 




595 


600 


Ser He 


Asn 


Ser Val Ala Ser Thr 


610 




615 


Leu Ser 


Asp 


Ser Ser Thr val Gly 


625 




630 


Ser Lys 


Ser 


Asp Ala Thr Ser Gly 






645 


Ser 






657 







<210> 1901 

<211> 338 

<212> PRT 

<213> Homo sapiens 



<400> 1901 






Ala Trp 


His 


Glu Gly 


Leu Val Ser 


1 






5 




Ser Ala 


Ser 


Tyr Gly 


Asp Ser Leu 






20 






Ala Leu 


Leu 


Asp 


lie 


Cys Phe He 




35 






40 


Pro Glu 


Lys 


Met 


Arg 


Pro Val Ser 


50 








55 


Gin Ala 


Asp 


Pro 


Phe 


Ala Ser Leu 


65 








70 


Val Leu 


Leu 


lie 


Cys 


He Thr Val 








85 




Gly Gin 


Tyr 


Ser 


Ser 


Phe Phe Leu 






100 






Gly Thr 


Val 


Lys 


He 


Ala Ala Phe 




115 






120 


lie Val 


Ala 


Gin 


Thr 


Ala Phe Leu 


130 








135 


Asn Lys 


Asn 


Thr 


Val 


Leu Leu Gly 


145 








150 


Ala Trp 


Tyr 


Gly Phe 


Gly Ser Gin 








165 




Thr Val 


Ala 


Ala 


Met 


Ser Ser He 






180 







Glu 


Glu Glu Leu 


Lys Ala Arg 


He 






445 




Lys 


Ala Phe Met 


Val Asn Gly 


Gin 




460 






Gin 


Trp Glu Met 


His Arg Leu 


Glu 




475 




480 


Gin 


Leu Lys Asn 


Lys Lys Gin 


Thr 




490 


495 




Ala 


Pro Arg Thr 


Pro Ser Lys 


Arg 


505 




510 




Gly 


Lys Ala Arg 


Lys Leu Asn 


Thr 






525 




Asn 


Ser Ser He 


Arg Pro He 


Phe 




540 






Val 


Ser Arg Leu 


Pro Pro Ser 


Gly 




555 




560 


Cys 


Ser Gly Lys 


Lys Thr Pro 


Arg 




570 


575 




Glu 


Asn Leu Glu 


Leu Asn Gly 


Ser 


585 




590 




Ser 


Ala Pro Leu 


Gin Arg Asn 


Phe 






605 




Tyr 


Ser Glu Phe 


Ala Asp Pro 


Ser 




620 






Leu 


Gin Arg Glu 


Leu Ser Lys 


Ala 




635 




640 


He 


Leu Asn Ser 


Thr Asn He 


Gin 




650 


655 





Ser 


Pro Ala He 


Gly Ala Tyr 


Leu 




10 


15 




Val 


Val Leu Val 


Ala Thr Val 


Val 


25 




30 




Leu 


Val Ala Val 


Pro Glu Ser 


Leu 






45 




Trp 


Gly Ala Gin 


He Ser Trp 


Lys 




60 






Lys 


Lys Val Gly 


Lys Asp Ser 


Thr 




75 




80 


Cys 


Leu Ser Tyr 


Leu Pro Glu 


Ala 




90 


95 




Tyr 


Leu Arg Gin 


Val He Gly 


Phe 


105 




110 




He 


Ala Met Val 


Gly He Leu 


Ser 






125 




Ser 


He Leu Met 


Arg Ser Leu 


Gly 




140 






Leu 


Gly Phe Gin 


Met Leu Gin 


Leu 




155 




160 


Ala 


Trp Met Met 


Trp Ala Ala 


Gly 




170 


175 




Thr 


Phe Pro Ala 


He Ser Ala 


Leu 


IBS 




190 
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Val 


Ser 


Arg 
195 


Asn 


Ala 


Glu 


Ser 


Asp 
200 


Gin 


Gin 


Gly 


Val 


Ala 
205 


Gin 


Gly 


He 


He 


Thr 
210 


Gly 


lie 


Arg 


Gly 


Leu 
215 


Cys 


Asn 


Gly 


Leu 


Gly 
220 


Pro 


Ala 


Leu 


Tyr 


Gly 


Phe 


He 


Phe 


Tyr 


Met 


Phe 


His 


Val 


Glu 


Leu 


Thr 


Glu 


Leu 


Gly 


Pro 


225 










230 










235 










240 


Lys 


Leu 


Asn 


ser 


Asn 
245 


Asn 


vai 


Pro 


Leu 


Gin 
250 


Gly 


Ala 


it- t 

vai 


j.±e 


Fro 
255 


Giy 


Pro 


Pro 


Phe 


Leu 
260 


Phe 


Gly 


Ala 


Cys 


He 
265 


Val 


Leu 


Met 


Ser 


Phe 

270 


Leu 


Val 


Ala 


Leu 


Phe 
275 


He 


Pro 


Glu 


Tyr 


Ser 
280 


Lys 


Ala 


Ser 


Gly 


Val 
285 


Gin 


Lys 


His 


Ser 


Asn 
290 


Ser 


Ser 


Ser 


Gly 


Ser 
295 


Leu 


Thr 


Asn 


Thr 


Pro 
300 


Glu 


Arg 


Gly 


Ser 


Asp 


Glu 


Asp 


He 


Glu 


Pro 


Leu 


Leu 


Gin 


Asp 


Ser 


Ser 


He 


Trp 


Glu 


Leu 


305 










310 










315 










320 


Ser 


Ser 


Phe 


Glu 


Glu 
325 


Pro 


Gly 


Asn 


Gin 


Cys 
330 


Thr 


Glu 


Leu 
333 









<2I0> 1902 
<211> 4767 
<212> PRT 

<213> Homo sapiens 



<400> 1902 



Ala 


Arg 


Pro 


Pro 


Pro 


Ala 


Pro 


Gly 


Ser 


Arg 


Gin 


Gin 


Lys 


Gin 


Lys 


Ala 


1 








5 










10 










15 




Ala 


Pro 


Gly 


Ala 
20 


Ala 


Ala 


Ala 


Ala 


Glu 
25 


Leu 


Arg 


Gly 


Ala 


Arg 
30 


Glu 


Pro 


Ala 


Pro 


Ala 
35 


Arg 


Arg 


Arg 


Gly 


Thr 
40 


Met 


Ala 


Asp 


Gly 


Gly 
45 


Glu 


Gly 


Glu 


Asp 


Glu 
50 


He 


Gin 


Phe 


Leu 


Arg 
55 


Thr 


Asp 


Asp 


Glu 


Val 
60 


Val 


Leu 


Gin 


Cys 


Thr 


Ala 


Thr 


He 


His 


Lys 


Glu 


Gin 


Gin 


Lys 


Leu 


Cys 


Leu 


Ala 


Ala 


Glu 


65 










70 










75 










60 


Gly 


Phe 


Gly 


Asn 


Arg 
85 


Leu 


Cys 


Phe 


Leu 


Glu 
90 


Ser 


Thr 


Ser 


Asn 


Ser 
95 


Lys 


Asn 


Val 


Pro 


Pro 
100 


Asp 


Leu 


Ser 


He 


Cys 
105 


Thr 


Phe 


Val 


Leu 


Glu 
110 


Gin 


Ser 


Leu 


Ser 


Val 
115 


Arg 


Ala 


Leu 


Gin 


Glu 
120 


Met 


Leu 


Ala 


Asn 


Thr 
125 


Val 


Glu 


Lys 


Ser 


Glu 
130 


Gly 


Gin 


Val 


Asp 


Val 
135 


Glu 


Lys 


Trp 


Lys 


Phe 
140 


Met 


Met 


Lys 


Thr 


Ala 


Gin 


Gly 


Gly 


Gly 


His 


Arg 


Thr 


Leu 


Leu 


Tyr 


Gly 


His 


Ala 


He 


Leu 


145 










150 










155 










160 


Leu 


Arg 


His 


Ser 


Tyr 
165 


Ser 


Gly 


Met 


Tyr 


Leu 
170 


Cys 


Cys 


Leu 


Ser 


Thr 
175 


Ser 


Arg 


Ser 


Ser 


Thr 
180 


Asp 


Lys 


Leu 


Ala 


Phe 
185 


Asp 


val 


Gly 


Leu 


Gin 
190 


Glu 


Asp 


Thr 


Thr 


Gly 
195 


Glu 


Ala 


Cys 


Trp 


Trp 
200 


Thr 


He 


His 


Pro 


Ala 
205 


Ser 


Lys 


Gin 


Arg 


Ser 
210 


Glu 


Gly 


Glu 


Lys 


Val 
215 


Arg 


Val 


Gly 


Asp 


Asp 
220 


Leu 


He 


Leu 


Val 


Ser 


Val 


Ser 


Ser 


Glu 


Arg 


Tyr 


Leu 


His 


Leu 


Ser 


Tyr 


Gly 


Asn 


Gly 


Ser 


225 










230 










235 










240 


Leu 


His 


val 


Asp 


Ala 
245 


Ala 


Phe 


Gin 


Gin 


Thr 
250 


Leu 


Trp 


Ser 


Val 


Ala 
255 


Pro 


He 


Ser 


Ser 


Gly 
260 


Ser 


Glu 


Ala 


Ala 


Gin 
265 


Gly 


Tyr 


Leu 


He 


Gly 
270 


Gly 


Asp 


Val 


Leu 


Arg 
275 


Leu 


Leu 


His 


Gly 


His 
280 


Met 


Asp 


Glu 


Cys 


Leu 
285 


Thr 


Val 


Pro 
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Ser Gly Glu His Gly Glu Glu Gin Arg Arg Thr Val His Tyr Glu Gly 

290 295 300 

Gly Ala Val Ser Val His Ala Arg Ser Leu Trp Arg Leu Glu Thr Leu 
305 310 315 ~ 320 

Arg Val Ala Trp Ser Gly Ser His He Arg Trp Gly Gin Pro Phe Arg 

325 330 335 

Leu Arg His Val Thr Thr Gly Lys Tyr Leu Ser Leu Met Glu Asp Lys 

340 345 350 

Asn Leu Leu Leu Met Asp Lys Glu Lys Ala Asp Val Lys Ser Thr Ala 

355 360 365 

Phe Thr Phe Arg Ser Ser Lys Glu Lys Leu Asp Val Gly Val Arg Lys 

370 375 380 

Glu Val Asp Gly Met Gly Thr Ser Glu He Lys Tyr Gly Asp Ser Val 
385 390 395 400 

Cys Tyr He Gin His Val Asp Thr Gly Leu Trp Leu Thr Tyr Gin Ser 

405 410 415 

Val Asp Val Lys Ser Val Arg Met Gly Ser He Gin Arg Lys Ala He 

420 425 430 

Met His His Glu Gly His Met Asp Asp Gly He Ser Leu Ser Arg Ser 

435 440 445 

Gin His Glu Glu Ser Arg Thr Ala Arg Val He Arg Ser Thr Val Phe 

450 455 460 

Leu Phe Asn Arg Phe He Arg Gly Leu Asp Ala Leu Ser Lys Lys Ala 
465 470 475 " 4B0 

Lys Ala Ser Thr Val Asp Leu Pro He Glu Ser Val Ser Leu ser Leu 

485 490 495 

Gin Asp Leu He Gly Tyr Phe His Pro Pro Asp Glu His Leu Glu His 

500 505 510 

Glu Asp Lys Gin Asn Arg Leu Arg Ala Leu Lys Asn Arg Gin Asn Leu 

515 520 525 

Phe Gin Glu Glu Gly Met He Asn Leu Val Leu Glu Cys He Asp Arg 

530 535 540 

Leu His Val Tyr Ser Ser Ala Ala His Phe Ala Asp Val Ala Gly Arg 
545 550 555 560 

Glu Ala Gly Glu Ser Trp Lys Ser He Leu Asn Ser Leu Tyr Glu Leu 

565 570 575 

Leu Ala Ala Leu He Arg Gly Asn Arg Lys Asn Cys Ala Gin Phe Ser 

580 585 * 590 

Gly ser Leu Asp Trp Leu He Ser Arg Leu Glu Arg Leu Glu Ala Ser 

595 600 605 

Ser Gly He Leu Glu Val Leu His Cys Val Leu Val Glu Ser Pro Glu 

610 615 620 

Ala Leu Asn He He Lys Glu Gly His He Lys Ser 'He He Ser Leu 
g 25 630 635 640 

Leu Asp Lys His Gly Arg Asn His Lys Val Leu Asp Val Leu Cys Ser 

645 650 * 655 

Leu Cys Val Cys His Gly Val Ala Val Arg Ser Asn Gin His Leu He 

660 665 670 

Cys Asp Asn Leu Leu Pro Gly Arg Asp Leu Leu Leu Gin Thr Arg Leu 

675 680 685 

Val Asn His Val Ser Ser Met Arg Pro Asn He Phe Leu Gly Val Ser 

690 695 700 

Glu Gly Ser Ala Gin Tyr Lys Lys Trp Tyr Tyr Glu Leu Met Val Asp 
705 710 715 720 

His Thr Glu Pro Phe Val Thr Ala Glu Ala Thr His Leu Arg Val Gly 

725 730 735 

Trp Ala Ser Thr Glu Gly Tyr Ser Pro Tyr Pro Gly Gly Gly Glu Glu 

740 745 " 750 

Trp Gly Gly Asn Gly Val Gly Asp Asp Leu Phe Ser Tyr Gly Phe Asp 

755 760 765 

Gly Leu His Leu Trp Ser Gly Cys He Ala Arg Thr Val Ser Ser Pro 

770 775 780 

Asn Gin His Leu Leu Arg Thr Asp Asp Val He Ser Cys Cys Leu Asp 
785 790 795 " 800 
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Leu Ser Ala Pro Ser lie Ser Phe Arg He Asn Gly Gin Pro Val Gin 

805 810 815 

Gly Met Phe Glu Asn Phe Asn He Asp Gly Leu Phe Phe Pro Val Val 

820 825 830 

Ser Phe Ser Ala Gly He Lys Val Arg Phe Leu Leu Gly Gly Arg His 

835 840 845 

Gly Glu Phe Lys Phe Leu Pro Pro Pro Gly Tyr Ala Pro Cys Tyr Glu 

850 855 860 

Ala Val Leu Pro Lys Glu Lys Leu Lys Val Glu His Ser Arg Glu Tyr 
865 870 875 880 

Lys Gin Glu Arg Thr Tyr Thr Arg Asp Leu Leu Gly Pro Thr Val Ser 

885 890 895 

Leu Thr Gin Ala Ala Phe Thr Pro He Pro Val Asp Thr Ser Gin He 

900 905 910 

Val Leu Pro Pro His Leu Glu Arg He Arg Glu Lys Leu Ala Glu Asn 

915 920 ~ 925 

lie His Glu Leu Trp Val Met Asn Lys He Glu Leu Gly Trp Gin Tyr 

930 935 940 

Gly Pro Val Arg Asp Asp Asn Lys Arg Gin His Pro Cys Leu Val Glu 
945 950 955 960 

Phe Ser Lys Leu Pro Glu Gin Glu Arg Asn Tyr Asn Leu Gin Met Ser 

965 970 975 

Leu Glu Thr Leu Lys Thr Leu Leu Ala Leu Gly Cys His Val Gly He 

980 985 990 

Ser Asp Glu His Ala Glu Asp Lys Val Lys Lys Met Lys Leu Pro Lys 

995 1000 1005 

Asn Tyr Gin Leu Thr Ser Gly Tyr Lys Pro Ala Pro Met Asp Leu Ser 

1010 1015 1020 

Phe He Lys Leu Thr Pro Ser Gin Glu Ala Met Val Asp Lys Leu Ala 
1025 1030 1035 1040 

Glu Asn Ala His Asn Val Trp Ala Arg Asp Arg He Arg Gin Gly Trp 

1045 1050 1055 

Thr Tyr Gly He Gin Gin Asp Val Lys Asn Arg Arg Asn Pro Arg Leu 

1060 1065 1070 

Val Pro Tyr Thr Pro Leu Asp Asp Arg thr Lys Lys Ser Asn Lys Asp 

1075 1080 1085 

Ser Leu Arg Glu Ala Val Arg Thr Leu Leu Gly Tyr Gly Tyr Asn Leu 

1090 1095 1100 

Glu Ala Pro Asp Gin Asp His Ala Ala Arg Ala Glu Val Cys Ser Gly 
1105 1110 1115 1120 

Thr Gly Glu Arg Phe Arg He Phe Arg Ala Glu Lys Thr Tyr Ala Val 

1125 1130 1135 

Lys Ala Gly Arg Trp Tyr Phe Glu Phe Glu Thr Val Thr Ala Gly Asp 

1140 1145 1150 

Met Arg Val Gly Trp Ser Arg Pro Gly Cys Gin Pro Asp Gin Glu Leu 

1155 1160 1165 

Gly Ser Asp Glu Arg Ala Phe Ala Phe Asp Gly Phe Lys Ala Gin Arg 

1170 1175 1180 

Trp His Gin Gly Asn Glu His Tyr Gly Arg Ser Trp Gin Ala Gly Asp 
1185 1190 1195 1200 

Val Val Gly Cys Met Val Asp Met Asn Glu His Thr Met Met Phe Thr 

1205 1210 1215 

Leu Asn Gly Glu He Leu Leu Asp Asp Ser Gly Ser Glu Leu Ala Phe 

1220 1225 1230 

Lys Asp Phe Asp Val Gly Asp Gly Phe He Pro Val Cys Ser Leu Gly 

1235 1240 1245 

Val Ala Gin Val Gly Arg Met Asn Phe Gly Lys Asp Val Ser Thr Leu 

1250 1255 1260 

Lys Tyr Phe Thr He Cys Gly Leu Gin Glu Gly Tyr Glu Pro Phe Ala 
1265 1270 1275 1280 

Val Asn Thr Asn Arg Asp He Thr Met Trp Leu Ser Lys Arg Leu Pro 

1285 1290 1295 

Gin Phe Leu Gin Val Pro Ser Asn His Glu His He Glu Val Thr Arg 
1300 1305 1310 
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He Asp Gly Thr He Asp Ser Ser Pro Cys Leu Lys Val Thr Gin Lys 

1315 1320 1325 

Ser Phe Gly Ser Gin Asn Ser Asn Thr Asp He Met Phe Tyr Arg Leu 

1330 1335 1340 

Ser Met Pro He Glu Cys Ala Glu Val Phe Ser Lys Thr Val Ala Gly 
1345 1350 1355 1360 

Gly Leu Pro Gly Ala Gly Leu Phe Gly Pro Lys Asn Asp Leu Glu Asp 

1365 1370 1375 

Tyr Asp Ala Asp Ser Asp Phe Glu Val Leu Met Lys Thr Ala His Gly 

1380 1385 1390 

His Leu Val Pro Asp Arg Val Asp Lys Asp Lys Glu Ala Thr Lys Pro 

1395 1400 1405 

Glu Phe Asn Asn His Lys Asp Tyr Ala Gin Glu Lys Pro Ser Arg Leu 

1410 1415 1420 

Lys Gin Arg Phe Leu Leu Arg Arg Thr Lys Pro Asp Tyr Ser Thr Ser 
1425 1430 1435 1440 

His Ser Ala Arg Leu Thr Glu Asp Val Leu Ala Asp Asp Arg Asp Asp 

1445 1450 1455 

Tyr Asp Phe Leu Met Gin Thr Ser Thr Tyr Tyr Tyr Ser Val Arg He 

1460 1465 "* 1470 

Phe Pro Gly Gin Glu Pro Ala. Asn Val Trp Val Gly Trp He Thr Ser 

1475 1480 1485 

Asp Phe His Gin Tyr Asp Thr Gly Phe Asp Leu Asp Arg Val Arg Thr 

1490 1495 1500 

Val Thr Val Thr Leu Gly Asp Glu Lys Gly Lys Val His Glu Ser He 
1505 1510 1515 1520 

Lys Arg Ser Asn Cys Tyr Met Val Cys Ala Gly Glu Ser Met Ser Pro ' 

1525 1530 1535 

Gly Gin Gly Arg Asn Asn Asn Gly Leu Glu He Gly Cys Val Val Asp 

1540 1545 1550 

Ala Ala Ser Gly Leu Leu Thr Phe He Ala Asn Gly Lys Glu Leu Ser 

1555 1560 1565 

Thr Tyr Tyr Gin Val Glu Pro Ser Thr Lys Leu Phe Pro Ala Val Phe 

1570 1575 1580 

Ala Gin Ala Thr Ser Pro Asn Val Phe Gin Phe Glu Leu Gly Arg He 
1585 1590 1595 1600 

Lys Asn Val Met Pro Leu Ser Ala Gly Leu Phe Lys Ser Glu His Lys 

1605 1610 & 1615 

Asn Pro val Pro Gin Cys Pro Pro Arg Leu His Val Gin Phe Leu Ser 

1620 1625 1630 

His Val Leu Trp Ser Arg Met Pro Asn Gin Phe Leu Lys Val Asp Val 

1635 1640 1645 

Ser Arg He Ser Glu Arg Gin Gly Trp Leu Val Gin Cys Leu Asp Pro 

1650 1655 1660 

Leu Gin Phe Met Ser Leu His lie Pro Glu Glu Asn Arg Ser Val Asp 
1SS5 1670 1675 " 1680 

He Leu Glu Leu Thr Glu Gin Glu Glu Leu Leu Lys Phe His Tyr His 

1685 1690 " 1695 

ttir Leu Arg Leu Tyr Ser Ala Val Cys Ala Leu Gly Asn His Arg Val 

1700 1705 1710 

Ala His Ala Leu Cys Ser His Val Asp Glu Pro Gin Leu Leu Tyr Ala 

1715 1720 1725 

He Glu Asn Lys Tyr Met Pro Gly Leu Leu Arg Ala Gly Tyr Tyr Asp 

1730 1735 1740 

Leu Leu He Asp He His Leu Ser Ser Tyr Ala Thr Ala Arg Leu Met 
1745 1750 1755 1760 

Met Asn Asn Glu Tyr He Val Pro Met Thr Glu Glu Thr Lys Ser He 

1765 1770 1775 

Thr Leu Phe Pro Asp Glu Asn Lys Lys His Gly Leu Pro Gly He Gly 

1780 1785 1790 

Leu Ser Thr Ser Leu Arg Pro Arg Met Gin Phe Ser Ser Pro Ser Phe 

1795 1800 1805 

Val Ser He Ser Asn Glu Cys Tyr Gin Tyr Ser Pro Glu Phe Pro Leu 
1B10 1815 1820 
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Asp lie Leu Lys Ser Lys Thr lie Gin Met Leu Thr Glu Ala Val Lys 
1825 1830 1835 1840 

Glu Gly Ser Leu His Ala Arg Asp Pro Val Gly Gly Thr Thr Glu Phe 

1845 1850 1855 

Leu Phe Val Pro Leu lie Lys Leu Phe Tyr Thr Leu Leu He Met Gly 

1860 1865 1870 

lie Phe His Asn Glu Asp Leu Lys His He Leu Gin Leu He Glu Pro 

1875 1880 1885 

Ser Val Phe Lys Glu Ala Ala Thr Pro Glu Glu Glu Ser Asp Thr Leu 

1890 1895 1900 

Glu Lys Glu Leu Ser Val Asp Asp Ala Lys Leu Gin Gly Ala Gly Glu 
1905 1910 1915 1920 

Glu Glu Ala Lys Gly Gly Lys .Arg Pro Lys Glu Gly Leu Leu Gin Met 

1925 1930 1935 

Lys Leu Pro Glu Pro Val Lys Leu Gin Met Cys Leu Leu Leu Gin Tyr 

1940 1945 1950 

Leu Cys Asp Cys Gin Val Arg His Arg He Glu Ala He Val Ala Phe 

1955 1960 1965 

Ser Asp Asp Phe Val Ala Lys Leu Gin Asp Asn Gin Arg Phe Arg Tyr 

1970 1975 1980 

Asn Glu Val Met Gin Ala Leu Asn Met Ser Ala Ala Leu Thr Ala Arg 
1985 1990 1995 2000 

Lys Thr Lys Glu Phe Arg Ser Pro Pro Gin Glu Gin He Asn Met Leu 

2005 2010 2015 

Leu Asn Phe Lys Asp Asp Lys Ser Glu Cys Pro Cys Pro Glu Glu He 

2020 2025 2030 

Arg Asp Gin Leu Leu Asp Phe His Glu Asp Leu Met Thr His Cys Gly 

2035 2040 2045 

He Glu Leu Asp Glu Asp Gly Ser Leu Asp Gly Asn Ser Asp Leu Thr 

2050 2055 2060 

He Arg Gly Arg Leu Leu Ser Leu Val Glu Lys Val Thr Tyr Leu Lys 
2065 2070 2075 2080 

Lys Lys Gin Ala Glu Lys Pro Val Glu Ser Asp Ser Lys Lys Ser Ser 

2085 2090 2095 

Thr Leu Gin Gin Leu He Ser Glu Thr Met Val Arg Trp Ala Gin Glu 

2100 2105 2110 

Ser Val He Glu Asp Pro Glu Leu Val Arg Ala Met Phe Val Leu Leu 

2115 2120 2125 

His Arg Gin Tyr Asp Gly He Gly Gly Leu Val Arg Ala Leu Pro Lys 

2130 2135 2140 

Thr Tyr Thr He Asn Gly Val Ser Val Glu Asp Thr He Asn Leu Leu 
2145 2150 2155 2160 

Ala Ser Leu Gly Gin He Arg Ser Leu Leu Ser Val Arg Met Gly Lys 

2165 2170 2175 

Glu Glu Glu Lys Leu Met He Arg Gly Leu Gly Asp He Met Asn Asn 

2180 2185 2190 

Lys Val Phe Tyr Gin His Pro Asn Leu Met Arg Ala Leu Gly Met His 

2195 2200 2205 

Glu Thr Val Met Glu Val Met Val Asn Val Leu Gly Gly Gly Glu Ser 

2210 2215 2220 

Lys Glu He Thr Phe Pro Lys Met Val Ala Asn Cys Cys Arg Phe Leu 
2225 2230 2235 2240 

Cys Tyr Phe Cys Arg He Ser Arg Gin Asn Gin Lys Ala Met Phe Asp 

2245 2250 2255 

His Leu Ser Tyr Leu Leu Glu Asn Ser Ser Val Gly Leu Ala Ser Pro 

2260 2265 2270 

Ala Met Arg Gly Ser Thr Pro Leu Asp Val Ala Ala Ala Ser Val Met 

2275 2280 2285 

Asp Asn Asn Glu Leu Ala Leu Ala Leu Arg Glu Pro Asp Leu Glu Lys 

2290 2295 2300 

Val Val Arg Tyr Leu Ala Gly Cys Gly Leu Gin Ser Cys Gin Met Leu 
2305 2310 2315 2320 

Val Ser Lys Gly Tyr Pro Asp He Gly Trp Asn Pro Val Glu Gly Glu 
2325 2330 2335 
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Arg Tyr Leu Asp Phe Leu Arg Phe Ala Val Phe Cys Asn Gly Glu Ser 

2340 2345 2350 

Val Glu Glu Asn Ala Asn Val Val Val Arg Leu Leu lie Arg Arg Pro 

2355 2360 2365 

Glu Cys Phe Gly Pro Ala Leu Arg Gly Glu Gly Gly Asn Gly Leu Leu 

2370 2375 2380 

Ala Ala Met Glu Glu Ala lie Lys lie Ala Glu Asp Pro Ser Arg Asp 
2385 2390 2395 2400 

Gly Pro Ser Pro Asn Ser Gly Ser Ser Lys Thr Leu Asp Thr Glu Glu 

2405 2410 2415 

Glu Glu Asp Asp Thr lie His Met Gly Asn Ala lie Met Thr Phe Tyr 

2420 2425 2430 

Ser Ala Leu lie Asp Leu Leu Gly Arg Cys Ala Pro Glu Met His Leu 

2435 2440 2445 

lie His Ala Gly Lys Gly Glu Ala He Arg He Arg Ser He Leu Arg 

2450 2455 2460 

Ser Leu He Pro Leu Gly Asp Leu Val Gly Val He Ser He Ala Phe 
2465 2470 2475 2480 

Gin Met Pro Thr He Ala Lys Asp Gly Asn Val Val Glu Pro Asp Met 

2485 2490 2495 

Ser Ala Gly Phe Cys Pro Asp His Lys Ala Ala Met Val Leu Phe Leu 

2500 2505 2510 

Asp Arg Val Tyr Gly He Glu Val Gin Asp Phe Leu Leu His Leu Leu 

2515 2520 2525 

Glu Val Gly Phe Leu Pro Asp Leu Arg Ala Ala Ala Ser Leu Asp Thr 

2530 2535 2540 

Ala Ala Leu Ser Ala Thr Asp Met Ala Leu Ala Leu Asn Arg Tyr Leu 
2545 2550 2555 2560 

Cys Thr Ala Val Leu Pro Leu Leu Thr Arg Cys Ala Pro Leu Phe Ala 

2565 2570 2575 

Gly Thr Glu His His Ala Ser Leu He Asp Ser Leu Leu His Thr Val 

2580 2585 2590 

Tyr Arg Leu Ser Lys Gly Cys Ser Leu Thr Lys Ala Gin Arg Asp Ser 

2595 2600 2605 

He Glu Val Cys Leu Leu Ser He Cys Gly Gin Leu Arg Pro Ser Met 

2610 2615 2620 

Met Gin His Leu Leu Arg Arg Leu Val Phe Asp Val Pro Leu Leu Asn 
2625 2630 2635 2640 

Glu His Ala Lys Met Pro Leu Lys Leu Leu Thr Asn His Tyr Glu Arg 

2645. 2650 2655 

Cys Trp Lys Tyr Tyr Cys Leu Pro Gly Gly Trp Gly Asn Phe Gly Ala 

2660 2665 2670 

Ala Ser Glu Glu Glu Leu His Leu Ser Arg Lys Leu Phe Trp Gly He 

2675 2660 2685 

Phe Asp Ala Leu Ser Gin Lys Lys Tyr Glu Gin Glu Leu Phe Lys Leu 

2690 2695 2700 

Ala Leu Pro Cys Leu Ser Ala Val Ala Gly Ala Leu Pro Pro Asp Tyr 
2705 2710 2715 2720 

Met Glu Ser Asn Tyr Val Ser Met Met Glu Lys Gin Ser Ser Met Asp 

2725 2730 2735 

Ser Glu Gly Asn Phe Asn Pro Gin Pro Val Asp Thr Ser Asn He Thr 

2740 2745 2750 

He Pro Glu Lys Leu Glu Tyr Phe He Asn Lys Tyr Ala Glu His Ser 

2755 2760 2765 

His Asp Lys Trp Ser Met Asp Lys Leu Ala Asn Gly Trp He Tyr Gly 

2770 2775 2780 

Glu He Tyr Ser Asp Ser Ser Lys Val Gin Pro Leu Met Lys Pro Tyr 
2785 2790 2795 2800 

Lys Leu Leu Ser Glu Lys Glu Lys Glu He Tyr Arg Trp Pro He Lys 

2805 2810 2815 

Glu Ser Leu Lys Thr Met Leu Ala Arg Thr Met Arg Thr Glu Arg Thr 

2820 2825 2830 

Arg Glu Gly Asp Ser Met Ala Leu Tyr Asn Arg Thr Arg Arg He Ser 
2835 2840 2845 
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Gin Thr Ser Gin Val Ser Val Asp Ala Ala His Gly Tyr Ser Pro Arg 

2850 2855 2860 

Ala He Asp Met Ser Asn Val Thr Leu Ser Arg Asp Leu His Ala Met 
2865 2870 2875 2880 

Ala Glu Met Met Ala Glu Asn Tyr His Asn He Trp Ala Lys Lys Lys 

2885 2890 2895 

Lys Met Glu Leu Glu Ser Lys Gly Gly Gly Asn His Pro Leu Leu Val 

2900 2905 2910 

Pro Tyr Asp Thr Leu Thr Ala Lys Glu Lys Ala Lys Asp Arg Glu Lys 

2915 2920 2925 

Ala Gin Asp He Leu Lys Phe Leu Gin He Asn Gly Tyr Ala Val Ser 

2930 2935 2940 

Arg Gly Phe Lys Asp Leu Glu Leu Asp Thr Pro Ser He Glu Lys Arg 
2945 2950 2955 2960 

Phe Ala Tyr Ser Phe Leu Gin Gin Leu He Arg Tyr Val Asp Glu Ala 

2965 2970 2975 

His Gin Tyr He Leu Glu Phe Asp Gly Gly Ser Arg Gly Lys Gly Glu 

2980 2985 2990 

His Phe Pro Tyr Glu Gin Glu He Lys Phe Phe Ala Lys Val Val Leu 

2995 3000 3005 

Pro Leu He Asp Gin Tyr Phe Lys Asn His Arg Leu Tyr Phe Leu Ser 

3010 3015 3020 

Ala Ala Ser Arg Pro Leu Cys Ser Gly Gly His Ala Ser Asn Lys Glu 
3025 3030 3035 3040 

Lys Glu Met Val Thr Ser Leu Phe Cys Lys Leu Gly Val Leu Val Arg 

3045 3050 3055 

His Arg He Ser Leu Phe Gly Asn Asp Ala Thr Ser He Val Asn Cys 

3060 3065 3070 

Leu His He Leu Gly Gin Thr Leu Asp Ala Arg Thr Val Met Lys Thr 

3075 3080 3035 

Gly Leu Glu Ser Val Lys Ser Ala Leu Arg Ala Phe Leu Asp Asn Ala 

3090 3095 3100 

Ala Glu Asp Leu Glu Lys Thr Met Glu Asn Leu Lys Gin Gly Gin Phe 
3105 3110 3115 3120 

Thr His Thr Arg Asn Gin Pro Lys Gly Val Thr Gin He He Asn Tyr 

3125 3130 3135 

Thr Thr Val Ala Leu Leu Pro Met Leu Ser Ser Leu Phe Glu His He 

3140 3145 3150 

Gly Gin His Gin Phe Gly Glu Asp Leu He Leu Glu Asp Val Gin Val 

3155 * 3160 3165 

Ser Cys Tyr Arg He Leu Thr Ser Leu Tyr Ala Leu Gly Thr Ser Lys 

3170 3175 3180 

Ser He Tyr Val Glu Arg Gin Arg Ser Ala Leu Gly Glu Cys Leu Ala 
3185 3190 3195 3200 

Ala Phe Ala Gly Ala Phe Pro Val Ala Phe Leu Glu Thr His Leu Asp 

3205 3210 3215 

Lys His Asn He Tyr Ser He Tyr Asn Thr Lys Ser Ser Arg Glu Arg 

3220 3225 3230 

Ala Ala Leu Ser Leu Pro Thr Asn Val Glu Asp Val cys Pro Asn He 

3235 3240 3245 

Pro Ser Leu Glu Lys Leu Met Glu Glu He Val Glu Leu Ala Glu Ser 

3250 3255 3260 

Gly He Arg Tyr Thr Gin Met Pro His Val Met Glu Val He Leu Pro 
3265 3270 3275 3280 

Met Leu Cys Ser Tyr Met Ser Arg Trp Trp Glu His Gly Pro Glu Asn 

3285 3290 3295 

Asn Pro Glu Arg Ala Glu Met Cys Cys Thr Ala Leu Asn Ser Glu His 

3300 3305 3310 

Met Asn Thr Leu Leu Gly Asn He Leu Lys He He Tyr Asn Asn Leu 

3315 3320 3325 

Gly He Asp Glu Gly Ala Trp Met Lys Arg Leu Ala Val Phe Ser Gin 

3330 3335 3340 

Pro He He Asn Lys Val Lys Pro Gin Leu Leu LyB Thr His Phe Leu 
3345 3350 3355 3360 
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Pro Leu Met Glu Lys Leu Lys Lys Lys Ala Ala Thr Val Val Ser <31u 

3365 3370 3375 

Glu Asp His Leu Lys Ala Glu Ala Arg Gly Asp Met Ser Glu Ala Glu 

3380 3385 3390 

Leu Leu lie Leu Asp Glu Phe Thr Thr Leu Ala Arg Asp Leu Tyr Ala 

3395 3400 3405 

Phe Tyr Pro Leu Leu lie Arg Phe Val Asp Tyr Asn Arg Ala Lys Trp 

3410 . 3415 3420 

Leu Lys Glu Pro Asn Pro Glu Ala Glu Glu Leu Phe Arg Met Val Ala 
3425 3430 3435 3440 

Glu Val Phe lie Tyr Trp Ser Lys Ser His Asn Phe Lys Arg Glu Glu 

3445 3450 3455 

Gin Asn Phe Val Val Gin Asn Glu lie Asn Asn Met Ser Phe Leu lie 

3460 3465 3470 

Tnr Asp Thr Lys Ser Lys Met Ser Lys Ala Ala Val Ser Asp Gin Glu 

3475 3480 3485 

Arg Lys Lys Met Lys Arg Lys Gly Asp Arg Tyr Ser Met Gin Thr Ser 

3490 3495 3500 

Leu lie Val Ala Ala Leu Lys Arg Leu Leu Pro lie Gly Leu Asn He 
3505 3510 3515 3520 

Cys Ala Pro Gly Asp Gin Glu Leu He Ala Leu Ala Lys Asn Arg Phe 

3525 3530 3535 

Ser Leu Lys Asp Thr Glu Asp Glu Val Arg Asp He lie Arg Ser Asn 

3540 3545 3550 

Ha His Leu Gin Gly Lys Leu Glu Asp Pro Ala He Arg Trp Gin Met 

3555 3560 " 3565 

Ala Leu Tyr Lys Asp Leu Pro Asn Arg Thr Asp Asp Thr Ser Asp Pro 

3570 *" 3575 3580 

Glu Lys Thr Val Glu Arg Val Leu Asp He Ala Asn Val Leu Phe His 
3585 3590 3595 3600 

Leu Glu Gin Lys Ser Lys Arg Val Gly Arg Arg His Tyr Cys Leu Val 

3605 3610 " 3615 

Glu His Pro Gin Arg Ser Lys Lys Ala Val Trp His Lys Leu Leu Ser 

3620 3625 3630 

Lys Gin Arg Lys Arg Ala Val Val Ala Cys Phe Arg Met Ala Pro Leu 

3635 3640 3645 

Tyr Asn Leu Pro Arg His Arg Ala Val Asn Leu Phe Leu Gin Gly Tyr 

3650 3655 3660 

Glu Lys Ser Trp He Glu Thr Glu Glu His Tyr Phe Glu Asp Lys Leu 
3665 3670 3675 3680 

He Glu Asp Leu Ala Lys Pro Gly Ala Glu Pro Pro Glu Glu Asp Glu 

3685 3690 3695 

Gly Thr Lys Arg Val Asp Pro Leu His Gin Leu He Leu Leu Phe Ser 

3700 3705 3710 

Arg Thr Ala Leu Thr Glu Lys Cys Lys Leu Glu Glu Asp Phe Leu Tyr 

3715 3720 3725 

Met Ala, Tyr Ala Asp He Met Ala Lys Ser Cys His Asp Glu Glu Asp 

3730 3735 3740 

Asp Asp Gly Glu Glu Glu Val Lys Ser Phe Glu Glu Lys Glu Met Glu 
3745 3750 3755 3760 

Lys Gin Lys Leu Leu Tyr Gin Gin Ala Arg Leu His Asp Arg Gly Ala 

3765 3770 3775 

Ala Glu Met Val Leu Gin Thr He Ser Ala Ser Lys Gly Glu Thr Gly 

3780 37B5 3790 

Pro Met Val Ala Ala Thr Leu Lys Leu Gly He Ala He Leu Asn Gly 

3795 3800 3805 

Gly Asn Ser Thr Val Gin Gin Lys Met Leu Asp Tyr Leu Lys Glu Lys 

3810 3815 3820 

Lys Asp Val Gly Phe Phe Gin Ser Leu Ala Gly Leu Met Gin Ser Cys 
3825 3830 3835 3840 

Ser Val Leu Asp Leu Asn Ala Phe Glu Arg Gin Asn Lys Ala Glu Gly 

3845 3850 3855 

Leu Gly Met Val Thr Glu Glu Gly Ser Gly Glu Lys Val Leu Gin Asp 
3860 3865 3870 
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Asp Glu Phe Thr Cys Asp Leu Phe Arg Phe Leu Gin Leu Leu Cys Glu 

3875 3880 p 3B85 

Gly His As n Ser Asp Phe Gin Asn Tyr Leu Arg Thr Gin Thr Gly Asn 

3830 3895 3900 

Asn Thr Thr Val Asn lie lie lie Ser Thr Val Asp Tyr Leu Leu Arg 
3905 3910 3915 3920 

Val Gin Glu Ser lie Ser Asp Phe Tyr Trp Tyr Tyr Ser Gly Lys Asp 

3925 3930 3935 

Val lie Asp Glu Gin Gly Gin Arg Asn Phe Ser Lys Ala He Gin Val 

3940 3945 3950 

Ala Lys Gin Val Phe Asn Thr Leu Thr Glu Tyr lie Gin Gly Pro Cys 

3955 3960 3965 

Thr Gly Asn Gin Gin Ser Leu Ala His Ser Arg Leu Trp Asp Ala Val 

3970 3975 3980 

Val Gly Phe Leu His Val Phe Ala His Met Gin Met Lys Leu Ser Gin 
3985 3990 3995 4000 

Asp Ser Ser Gin He Glu Leu Leu Lys Glu Leu Met Asp Leu Gin Lys 

4005 4010 4015 

Asp Met Val Val Met Leu Leu Ser Met Leu Glu Gly Asn Val Val Asn 

4020 4025 4030 

Gly Thr He Gly Lys Gin Met Val Asp Met Leu Val Glu Ser Ser Asn 

4035 4040 4045 

Asn Val Glu Met He Leu Lys Phe Phe Asp Met Phe Leu Lys Leu Lys 

4050 4055 4060 

Asp Leu Thr Ser Ser Asp Thr Phe Lys Glu Tyr Asp Pro Asp Gly Lys 
4065 4070 4075 4080 

Gly Val He Ser Lys Arg Asp Phe His Lys Ala Met Glu Ser His Lys 

4085 4090 4095 

His Tyr Thr Gin Ser Glu Thr Glu Phe Leu Leu Ser Cys Ala Glu Thr 

4100 4105 4110 

Asp Glu Asn Glu Thr Leu Asp Tyr Glu Glu Phe Val Lys Arg Phe His 

4115 4120 4125 

Glu Pro Ala Lys Asp He Gly Phe Asn Val Ala Val Leu Leu Thr Asn 

4130 4135 4140 

Leu Ser Glu His Met Pro Asn Asp Thr Arg Leu Gin Thr Phe Leu Glu 
4145 4150 4155 4160 

Leu Ala Glu Ser Val Leu Asn Tyr Phe Gin Pro Phe Leu Gly Arg He 

4165 4170 4175 

Glu He Met Gly Ser Ala Lys Arg He Glu Arg Val Tyr Phe Glu He 

4180 4185 4190 

Ser Glu Ser Ser Arg Thr Gin Trp Glu Lys Pro Gin Val Lys Glu Ser 

4195 4200 4205 

Lys Arg Gin Phe He Phe Asp Val Val Asn Glu Gly Gly Glu Lys Glu 

4210 4215 4220 

Lys Met Glu Leu Phe Val Asn Phe Cys Glu Asp Thr He Phe Glu Met 
4225 4230 4235 4240 

Gin Leu Ala Ala Gin He Ser Glu Ser Asp Leu Asn Glu Arg Ser Ala 

4245 4250 4255 

Asn Lys Glu Glu Ser Glu Lys Glu Arg Pro Glu Glu Gin Gly Pro Arg 

4260 4265 4270 

Met Ala Phe Phe Ser He Leu Thr Val Arg Ser Ala Leu Phe Ala Leu 

4275 4280 4285 

Arg Tyr Asn He Leu Thr Leu Met Arg Met Leu Ser Leu Lys Ser Leu 

4290 4295 4300 

Lys Lys Gin Met Lys Lys Val Lys Lys Met Thr Val Lys Asp Met Val 
4305 4310 4315 4320 

Thr Ala Phe Phe Ser Ser Tyr Trp Ser He Phe Met Thr Leu Leu His 

4325 4330 4335 

Phe Val Ala Ser Val Phe Arg Gly Phe Phe Arg He He Cys Ser Leu 

4340 4345 4350 

Leu Leu Gly Gly Ser Leu Val Glu Gly Ala Lys Lys He Lys Val Ala 

4355 4360 4355 

Glu Leu Leu Ala Asn Met Pro Asp Pro Thr Gin Asp Glu Val Arg Gly 
4370 4375 4380 
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Asp Gly Glu Gl\i Gly Glu Arg Lys Pro Leu Glu Ala Ala Leu Pro Ser 
4385 4390 4395 4400 

Glu Asp Leu Thr Asp Leu Lys Glu Leu Thr Glu Glu Ser Asp Leu Leu 

4405 4410 4415 

Ser Asp He Phe Gly Leu Asp Leu Lys Arg Glu Gly Gly Gin Tyr Lys 

4420 4425 4430 

Leu He Pro His Asn Pro Asn Ala Gly Leu Ser Asp Leu Met Ser Asn 

4435 4440 4445 

Pro Val Pro Met Pro Glu Val Gin Glu Lys Phe Gin Glu Gin Lys Ala 

4450 4455 4460 

Lys Glu Glu Glu Lys Glu Glu Lys Glu Glu Thr Lys Ser Glu Pro Glu 
4465 4470 4475 4480 

Lys Ala Glu Gly Glu Asp Gly Glu Lys Glu Glu Lys Ala Lys Glu Asp 

4485 4490 4495 

Lys Gly Lys Gin Lys Leu Arg Gin Leu His Thr His Arg Tyr Gly Glu 

4500 4505 4510 

Pro Glu Val Pro Glu Ser Ala Phe Trp Lys Lys He He Ala Tyr Gin 

4515 4520 4525 

Gin Lys Leu Leu Asn Tyr Phe Ala Arg Asn Phe Tyr Asn Met Arg Met 

4530 4535 4540 

Leu Ala Leu Phe Val Ala Phe Ala He Asn Phe He Leu Leu Phe Tyr 
4545 4550 4555 . 4560 

Lys Val Ser Thr Ser Ser Val Val Glu Gly Lys Glu Leu Pro Thr Arg 

4565 4570 4575 

Ser Ser Ser Glu Asn Ala Lys Val Thr Ser Leu Asp Ser Ser Ser His 

4580 4585 4590 

Arg He He Ala Val His Tyr Val Leu Glu Glu Ser Ser Gly Tyr Met 

4595 4600 4605 

Glu Pro Thr Val Arg He Leu Pro He Leu His Thr Val He Ser Phe 

4610 4615 4620 

Phe Cys He He Gly Tyr Tyr Cys Leu Lys Val Pro Leu Val He Phe 
4625 4630 4635 4640 

Lys Arg Glu Lys Glu Val Ala Arg Lys Leu Glu Phe Asp Gly Leu Tyr 

4645 4650 4655 

He Thr Glu Gin Pro Ser Glu Asp Asp He Lys Gly Gin Trp Asp Arg 

4660 4665 4670 

Leu Val He Asn Thr Gin Ser Phe Pro Asn Asn Tyr Trp Asp Lys Phe 

4675 4680 46B5 

Val Lys Arg Lys Val Met Asp Lys Tyr Gly Glu Phe Tyr Gly Arg Asp 

4690 4695 4700 

Arg He Ser Glu Leu Leu Gly Met Asp Lys Ala Ala Leu Asp Phe Ser 
4705 4710 4715 4720 

Asp Ala Arg Glu Lys Lys Lys Pro Lys Lys Asp Ser Ser Leu Ser Ala 

4725 4730 4735 

Val Leu Asn Ser He Asp Val Lys Tyr Gin Met Trp Lys Leu Gly Val 

4740 4745 4750 

Val Phe Thr Asp Asn Ser Phe Leu Tyr Leu Ala Trp Tyr Met Thr 
4755 4760 4765 4767 



<210> 1903 

<211> 248 

<212> PRT 

<213> Homo sapiens 



<400> 1903 
Leu Pro Glu Leu Asn Gly Arg Gly 

1 5 
Ser Glu Arg Gly Gly Gly Ala Glu 
20 

Pro Leu Ser His Gly His Ser His 
35 40 



Ala Gly Leu Arg Arg Ala Glu Pro 

10 15 
Arg Thr Gin Gin Val Ala Ala Leu 

25 30 
Gly Gly Gly Gly Cys Arg Cys Ala 
45 
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Ala 


Glu 


Arg 


Val 


Gly 


Ala 


Ala 


Arg 


Gly 




50 










55 






Leu 


Tyr 


Leu 


Arg 


lie 


Asp 


Lys 


Gly 


Arg 


65 










70 








Arg 


Glu 


Gly 


Ser 


Gly 


Arg 


Gly 


Val 


Phe 










85 










Asp 


Arg 


Ser 


Lys 


Pne 


Val 


Glu 


Ser 


Asp 








100 










105 


Asn 


lie 


Pro 


Phe 


Thr 


Gly 


His 


Val 


Lys 






115 










120 




Gly 


Glu 


Asp 


Asp 


Asp 


Ser 


His 


Pro 


Ser 




130 










135 






lie 


Pro 


Gin 


Met 


Ser 


Phe 


Asp 


Asp 


Thr 


145 










150 








Phe 


Ser 


Leu 


Asn 


Arg 


Asp 


Leu 


Thr 


Gly 










165 










lie 


Ser 


Arg 


Phe 


Ser 


Asn 


Val 


Tyr 


His 








180 










185 


Asn 


Phe 


Gly 


Ala 


Asp 


Thr 


Thr 


Lys 


Val 






195 










200 




Glu 


Tip 


Thr 


Glu 


Leu 


Arg 


Arg 


His 


Glu 




210 










215 






Ala 


Ser 


Ala 


Asn 


Pro 


Ala 


Asp 


His 


Arg 


225 










230 








Thr 


His 


Phe 


He 


Ser 


















245 












<210> 1904 














<211> 320 














<212> PRT 














<213> Homo 


sapiens 










<400> 1904 












Gly 


lie 


Pro 


cys 


Thr 


GlU 


Met 


Gly 


Asn 


1 








5 










Gly 


Glu 


He 


Glu 


Phe 


Ala 


He 


His 


Tyr 








20 










25 


Glu 


He 


Cys 


He 


Lys 


Ala 


Cys 


Lys 


Asn 






35 










40 




Lys 


Lys 


Lys 


Cys 


Asn 


Pro 


Tyr 


Val 


Lys 




50 










55 






Ser 


Ser 


Gin 


Gly 


Lys 


Arg 


Lys 


Thr 


Gly 


65 










70 








Pro 


Thr 


Phe 


Gin 


Glu 


Thr 


Leu 


Lys 


Tyr 










85 










Val 


Thr 


Arg 


Gin 


Leu 


Gin 


Val 


Ser 


Val 








100 










105 


Arg 


Arg 


Val 


Phe 


Leu 


Gly 


Glu 


Val 


He 






115 










120 




Phe 


Glu 


Asp 


Ser 


Thr 


Thr 


Gin 


Ser 


Phe 




130 










135 






Lys 


Ala 


Asp 


Lys 


Tyr 


Glu 


Asp 


Ser 


Val 


145 










150 








Thr 


Val 


Arg 


Ala 


Lys 


Leu 


Val 


Leu 


Pro 










165 










Glu 


Ala 


Gin 


Glu 


Gly 


Thr 


Asp 


Gin 


Pro 








180 










185 


Leu 


Val 


Val 


Leu 


Gly 


Ala 


Lys 


Asn 


Leu 






195 










200 




Leu 


Asn 


Ser 


Phe 


Val 


Lys 


Gly 


Cys 


Leu 




210 










215 
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Ser 


Ala 


Ala Cys Ala 


Tyr Gly 






60 




Leu 


S*1 mm 

Gin 


Cys Leu Asn 


Glu Ser 




75 




80 


Lys 


Pro 


Trp Glu Arg 


Ala Asp 


90 






95 


Ala 


Asp 


Glu Glu Leu 


Leu Phe 






110 




Leu 


Lys 


Gly lie He 


He Met 






125 




GlU 


Met 


Arg Leu Tyr 


Lys Acn 






140 




Glu 


Arg 


Glu Pro Asp 


Gin Thr 




155 




160 


Glu 


Leu 


Glu Tyr Ala 


Thr Lys 


170 






175 


Leu 


Ser 


He His He 


Ser Lys 






190 




Phe 


Tyr 


He Gly Leu 


Arg Gly 






205 




Val 


Thr 


He Cys Asn 


Tyr Glu 






220 




Val 


His 


Gin Val Thr 


Pro Gin 




235 




240 


Phe 


Asp 


Asn Ala Asn 


Val Thr 


10 






15 


Cys 


Phe 


Lys Thr His 


Ser Leu 






30 




Leu 


Ala 


Tyr Gly Glu 


Glu Lys 






45 




Thr 


Tyr 


Leu Leu Pro 


Asp Arg 






60 




Val 


Gin 


Arg Asn Thr 


Val Asp 




75 




80 


Gin 


Val 


Ala Pro Ala 


Gin Leu 


90 






95 


Trp 


His 


Leu Gly Thr 


Leu Ala 






110 




lie 


Pro 


Leu Ala Thr 


Trp Asp 






125. 




Arg 


Trp 


His Pro Leu 


Arg Ala 






140 




Pro 


r*1 mm 

Gin 


Ser Asn Gly 


Glu Leu 




155 




160 


Ser 


Arg 


Thr Arg Lys 


Leu Gin 


170 






175 


Ser 


Leu 


His Gly Gin 


Leu Cys 






190 




Pro 


Val 


Arg Pro Asp 


Gly Thr 






205 




Thr 


Leu 


Pro Asp Gin 


Gin Lys 



220 
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Leu Arg Leu Lys Ser Pro Val Leu Arg Lys Gin Ala Cys Pro Gin Trp 
225 230 235 240 

Lys His Ser Phe Val Phe Ser Gly Val Thr Pro Ala Gin Leu Arg Gin 

245 250 255 

Ser Ser Leu Glu Leu Thr Val Trp Asp Gin Ala Leu Phe Gly Met Asn 

260 265 270 

Asp Arg Leu Leu Gly Gly Thr Arg Leu Gly Ser Lys Gly Asp Thr Ala 

275 280 285 

val Gly Gly Asp Ala Cys Ser Gin Ser Lys Leu Gin Trp Gin Lys Val 

290 J 295 300 

Leu Ser Ser Pro Asn Leu Trp Thr Asp Met Thr Leu Val Leu His 
305 310 315 319 



<210> 1905 
<211> 697 
<212> PRT 

<213> Homo sapiens 



<400> 1905 

Lys Glu Asn Lys Lys Ala Arg Asn Leu Arg Met Asn Gin Ser Arg Ser 

15 10 15 

Arg Ser Asp Gly Gly Ser Glu Glu Thr Leu Pro Gin Asp His Asn His 

20 25 30 

His Glu Asn Glu Arg Arg Trp Gin Gin Glu Arg Leu His Arg Glu Glu 

35 40 45 

Ala Tyr Tyr Gin Phe He Asn Glu Leu Asn Asp Glu Asp Tyr Arg Leu 

50 55 60 

Met Arg Asp His Asn Leu Leu Gly Thr Pro Gly Glu He Thr Ser Glu 
65 70 75 80 

Glu Leu Gin Gin Arg Leu Asp Gly Val Lys Glu Gin Leu Ala Ser Gin 

85 90 95 

Pro Asp Leu Arg Asp Gly Thr Asn Tyr Arg Asp Ser Glu Val Pro Arg 

100 105 110 

Glu Ser Ser His Glu Asp Ser Leu Leu Glu Trp Leu Asn Thr Phe Arg 

115 120 125 

Arg Thr Gly Asn Ala Thr Arg Ser Gly Gin Asn Gly Asn Gin Thr Trp 

130 135 140 

Arg Ala Val Ser Arg Thr Asn Pro Asn Asn Gly Glu Phe Arg Phe Ser 
145 150 155 160 

Leu Glu He His Val Asn His Glu Asn Arg Gly Phe Glu He His Gly 

165 170 175 

Glu Asp Tyr Thr Asp He Pro Leu Ser Asp Ser- Asn Arg Asp His Thr 

180 185 190 

Ala Asn Arg Gin Gin Arg Ser Thr Ser Pro Val Ala Arg Arg Thr Arg 

195 200 205 

Ser Gin Thr Ser Val Asn Phe Asn Gly Ser Ser Ser Asn He Pro Arg 

210 215 220 

Thr Arg Leu Ala Ser Arg Oly Gin Asn Pro Ala Glu Gly Ser Phe Ser 
225 230 235 240 

Thr Leu Gly Arg Leu Arg Asn Gly He Gly Gly Ala Ala Gly He Pro 

245 250 255 

Arg Ala Asn Ala Ser Arg Thr Asn Phe Ser Ser His Thr Asn Gin Ser 

260 265 270 

Gly Gly Ser Glu Leu Arg Gin Arg Glu Gly Gin Arg Phe Gly Ala Ala 

275 280 285 

His Val Trp Glu Asn Gly Ala Arg Ser Asn Val Thr Val Arg Asn Thr 

290 295 300 

Asn Gin Arg Leu Glu Pro He Arg Leu Arg Ser Thr Ser Asn Ser Arg 
305 ~ 310 315 320 

Ser Arg Ser Pro He Gin Arg Gin Ser Gly Thr Val Tyr His Asn Ser 
325 330 335 
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Gin 


Arg 


Glu 


Ser 
340 


Arg 


Pro 


Val 


Gin 


Gin 
345 


Arg 


Arg 


Gly 
355 


Arg 


Thr 


Arg 


Val 


Phe 
360 


Leu 


Arg 


Arg 
370 


Gly 


Thr 


Ala 


Tyr 


Thr 
375 


Pro 


Phe 


Arg 


He 


Thr 


Val 


Glu 


Glu 


Gly 


Glu 


Glu 


385 










390 








Val 


Arg 


Arg 


His 


Pro 

405 


Thr 


He 


Thr 


Leu 


Arg 


Pro 


Gly 


Glu 
420 


Asn 


Arg 


Asp 


Arg 


Asp 
425 


Ser 


Arg 


Val 
435 


Gly 


Leu 


Ala 


Glu 


Asn 
440 


Thr 


Gly 


Gly 
450 


Phe 


Arg 


Arg 


Thr 


He 
455 


Ser 


Arg 


Thr 


Tyr 


Val 


Ser 


Thr 


He 


Thr 


Val 


Pro 


465 










470 








Glu 


Leu 


Val 


Glu 


Pro 
485 


Ser 


Ser 


Val 


Ala 


lie 


Met 


Thr 


Gly 
500 


Phe 


Gly 


Glu 


Leu 


Ser 
505 


Glu 


Ser 


Glu 
515 


Leu 


Gin 


Arg 


Asn 


Gly 
520 


Gin 


Glu 


Leu 
530 


Ser 


Asn 


Leu 


Gly 


Thr 
535 


Asp 


Asn 


Gly 


Ser 


Ser 


Gin 


Asp 


Arg 


Gin 


Ala 


Gin 


* 545 










550 








Gly 


Glu 


Asn 


Glu 


Thr 
565 


Thr 


Gin 


Pro 


His 


Gly 


Gly 


Arg 


Gin 
580 


Leu 


Arg 


Asn 


Pro 


Asn 
585 


Leu 


Pro 


He 
595 


Leu 


Arg 


Leu 


Ala 


His 
600 


Phe 


Asp 


Asp 
610 


Asp 


Arg 


lie 


Arg 


Gly 
615 


Leu 


Thr 


Ser 


Thr 


Arg 


His 


Tyr 


Glu 


His 


Asn 


Ser 


625 










630 








lie 


Cys 


Ser 


Val 


Cys 
645 


He 


Ser 


Asp 


Tyr 


Gin 


Leu 


Pro 


Cys 
660 


Met 


His 


Glu 


Phe 


His 
665 


Leu 


Ser 


Glu 
675 


Asn 


Cys 


Thr 


Cys 


Pro 
680 


He 


Ser 


Asn 
690 


He 


Ala 


Asn 


Asn 


Gly 
695 







<210> 1906 

<211> 152 

<212> PRT 

<213> Homo sapiens 



<400> 1906 
Leu Gin Arg Gin Arg Gin His Pro Ala 

1 5 
Arg Cys Phe Thr Phe Cys Phe Thr Asp 
"^ 20 25 

Lys Ser Pro Glu Asn Thr Glu Gly Lys 

35 40 
Gin Glu Pro Thr Arg Arg Ser Ala Arg 
50 55 
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Thr 


Thr 


Arg 


Arg 


Ser 


Val 


Arg 










350 






Glu 


Gin 


Asp 


Arg 


Glu 


Arg 


Glu 








365 








Ser 


Asn 


Ser 


Arg 


Leu 


Val 


Ser 






380 










Ser 


Ser 


Arg 


Ser 


Ser 


Thr 


Ala 




395 










400 


Asp 


Leu 


Gin 


Val 


Arg 


Arg 


He 


410 










415 




Ser 


He 


Ala 


Asn 


Arg 


Thr 


Arg 










430 






Val 


Thr 


He 


Glu 


Ser 


Asn 


Ser 








445 








Leu 


Glu 


Arg 


Ser 


Gly 


He 


Arg 






460 










Leu 


Arg 


Arg 


He 


Ser 


Glu 


Asn 




475 










480 


Leu 


Arg 


Ser 


lie 


Leu 


Arg 


Gin 


490 










495 




Ser 


Leu 


Met 


Glu 


Ala 


Asp 


Ser 










510 






His 


Leu 


Pro 


Asp 


Met 


His 


Ser 








525 








Asn 


Arg 


Ser 


Gin 


His 


Arg 


Glu 






540 










Gly 


Asp 


Ser 


Thr 


Glu 


Met 


His 




555 










560 


Thr 


Arg 


Asn 


Ser 


Asp 


Ser 


Arg 


570 










575 




Asn 


Leu 


Val 


Glu 


Thr 


Gly 


Thr 










590 






Phe 


Leu 


Leu 


Asn 


Glu 


Ser 


Asp 








505 








Lys 


Glu 


Gin 


He 


Asp 


Asn 


Leu 






620 










He 


Asp 


Ser 


Glu 


Leu 


Gly 


Lys 




635 










640 


Val 


Thr 


Gly 


Asn 


Lys 


Leu 


Arg 


650 










655 




He 


His 


Cys 


lie 


Asp 


Arg 


Trp 










670 






Cys 


Arg 


Gin 


Pro 


Val 


Leu 


Gly 








685 








Ala 


Ala 


Pro 


Ala 


Val 


Pro 


Val 


10 










15 




He 


Val 


He 


Met 


Pro 


Lys 


Arg 










30 






Asp 


Gly 


Ser 


Lys 


Val 


Thr 


Lys 








45 








Leu 


Ser 


Ala 


Lys 


Pro 


Ala 


pro 
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Pro Lys Pro Glu Pro Lys Pro Arg Lys Thr Ser Ala Lys Lys Glu Pro 
65 70 75 80 

Gly Ala Lys He Ser Arg Gly Ala Lys Gly Lys Lys Glu Glu Lys Gin 

85 90 95 

Glu Ala Gly Lys Glu Gly Thr Ala Pro Ser Glu Asn Gly Glu Thr Lys 

100 105 no 

Ala Glu Glu He His He Ser Arg Ser Thr Val Asn Val Ser Thr Ser 

115 120 125 

Arg Gly Thr Pro Pro Ser Thr Leu Ser Val Lys Gly Gin He Glu Thr 

130 135 140 

Val Arg Val Lys Gly Thr Glu Asn 
145 150 152 



<210> 1907 

<211> 91 

<212> PRT 

<213> Homo sapiens 



<400> 1907 

Ala Arg Arg Phe Ser Cys Leu Thr Leu Gin Thr Ser Trp Gly His Arg 

15 io 15 

His Gly Pro Pro Arg Pro Ala Asn Phe Val Phe Leu Val Glu Thr Gly 

20 25 30 

Phe Leu His He Gly Gin Ala Gly His Lys Leu Pro Thr Ser Gly Asp 

35 40 45 

Pro Pro Ala Ser Ala Ser Gin Ser Ala Arg He Thr Gly Met Ser His 

50 55 60 

Arg Thr Trp Phe Leu Ala Ser Phe Leu He Asp Ser Cys Lys Asn Phe 
65 70 75 80 

He Val Tyr Lys He Met Tyr Thr Leu 
85 89 



<210> 1908 
<211> 417 
<212> PRT 

<213> Homo sapiens 



<400> 1908 

Thr Tyr Arg His Ala Glu Arg Glu His Pro Glu Thr Ser Ser Ala Thr 

1 5 io is 

Lys Val Ser Tyr Asp Tyr Arg His Lys Arg Pro Lys Leu Leu Asp Gly 

20 25 30 

Asp Gin Asp Phe Ser Asp Gly Arg Thr Gin Lys Tyr Cys Lys Glu Glu 

35 40 45 

Asp Arg Lys Tyr Ser Phe Gin Lys Gly Pro Leu Asn Arg Glu Leu Asp 

50 55 60 

Cys Phe Asn Thr Gly Arg Gly Arg Glu Thr Gin Asp Gly Gin Val Lys 
65 70 75 80 

Glu Pro Phe Lys Pro Ser Lys Lys Asp Ser He Ala Cys Thr Tyr Ser 

85 90 * 95 

Asn Lys Asn Asp Val Asp Leu Arg Ser Ser Asn Asp Lys Trp Lys Glu 

100 105 110 

Lys Lys Lys Lys Glu Gly Asp Cys Arg Lys Glu Ser Asn Ser Ser Ser 

115 120 125 

Asn Gin Leu Asp Lys Ser Gin Lys Leu Pro Asp Val Lys Pro Ser Pro 

130 135 140 

He Asn Leu Arg Lys Lys Ser Leu Thr val Lys Val Asp Val Lys Lys 
"5 150 155 160 
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Thr 


Val 


Asp 


Thr 


pne 


Arg 


iff* T 

vai 


Aia 


Ser 










165 












b6I 


his 


Asp 


Leu 


vai 


Aia 


Va 1 
Vol 










180 










185 


trXO 


vai 




ulU 


tti c 


Leu 


Asp 


Car 








195 










1 A A 

200 




Thr 


Gly 


Glu 


rne 


TSl a 

Aia 


rtl -n 


G1U 


Tl A 

lie 


Tl A 

ne 




210 










-} i c 






Ala 


Asn 


Tyr 




rro 


Oat- 

ser 


rXO 


uiy 


Tl A 

ne 


225 










2 JO 








T tin 


Met 


»1 a 

Ala 


ASp 




HIS 


Lys 


Aid 


Asp 




















ser 


ASp 


Pro 


r*l 


Tl A 

lie 


rllS 


Arg 


Arg 


Tl A 

lie 








260 










265 


Gin 


ser 


Lys 


Gin 


ai a 
ax a. 


\7»1 

val 


Tl n. 

lie 


Tyr 


r»l ii 
ulU 






275 










280 




lie 


lie 


Asp 


Pro 


Asn 


Asp 


Leu 


Arg 


TT ' — 

HIS 




290 










295 






Glu 


Arg 


Leu 


Gin 


Asn 


Glu 


ASp 




HIS 


305 










310 








Ala 


Glu 


Arg 


ASp 


ASp 


Gin 


Asn 


ser 


ser 










325 










Gin 


Arg 


Lys 


Asp 


lie 


lie 


Thr 


HIS 


Lys 








340 










345 


His 


Arg 


Asn 


Thr 


Arg 


Val 


Arg 


Pro 


Phe 






355 










360 




Arg 


Cys 


Gin 


Pro 


Asn 


Tyr 


Lys 


Ser 


Gly 




370 










375 






lie 


Gin 


Ala 


Lys 


Tyr 


Gin 


Arg 


Leu 


Arg 


385 










390 








lie 


Thr- 


His 


Lys 


Phe 


Arg 


Glu 


Arg 


Leu 










405 












<210> 1909 














<211> 108 














<212> PRT 














<213> Homo 


sapiens 










<400> 1909 












Lys 


Phe 


Ser 


lie 


Pro 


Phe 


Pne 


Leu 


Arg 


1 








5 










Arg 


Leu 


Glu 


Gly 


Asn 


Asp 


Met 


lie 


ser 








20 










25 


1j€U 


Gly 


Leu 


Ser 


His 


Ser 


Pro 


an a 

nlo 


Oar 






35 










40 




Thr 


Gly 


Thr 


Gin 


His 


His 


Thr 


Gly 


Leu 




50 










55 






Thr 


Glu 


Phe 


His 


His 


Val 


Gly 


Gin 


Ala 


65 










70 








Gly 


Asp 


Pro 


Pro 


Ala 


Leu 


Ala 


Phe 


Gin 










85 










Ser 


His 


His 


Ala 


Trp 


Leu 


Gin 


Val 


Leu 



100 105 



<210> 1910 
<211> 526 
<212> PRT 
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Ser 


Tyr Ser Thr 


Glu Arg 


r»l t-i 

Gin 


170 




1 «ic 

1/9 
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Lys Ser Glu . 


Asn irne 


TTi ea 
UIS 






1 OA 
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<210> 1919 

<211> 116 

<212> PRT 

<213> Homo sapiens 



<400> 1919 



Trp 
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Trp 
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Val 
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Glu 


Ser 


Ala 


Arg 


Trp 
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Phe Ala Gin Ala Leu Val Cys Arg His Leu Gly Arg Asp Trp Arg Trp 

100 105 110 

Thr Gin Arg Lys Arg Gin Pro Asp Ser Tyr Phe Ser Val Leu Asn Ala 

115 120 125 

Phe lie Asp Arg Lys Asp Ser Tyr Tyr Ser He His Gin lie Ala Gin 

130 135 140 

Met Gly Val Gly Glu Gly Lys Ser He Gly Gin Trp Tyr Gly Pro Asn 
145 150 155 160 

Thr Val Ala Gin Val Leu Lys Lys Leu Ala Val Phe Asp Thr Trp ser 

165 170 175 

Ser Leu Ala Val His He Ala Met Asp Asn Thr Val Val Met Glu Glu 

180 185 190 

He Arg Arg Leu Cys Arg Thr Ser Val Pro Cys Ala Gly Ala Thr Ala 

195 200 • 205 

Phe Pro Ala Asp Ser Asp Arg His Cys Asn Gly Phe Pro Ala Gly Ala 

210 215 220 

Glu Val Thr Asn Arg Pro Ser Pro Trp Arg Pro Leu Val Leu Leu He 
225 230 235 240 

Pro Leu Arg Leu Gly Leu Thr Asp He Asn Glu Ala Tyr Val Glu Thr 

245 250 255 

Leu Lys His Cys Phe His Gly Trp Pro Gin Phe Pro Gly Val Val His 

260 265 270 

Arg Glu Gly Lys Pro Asn Ser Ala His Tyr Phe He Gly Tyr Val Gly 

275 280 285 

Glu Glu Leu He Tyr Leu Asp Pro His Thr Thr Gin Pro Ala Val Glu 

290 295 300 

Pro Thr Asp Gly Cys Phe He Pro Asp Glu Ser Phe His Cys Gin His 
305 310 315 320 

Pro Pro Cys Arg Met Ser He Ala Glu Leu Asp Pro Ser He Ala Val 

325 330 335 

Val Arg Gly Gly His Leu Ser Thr Gin Ala Phe Gly Ala Glu Cys Cys 

340 345 350 

Leu Gly Met Thr Arg Lys Thr Phe Gly Phe Leu Arg Phe Phe Phe Ser 

355 360 365 

Met Leu Gly 
370 371 
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<211> 175 
<212> PRT 

<213> Homo sapiens 



<400> 1925 

Gly Cys Trp Trp Arg His Pro Trp Leu Ala Ser Gin Arg Asp Cys Leu 

15 10 15 

Asp Cys Arg He Gin Leu Ala Glu Lys Phe Val Lys Ala Val Ser Lys 

20 25 30 

Pro Ser Arg Pro Asp Met Asn Pro He Arg Val Lys Glu Val Tyr Arg 

35 40 45 

Leu Glu Glu Met Glu Lys He Phe Val Arg Leu Glu Met Lys He He 

50 55 60 

Lys Gly Ser Ser Gly Thr Pro Lys Leu Ser Tyr Thr Gly Arg Asp Asp 
65 70 75 80 

Arg His Phe Val Pro Met Gly Leu Tyr He Val Arg Thr Val Asn Glu 

85 90 95 

Pro Trp Thr Met Gly Phe Ser Lys Ser Phe Lys Lys Lys Phe Phe Tyr 

100 105 * 110 

Asn Lys Lys Thr Lys Asp Ser Thr Phe Asp Leu Pro Ala Asp Ser He 

115 120 125 

Ala Pro Phe His He Cys Tyr Tyr Gly Arg Leu Phe Trp Glu Trp Gly 

130 135 140 

Asp Gly He Arg Val His Asp Ser Gin Lys Pro Gin Asp Gin Asp Lys 
145 150 155 160 

Leu Ser Lys Glu Asp Val Leu Ser Phe He Gin Met His Arg Ala 
165 170 175 



<210> 1926 
<211> 148 
<212> PRT 

<213> Homo sapiens 



<400> 1926 




Gin Val 


Glu 


Gly Arg 


Gin Gly Arg 


1 




5 




He Ser 


Pro 


Val Trp 


Arg Pro Ala 






20 




Gin Pro 


Pro 


Glu Pro 


Gly Ala Gin 




35 




40 


Glu Ala 


Pro 


Met Gin 


Ala Leu Asp 


50 






55 


Ala Gin 


Ser 


His Ala 


Ala Cys Gin 


65 






70 


Leu Leu 


Asp 


Pro Thr 


Ala Ala Arg 






85 




Leu Ser 


Arg 


His Pro 


Gly Leu Ala 






100 




Trp Pro 


Gin 


Ser Gly 


Arg Leu Pro 




115 




120 


Gly Gly 


He 


Arg Pro 


Thr Pro Gly 


130 






135 



Met 



145 



Glu Val Lys Arg Thr Ala Trp Arg 

10 15 
Arg Cys Arg Arg Arg Ser Thr Pro 

25 30 
Gin Gin Glu Arg His Arg Gin Gly 
45 

Pro Arg Ala Glu Pro Gly Pro Gin 
60 

Pro Glu Pro Glu Pro Pro Arg Val 
75 80 
Gly Gly Val Gin Gly Arg Pro Gly 

90 95 
Pro His Pro Gin Thr His Thr Pro 
105 110 
Cys Ala Ser Glu Pro Leu Pro Leu 
125 

Leu Glu Pro Lys Gly Arg Asp Leu 
140 
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<211> 95 
<212> PRT 
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<213> Homo sapiens 
<400> 1927 



Ser 


Ala Pro Pro 


Lys 
**j •* 


Lys Lys 


Asn 


Gly Val Leu Phe 


Leu 


Ser Pro Arg 


1 




5 






10 




15 


Leu 


Lys Ser Ser 


Gly 


Ala He 


Trp 


Val His Ser Thr 


Pro 


Thr Leu Trp 




20 








25 




30 


Ala 


Ser Ser Asn 


Ser 


Arg Ala 


Ser 


Thr Pro Lys Val 


Ala 


Gly He Thr 




35 






40 




45 




Gly 


Ala Arg Pro 


His 


Ala Arg 


He 


He Phe Val Phe 


Leu 


He Glu Met 




50 




55 




60 






Gly 


Phe His Asn 


Val 


Gly Gin 


Ala 


Gly Leu Asp Thr 


Leu 


Thr Leu Val 


65 






70 




75 




80 


lie. 


Cys Pro Pro 


Gin 


Pro Pro 


Lys 


Leu Leu Gly Leu 


Gin 


Met 






85 






90 




94 




<210> 1928 
















<211> 76 
















<212> PRT 
















<213> Homo 


sapiens 












<400> 1928 














Phe 


Phe Phe Phe 


Leu 


Lys Lys 


Ser 


Arg Cys val Thr 


Gin 


Ala Gly val 


1 




5 






10 




15 


Gin 


Gly Pro lie 


Ser 


Leu His 


Pro 


Pro Pro Pro Gly 


Phe 


Lys Arg Phe 




20 








25 




30 


Ser 


Arg Leu Ser 


Leu 


Leu Ser 


Ser 


Trp Asp Tyr Arg 


His 


Pro His Ala 




35 






40 




45 




Ala 


Asn Phe Cys 


He 


Phe Ser 


Arg 


Asp Gly Val Ser 


Pro 


Tyr Trp Ser 




50 




55 




60 






Gly 


Trp Ser Arg 


Thr 


Pro Asp 


Leu 


Arg 






65 






70 




73 








<210> 1929 
















<211> 75 








■ 








<212> PRT 
















<213> Homo 


sapiens 












<400> 1929 














Phe 


Glu Thr Glu 


Ser 


His Ser 


Val 


Thr Gin Ala Gly 


Met 


Gin Trp His 


1 




5 






10 




15 


Asn 


Leu Gly Ser 


Leu 


Gin Pro 


Met 


Pro Pro Gly Leu 


Lys 


Arg Phe Ser 




20 








25 




30 


Cys 


Leu Arg Leu 


Gin 


Ser Ser 


Trp 


Asp His Arg His 


Ala 


Pro Pro His 




35 






40 




45 




Leu 


Ala His Phe 


Cys 


He Phe 


Ser 


Arg Asp Gly Val 


Ser 


Pro Cys Trp 




50 




55 




60 






Pro 


Gly Trp Ser 


Ser 


Thr Pro 


Asp 


Leu Lys 







65 70 74 



<210> 1930 
<211> 107 
<212> PRT 

<213> Homo sapiens 
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<400> 1930 



Ser Arg 


Leu 


Lys Pro 


Tyr Ser Thr 


1 






5 




Ala 


Thr 


Asn 


lie Pro 


Asn Leu Asp 








20 




Val 


Phe 


Lys 


Lys Gly 


He He His 






35 




40 


Lys 


Glu 


Glu 


Gly Ala 


Phe Pro Asn 




50 






55 


teu Arg 


Pro 


Lys Ser 


Asp Arg Asp 


65 








70 


Thr 


lie 


Ser 


Leu Leu 


Ser Thr Asp 








85 




Lys 


Gin 


Leu 


Lys Ser 


Ser Asp Leu 








100 


104 



Asn 


Val Thr Ala Lys 


Lys Leu Pro 




10 


15 


Cys 


Phe Thr Ala Lys 


Leu Tyr Gin 


25 




30 


He 


Leu His Glu Leu 


Phe Gin Asn 




45 




Ser 


Phe Tyr Glu Ala 


Ser Phe Thr 




60 




He 


Ala Lys Glu Glu 


Ser Tyr Ser 




75 


80 


Thr 


Lys He Leu Met 


Ser Lys Tyr 




90 


95 



<210> 1931 

<211> 224 

<212> PRT 

<213> Homo sapiens 



<400> 1931 

Val Leu Val His Arg Gin Cys Gly Gly He Leu Arg Leu Arg Arg Lys 

1 5 10 15 

Glu Ala Val Ser Val Leu Asp Ser Ala Asp He Glu Val Thr Asp Ser 

20 25 30 

Arg Leu Pro His Ala Thr He Val Asp His Arg Pro Gin His Arg Trp 

35 40 45 

Leu Glu Thr Cys Asn Ala Pro Pro Gin Leu He Gin Gly Lys Ala Arg 

50-55 60 
Ser Ala Pro Lys Pro Ser Gin Ala Ser Gly His Phe Ser Val Glu Leu 
65 70 75 80 

Val Arg Gly Tyr Ala Gly Phe Gly Leu Thr Leu Gly Gly Gly Arg Asp 

85 90 95 

Val Ala Gly Asp Thr Pro Leu Ala Val Arg Gly Leu Leu Lys Asp Gly 

100 105 ~ * 110 

Pro Ala Gin Arg Cys Gly Arg Leu Glu Val Gly Asp Leu Val Leu His 

115 - 120 " ** 125 

He Asn Gly Glu Ser Thr Gin Gly Leu Thr His Ala Gin Ala Val Glu 

130 135 140 

Arg He Arg Ala Gly Gly Pro Gin Leu His Leu Val He Arg Arg Pro 
145 150 155 " 160 

Leu Glu Thr His Pro Gly Lys Pro Arg Gly Val Gly Glu Pro Arg Lys 

165 170 175 

Gly Val Val Pro Ser Trp Pro Asp Arg Ser Pro Asp Pro Gly Gly Pro 

180 185 190 

Glu Val Thr Gly Ser Arg Ser Ser Ser thr Ser Leu Val Gin His Pro 

195 200 205 

Pro Ser Arg Thr Thr Leu Lys Lys Thr Arg Gly Ser Pro Glu 
210 215 220 222 



<210> 1932 

<211> 86 

<212> PRT 

<213> Homo sapiens 



<400> 1932 



1059 



WO 01/57188 



PCT/US01/03800 



Val 


Leu 


Tyr 


lie Arg Lys Lys 


Lys Arg 


Leu 


Glu Lys Leu Arg His Gin 


1 






5 




10 


15 


Leu 


Met 


Pro 


Met Tyr Asn Phe 


Asp Pro 


Thr 


Glu Glu Gin Asp Glu Leu 








20 


25 




30 


Glu 


Gin 


Glu 


Leu Leu Glu His 


Gly Arg 


Asp 


Ala Ala Ser Val Gin Ala 






35 




40 




45 


Ala 


Thr 


Ser 


Val Gin Ala Met 


Gin Gly 


Lys 


Thr Thr Leu Pro Ser Gin 




50 




55 






60 


Gly 


Pro 


Leu 


Gin Arg Pro Ser 


Arg Leu 


val 


Phe Thr Asp Val Ala Asn 


65 






70 






75 80 


Ala 


lie 


His 


Val 









84 



<210> 1933 
<211> 78 
<212> PRT 

<213> Homo sapiens 



<400> 1933 



Ala 


Pro Gly Pro 


Pro 


Val 


Pro 


Pro 


Pro 


Gly 


Ser Pro 


Pro 


Glu 


Gin Met 


1 




5 










10 








15 


Pro 


Gly Pro cys 


Pro 


Ala 


Ser 


Met 


Pro 


Pro 


Asp Pro 


Pro 


Pro 


Gly Ser 




20 










25 








30 




Pro 


Pro Glu Gin 


Met 


Pro Gly 


Pro 


Cys 


Pro 


Val Ser 


Ala 


Pro 


Pro Gly 




35 








40 








45 






Pro 


Pro Pro Gly Ser 


Pro 


Pro 


Glu 


Gin 


Met 


Pro Gly Pro Cys 


Pro Val 




50 






55 








60 








Ser 


Ala Pro Pro 


Ala 


Leu 


Leu 


Gin Asp 


Thr 


Ser Val 









65 70 75 76 



<210> 1934 
<211> 212 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) .7. (209) 

<223> Xaa = any amino acid or nothing 



<400> 1934 



Ser 


Ala 


Thr 


Pro 


Gin 


Gin 


Pro 


Ser Ala 


Pro 


Gin His Gin Gly Thr Leu 


1 








5 








10 


15 


Asn 


Gin 


Pro 


Pro 


Val 


Pro 


Gly 


Met Asp 


Glu 


Ser Met Ser Tyr Gin Ala 








20 








25 




30 


Pro 


Pro 


Gin 


Gin 


Leu 


Pro 


Ser 


Ala Gin 


Pro 


Pro Gin Pro Ser Asn Pro 






35 










40 




45 


Pro 


His 


Gly 


Ala 


His 


Thr 


Leu 


Asn Ser 


Gly 


Pro Gin Pro Gly Thr Ala 




50 










55 






60 


Pro 


Ala 


Thr 


Gin 


His 


Ser 


Gin 


Ala Gly 


Pro 


Ala Thr Gly Gin Ala Tyr 


65 










70 








75 80 


Gly 


Pro 


His 


Thr 


Tyr 


Thr 


Glu 


Pro Ala 


Lys, 


Pro Lys Lys Gly Gin Gin 










85 








90 


95 


Leu 


Trp 


Asn 


Arg 


Met 


Lys 


Pro 


Ala Pro 


Gly 


Thr Glu Val Ser Ser Ser 








100 








105 




110 


Thr 


Ser 


Arg 


Ser Asp 


Pro 


Leu 


Leu Leu 


Pro 


Pro Arg Ala Leu Ala Pro 






115 










120 


125 


Thr 


Gin 


Arg 


Ala 


Ser 


Thr 


Val 


Val Leu 


Ala 


Pro Ser Pro Thr Ser Glu 




130 










135 






140 



1060 
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Lys val Gin 


Asn His Ser 


Gly Ser Ser Ala Arg Gly 


Asn 


Leu 


Ser Gly 


145 


150 


155 






160 


Lys Pro Asp 


Asp Trp Pro 


Leu Gly His Glu Arg Val 


Cys 


Gly 


Ala Leu 




165 


170 






175 


Leu His Arg 


Leu Xaa Val 


Gly Gly Gly Gin Gly Pro 


His 


Gly 


Lys Ala 




180 


185 




190 




Ala Gin Gly 


Gly Ala Ala 


Gly Ala Ala Ala Gly Arg 


Leu 


Gly 


Leu Tyr 


195 




200 


205 







His 



209 



<210> 1935 

<211> 45 

<212> PRT 

<213> Homo sapiens 



<400> 1935 

His Lys Pro Val Thr Asn Ser Arg Asp Thr Gin Glu Val Pro Leu Glu 

1 5 10 15 

Lys Ala Lys Gin Val Leu Lys He He Ala Thr Phe Lys His Thr Thr 

20 25 30 

Ser He Phe Asp Asp Phe Ala His Tyr Glu Lys Arg Gin 
35 40 45 



<210> 1936 

<211> 403 

<212> PRT 

<213> Homo sapiens 



<400> 1936 



Leu Asn 


Ala 


Glu Ser 


Tyr 


Val Ser 


1 




5 






Thr Ala 


Ala 


Lys Tyr 


Glu 


Tyr Gly 






20 






Phe Leu 


Arg 


Phe Pro 


Ser 


Ser Leu 




35 






40 


Asn Pro 


Ala 


Ala Phe 


Leu 


Val Asn 


50 








55 


He Asn 


Leu 


Glu Gin 


Cys 


Glu Glu 


65 






70 




Tyr Ser 


Ser 


Pro Glu 


lie 


Leu Arg 






85 






Pro He 


Thr 


Val Gin 


Ser 


He Val 






100 






Thr Arg 


Arg 


Glu Asp 


Thr 


Asp Val 




115 






120 


Gly His 


Phe 


Ser Leu 


Cys 


Val Asn 


130 








135 


Leu Thr 


Tyr 


Thr Asp 


Ala 


Gly Glu 


145 






150 




Val Leu 


Gly 


Thr Val 


Ser 


Ser Val 






165 






Glu He 


His 


Phe Leu 


Gin 


Glu Asn 






180 






Asn Pro 


Gly 


Tyr Val 


Val 


Gly Leu 




195 






200 


His Lys 


Gly 


Ser Gly 


He 


He Gin 


210 








215 



Phe Thr Thr Lys 


Leu 


Asp 


He Pro 


10 






15 


Val Pro Leu Gin 


Thr 


Ser 


Asp Ser 


25 




30 




Thr Ser Ser Leu 


Cys 


Thr 


Asp Asn 




45 






Gin Ala Val Lys 


Cys 


Thr 


Arg Lys 


60 








He Glu Ala Leu 


Ser 


Met 


Ala Phe 


75 






80 


Val Pro Asp Ser 


Arg 


Lys 


Lys Val 


90 






95 


He Gin Ser Leu 


Asn 


Lys 


Thr Leu 


105 




110 




Leu Gin Pro Thr 


Leu 


Val 


Asn Ala 




125 






Val Val Leu Glu 


Val 


Lys 


Tyr Ser 


140 








Val Thr Lys Ala 


Asp 


Leu 


Ser Phe 


155 






160 


Val Val Pro Leu 


Gin 


Gin 


Lys Phe 


170 






175 


Thr Gin Pro Val 


Pro 


Leu 


Ser Gly 


185 




190 




Pro Leu Ala Ala 


Gly 


Phe 


Gin Pro 




205 






Thr Thr Asn Arg 


Tyr 


Gly 


Gin Leu 



220 



1061 
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Thr 


lie Leu His 


Ser 


Thr 


Thr 


Glu 


Gin 


Asp 


Cys 


Leu 


Ala 


Leu 


Glu 


Gly 


225 






230 










235 










240 


Val 


Arg Thr Pro 


Val 


Leu 


Phe 


Gly 


Tyr 


Thr 


Met 


Gin 


Ser 


Gly 


Cys 


Lys 






245 










250 










255 




Leu 


Arg Leu Thr 


Gly 


Ala 


Leu 


Pro 


Cys 


Gin 


Leu 


Val 


Ala 


Gin 


Lys 


Val 




260 










265 










270 






Lys 


Ser Leu Leu 


Trp 


Gly 


Gin 


Gly 


Phe 


Pro 


Asp 


Tyr 


Val 


Ala 


Pro 


Phe 




275 








280 










285 








Gly 


Asn Ser Gin 


Gly 


Pro 


Ala 


Asp 


Met 


Leu 


Asp 


Trp 


Val 


Pro 


He 


His 




290 






295 










300 










Phe 


He Thr Gin 


Ser 


Phe 


Asn 


Arg 


Lys 


Asp 


Ser 


Cys 


Gin 


Leu 


Pro 


Gly 


305 






310 










315 










320 


Ala 


Leu Val He 


Glu 


Val 


Lys 


Trp 


Thr 


Lys 


Tyr 


Gly 


Ser 


Leu 


Leu 


Asn 






325 










330 










335 




Pro 


Gin Ala Lys 


lie 


Val 


Asn 


Val 


Thr 


Ala 


Asn 


Leu 


lie 


Ser 


Ser 


Ser 




340 










345 










350 






Phe 


Pro Glu Ala 


Asn 


Ser 


Gly 


Asn 


Glu 


Arg 


Thr 


He 


Leu 


He 


Ser 


Thr 




355 








360 










365 








Ala 


Val Thr Phe 


Val 


Asp 


Val 


Ser 


Ala 


Pro 


Ala 


Glu 


Ala 


Gly 


Phe 


Arg 




370 






375 










380 










Ma 


Pro Pro Ala 


He 


Asn 


Ala 


Arg 


Leu 


Pro 


Phe 


Asn 


Phe 


Phe 


Phe 


Pro 


385 






390 










395 










400 


Phe 


val 




























402 




























<210> 1937 




























<211> 82 




























<212> PRT 




























<213> Homo 


sapiens 
























<400> 1937 


























Leu 


Leu Gly Arg 


Ala 


Ser 


Ala 


Cys 


Leu 


Gin 


Leu 


Gin 


Ser 


Ser 


Trp 


Asp 


1 




5 










10 










15 




His 


Arg Pro Met 


Leu 


Pro 


Tvr 


Leu 


Ala 


Asn 


Phe 


Val 


Phe 


Cvs 


Lvs 


Asp 




20 










25 










30 






Arg 


Ser Phe Thr 


Trp Leu 


Pro 


)Arg 


Leu 


Val 


Leu 


Asn 


Ser 


Trp 


lieu 


Gin 




35 








40 










45 








Val 


He Leu Leu 


Pro Trp 


Pro 


Pro 


Thr 


Gly 


Cys 


Asp 


Asn 


Lys 


His 


Glu 




50 






55 










60 










Pro 


Pro Cys Pro 


Ala 


Thr 


.Lys 


Arg 


Arg 


His 


Ser 


Gly 


Ser 


lie 






65 






70 










75 






78 








<210> 1938 




























<211> 89 




























<212> PRT 




























<213> Homo 


sapiens 
























<400> 1938 


























His 


Asp Leu Gly 


Ser 


Leu 


Gin 


Pro 


Pro 


Pro 


Pro 


Gly 


Phe 


Lys 


Arg 


Pne 


1 




5 










10 










15 




Ser 


Gys Leu Ser 


Leu 


Pro 


Ser 


Ser 


Trp 


Asp 


Tyr 


Arg 


Leu 


Met 


Pro 


Pro 




20 










25 










30 






Cys 


Pro Ala Asn 


Phe 


Cys 


He 


He 


He 


He 


Asp 


Phe 


Leu 


Val 


Glu 


Thr 




35 








40 










45 








Gly 


Phe His His 


Val Gly 


Gin 


Ala 


Ser 


His 


Glu 


Leu 


Leu 


Thr 


Ser 


Gly 




50 






55 










60 










Asp 


Pro Pro Thr 


Ser Ala 


Ser 


Gin 


Ser 


Ala 


Gly 


He 


Thr 


Gly 


Met 


Ser 



65 70 75 80 



1062 
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Tyr His Thr Trp Phe Gly Glu Ser 
85 88 



<210> 1939 

<211> 197 

<212> PRT 

<213> Homo sapiens 





<400> 1939 










Ala 


Pro 


Val 


Thr 


Thr Ser Pro 


Arg Val Gly Gin Pro 


Trp Arg 


Thr Ala 


1 








5 


10 




15 


Leu 


Ala 


Leu 


Arg 


Ser Leu Tyr 


Arg Ala Arg Pro Ser 


Leu Arg 


Cys Pro 








20 




25 


30 




Pro 


Val 


Glu 


Leu 


Pro Trp Ala 


Pro Arg Arg Gly His 


Arg Leu 


Ser Pro 






35 






40 


45 




Ala 


Asp 


Asp 


Glu 


Leu Tyr Gin 


Arg Thr Arg He Ser 


Leu Leu 


Gin Arg 




50 






55 


60 






Glu 


Ala 


Ala 


Gin 


Ala Met Tyr 


He Asp Ser Tyr Asn 


Ser Arg 


Gly Phe 


65 








70 


75 




80 


Met 


lie 


Asn 


Gly 


Asn Arg Val 


Leu Gly Pro Cys Ala 


Leu Leu 


Pro His 










85 


90 




95 


ser 


Val 


Val 


Gin 


Trp Asn Val 


Gly ser His Gin Asp 


He Thr 


Glu Asp 








100 




105 


110 




Ser 


Phe 


Ser 


Leu 


Phe Trp Leu 


Leu Glu Pro Arg He 


Glu He 


Val val 






115 






120 


125 




Val 


Gly 


Thr 


Gly 


Asp Arg Thr 


Glu Arg Leu Gin Ser 


Gin Val 


Leu Gin 




130 






135 


140 






Ala 


Met 


Arg 


Gin 


Arg Gly He 


Ala Val Glu Val Gin 


Asp Thr 


Pro Asn 


145 








150 


155 




160 


Ala 


Cys 


Ala 


Thr 


Phe Asn Phe 


Leu Cys His Glu Gly 


Arg Val 


Thr Gly 










165 


170 




175 


Ala 


Ala 


Leu 


He 


Pro Pro Pro 


Gly Gly Thr Ser Leu 


Thr Ser 


Leu Gly 








180 




185 


190 




Gin 


Ala 


Ala 


Gin 














195 


196 











<210> 1940 

<211> 159 

<212> PRT 

<213> Homo sapiens 





<400> 1940 












Phe 


Phe 


Phe 


Phe 


Glu 


Thr Glu 


Ser Arg Ser Val Ala 


Gin Ala 


Gly Val 


1 








5 




10 




15 


Gin 


Trp 


Arg 


Asp 


Leu 


Gly Ser 


Leu Gin Ala Pro Pro 


Pro Gly 


Phe Thr 








20 






25 


30 




Pro 


Phe 


Ser 


Cys 


Leu 


Ser Leu 


Pro Ser Ser Trp Asp 


Tyr Arg 


Arg Pro 






35 








40 


45 




Pro 


Leu 


Arg 


Pro 


Ala 


Asn Phe 


Phe Val Phe Leu Val 


Glu Thr 


Gly Phe 




50 








55 


60 






Pro 


Arg 


Phe 


Ser 


Arg 


Asp Gly 


Leu Asp Leu Leu Thr 


Ser Gly 


Asp Pro 


65 










70 


75 




80 


Pro 


Thr 


Ser 


Ala 


Ser 


Gin Ser 


Ala Gly He Thr Gly 


Val Ser 


His Arg 










85 




90 




95 


Ala 


Arg 


Pro 


Lys 


Arg 


He Gly 


Glu Pro Arg Arg Lys 


Cys Gly 


Asn Ala 








100 






105 


110 




Val 


Val 


Trp 


Pro 


Ser 


Thr Ser 


Leu Gly Asp His Arg 


Val Thr 


Ser Val 






115 








120 


125 
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Pro His Gin Gly Gly Leu Pro Gly Pro He Arg Val Ala Pro Ser Ser 

130 135 140 

Ala Gly Gin Arg Glu Ala Ser Gin Gly Pro Pro Gly Arg 
145 150 155 157 



<210> 1941 

<211> 111 

<212> PRT 

<213> Homo sapiens 





<400> 1941 










lie 


Ala 


Ala 


Arg 


Phe 


Thr 


Leu 


Ala 


1 








5 








Pro 


Thr 


Met 


He 
20 


Asp 


Ser 


He 


Lys 


Glu 


Tyr 


Tyr 
35 


Ala 


Asp 


Thr 


Glu 


Arg 
40 


Thr 


Trp 
50 


Val 


Glu 


Leu 


Glu 


Ala 
55 


He 


Asp 


Asn 


Trp 


Val 


Glu 


Asp 


Thr 


He 


65 










70 






Ala 


Thr 


Ala 


Glu 


Gly 
85 


Met 


Lys 


Arg 


Asp 


Ser 


Ser 


Cys 


Phe 


Pro 


His 


Pro 



100 



<210> 1942 

<211> 306 

<212> PRT 

<213> Homo sapiens 





<400> 1942 










Arg 


Thr 


Arg 


Pro 


Leu 


Phe 


Ser 


Gly 


1 








5 








Met 


Ser 


Asp 


Glu 
20 


Arg 


Arg 


Leu 


Pro 


Cys 


Gly 


Gly 
35 


Leu 


Ser 


Leu 


Leu 


Ala 
40 


Gly 


Ala 
50 


Lys 


Gin 


Lys 


Lys 


Trp 
55 


Lys 


Leu 


Ala 


Ala 


Thr 


His 


Met 


Leu 


Asn 


65 










70 






Ser 


Val 


Val 


Gin 


Leu 
85 


Arg 


Arg 


Gin 


Gly 


Leu 


Cys 


Lys 
100 


Val 


Phe 


Val 


Ser 


Thr 


Cys 


Phe 
115 


Ser 


Val 


Thr 


Ser 


Leu 
120 


Cys 


Trp 
130 


Pro 


Val 


Asn 


Tyr 


Arg 
135 


Leu 


His 


Thr 


Val 


Met 


Gly 


He 


Trp 


Met 


145 










150 






Pro 


Ala 


Val 


Gly 


Trp 
165 


His 


Asp 


Thr 


Cys 


Arg 


Phe 


He 
180 


Val 


Ala 


Glu 


He 


Leu 


Leu 


Leu 
195 


Val 


Gly 


Gly 


Ser 


Val 
200 



Lys 


Thr 


Trp Asn 


Gin 


Leu Lys 


Arg 




10 






15 




Lys 


Thr 


Arg Tyr 


He 


Tyr Thr 


Met 


25 








30 




Asn 


Glu 


He Met 


Ser 


Phe Ala 


Gly 








45 






He 


Leu 


Ser Lys 


Leu 


Met Leu 


Lys 






60 








Pro 


Gin 


Gly Ala 


Val 


Pro Cys 


Thr 






75 






80 


Leu 


Leu 


Phe Ala 


Leu 


Glu Pro 


Trp 




90 






95 




Ser 


Ser 


Gly Val 








105 




108 









Arg 


Pro 


Thr Arg 


Pro 


Val Cys 


Thr 




10 






15 




Gly 


Ser 


Ala Val 


Gly 


Trp Leu 


Val 


25 








30 




Asn 


Ala 


Trp Gly 


He 


Leu Ser 


Val 








45 






Pro 


Leu 


Glu Phe 


Leu 


Leu Cys 


Thr 






60 








val 


Ala 


Val Pro 


He 


Ala Thr 


Tyr 






75 






80 


Arg 


Pro 


Asp Phe 


Glu 


Trp Asn 


Glu 




90 






95 




Thr 


Phe 


Tyr Thr 


Leu 


Thr Leu 


Ala 


105 








110 




Ser 


Tyr 


His Arg 


Met 


Trp Met 


Val 








125 






Ser 


Asn 


Ala Lys 


Lys 


Gin Ala 


Gly 






140 








Gly 


Ser 


Phe He 


Leu 


Ser Ala 


Leu 






155 






160 


Ser 


Glu 


Arg Phe 


Tyr 


Thr His 


Gly 




170 






175 




Gly 


Leu 


Gly Phe 


Gly 


Val Cys 


Phe 


185 








190 




Ala 


Met 


Gly Val 


He 


Cys Thr 


Ala 








205 
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He Ala Leu Phe Gin Thr Leu Ala Val Gin Val Gly Arg Gin Ala Asp 

210 215 220 

His Arg Ala Phe Thr Val Pro Thr He Val Val Glu Asp Ala Gin Gly 
225 230 235 240 

Lys Arg Arg Ser Ser He Asp Gly Ser Glu Pro Ala Lys Thr Ser Leu 

245 250 255 

"Gin Thr Thr Gly Leu Val Thr Thr He Val Phe He Tyr Asp Cys Leu 

260 265 * 270 

Met Gly Phe Pro Val Leu Gly Pro Phe Ser Leu Ala Asp Thr His Leu 

275 280 285 

Ser Asp Leu Pro Tyr Thr Trp Gly Asp Arg Asp Ser Gly Gly Ala Cys 

290 295 300 

Val Met 
305 306 



<210> 1943 

<211> 65 

<212> PRT 

<213> Homo sapiens 



<400> 1943 

Fhe Phe Phe Glu Ala Glu Ser Cys Ser Val Pro Gin Ala Gly Val Gin 

1 5 10 15 

Arg Pro Asp Leu Gly Trp Leu His Ala Pro Pro Pro Gly Ser Cys His 

20 25 30 

Phe Pro Ala Ser Ala Ser Gin Val Ala Gly Thr Thr His Ala Arg His 

35 40 45 

His Thr Gin Leu He Phe Ala Phe Leu Val Glu Asn Gly Leu Cys 
50 55 60 63 



<210> 1944 

<211> 227 

<212> PRT 

<213> Homo sapiens 



<400> 1944 

Lys Met Ala Gly Gly Val Arg Pro Leu Arg Gly Leu Arg Ala Leu Cys 

15 io 15 

Arg Val Leu Leu Phe Leu Ser Gin Phe Cys He Leu Ser Gly Gly Glu 

20 25 30 

Ser Thr Glu He Pro Pro Tyr Val Met Lys Cys Pro Ser Asn Gly Leu 

35 40 ~ 45 

Cys Ser Arg Leu Pro Ala Asp Cys He Asp Cys Thr Thr Asn Phe Ser 

50 55 60 

Cys Thr Tyr Gly Lys Pro Val Thr Phe Asp Cys Ala Val Lys Pro Ser 
65 70 75 80 

Val Thr Cys Val Asp Gin Asp Phe Lys Ser Gin Lys Asn Phe He He 

85 90 95 

Asn Met Thr Cys Arg Phe Cys Trp Gin Leu Pro Glu Thr Asp Tyr Glu 

100 105 no 

Cys Thr Asn Ser Thr Ser Cys Met Thr Val Ser Cys Pro Arg Gin Arg 

115 120 * 125 

Tyr Pro Ala Asn Cys Thr Val Arg Asp His Val His Cys Leu Gly Asn 

130 135 140 

Arg Thr Phe Pro Lys Met Leu Tyr Cys Asn Trp Thr Gly Gly Tyr Lys 
145 150 - 155 160 

Trp Val Tyr Gly Leu Trp Leu Leu Arg His His Pro Arg Trp Gly Leu 
165 170 175 
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Gly 


Ala Asp Arg 


Phe Tyr 


Leu 


Gly 


Pro 








180 










185 


Lys 


Leu 


Phe 


Ser 


Phe Gly 


Gly 


Leu 


Gly 






195 










200 




Leu 


Leu 


lie Gly 


Val Gly 


Tyr 


Val 


Gly 




210 










215 






lie 


















225 




















<210> : 


L945 














<211> ! 


92 














<212> PRT 














<213> Homo 


sapiens 










<400> 1945 












Phe 


Phe 


Phe 


Lys 


Met 


Glu 


Ser 


Tyr 


Ser 


1 








5 










Gly 


Ala 


He 


Ser 


Ala 


Pro 


Cys 


Asn 


Leu 








20 










25 


Ser 


Pro 


Ala 


Ser 


Ala 


Ser 




Val 


Ala 






35 










40 




His 


Thr 


Gin 


Gin 


lie 


Phe 


val 


Leu 


Leu 




50 










55 






Val 


Gly 


Gin 


Asp 


Gly 


Leu 


Asp 


Leu 


Leu 


65 










70 








Arg 


Ser 


Pro 


Lys 


Val 


Leu 


Gly 


Leu 


Gin 










85 












<210> 1946 














<211> 562 














<212> PRT 














<213> Homo 


sapiens 










<400> 1946 












His 


Ala 


Ser 


Asp 


His 


Leu 


Tyr 


Pro 


Asn 


1 








5 










Leu 


Lys 


Gin 


Lys 


Gin 


Arg 


Phe 


Glu 


Glu 








20 










25 


Ser 


Val 


Ser 


Ser 


Thr 


Asn 


Gly 


His 


Arg 






35 










40 




Leu 


Gly 


Thr 


Asp 


Gin 


Asp 


Asn 


Leu 


Asp 




50 










55 






Leu 


Glu 


Leu 


Leu 


Val 


Gin 


Lys 


Lys 


Lys 


65 










70 








Ala 


Ala 


Gin 


Leu 


Gin 


He 


Leu 


Met 


Glu 










85 










Aen 


Lys 


Arg 


Glu 


Gin 


Leu 


Glu 


Gin 


lie 








100 










105 


Glu 


Glu 


Asp 


He 


Lys 


Arg 


Val 


Glu 


Glu 






115 










120 




Val 


Ser 


Glu 


Asp 


Ser 


Thr 


Val 


Pro 


Gin 




130 










135 






His 


Ser 


Ser 


He 


He 


Asp 


Ser 


Thr 


Glu 


145 










150 








Ser 


Gly 


Ser 


Ser 


Gin 


Thr 


Lys 


Lys 


Gin 










165 










Ala 


Ser 


Arg 


Arg 


Lys 


Arg 


Leu 


Thr 


Ala 



180 185 



PCTAJS01/03800 



val 


Ala 


Gly Thr Ala 


Ser Gly 






190 




He 


Trp 


Thr Leu He 


Asp Val 






205 




Pro 


Ala 


Asp Gly Ser 


Leu Tyr 






220 




Val 


Ala 


Arg Leu Glu 


Cys Ser 


10 






15 


His 


Leu 


Leu Gly Ser 


Asn Asn 






30 




Gly 


Asn 


He Gly Ala 


Arg His 






45 




val 


Gin 


Met Arg Val 


His Tyr 






60 




Asn 


Leu 


Met He His 


Pro Pro 




75 




80 


Ala 








90 








Phe 


Leu 


Val Asn Glu 


Leu He 


10 






15 


Lys 


Arg 


Phe Lys Leu 


Asp His 






30 




Trp 


Gin 


He Phe Gin 


Asp Trp 






45 




Leu 


Ala 


Asn Val Asn 


Leu Met 






60 




Gin 


Leu 


Glu Ala Glu 


Ser His 




75 




80 


Phe 


Leu 


Lys Val Ala 


Arg Arg 


90 






95 


Gin 


Lys 


Glu Leu Ser 


Val Leu 






110 




Met 


Ser 


Gly Leu Tyr 


Ser Pro 






125 




Phe 


Glu 


Ala Pro Ser 


Pro Ser 






140 




Tyr 


Ser 


Gin Pro Pro 


Gly Phe 




155 




160 


Pro 


Trp 


Tyr Asn Ser 


Thr Leu 


170 






175 


His 


Phe 


Glu Asp Leu 


Glu Gin 






190 
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Cys Tyr Phe Ser 
195 

Ala Ser Gin Leu 
210 

Tyr Asn Ser Val 
225 

Tyr Asn Gly Ser 

Cys Asp Tyr Phe 
260 

Glu Tyr Asp Thr 
275 

Asn Glu Met Thr 
290 

Tyr His Lys Asn 
305 

Leu Trp Asp Gly 

Glu Lys Arg Cys 
340 

Leu Ala Ser Gly 
355 

Leu Asp Asn Ser 
370 

Val Lys Phe Ser 
385 

Asp His Cys Val 

Met Val Phe Lys 
420 

Ser Gly Glu Glu 
435 

Trp Asn Val Gly 
450 

Asn Glu Lys Asn 
465 

Cys Gly Ser Glu 

Lys Thr Leu Leu 
500 

Lys Asp Arg Lys 
515 

Trp Arg Ala Leu 
530 

Ser Gin Gly Thr 
545 



Thr Arg Met 

Asp Glu Phe 
215 

Arg Pro Leu 

230 
Gin Tyr Lys 
245 

Ala He Ala 

Val He Gin 

Cys Asn Ser 
295 

Leu Leu Ala 

310 
Phe Thr Gly 
325 

Trp Ser Val 

Ser Asp Asp 

Val Ala Ser 
375 

Pro ser ser 

3 90 
His Tyr Tyr 
405 

Gly His Arg 

He Val Ser 

Lys Pro Tyr 
455 

Phe Val Gly 

470 
Asn Asn Ser 
485 

Thr Phe Lys 
Glu Asp Asp 

Pro Asp Gly 
535 

He Lys Val 
550 



Ser Arg 
200 

Gin Glu 

Ala Thr 

Ser Leu 

Gly Val 
265 
Asp Ala 
280 

Lys He 
Ser Ser 
Gin Arg 
Asp Phe 

345 
Ala Lys 
360 

He Glu 

Arg Tyr 

Asp Leu 

Lys Ala 
425 
Ala Ser 
440 

Cys Leu 

Leu Ala 

Leu Tyr 

Phe Asp 
505 
Thr Asn 
520 

Glu Ser 
Leu Glu 



He Ser Asp Asp 


Ser 


Arg 


Thr 


205 








Cys Leu Ser Lys 


Phe 


Thr 


Arg 


220 








Leu Ser Tyr Ala 


Ser 


Asp 


Leu 


235 






240 


Val Phe Glu Phe 


Asp 


Arg 


Asp 


250 




255 




Thr Lys Lys He 


Lys 


Val 


Tyr 




270 






Val Asp lie His 


Tyr 


Pro 


Glu 


285 








Ser Cys He Ser 


Trp 


Ser 


Ser 


300 








Asp Tyr Glu Gly 


Thr 


Val 


He 


315 






320 


Ser Lys Val Tyr 


Gin 


Glu 


His 


330 




335 




Asn Leu Met Asp 


Pro 


Lys 


Leu 




350 






Val Lys Leu Trp 


Ser 


Thr 


Asn 


365 








Ala Lys Ala Asn 


Val 


Cys 


Cys 


380 








His Leu Ala Phe 


Gly 


Cys 


Ala 


395 






400 


Arg Asn Thr Lys 


Gin 


Pro 


He 


410 




415 




Val Ser Tyr Ala 


Lys 


Phe 


Val 




430 






Thr Asp Ser Gin 


Leu 


Lys 


Leu 


445 








Arg Ser Phe Lys 


Gly 


His 


He 


460 








Ser Asn Gly Asp 


Tyr 


He 


Ala 


475 






480 


Leu Tyr Tyr Lys 


Gly 


Leu 


Ser 


490 




495 




Thr Val Lys Ser 


Val 


Leu 


Asp 




510 






Glu Phe Val Ser 


Ala 


Val 


Cys 


525 








Asn Val Leu He 


Ala 


Ala 


Asn 


540 








Leu Val 









555 



<210> 1947 
<211> 96 
<212> PRT 

<213> Homo sapiens 



<400> 1947 

Arg Ser Leu Ala Leu Ser Pro Gly Leu Glu Cys Ser Gly Met He Ser 

15 10 15 

Ala His Cys Asn Leu His Leu Leu Gly Ser Ser Asp Pro Pro Thr Ser 

20 25 30 

Ala Ser Gin Val Ala Glu He Thr Ser Val Arg His His Thr Trp Leu 

35 40 45 

He Phe Cys He Leu Gly Gin Met Gly Phe His His Val Gly Glu Gin 
50 55 50 
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Ala Gly Leu Glu Leu Leu Thr Ser Trp Asp Pro Ala lie Leu Pro Ser 
65 70 75 80 

Gin Ser Ala Gly He He Gly Met Ser Pro His Ala Trp Pro Pro 
85 90 95 



<210> 1948 

<211> 128 

<212> PRT 

<213> Homo sapiens 





<400> 1948 














Phe 


Asp 


Thr 


Glu 


Phe 


Val 


Asn He 


Gly Gly Asp Phe Asp Ala 


Ala 


Ala 


1 








5 






10 


15 




Gly 


Val 


Phe 


Arg 


Cys 


Arg 


Leu Pro 


Gly Ala Tyr Phe Phe Ser 


Phe 


Thr 








20 








25 30 






Leu 


Gly 


Lys 


Leu 


Pro 


Arg 


Lys Thr 


Leu Ser Val Lys Leu Met 


Lys 


Asn 






35 








40 


45 






Arg 


Asp 


Glu 


Val 


Gin 


Ala 


Met He 


Tyr Asp Asp Gly Ser Ser 


Arg 


Arg 




50 










55 


60 






Arg 


Glu 


Met 


Gin 


Ser 


Gin 


Ser Val 


Met Leu Ala Leu Arg Arg 


Gly 


Asp 


65 










70 




75 




80 


Ala 


Val 


Trp 


Leu 


Leu 


Ser 


His Asp 


His Asp Gly Tyr Gly Ala 


Tyr 


Ser 










85 






90 


95 




Asn 


His 


Gly 


Lys 


Tyr 


He 


Thr Phe 


Ser Gly Phe Leu Val Tyr 


Pro 


Asp 








100 








105 110 






Leu 


Ala 


Pro 


Ala 


Ala 


Pro 


Pro Gly 


Leu Gly Ala Ser Glu Leu 


Leu 








115 








120 


125 


127 





<210> 1949 

<211> 138 

<212> PRT 

<213> Homo sapiens 





<400> 1949 














Met 


Gly 


Gin 


Pro 


Ala 


Pro 


Tyr Ala 


Glu Gly Pro He Gin Gly 


Gly 


Asp 


' l 








5 






10 


15 




Ala 


Gly 


Glu 


Leu 


Cys 


Lys 


Cys Asp 


Phe Leu Val Phe Thr Ser 


Pro 


Asn 








20 








25 30 






Pro 


Glu 


Ala 


Val 


Cys 


Glu 


Ala Gly 


Thr Pro Ala Met Phe Gin 


Thr 


Ala 






35 








40 


45 






Trp 


Arg 


Gin 


Met 


Glu 


Ser 


Cys Ser 


He Ala Gin Ala Gly Val 


Gin 


Trp 




50 










55 


60 






Arg 


Asp 


Pro 


Gly 


Ser 


Leu 


Kis Pro 


Pro Pro Leu Gly Phe Lys 


Arg 


Phe 


65 










70 




75 




80 


Ser 


Cys 


Leu 


Ser 


Leu 


Pro 


Ser Ser 


Trp Asp Tyr Lys His Ala 


Pro 


Pro 










85 






90 


95 




His 


Pro 


Ala 


Asn 


Phe 


Cys 


He Phe 


Ser Arg Asp Gin Val Ser 


Pro 


Cys 








100 








105 110 






Trp 


Pro 


Gly 


Trp 


Ser 


Arg 


Ser Leu 


Asp Leu Val He Pro Pro 


Pro 


Trp 






115 








120 


125 






Leu 


Pro 


Lys 


Val 


Leu 


Gly 


Leu Gin 


Ala 








130 










135 


137 







<210> 1950 
<211> 148 
<212> PRT 
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<213> Homo sapiens 



<400> 1950 




Phe Phe 
1 


Phe 


Glu Thr 


Glu Ser Cys 


Trp Cys 


Asp 


5 

Leu Cys 


Ser Leu Gin 






20 




Pro Pro 


Ala 


Ser Ala 


Ser Arg Val 




35 




40 


His Thr 


Gin 


Leu He 


Phe Val Phe 


50 






55 


Leu Ala 


Arg 


Asp Gly 


Leu Lys Leu 


65 






70 


Ser Ala 


Ser 


Gin Ser 


Ser Trp Asp 






85 




Ala Asn 


Phe 


Phe Val 


Phe Leu Val 






100 




Gin Ala 


Gly 


Val Gin 


Trp Leu Phe 




115 




120 


Ser Thr 


Gly 


Val Leu 


Thr Cys Ser 


130 






135 



Pro Pro 



145 146 



Tyr Val Ala Gin Ala Gly Val Gin 

10 15 
Ala Pro Pro Pro Gly Ser Ser Asp 

25 30 
Ala Gly Thr Thr Gly Ala Arg His 
45 

Leu Val Glu Thr Gly Phe His Met 
60 

Leu Thr Ser Ser Asp Pro Pro Ala 
75 80 
Tyr Arg Arg Glu Pro Pro Arg Leu 

90 95 
Glu Thr Gly Ser Arg Tyr Val Ala 
105 110 
Thr Gly Ala He Pro Leu Leu He 
125 

Val Ser Asp Leu Gly Arg Phe Thr 
140 



<210> 1951 

<211> 353 

<212> PRT 

<213> Homo sapiens 



<400> 1951 

His Glu Val Gin Glu Ser He His Phe Leu Glu Ser Glu Phe Ser Arg 

15 io 15 

Gly He Ser Asp Asn Tyr Thr Leu Ala Leu He Thr Tyr Ala Leu Ser 

20 25 30 

Ser Val Gly Ser Pro Lys Ala Lys Glu Ala Leu Asn Met Leu Thr Trp 

35 40 45 

Arg Ala Glu Gin Glu Gly Gly Met Gin Phe Trp Val Ser Ser Glu Ser 

50 55 60 

Lys Leu Ser Asp Ser Trp Gin Pro Arg Ser Leu Asp He Glu Val Ala 
65 70 75 80 

Ala Tyr Ala Leu Leu Ser His Phe Leu Gin Phe Gin Thr Ser Glu Gly 

85 90 95 

He Pro He Met Arg Trp Leu Ser Arg Gin Arg Asn Ser Leu Gly Gly 

100 105 110 

Phe Ala Ser Thr Gin Asp Thr Thr Val Ala Leu Lys Ala Leu Ser Glu 

115 120 125 

Phe Ala Ala Leu Met Asn Thr Glu Arg Thr Asn He Gin Val Thr Val 

130 135 140 

Thr Gly Pro Ser Ser Pro Ser Pro Val Lys Phe Leu He Asp Thr His 
145 150 155 160 

Asn Arg Leu Leu Leu Gin Thr Ala Glu Leu Ala Asp Gly Thr Ala Asn 

165 170 175 

Gly Ser Val Ser He Ser Ala Asn Gly Phe Gly Phe Ala He Cys Gin 

180 185 190 

Leu Asn Val Val Tyr Asn Val Lys Ala Ser Gly Ser Ser Arg Arg Arg 

195 200 205 

Arg Ser He Gin Asn Gin Glu Ala Phe Asp Leu Asp Val Ala Val Lys 

210 215 220 

Glu Asn Lys Asp Asp Leu Asn His Val Asp Leu Asn Val Cys Thr Ser 
225 230 235 240 



1069 



WO 01/57188 



PCTAJS01/03800 



Phe 


Ser 


Gly 


Pro 


Gly 
245 


Arg 


Ser 


Gly 


Met 


Ala 
250 


Leu 


Met 


Glu 


Val 


Asn 
255 


Leu 


Leu 


Ser 


Gly 


Phe 
260 


Met 


Val 


Pro 


Ser 


Glu 
265 


Ala 


He 


Ser 


Leu 


Ser 
270 


Glu 


Thr 


Val 


Lys 


Lys 
275 


Val 


Glu 


Tyr 


Asp 


His 
280 


Gly 


Lys 


Leu 


Asn 


Leu 
285 


Tyr 


Leu 


Asp 


Ser 


Val 
290 


Asn 


Glu 


Thr 


Gin 


Phe 
295 


Cys 


Val 


Asn 


He 


Pro 
300 


Ala 


Val 


Arg 


Asn 


Phe 


Lys 


Val 


ser 


Asn 


Thr 


Gin 


Asp 


Ala 


Ser 


Val 


Ser 


lie 


Val 


Asp 


Tyr 


305 










310 










315 










320 


Tyr 


Glu 


Pro 


Arg 


Arg 
325 


Gin 


Ala 


Val 


Arg 


Ser 
330 


Tyr 


Asn 


Ser 


Glu 


Val 
335 


Lys 


Leu 


Ser 


Ser 


Cys 
340 


Asp 


Leu 


Cys 


Ser 


Asp 
345 


Val 


Gin 


Arg 


Leu 


Pro 
350 


Ser 


Leu 
352 



<210> 1952 

<211> 562 

c212> PRT 

<213> Homo sapiens 



<400> 1952 



Met 


Arg 


Ala 


Pro 


Gly 


Arg 


Pro 


Ala 


Leu 


Arg 


Pro 


Leu 


Pro 


Leu 


Pro 


Pro 


1 








5 










10 










15 




Leu 


Leu 


Leu 


Leu 
20 


Leu 


Leu 


Ser 


Ser 


Pro 
25 


Trp 


Gly 


Arg 


Ala 


Val 
30 


Pro 


Cys 


Val 


Ser 


Gly 
35 


Gly 


Leu 


Pro 


Lys 


Pro 
40 


Ala 


Asn 


He 


Thr 


Phe 
45 


Leu 


Ser 


He 


Asn 


Met 
50 


Lys 


Asn 


Val 


Leu 


Gin 
55 


Trp 


Thr 


Pro 


Pro 


Glu 
60 


Gly 


Leu 


Gin 


Gly 


Val 


Lys 


Val 


Thr 


Tyr 


Thr 


Val 


Gin 


Tyr 


Phe 


He 


Tyr 


Gly 


Gin 


Lys 


Lys 


65 










70 










75 










80 


Trp 


Leu 


Asn 


Lyo 


Ser 
85 


Glu 


Cys 


Arg 


Asn 


He 
90 


Asn 


Arg 


Thr 


Tyr 


Cys 
95 


Asp 


Leu 


Ser 


Ala 


Glu 
100 


Thr 


Ser 


Asp 


Tyr 


Glu 
105 


His 


Gin 


Tyr 


Tyr 


Ala 
110 


Lys 


Val 


Lys 


Ala 


He 
115 


Trp 


Gly 


Thr 


Lys 


Cys 
120 


Ser 


Lys 


Trp 


Ala 


Glu 
125 


Ser 


Gly 


Arg 


Phe 


Tyr 


Pro 


Phe 


Leu 


Glu 


Thr 


Gin 


He 


Gly 


Pro 


Pro 


Glu 


Val 


Ala 


Leu 




130 




Glu 






135 










140 










Thr 


Thr 


Asp 


Lys 


Ser 


He 


Ser 


Val 


Val 


Leu 


Thr 


Ala 


Pro 


Glu 


Lys 


145 










150 










155 










160 


Trp 


Lys 


Arg 


Asn 


Pro 
165 


Glu 


Asp 


Leu 


Pro 


Val 
170 


Ser 


Met 


Gin 


Gin 


He 
175 


Tyr 


Ser 


Asn 


Leu 


Lys 
180 


Tyr 


Asn 


Val 


Ser 


Val 
185 


Leu 


Asn 


Thr 


Lys 


Ser 
190 


Asn 


Arg 


Thr 


Trp 


Ser 
195 


Gin 


Cys 


Val 


Thr 


Asn 
200 


His 


Thr 


Leu 


Val 


Leu 
205 


Thr 


Trp 


Leu 


Glu 


Pro 
210 


Asn 


Thr 


Leu 


Tyr 


Cys 
215 


Val 


His 


Val 


Glu 


Ser 
220 


Phe 


Val 


Pro 


Gly 


Pro 


Pro 


Arg 


Arg 


Ala 


Gin 


Pro 


Ser 


Glu 


Lys 


Gin 


Cys 


Ala 


Arg 


Thr 


Leu 


225 










230 










235 










240 


Lys 


Asp 


Gin 


Ser 


Ser 
245 


Glu 


Phe 


Lys 


Ala 


Lys 
250 


He 


He 


Phe 


Trp 


Tyr 
255 


Val 


Leu 


Pro 


He 


Ser 
260 


lie 


Thr 


Val 


Phe 


Leu 
265 


Phe 


Ser 


Val 


Met 


Gly 
270 


Tyr 


Ser 


He 


Tyr 


Arg 
275 


Tyr 


He 


His 


Val 


Gly 
280 


Lys 


Glu 


Lys 


His 


Pro 
285 


Ala 


Asn 


Leu 


He 


Leu 
290 


He 


Tyr 


Gly 


Asn 


Glu 
295 


Phe 


Asp 


Lys 


Arg 


Phe 
300 


Phe 


Val 


Pro 


Ala 
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Glu 


Lys 


He 


val 


He 


Asn 


Phe 


He 


Thr 


305 










310 








Lys 


lie 


Ser 


His 


Gin 


Asp 


Met 


Ser 


Leu 










325 










Ser 


Ser 


Leu 


Asn 


Asp 


Pro 


Gin 


Pro 


Ser 








340 










345 


Glu 


Glu 


Glu 


Glu 


Val 


Lys 


His 


Leu 


Gly 






355 










360 




lie 


Phe 


Cys 


Asp 


Ser 


Glu 


Glu 


Asn 


Thr 




370 










375 






Gin 


Glu 


Ser 


Leu 


Ser 


Arg 


Thr 


He 


Pro 


385 










390 








Tyr 


Glu 


Tyr 


Asp 


Val 


Arg 


Thr 


Thr 


Asp 










405 










Gin 


Glu 


Leu 


Ser 


Leu 


Gin 


Glu 


Glu 


Val 








420 










425 


Glu 


Ser 


Gin 


Ala 


Ala 


Leu 


Ala 


Val 


Leu 






435 










440 




Ser 


Tyr 


Thr 


Pro 


Gin 


Leu 


Gin 


Asp 


Leu 




450 










455 






Thr 


Asp 


Ser 


Glu 


Glu 


Gly 


Pro 


Glu 


Glu 


465 










470 








Asp 


Trp 


Asp 


Pro 


Gin 


Thr 


Gly 


Arg 


Leu 










485 










Phe 


Asp 


Gin 


Asp 


Ser 


Glu 


Gly 


Cys 


Glu 








500 










505 


Gly 


Glu 


Glu 


Gly 


Leu 


Leu 


Ser 


Arg 


Leu 






515 










520 




Arg 


Pro 


Pro 


Gly 


Glu 


Asn 


Glu 


Thr 


Tyr 




530 










535 






Trp 


Gly 


Leu 


Tyr 


Val 


Gin 


Met 


Glu 


Asn 


545 










550 






553 




<210> 1953 














<211> 202 
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Glu 


Ser 


Gin 


Leu 


Arg 
600 


Asn 


Leu 


His 
610 


His 


Pro 


Gly 


Val 


Val 
615 


Asn 


Leu 


Glu 


Arg 


Val 


Phe 


Val 


Val 


Met 


Glu 


Lys 


625 










630 








Met 


lie 


Leu 


Ser 


Ser 
645 


Glu 


Lys 


Gly 


Arg 


Phe 


Leu 


lie 


Thr 
660 


Gin 


He 


Leu 


Val 


Ala 
665 


Asn 


He 


val 
675 


His 


Cys 


Asp 


Leu 


Lys 
680 


Pro 
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Thr 


He 


Arg 


Thr 


Ser 


Ser 


Ala 










190 






Pro 


Leu 


Leu 


Gin 


Lys 


Ser 


Pro 








205 








Arg 


Ser 


Asn 


Ser 


Gin 


Ser 


Tyr 






220 










He 


Leu 


Met 


Ser 


Lys 


Val 


Lys 




235 










240 


Tyr 


Thr 


Arg 


Pro 


Thr 


Val 


Cys 


250 










255 




Leu 


Phe 


Arg 


Gin 


Gly 


Leu 


Gin 










270 






Lys 


Arg 


Cys 


Ala 


Pro 


Lys 


Val 








2B5 








He 


Asn 


Gly 


Asp 


Leu 


Leu 


Ser 






300 










Glu 


Glu 


Gly 


Ser 


Asp 


Asp 


Asn 




315 










320 


Asp 


Asp 


Met 


Glu 


Glu 


Ala 


Met 


330 










335 




GlU 


Cys 


Gin 


Asn 


Asp 


Ser 


Gly 










350 






GlU 


Asp 


Ala 


Asn 


Arg 


Thr 


lie 








365 








Leu 


Met 


Arg 


Val 


Val 


Gin 


Ser 






380 










Thr 


Val 


Met 


Lys 


Glu 


Gly 


Trp 




395 










400 


Leu 


Arg 


Lys 


Arg 


His 


Tyr 


Trp 


410 










415 




Phe 


Gin 


Asn 


Asp 


Thr 


Gly 


Ser 










430 






Glu 


He 


Leu 


Ser 


Leu 


Glu 


Pro 








445 








Gly 


Ala 


Asn 


Pro 


His 


Cys 


Phe 






460 










Tyr 


Val 


Gly 


Glu 


Asn 


Val 


Val 




475 










480 


ser 


Val 


Leu 


Thr 


Ser 


Gly 


Val 


490 










495 




He 


Ala 


He 


Gin 


His 


Ala 


Leu 










510 






Val 


Gly 


Thr 


Gly 


Thr 


Asn 


Leu 








525 








Val 


Ser 


Asn 


Cys 


Gin 


He 


Gin 






540 










Gin 


He 


Phe 


Pro 


Asp 


Glu 


Val 




555 










560 


Tyr 


Gly 


Gly 


Lys 


His 


Arg 


Lys 


570 










575 




He 


Asp 


Lys 


Leu 


Arg 


Phe 


Pro 










590 






Glu 


Val 


Ala 


He 


Leu 


Gin 


Asn 








605 








Glu 


Cys 


Met 


Phe 


Glu 


Thr 


Pro 






620 










Leu 


His 


Gly 


Asp 


Met 


Leu 


Glu 




635 










640 


Leu 


Pro 


Glu 


His 


lie 


Thr 


Lys 


650 










655 




Leu 


Arg 


His 


Leu 


His 


Phe 


Lys 










670 






GlU 


Asn 


Val 


Leu 


Leu 


Ala 


Ser 



685 
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Ala 


Asp 


Pro 


Phe 


Pro 


Gin 


Val 


Lys 


Leu 




690 










695 






lie 


He 


Gly 


Glu 


Lys 


Ser 


Phe 


Arg 


Arg 


705 










710 








Tyr 


Leu 


Ala 


Pro 


Glu 


Val 


Leu 


Arg 


Asn 










725 










Asp 


Met 


Trp 


Ser 


Val 


Gly 


Val 


He 


He 








740 










745 


Phe 


Pro 


Phe 


Asn 


Glu 


Asp 


Glu 


Asp 


He 






755 










760 




Ala 


Phe 


Met 


Tyr 


Pro 


Pro 


Asn 


Pro 


Trp 




770 










775 






lie 


Asp 


Leu 


He 


Asn 


Asn 


Leu 


Leu 


Gin 


785 










790 








Ser 


val 


Asp 


Lys 


Thr 


Leu 


Ser 


His 


Pro 










805 










Trp 


Leu 


Asp 


Leu 


Arg 


Glu 


Leu 


Glu 


Cys 








820 










825 


Thr 


HIS 


Glu 


Ser 


ASp 


ASp 


Leu 


Arg 


Trp 






635 










840 




Gly 


Leu 


Gin 


Tyr 


Pro 


Thr 


His 


Leu 


lie 




850 










855 






Asp 


Thr 


Pro 


Glu 


Thr 


GlU 


Glu 


Thr 


Glu 


865 










870 








Val 


Ser 


He 


Leu 


















884 














<210> 1957 














<211> 1502 














<212> PRT 














<213> Homo 


sapiens 










<400> 1957 












Ser 


Arg 


Pro 


Trp 


Trp 


Leu 


Arg 


Ala 


Ser 


1 








5 










Ala 


Met 


Ala 


Lys 


Arg 


Ser 


Arg 


Gly 


Pro 








20 










25 


Leu 


Val 


Leu 


Phe 


Cys 


Ala 


Trp 


Gly 


Thr 






35 










40 




Pro 


Gly 


Ala 


Gly 


Cys 


Pro 


Ser 


Arg 


Cys 




50 










55 






Arg 


Cys 


Met 


His 


Leu 


Leu 


Leu 


Glu 


Ala 


65 










70 








Thr 


Ser 


He 


Leu 


Asp 


Leu 


Arg 


Phe 


Asn 










85 










Gly 


Ala 


Phe 


Arg 


Arg 


Leu 


Arg 


Asn 


Leu 








100 










105 


Asn 


Gin 


lie 


Lys 


Arg 


He 


Pro 


Ser 


Gly 






115 










120 




Leu 


Lys 


Tyr 


Leu 


Tyr 


Leu 


Tyr 


Lys 


Asn 




130 










135 






Gin 


Ala 


Phe 


Lys 


Gly 


Leu 


Ala 


Ser 


Leu 


145 










150 








Asn 


Gin 


lie 


Glu 


Thr 


Leu 


Asp 


Pro 


Asp 










165 










Leu 


Glu 


Arg 


Leu 


Phe 


Leu 


His 


Asn 


Asn 








180 










185 


Gly 


Thr 


Phe 


Asn 


His 


Leu 


Glu 


Ser 


Met 




195 










200 




Asn 


Thr 


Leu 


His 


Cys 


Asp 


Cys 


Glu 


He 




210 










215 
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Cys 


Asp 


Phe 


Gly 


Phe 


Ala 


Arg 






700 








Ser 


Val 


Val 


Gly 


Thr 


Pro 


Ala 




715 










720 


Lys 


Gly 


Tyr 


Asn 


Arg 


Ser 


Leu 


730 










735 




Tyr 


Val 


Ser 


Leu 


Ser 


Gly 


Thr 










750 






His 


Asp 


Gin 


He 


Gin 


Asn 


Ala 








7S5 








Lys 


Glu 


He 


Ser 


His 


Glu 


Ala 






780 










Val 


Lys 


Met 


Arg 


Lys 


Arg 


Tyr 




795 










800 


Trp 


Leu 


Gin 


Asp 


Tyr 


Gin 


Thr 


810 










815 




Lys 


He 


Gly 


Glu 


Arg 


Tyr 


He 










830 






Glu 


Lys 


Tyr 


Ala 


Gly 


Glu 


Gin 








845 








Asn 


Pro 


Ser 


Ala 


Ser 


His 


Ser 






860 










Met 


Lys 


Ala 


Leu 


Gly 


Glu 


Arg 




875 










880 


Glu 


Arg 


Pro 


Ser 


Ala 


Pro 


Ser 


10 










15 




Gly 


Arg 


Arg 


Cys 


Leu 


Leu 


Ala 










30 






Leu 


Ala 


Val 


Val 


Ala 


Gin 


Lys 








45 








Leu 


Cys 


Phe 


Arg 


Thr. 


Thr 


Val 






60 










Val 


Pro 


Ala 


Val 


Ala 


Pro 


Gin 




75 










80 


Arg 


He 


Arg 


Glu 


He 


Gin 


Pro 


90 










95 




Asn 


Thr 


Leu 


Leu 


Leu 


Asn 


Asn 










110 






Ala 


Phe 


Glu 


Asp 


Leu 


Glu 


Asn 








125 








Glu 


He 


Gin 


Ser 


He 


Asp 


Arg 






140 










Glu 


Gin 


Leu 


Tyr 


Leu 


His 


Phe 




155 










160 


Ser 


Phe 


Gin 


His 


Leu 


Pro 


Lys 


170 










175 




Arg 


He 


Thr 


His 


Leu 


Val 


Pro 










190 






Lys 


Arg 


Leu 


Arg 


Leu 


Asp 


Ser 








205 








Leu 


Trp 


Leu 


Ala 


Asp 


Leu 


Leu 



220 
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Lys Thr Tyr Ala Glu Ser Gly Asn Ala Gin Ala Ala Ala He Cys Glu 
225 230 235 * 240 

Tyr Pro Arg Arg He Gin Gly Arg Ser Val Ala Thr He Thr Pro Glu 

245 250 255 

Glu Leu Asn Cys Glu Arg Pro Arg Xle Thr Ser Glu Pro Gin Asp Ala 

260 265 270 

Asp Val Thr Ser Gly Asn Thr Val Tyr Phe Thr Cys Arg Ala Glu Gly 

275 280 285 

Asn Pro Lys Pro Glu He He Trp Leu Arg Asn Asn Asn Glu Leu Ser 

290 295 300 

Met Lys Thr Asp Ser Arg Leu Asn Leu Leu Asp Asp Gly Thr Leu Met 
305 310 315 320 

He Gin Asn Thr Gin Glu Thr Asp Gin Gly He Tyr Gin Cys Met Ala 

325 330 335 

Lys Asn Val Ala Gly Glu Val Lys Thr Gin Glu Val Thr Leu Arg Tyr 

340 345 350 

Phe Gly Ser Pro Ala Arg Pro Thr Phe Val lie Gin Pro Gin Asn Thr 

355 360 365 

Glu Val Leu Val Gly Glu Ser Val Thr Leu Glu Cys Ser Ala Thr Gly 

370 375 380 

His Pro Pro Pro Arg He Ser Trp Thr Arg Gly Asp Arg Thr Pro Leu 
385 390 395 400 

Pro Val Asp Pro Arg Val Asn He Thr Pro Ser Gly Gly Leu Tyr He 

405 410 415 

Gin Asn Val Val Gin Gly Asp ser Gly Glu Tyr Ala Cys Ser Ala Thr 

420 425 " 430 

Asn Asn He Asp Ser Val His Ala Tnr Ala Phe He He Val Gin Ala 

435 440 445 

Leu Pro Gin Phe Thr Val Thr Pro Gin Asp Arg Val Val He Glu Gly 

450 455 460 

Gin Thr Val Asp Phe Gin Cys Glu Ala Lys Gly Asn Pro Pro Pro Val 
465 470 475 480 

He Ala Trp Thr Lys Gly Gly Ser Gin Leu Ser Val Asp Arg Arg His 

485 490 495 

Leu Val Leu Ser Ser Gly Thr Leu Arg He Ser Gly Val Ala Leu His 

500 505 510 

Asp Gin Gly Gin Tyr Glu Cys Gin Ala Val Asn He He Gly Ser Gin 

515 520 525 

Lys Val Val Ala His Leu Thr Val Gin Pro Arg Val Thr Pro Val Phe 

530 535 540 

Ala Ser He Pro Ser Asp Thr Thr Val Glu Val Gly Ala Asn Val Gin 
545 550 555 560 

Leu Pro Cys Ser Ser Gin Gly Glu Pro Glu Pro Ala He Thr Trp Asn 

565 570 575 

Lys Asp Gly Val Gin Val Thr Glu Ser Gly Lys Phe His He Ser Pro 

580 585 590 

Glu Gly Phe Leu Thr He Asn Asp Val Gly Pro Ala Asp Ala Gly Arg 

595 600 605 

Tyr Glu Cys Val Ala Arg Asn Thr . He Gly Ser Ala Ser Val Ser Met 

610 615 620 

Val Leu Ser Val Asn Val Pro Asp Val Ser Arg Asn Gly Asp Pro Phe 
625 630 635 640 

Val Ala Thr Ser He Val Glu Ala He Ala Thr Val Asp Arg Ala He ■ 

645 650 655 

Asn Ser Thr Arg Thr His Leu Phe Asp Ser Arg Pro Arg Ser Pro Asn 

660 665 670 

Asp Leu Leu Ala Leu Phe Arg Tyr Pro Arg Asp Pro Tyr Thr Val Glu 

675 680 685 

Gin Ala Arg Ala Gly Glu He Phe Glu Arg Thr Leu Gin Leu He Gin 

690 695 700 

Glu His Val Gin His Gly Leu Met Val Asp Leu Asn Gly Thr Ser Tyr 
705 710 715 720 

His Tyr Asn Asp Leu Val Ser Pro Gin Tyr Leu Asn Leu He Ala Asn 
725 730 735 
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Leu 


Ser 


Gly 


Cys 


Thr 


Ala 


His 


Arg 


Arg 


Val 


Asn 


Asn 


Cys 


Ser 


Asp 


Met 








740 










745 










750 






Cys 


Phe 


His 


Gin 


Lys 


Tyr 


Arg 


Thr 


His 


Asp 


Gly 


Thr 


Cys Asn 


Asn 


Leu 






755 










760 










765 








Gin 


His 


Pro 


Met 


Trp 


Gly 


Ala 


Ser 


Leu 


Thr 


Ala 


Phe 


Glu- Arg 


Leu 


Leu 




770 










775 










780 










Lys 


Ser 


Val 


Tyr 


Glu 


Asn 


Gly 


Phe 


Asn 


Thr 


Pro 


Arg 


Gly 


He 


Asn 


Pro 


785 










790 










795 










800 


His 


Arg 


Leu 


Tyr 


Asn 


Gly 


His 


Ala 


Leu 


Pro 


Met 


Pro 


Arg 


Leu 


Val 


Ser 










805 










810 










815 




Thr 


Thr 


Leu 


He 


Gly 


Thr 


Glu 


Thr 


Val 


Thr 


Pro 


Asp 


Glu 


Gin 


Phe 


Thr 








820 










825 










830 






His 


Met 


Leu 


Met 


Gin 


Trp 


Gly 


Gin 


Phe 


Leu 


Asp 


His 


Asp 


Leu 


Asp 


Ser 






835 










840 










345 








Thr 


Val 


Val 


Ala 


Leu 


Ser 


Gin 


Ala 


Arg 


Phe 


Ser 


Asp, 


Gly 


Gin 


His 


Cys 




850 










655 










860 










Ser 


Asn 


Val 


Cys 


Ser 


Asn 


Asp 


Pro 


Pro 


Cys 


Phe 


Ser 


Val 


Met 


He 


Pro 


865 










870 










875 










880 


Pro 


As n 


Asp 


Ser 


Arg 


Ala 


Arg 


Ser 


Gly 


Ala 


Arg 


Cys 


Met 


Phe 


Phe 


Val 










885 










890 










895 




Arg 


Ser 


Ser 


Pro 


Val 


Cys 


Gly 


Ser 


Gly 


Met 


Thr 


Ser 


Leu 


Leu 


Met 


Asn 








900 










905 










910 






Ser 


Val 


Tyr 


Pro 


Arg 


Glu 


Gin 


He 


Asn 


Gin 


Leu 


Thr 


Ser 


Tyr 


He 


Asp 






915 










920 










925 








Ala 


Ser 


Asn 


Val 


Tyr 


Gly 


Ser 


Thr 


Glu 


His 


Glu 


Ala 


Arg 


Ser 


lie 


Arg 




930 










935 










940 










Asp 


Leu 


Ala 


Ser 


His 


Arg 


Gly 


Leu 


Leu 


Arg 


Gin 


Gly 


He 


Val 


Gin 


Arg 


945 










950 










955 










960 


Ser 


Gly 


Lys 


Pro 


Leu 


Leu 


Pro 


Phe 


Ala 


Thr 


Gly 


Pro 


Pro 


Thr 


Glu 


Cys 










965 










970 










975 




Met 


Arg 


Asp 


Glu 


Asn 


Glu 


Ser 


Pro 


He 


Pro 


Cys 


Phe 


Leu 


Ala 


Gly 


Asp 








980 










985 










990 






His 


Arg 


Ala 


Asn 


Glu 


Gin 


Leu 


Gly 


Leu 


Thr 


Ser 


Met 


His 


Thr 


Leu 


Trp 






995 








1000 








1005 








Phe 


Arg 


Glu 


His 


Asn 


Arg 


He Ala 


Thr 


Glu 


Leu 


Leu Lys 


Leu 


Asn 


Pro 


1010 








1015 








1020 










His Trp 


Asp 


Gly 


Asp 


Thr He Tyr 


Tyr 


Glu 


Thr Arg Lys 


He 


Val 


Gly 


1025 








1030 








1035 








1040 


Ala 


Glu 


lie 


Gin 


His 


He Thr Tyr 


Gin 


His 


Trp Leu 


Pro 


Lys 


He 


Leu 



1045 1050 1055 



Gly Glu Val Gly Met Arg Thr Leu Gly Glu Tyr His Gly Tyr Asp Pro 

1060 1065 1070 

Gly He Asn Ala Gly He Phe Asn Ala Phe Ala Thr Ala Ala Phe Arg 

1075 1080 10B5 

Phe Gly His Thr Leu Val Asn Pro Leu Leu Leu Pro Gly Leu Asp Glu 

1090 1095 1100 

Asn Phe Gin Pro He Ala Gin Asp His Leu Pro Leu His Lys Ala Phe 
1105 1110 1115 1120 

♦ Phe Ser Pro Phe Arg He Val Asn Glu Gly Gly He Asp Pro Leu Leu 

1125 1130 1135 

Arg Gly Leu Phe Gly Val Ala Gly Lys Met Arg Val Pro Ser Gin Leu 

1140 1145 1150 

Leu Asn Thr Glu Leu Thr Glu Arg Leu Phe Ser Met Ala His Thr Val 

1155 1160 1155 

Ala Leu Asp Leu Ala Ala He Asn He Gin Arg Gly Arg Asp His Gly 

1170 1175 1180 

He Pro Pro Tyr His Asp Tyr Arg Val Tyr Cys Asn Leu Ser Ala Ala 
1185 1190 1195 1200 

His Thr Phe Glu Asp Leu Lys Asn Glu He Lys Asn Pro Glu He Arg 

1205 1210 1215 

Glu Lys Leu Lys Arg Leu Tyr Gly Ser Thr Leu Asn He Asp Leu Phe 

1220 1225 1230 

Pro Ala Leu Val Val Glu Asp Leu Val Pro Gly Ser Arg Leu Gly Pro 
1235 1240 1245 
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Thr Leu Met Cys Leu Leu Ser Thr Gin Phe Lys Arg Leu Arg Asp Gly 

1250 1255 1260 

Asp Arg Leu Trp Tyr Glu Asn Pro Gly Val Phe Ser Pro Ala Gin Leu 
1265 1270 1275 1280 

Thr Gin He Lys Gin Thr Ser Leu Ala Arg He Leu Cys Asp Asn Ala 

1285 1290 1295 

Asp Asn He Thr Arg Val Gin Ser Asp Val Phe Arg Val Ala Glu Phe 

1300 1305 1310 

Pro His Gly Tyr Gly Ser Cys Asp Glu He Pro Arg Val Asp Leu Arg 

1315 1320 1325 

Val Trp Gin Asp Cys Cys Glu Asp Cys Arg Thr Arg Gly Gin Phe Asn 

1330 1335 1340 

Ala Phe Ser Tyr His Phe Arg Gly Arg Arg Ser Leu Glu Phe Ser Tyr 
1345 1350 1355 1360 

Gin Glu Asp Lys Pro Thr Lys Lys Thr Arg Pro Arg Lys He Pro Ser 

1365 1370 1375 

Val Gly Arg Gin Gly Glu His Leu Ser Asn Ser Thr Ser Ala Phe Ser 

1380 1385 1390 

Thr Arg Ser Asp Ala Ser Gly Thr Asn Asp Phe Gin Arg Val Cys Ser 

1395 1400 1405 

Trp Glu Met Gin Lys Thr He Thr Asp Leu Arg Thr Gin He Lys Lys 

1410 1415 1420 

Leu Glu Ser Arg Leu Ser Thr Thr Glu Cys val Asp Ala Gly Gly Glu 
1425 1430 1435 1440 

Ser His Ala Asn Asn Thr Lys Trp Lys Lys Asp Ala Cys Thr He Cys 

1445 " 1450 1455 

Glu Cys Lys Asp Gly Gin Val Thr Cys Phe Val Glu Ala Cys . Pro Pro 

1460 1465 1470 

Ala Thr Cys Ala Val Pro Val Asn He Pro Gly Ala Cys Cys Pro Val 

1475 1480 1485 

Cys Leu Gin Lys Arg Ala Glu Glu Lys Pro 
1490 1495 1498 



<210> 1958 
<211> 262 
<212> PRT 

<213> Homo sapiens 



<400> 1958 



Phe 


Ser 


Phe 


Leu 


Cys 


Gly 


Val 


Ser 


Gly 


Arg 


Leu 


Gly 


Leu 


Asp 


Ser 


Glu 


1 








5 










10 










15 




Glu 


Asp 


Tyr 


Tyr 
20 


Thr 


Pro 


Gin 


Lys 


Val 
25 


Asp 


Val 


Pro 


Lys 


Ala 
30 


Leu 


He 


lie 


val 


Ala 
35 


Val 


Gin 


Cys 


Gly 


Cys 
40 


Asp 


Gly 


Thr 


Phe 


Leu 
45 


Leu 


Thr 


Gin 


Ser 


Gly 
50 


Lys 


Val 


Leu 


Ala 


cys 
55 


Gly 


Leu 


Asn 


Glu 


Phe 
60 


Asn 


Lys 


Leu 


Gly 


Leu 


Asn 


Gin 


Cys 


Met 


Ser 


Gly 


He 


He 


Asn 


His 


Glu 


Ala 


Tyr 


His 


Glu 


65 










70 










75 










80 


Val 


Pro 


Tyr 


Thr 


Thr 
85 


Ser 


Phe 


Thr 


Leu 


Ala 
90 


Lys 


Gin 


Leu 


Ser 


Phe 
95 


Tyr 


Lys 


He 


Arg 


Thr 
100 


He 


Ala 


Pro 


Gly 


Lys 
105 


Thr 


His 


Thr 


Ala 


Ala 
110 


He 


Asp 


Glu 


Arg 


Gly 
115 


Arg 


Leu 


Leu 


Thr 


Phe 

120 


Gly 


Cys 


Asn 


Lys 


Cys 
125 


Gly 


Gin 


Leu 


Gly 


Val 
130 


Gly 


Asn 


Tyr 


Lys 


Lys 
135 


Arg 


Leu 


Gly 


He 


Asn 
140 


Leu 


Leu 


Gly 


Gly 


Pro 


Leu 


Gly 


Gly 


Lys 


Gin 


Val 


He 


Arg 


Val 


Ser 


Cys 


Gly 


Asp 


Glu 


Phe 


145 










150 










155 










160 


Thr 


He 


Ala 


Ala 


Thr 
165 


Asp 


Asp 


Asn 


His 


He 
170 


Phe 


Ala 


Trp 


Gly 


Asn 
175 


Gly 
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Gly Asa Gly Arg Leu Ala Met Thr 
180 

Asp lie Cys Thr Ser Trp Pro Arg 
195 200 
Val Pro Asp Leu Ser Cys Arg Gly 

210 215 
Lys Val Leu Asn Ser Lya Thr lie 
225 230 
lie Gly Thr Val Phe Gin Ser. Ser 
245 

Gly Pro Asp Ala Trp 
260 261 



Pro Thr Glu Arg Pro His Gly Ser 
185 190 
Pro lie Phe Gly Ser Leu His His 
205 

Trp His Thr lie Leu lie Val Glu 
220 

Arg Ser Asn Ser Ser Gly Leu Ser 
235 240 
Ser Pro Gly Gly Gly Gly Glu Gly 
250 255 



<210> 1959 

<211> 139 

<212> PRT 

<213> Homo sapiens 



<400> 1959 

Phe Phe Phe Phe Glu Thr Glu Ser Arg Ser Val Ala Gin Ala Gly Val 

15 10 15 

Gin Trp Arg Asp Leu Gly Ser Leu Gin Ala Pro Pro Pro Gly Phe Thr 

20 25 30 

Pro Phe Ser Cys Leu Ser Leu Pro Ser Ser Trp Asp Tyr Arg Arg Pro 

35 40 45 

Pro Leu Arg Pro Ala Asn Phe Phe Val Phe Leu Val Glu Thr Gly Phe 

50 55 60 

His Arg Phe Ser Arg Asp Gly Leu Asp Leu Leu Thr Ser Gly Asp Pro 
65 70 75 80 

Pro Ala Ser Ala Ser Gin Ser Ala Gly He Thr Gly Val Ser His Arg 

85 90 95 

Ala Arg Pro Arg He Asn Leu Arg Asn Val He Tyr Ser Phe Ala Val 

100 105 110 

Thr Tyr Cys Leu Asn Tyr He Ser Leu Ala Met Ser Ser Thr Leu Lys 

115 120 125 

Leu Ser Phe His Val Leu Ser Gly Ser 
130 135 137 



<210> 1960 

<211> 80 

<212> PRT 

<213> Homo sapiens 



<400> 1960 

Glu Cys Arg Gly Val He Ser Ala His Cys Cys Thr Leu Cys Leu Pro 

15 10 15 

Ser Ser Ser Asp Ser Ala Ser Ala Phe Arg Val Ala Arg Thr Thr Gly 

20 25 30 

Thr Cys Asp Tyr Ala Gin Leu He Phe Ala Phe Leu Val Glu Met Gly 

35 40 45 

Phe His His Val Gly Gin Asp Gly Leu His Leu Leu Asn Leu Val He 

50 55 60 

Arg Pro Pro Arg Pro Pro Lys Val Leu Gly Leu Gin Ala 
65 70 75 77 



<210> 1961 
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<211> 459 
<212> PRT 
<213> Homo sapiens 



<400> 1961 

Ala Asp Pro His Thr Thr Val lie Arg Phe Phe Pro Ala Ala Ser Ala 

15 10 15 

Thr Lys Arg Val Leu Pro Pro Val Leu Arg Val Ser Ser Pro Arg Thr 

20 25 30 

Trp Asn Pro Asn Val Pro Glu Ser Pro Arg He Pro Ala Pro Arg Leu 

35 40 45 

Pro Lys Arg Met Ser Gly Ala Pro Thr Ala Gly Ala Ala Leu Met Leu 

50 55 60 

Cys Ala Ala Thr Ala Val Leu Leu Ser Ala Gin Gly Gly Pro Val Gin 
65 70 75 80 

Ser Lys Ser Pro Arg Phe Ala Ser Trp Asp Glu Met Asn Val Leu Ala 

85 90 95 

His Gly Leu Leu Gin Leu Gly Gin Gly Cys Ala Asn Thr Gly Ala His 

100 105 110 

Pro Gin Ser Ala Glu Arg Ala Gly Ala Arg Leu Ser Ala Cys Gly Ser 

115 120 125 

Ala Cys Gin Gly Thr Glu Gly Ser Thr Asp Leu Pro Leu Ala Pro Glu 

13 0 135 140 

Ser Arg Val Asp Pro Glu val Leu His Ser Leu Gin Thr Gin Leu Lys 
145 150 155 160 

Ala Gin Asn Sef Arg He Gin Gin Leu Phe His Lys Val Ala Gin Gin 

165 170 175 

Gin Arg His Leu Glu Lys Gin His Leu Arg He Gin His Leu Gin Ser 

180 185 190 

Gin Phe Gly Leu Leu Asp His Lys His Leu Asp His Glu Val Ala Lys 

195 200 205 

Pro Ala Arg Arg Lys Arg Leu Pro Glu Met Ala Gin Pro Val Asp Pro 

210 215 220 

Ala His Asn Val Ser Arg Leu His Arg Leu Pro Arg Asp Cys Gin Glu 
225 230 235 240 

Leu Phe Gin Val Gly Glu Arg Gin Ser Gly Leu Phe Glu He Gin Pro 

245 250 255 

Gin Gly Ser Pro Pro Phe Leu Val Asn Cys Lys Met Thr Ser Asp Gly 

260 265 270 

Gly Trp Thr Val He Gin Arg Arg His Asp Gly Ser Val Asp Phe Asn 

275 280 285 

Arg Pro Trp Glu Ala Tyr Lys Ala Gly Phe Gly Asp Pro His Gly Glu 

290 295 300 

Phe Trp Leu Gly Leu Glu Lys Val His Ser He Thr Gly Asp Arg Asn 
305 310 315 ~ 320 

Ser Arg Leu Ala Val Gin Leu Arg Asp Trp Asp Gly Asn Ala Glu Leu 

325 330 335 

Leu Gin Phe Ser Val His Leu Gly Gly Glu Asp Thr Ala Tyr Ser Leu 

340 345 350 

Gin Leu Thr Ala Pro Val Ala Gly Gin Leu Gly Ala Thr Thr Val Pro 

355 360 365 

Pro Ser Gly Leu Ser Val Pro Phe Ser Thr Trp Asp Gin Asp His Asp 

370 375 380 

Leu Arg Arg Asp Lys Asn Cys Ala Lys Ser Leu Ser Gly Gly Trp Trp 
3B5 390 395 400 

Phe Gly Thr Cys Ser His Ser Asn Leu Asn Gly Gin Tyr Phe Arg Ser 

405 410 " 415 

He Pro Gin Gin Arg Gin Lys Leu Lys Lys Gly He Phe Trp Lys Thr 

420 425 430 

Trp Arg Gly Arg Tyr Tyr Pro Leu Gin Ala Thr Thr Met Leu He Gin 

435 440 445 

Pro Met Ala Ala Glu Ala Ala Ser 
450 455 456 
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<210> 1962 
<211> 54 
<212> PRT 

<213> Homo sapiens 



<400> 1962 

Phe Phe Phe Glu Thr Glu Ser Arg Ser Val Ala Gin Ala Gly Val Gin 

15 10 15 

Trp Arg Asp Leu Ser Ser Leu Gin Pro Pro Pro Pro Gly Ser Arg Gly 

20 25 3 0 

Ser Pro Ala Ser Ala Ser Pro Val Ala Gly He Thr Gly Thr Arg His 

35 40 45 

His Arg Thr Arg Gly 
50 53 



<210> 1963 
<211> 125 
<212> PRT 

<213> Homo sapiens 



<400> 1963 



Pro 


Leu 


Ala 


Gin 


Arg 


Arg Pro Phe 


1 








5 




Gly 


His 


He 


Trp 


Gly 


Ser Ser Thr 








20 






Asn 


Ser 


Pro 


Ala 


Ser 


Ala Ser Gin 






35 






40 


His 


Gin 


Ala 


Arg 


He 


He Phe Val 




50 








55 


His 


Val 


Gly 


Arg 


Ala 


Gly Leu Gly 


65 










70 


Pro 


Gin 


His 


Pro 


Lys 


Val Leu Gly 










85 




Lys 


Pro 


His 


Pro 


Ala 


His Lys Tyr 








100 






His 


Phe 


Met 


Cys 


Met 


Ser Val His 






115 






120 



Leu Trp Val Thr Val Lys Thr Asn 

10 15 
Tyr Pro His Phe Trp Gly Ser Ser 

25 30 
Val Ala Gly He Pro Asn Ala Arg 
45 

Phe Leu Val Glu Pro Arg Phe His 
60 

Phe Leu Asn Leu Ala He Cys Leu 
75 60 
Leu Gin Ala Cys Asn Leu Asn He 

90 95 
He Ser Met He Gin Phe Asn Val 
105 HO 
He Tyr He 
123 



<210> 1964 

<211> 143 

<212> PRT 

<213> Homo sapiens 



<400> 1964 

Pro Gly Ser Ala Gin Ser Ala Gin Arg Gly Arg Gly Arg Arg Arg Ala 

15 10 15 

Arg Ala Gly Ser Ala Thr Gin He Thr Met Tyr Ser Phe Met Gly Gly 

20 25 30 

Gly Leu Phe Cys Ala Trp Val Gly Thr He Leu Leu Val Val Ala Met 

35 . 40 45 

Ala Thr Asp His Trp Met Gin Tyr Arg Leu Ser Gly Ser Phe Ala His 

50 . * 55 50 

Gin Gly Leu Trp Arg Tyr Cys Leu Gly Asn Lys Cys Tyr Leu Gin Thr 
65 70 75 80 
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Asp Ser He Ala Tyr Trp Asn Ala 
85 

Ala Leu Cys Ala He Ser Gly He 
100 

Trp Val Ala Val Leu Met Thr Phe 
115 120 
Ala Tyr Arg Val His Glu Cys Arg 
130 135 



Thr Arg Ala Phe Met He Leu Ser 

90 95 
He Met Gly He Met Ala Phe Gly 
105 110 
Phe Ala Gly He Phe Tyr Met Cys 
125 

Arg Leu Ser Thr Pro Arg 
140 142 



<210> 1965 
<211> 137 
<212> PRT 

<213> Homo sapiens 



<400> 1965 



Thr He 


Leu 


Pro Glu 


Lys He Gin 


1 




5 




Gin Ser 


Gly 


Glu Glu 


Ala Val Ala 






20 




Thr Gly 


Arg 


Leu Arg 


Gin Gin Val 




35 




40 


His Ser 


Pro 


Leu Gly 


Ala Ala Trp 


50 






55 


Gin Val 


Glu 


Thr Gin 


Pro Arg Ala 


65 






70 


Leu His 


Ser 


Gly His 


Gin Glu Gin 






85 




Pro Leu 


Pro 


Lys Asn 


Ala Arg Pro 






100 




Asp Glu 


Trp 


Asn Thr 


Leu His Gin 




115 




120 


Ala Gly 


Ser 


Gin Glu 


Pro Val Lys 


130 






135 



Ala Trp Ala Gin Lys Gin Cys Pro 

10 15 
Leu Val Val His Leu Glu Lys Glu 

25 30 
Ser Ser Pro Val His Arg Glu Lys 
45 

Glu Val Ala Asp Phe Gin Pro Glu 
60 

Val Ser Arg Glu Glu Pro Gly Ser 
75 80 
Leu Asn Arg Lys Arg Glu Arg Arg 

90 95 
Ser Pro Trp Val Pro Ala Leu Ala 
105 no 
Glu Val Thr Thr Thr Arg Leu Pro 
125 

Asp 
13 7 



<210> 1966 
<211> 95 
<212> PRT 

<213> Homo sapiens 



<400> 1966 

Asp Phe Ala Leu Val Ala Gin Ala Gly Val Gin Trp His Asn Leu Gly 

1.5 10 15 

Ser Pro Gin Pro Leu Pro Pro Gly Phe Lys Arg Phe Ser Cys Leu Ser 

20 25 30 

Leu Pro Ser Ser Trp Glu Tyr Arg Cys Val Pro Pro Arg Leu Ala Asn 

35 40 45 

Phe Val Phe Leu Val Glu Met Gly Phe Leu His Val Gly Gin Ala Gly 

50 55 60 

Leu Glu Leu Pro Thr Ser Gly Asp Pro Pro Ala Leu Ala Ser Gin Ser 
65 70 75 80 

Ala Gly He Thr Gly Val Thr Thr Val Pro Ser Gly Pro Gly 
85 90 94 



<210> 1967 
<211> 133 
<212> PRT 
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<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (133) 

<223> Xaa = any amino acid or nothing 



<400> 1967 



Xaa Arg 


His 


Gly Leu 


Arg Glu Pro 


1 






5 




Ala Ser 


Ser 


Phe 


Gin 


His Ser Ser 






20 






Asp Pro 


Val 


Asp 


Thr 


Glu Gly Phe 




35 






40 


Arg Phe 


Leu 


Phe 


Pro 


Glu Tyr lie 


50 








55 


Arg Glu 


Lys 


Gin 


Leu 


Gin Glu Leu 


65 








70 


Arg Gin 


Arg 


Gin 


Gin 


Arg Arg Glu 








85 




Ala Arg 


Ser 


Arg 


Glu 


His Pro Val 






100 






Pro Pro 


Ser 


Gly Val 


Asn Cys Ser 




115 






120 


Gin Asp 


Ala 


Arg 


* 




130 




132 







Leu Leu Glu Arg Arg Cys Ala Ala 

10 15 
Ser Leu Gly . Arg Glu Leu Pro Tyr 

25 30 
Gly Glu Gly Gly Asp Met Gin Glu 
45 

Leu Asp Pro Glu Pro Gin Pro Thr 
60 

Gin Gin Gin Gin Glu Glu Glu Glu 
75 80 
Glu Arg Arg Gin Gin Asn Leu Arg 

90 " 95 
Val Gly His Pro Asp Pro Ala Leu 
105 110 
Gly Cys Gly Ala Glu Leu His Cys 
125 



<210> 1968 

<211> 586 

<212> PRT 

<213> Homo sapiens 



<400> 1968 

Ala Arg Ser Arg Asn Ser Ala Arg Gly Val Tyr Gly Met Cys Val Asp 

1 5 10 15 

Thr Leu Phe Leu Cys Phe Leu Glu Asp Leu Glu Arg Asn Asp Gly Ser 

20 25 30 

Ala Glu Arg Pro Tyr Phe Met Cys Ser Thr Leu Lys Lys Pro Leu Ala 

35 40 45 

Arg Arg Cys Phe Pro Ala lie His Ala Tyr Lys Gly Val Leu Met Val 

50 55 60 

Gly Abu Glu Thr Thr Tyr Glu Asp Gly His Gly Ser Arg Lys Asn He 
65 70 75 80 

Thr Asp Leu Val Glu Gly Ala Lys Lys Ala Asn Gly Val Leu Glu Ala 

85 90 95 

Arg Gin Leu Ala Met Arg He Phe Glu Asp Tyr Thr Val Ser Trp Tyr 

100 105 110. 

Trp He He He Gly Leu Val He Ala Met Ala Met Ser Leu Leu Ser 

115 120 125 

He He Leu Leu His Leu Leu Ala Gly He Met Gly Trp Val Met He 

130 135 140 

He Met Glu He Ser Glu Leu Gly Tyr Arg He Phe His Cys Tyr Met 
145 150 155 160 

Glu Tyr Ser Arg Leu Arg Gly Glu Ala Gly Ser Asp Val Ser Leu Val 

165 170 175 

Asp Leu Gly Phe Gin Thr Asp Phe Arg Val Tyr Leu His Leu Arg Gin 

180 185 190 

Thr Trp Leu Ala Phe Met He He Leu Ser He Leu Glu Val He He 

195 200 205 

He Leu Leu Leu He Phe Leu Arg Lys Arg He Leu He Ala He Ala 
210 215 220 
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Leu lie Lys Glu Ala Ser Arg Ala Val Gly Tyr Val Met Cye Ser Leu 
225 * 230 235 240 

Leu Tyr Pro Leu Val Thr Phe Phe Leu Leu Cys Leu Cys lie Ala Tyr 

245 250 255 

Trp Ala Ser Thr Ala Val Phe Leu Ser Thr Ser Asn Glu Ala Val Tyr 

260 265 . 270 

Lys lie Phe Asp Asp Ser Pro Cys Pro Phe Thr Ala Lys Thr Cys Asn 

275 280 285 

Pro Glu Thr Phe Pro Ser Ser Asn Glu Ser Arg Gin Cys Pro Asn Ala 

290 295 300 

Arg Cys Gin Phe Ala Phe Tyr Gly Gly Glu Ser Gly Tyr His Arg Ala 
305 310 315 320 

Leu Leu Gly Leu Gin lie Phe Asn Ala Phe Met Phe Phe Trp Leu Ala 

325 330 335 

Asn Phe Val Leu Ala Leu Gly Gin Val Thr Leu Ala Gly Ala Phe Ala 

340 345 350 

Ser Tyr Tyr Trp Ala Leu Arg Lys Pro Asp Asp Leu Pro Ala Phe Pro 

355 360 365 

Leu Phe Ser Ala Phe Gly Arg Ala Leu Arg Tyr His Thr Gly Ser Leu 

370 375 3B0 

Ala Phe Gly Ala Leu lie Leu Ala lie Val Gin He He Arg Val He 
385 390 395 ' 400 

Leu Glu Tyr Leu Asp Gin Arg Leu Lys Ala Ala Glu Asn Lys Phe Ala 

405 410 415 

Lys Cys Leu Met Thr Cys Leu Lys Cys Cys Phe Trp Cys Leu Glu Lys 

420 425 430 

Phe He Lys Phe Leu Asn Arg Asn Ala Tyr He Met He Ala He Tyr 

435 440 445 

Gly Thr Asn Phe Cys Thr Ser Ala Arg Asn Ala Phe Phe Leu Leu Met 

450 455 460 

Arg Asn He He Arg Val Ala Val Leu Asp Lys Val Thr Asp Phe Leu 
465 470 475 480 

Phe Leu Leu Gly Lys Leu Leu He Val Gly Ser Val Gly He Leu Ala 

485 490 495 

Phe Phe Phe Phe Thr His Arg He Arg He Val Gin Asp Thr Ala Pro 

500 505 510 

Pro Leu Asn Tyr Tyr Trp Val Pro He Leu Thr Val He Val Gly Ser 

515 520 525 

Tyr Leu He Ala His Gly Phe Phe Ser Val Tyr Gly Met Cys Val Asp 

530 535 540 

Thr Leu Phe Leu Cys Phe Leu Glu Asp Leu Glu Arg Asn Asp Gly Ser 
545 550 555 560 

Ala Glu Arg Pro Tyr Phe Met Ser Ser Thr Leu Lys Lys Leu Leu Asn 

565 570 575 

Lys Thr Asn Lys Lys Ala Ala Glu Ser 
580 585 



<210> 1969 

<211> 120 

<212> PRT 

<213> Homo sapiens 



<400> 1969 
Arg Thr Ser Val Glu Pro Tyr He 

1 5 
Asn Asn Thr Lys Val Val Lys Thr 
20 

Leu Ala Tyr Gly His Phe Ser Tyr 
35 40 
Val Val Asp Leu Gin Gly Trp Val 
50 55 



Leu Gly Glu Phe Arg Lys Leu Ser 

10 ~ 15 

Glu Tyr Lys Ala Thr Glu Tyr Gly 

25 30 
Glu Phe Ser Asn His Arg Asp Val 
45 

Thr Gly Asn Gly Lys Gly Leu He 
60 
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Tyr Leu Thr Asp Pro Gin lie His Ser Val Asp Gin Lys Val Phe Thr 
65 *" 70 75 80 

Thr Asn Phe Gly Lys Arg Gly lie Phe Tyr Phe Phe Asn Asn Gin His 

85 90 95 

Val Glu Cys Asn Glu lie Cys His Arg Leu Ser Leu Thr Arg Pro Ser 

100 105 HO 

Met Glu Lys Pro Cys Lys Ser 
115 119 



<210> 1970 
<211> 811 
<212> PRT 

<213> Homo sapiens 



<400> 1970 

Met Glu Arg Leu Trp Gly Leu Phe Gin Arg Ala Gin Gin Leu Ser Pro 

1 5 10 15 

Arg Ser Ser Gin Thr Val Tyr Gin Arg Val Glu Gly Pro Arg Lys Gly 

20 25 30 

His Leu Glu Glu Glu Glu Glu Asp Gly Glu Glu Gly Ala Glu Thr Leu 

35 40 45 

Ala His Phe Cys Pro Met Glu Leu Arg Gly Pro Glu Pro Leu Gly Ser 

50 * 55 60 

Arg Pro Arg Gin Pro Asn Leu lie Pro Trp Ala Ala Ala Gly Arg Arg 
65 70 75 80 

Ala Ala Pro Tyr Leu Val Leu Thr Ala Leu Leu lie Phe Thr Gly Ala 

85 90 95 

Phe Leu Leu Gly Tyr Val Ala Phe Arg Gly Ser Cys Gin Ala Cys Gly 

100 105 HO 

Asp Ser Val Leu Val Val Ser Glu Asp Val Asn Tyr Glu Pro Asp Leu 

115 120 125 

Asp Phe His Gin Gly Arg Leu Tyr Trp Ser Asp Leu Gin Ala Met Phe 

130 135 140 

Leu Gin Phe Leu Gly Glu Gly Arg Leu Glu Asp Thr lie Arg Gin Thr 
145 150 155 160 

Ser Leu Arg Glu Arg Val Ala Gly Ser .Ala Gly Met Ala Ala Leu Thr 

165 170 175 

Gin Asp He Arg Ala Ala Leu Ser Arg Gin Lys Leu Asp His Val Trp 

180 185 190 

Thr Asp Thr His Tyr Val Gly Leu Gin Phe Pro Asp Pro Ala His Pro 

195 200 205 

Asn Thr Leu His Trp Val Asp Glu Ala Gly Lys Val Gly Glu Gin Leu 

210 215 220 

Pro Leu Glu Asp Pro Asp Val Tyr Cys Pro Tyr Ser Ala He Gly Asn 
225 230 235 240 

Val Thr Gly Glu Leu Val Tyr Ala His Tyr Gly Arg Pro Glu Asp Leu 

245 250 255 

Gin Asp Leu Arg Ala Arg Gly Val Asp Pro Val Gly Arg Leu Leu Leu 

260 265 270 

Val Arg Val Gly Val He Ser Phe Ala Gin Lys Val Thr Asn Ala Gin 

275 280 285 

Asp Phe Gly Ala Gin Gly Val Leu He Tyr Pro Glu Pro Ala Asp Phe 

290 295 300 

Ser Gin Asp Pro Pro Lys Pro Ser Leu Ser Ser Gin Gin Ala Val Tyr 
305 ~ 310 315 320 

Gly His Val His Leu Gly Thr Gly Asp Pro Tyr Thr Pro Gly Phe Pro 

325 330 335 

Ser Phe Asn Gin Thr Gin Phe Pro Pro Val Ala Ser Ser Gly Leu Pro 

340 345 350 

Ser He Pro Ala Gin Pro He Ser Ala Asp He Ala Ser Arg Leu Leu 
355 360 365 
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Arg 


Lys 


Leu 


Lys 


Gly 


Pro 


Val 


Ala 




370 










375 




Leu 


Gly 


Ser 


Pro 


Tyr 


His 


Leu 


Gly 


385 










390 






VaL 


Asn 


Asn 


His 


Arg 


Thr 


Ser 


Thr 










405 








lie 


Glu 


Gly 


Arg 


Ser 


Glu 


Pro 


Asp 








420 










Arg 


Asp 


Ala 


Trp 


Gly 


Pro 


Gly 


Ala 






435 










440 


He 


Leu 


Leu 


Glu 


Leu 


Val 


Arg 


Thr 




450 










455 




Phe 


Arg 


Pro 


Arg 


Arg 


Ser 


Leu 


Leu 


465 










470 






Phe 


Gly 


Ser 


Val 


Gly 


Ser 


Thr 


Glu 










485 








Leu 


His 


Leu 


Lys 


Ala 


Val 


Val 


Tyr 








500 










Gly 


Asp 


Asp 


Lys 


Phe 


His 


Ala 


Lys 






515 










520 


He 


Glu 


Ser 


Val 


Leu 


Lys 


Gin 


Val 




530 










535 




Thr 


Leu 


Tyr 


Glu 


Gin 


val 


val 


Phe 


545 










550 






Val 


He 


Arg 


Pro 


Leu 


Pro 


Met 


Asp 










565 








Phe 


Val 


Gly 


Val 


Pro 


Ala 


Val 


Glu 








580 










Ala 


Tyr 


Pro 


Phe 


Leu 


His 


Thr 


Lys 






595 










600 


Lys 


Val 


Leu 


Gin 


Gly 


Arg 


Leu 


Pro 




610 










615 




Leu 


Ala 


Gly 


Gin 


Leu 


Leu 


He 


Arg 


625 










630 






Leu 


Asp 


Phe 


Gly 


Arg 


Tyr 


Gly 


Asp 










645 








Leu 


Asn 


Glu 


Phe 


Ser 


Gly 


Asp 


Leu 








660 










Trp 


Val 


Tyr 


Ser 


Ala 


Arg 


Gly 


Asp 






675 










680 


Arg 


Gin 


Glu 


He 


Tyr 


Ser 


Ser 


Glu 




690 










695 




Met 


Tyr 


Asn 


Val 


Arg 


He 


Met 


Arg 


705 










710 






Tyr 


Val 


Ser 


Pro 


Ala 


Asp 


Ser 


Pro 










725 








Gly 


Asp 


His 


Thr 


Leu 


Gly 


Ala 


Leu 








740 










Ser 


Asn 


Ser 


Ser 


Gly 


Thr 


Pro 


Gly 






755 










760 


Glu 


Ser 


Arg 


Phe 


Arg 


Arg 


Gin 


Leu 




770 










775 




Lys 


Gly 


Ala 


Ala 


Asn 


Ala 


Leu 


Ser 


785 










790 







Asn Phe 



802 



<210> 1971 

<211> 152 

<212> PRT 

<213> Homo sapiens 



Pro 


Gin 


Glu 


Trp 
380 


Gin 


Gly 


Ser 


Leu 


Pro 


Gly 


Pro 
395 


Arg 


Leu 


Arg 


Leu 


Val 
400 


Pro 


He 
410 


Asn 


Asn 


He 


Phe 


Gly 
415 


Cys 


His 


Tyr 


Val 


Val 


He 


Gly 


Ala 


Gin 


425 










430 






Ala 


Lys 


Ser 


Ala 


Val 
445 


Gly 


Thr 


Ala 


Phe 


Ser 


Ser 


Met 
460 


Val 


Ser 


Asn 


Gly 


Phe 


He 


Ser 
475 


Trp 


Asp 


Gly 


Gly 


Asp 
480 


Trp 


Leu 
490 


Glu 


Gly 


Tyr 


Leu 


Ser 
495 


Val 


Val 


Ser 


Leu 


Asp 


Asn 


Ala 


Val 


Leu 


505 










510 






Thr 


Ser 


Pro 


Leu 


Leu 

525 


Thr 


Ser 


Leu 


Asp 


Ser 


Pro 


Asn' 
540 


His 


Ser 


Gly 


Gin 


Thr 


Asn 


Pro 
555 


Ser 


Trp 


Asp 


Ala 


Glu 
560 


Ser 


Ser 
570 


Ala 


Tyr 


Ser 


Phe 


Thr 
575 


Ala 


Phe 


Ser 


Phe 


Met 


Glu 


Asp 


Asp 


Gin 


585 










590 






Glu 


Asp 


Thr 


Tyr 


Glu 
605 


Asn 


Leu 


His 


Ala 


Val 


Ala 


Gin 
620 


Ala 


Val 


Ala 


Gin 


Leu 


Ser 


His 
635 


Asp 


Arg 


Leu 


Leu 


Pro 
640 


Val 


Val 
650 


Leu 


Arg 


His 


He 


Gly 
655 


Asn 


Lys 


Ala 


Arg 


Gly 


Leu 


Thr 


Leu 


Gin 


665 










670 






Tyr 


He 


Arg 


Ala 


Ala 
685 


Glu 


Lys 


Leu 


Glu 


Arg 


Asp 


Glu 
700 


Arg 


Leu 


Thr 


Arg 


Val 


Glu 


Phe 
715 


Tyr 


Phe 


Leu 


Ser 


Gin 
720 


Phe 


Arg 
730 


His 


He 


Phe 


Met 


Gly 
735 


Arg 


Leu 


Asp 


His 


Leu 


Arg 


Leu 


Leu 


Arg 


745 










750 






Ala 


Thr 


Ser 


Ser 


Thr 
765 


Gly 


Phe 


Gin 


Ala 


Leu 


Leu 


Thr 
780 


Trp 


Asp 


Ala 


Cys 


Gly 


Asp 


Val 
795 


Trp 


Asn 


He 


Asp 


Asn 
800 
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<400> 1971 



lie 


Ser 


Arg 


Val 


Asp 


Asp 


Phe 


Val 


Gly 


Ser 


Gly 


He 


Ala 


Asn 


Val 


He 


1 








5 










10 










15 




lie 


Ala 


Val 


Ala 


lie 


Phe 


Ser 


He 


Pro 


Ala 


Phe 


Ala 


Arg 


Leu 


Val Arg 








20 










25 










30 






Gly 


Asn 


Thr 
35 


Leu 


Val 


Leu 


Lys 


Gin 
40 


Gin 


Thr 


Phe 


He 


Glu 
45 


Ser 


Ala 


Arg 


Ser 


lie 
50 


Gly 


Ala 


Ser 


Asp 


Met 
55 


Thr 


Val 


Leu 


Leu 


Arg 
60 


His 


He 


Leu 


Pro 


Gly 


Thr 


Gly 


Ser 


Ser 


He 


Val 


Val 


Phe 


Phe 


Thr 


Met 


Arg 


He 


Gly 


Thr 


65 










70 










75 










80 


Ser 


lie 


lie 


Ser 


Ala 
85 


Ala 


Ser 


Leu 


Ser 


Phe 
90 


Leu 


Gly 


Leu 


Gly 


Ala 
95 


Gin 


Pro 


Pro 


Thr 


Pro 
100 


Glu 


Trp 


Gly 


Ala 


Met 
105 


Leu 


Asn 


Glu 


Ala 


Arg 
110 


Ala 


Asp 


Met 


Val 


He 
115 


Ala 


Pro 


His 


Val 


Ala 
120 


Val 


Phe 


Pro 


Ala 


Leu 
125 


Ala 


He 


Phe 


Leu 


Thr 
130 


Val 


Leu 


Ala 


Phe 


As ii 
135 


Leu 


Leu 


Gly 


Asp 


Gly 
140 


Leu 


Arg 


Asp 


Ala 


Leu 


Asp 


Pro 


Lys 


He 


Lys 


Gly 





















145 150 151 



<210> 1972 

<211> 275 

<212> PRT 

<213> Homo sapiens 



<400> 1972 



Leu 


Val 


Tyr 


Val 


Met 


He 


Ala 


He 


Phe 


Cys 


He 


Ala 


Ser 


Ala 


Met 


Ser 


l 








5 










10 










15 




Leu 


Tyr 


Asn 


Cys 
20 


Leu 


Ala 


Ala 


Leu 


He 
25 


His 


Lys 


He 


Pro 


Tyr 

30 


Gly 


Gin 


Cys 


Thr 


He 
35 


Ala 


Cys 


Arg 


Gly 


Lys 
40 


Asn 


Met 


Glu 


Val 


Arg 
45 


Leu 


He 


Phe 


Leu 


Ser 
50 


Gly 


Leu 


Cys 


lie 


Ala 
55 


Val 


Ala 


Val 


Val 


Trp 
60 


Ala 


Val 


Phe 


Arg 


Asn 


Glu 


Asp 


Arg 


Trp 


Ala 


Trp 


He 


Leu 


Gin 


Asp 


He 


Leu 


Gly 


He 


Ala 


65 










70 










75 










80 


Phe 


Cys 


Leu 


Asn 


Leu 
85 


He 


Lys 


Thr 


Leu 


Lys 
90 


Leu 


Pro 


Asn 


Phe 


Lys 
95 


Ser 


Cys 


Val 


He 


Leu 


Leu 


Gly 


Leu 


Leu *Leu 


Leu 


Tyr 


Asp 


Val 


Phe 


Phe 


Val 








100 










105 










110 






Phe 


He 


Thr 
115 


Pro 


Phe 


He 


Thr 


Lys 
120 


Asn 


Gly 


Glu 


Ser 


He 
125 


Met 


Val 


Glu 


Leu 


Ala 
13 0 


Ala 


Gly 


Pro 


Phe 


Gly 
135 


Asn 


Asn 


Glu 


Lys 


Asn 
140 


Asp 


Gly 


Asn 


Leu 


Val 


Glu 


Ala 


Thr 


Gly 


Gin 


Pro 


Ser 


Ala 


Pro 


His 


Glu 


Lys 


Leu 


Pro 


Val 


145 










150 










155 










160 


Val 


He 


Arg 


Val 


Pro 

165 


Lys 


Leu 


He 


Tyr 


Phe 
170 


Ser 


Val 


Met 


Ser 


Val 
175 


Cys 


Leu 


Met 


Pro 


Val 
180 


Ser 


He 


Leu 


Gly 


Phe 
185 


Gly 


Asp 


He 


He 


Val 
190 


Pro 


Gly 


Leu 


Leu 


He 
195 


Ala 


Tyr 


Cys 


Arg 


Arg 
200 


Phe 


Asp 


Val 


Gin 


Thr 
205 


Gly 


Ser 


Ser 


Tyr 


He 
210 


Tyr 


Tyr 


Val 


Ser 


Val 
215 


Thr 


Val 


Ala 


Tyr 


/Via 
220 


He 


Gly 


Met 


lie 


Leu 


Thr 


Phe 


Val 


Val 


Leu 


Gly 


Leu 


Met 


Lys 


Lys 


Gly 


Gin 


Pro 


Ala 


Leu 


225 










230 










235 










240 


Leu 


Tyr 


Leu 


Val 


Pro 
245 


Cys 


Thr 


Leu 


He 


Thr 
250 


Ala 


Cys 


Gin 


Phe 


Val 
255 


Ala 
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Trp Glu Thr Val Arg Glu Met Lys Lys Phe Trp Glu Arg Val Thr Ser 
260 265 270 272 



<;210> 1973 

<211> 224 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (224) 

<223> Xaa « any amino acid or nothing 





<400> 1973 














Thr 


Leu 


Val 


Ser 


Val 


Val 


Glu 


Phe Val 


Arg 


Arg Ala Asp Leu Thr Arg 


1 








5 








10 


15 


Glu 


Asp 


Leu 


Ala 


Pro 


Ser 


Ser 


Val Asp 


Ser 


Gly Gin Ala Gly Phe Gly 








20 








25 




30 


Gly 


Cys 


Cye 


Glu 


Ser 


Gly 


Leu 


Pro Asn 


Thr 


Met Pro Ser Ala Phe Ser 






35 










40 




45 


Val 


Ser 


Ser 


Phe 


Pro 


Val 


Ser 


He Pro 


Ala 


Val Leu Thr Gin Thr Asp 




50 










55 






60 


Trp 


Thr 


Glu 


Pro 


Trp 


Leu 


Met 


Gly Leu 


Ala 


Thr Phe His Ala Leu Cys 


65 










70 








75 80 


Val 


Leu 


Leu 


Thr 


Cys 


Leu 


Ser 


Ser Arg 


Ser 


Tyr Arg Leu Gin He Gly 










85 








90 


95 


His 


Phe 


Leu 


Cys 


Leu 


Val 


He 


Leu Val 


Tyr 


Cys Ala Glu Tyr He Asn 








100 








105 




110 


Glu 


Ala 


Ala 


Ala 


Met 


Asn 


Trp 


Arg Leu 


Phe 


Ser Lys Tyr Gin Tyr Phe 






115 










120 




125 


Asp 


Ser 


Arg 


Gly 


Met 


Phe 


He 


Ser He 


Val 


Phe Ser Ala Pro Leu Leu 




130 










135 






140 


Val 


Asn 


Ala 


Met 


He 


lie 


Val 


Val Met 


Trp 


Val Trp Lys Thr Leu Asn 


145 










150 








155 160 


Val 


Met 


Thr 


Asp 


Leu 


Lys 


Asn 


Ala Gin 


Glu 


Arg Arg Lys Glu Lys Lys 










165 








170 


175 


Arg 


Arg 


Arg 


Lys 


Glu 


Asp 


Xaa 


Gly Ala 


Ala 


Ala Ala Trp Ser Leu Arg 








180 








185 




190 


Pro 


Ser 


Arg 


Pro 


Pro 


Ser 


Ala 


Ala Pro 


Ser 


Ala Ala Val Cys Val Ala 






195 










200 




205 


Trp 


Ala 


Ser 


Phe 


Gin 


Leu 


Thr 


His Gly 


Leu 


Lys Asn Arg Cys Phe He 




210 










215 






220 224 



<210> 1974 

<211> 168 

<212> PRT 

<213> Homo sapiens 

<221> mise_feature 
<222> (1) . . . (168) 

<223> Xaa * any amino acid or nothing 



<400> 1974 

Val Ser Cys Tyr Thr Ala -Leu Gin Ser He Met Asn Gin Pro Glu Ser 
15 10 15 
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Ala 


Asn 


Asp 


Pro 


Glu 


Pro 


Leu 


Cys 


Ala 


Val 


Cys Gly Gin Ala His Ser 








20 










25 




30 


Leu 


Glu 


Glu 


Asn 


His 


Phe 


Tyr 


Ser 


Tyr 


Pro 


Glu Glu Val Asp Asp Asp 






35 










40 






45 


Leu 


lie 


Cys 


His 


lie 


Cys 


Leu 


Gin 


Ala 


Leu 


Leu Asp Pro Leu Asp Thr 




50 










55 








60 


Pro 


Cys 


Gly 


His 


Thr 


Tyr 


Cys 


Thr 


Leu 


Cys 


Leu Thr Asn Phe Leu Val 


€5 










70 










75 80 


Glu 


Lys 


Asp 


Phe 


Cys 


Pro 


Met 


Asp 


Arg 


Lys 


Pro Leu Val Leu Gin His 










85 










90 


95 


Cys 


Lys 


Lys 


Ser 


Ser 


He 


Leu 


Val 


Asn 


Lys 


Leu Leu Asn Lys Leu Leu 








100 










105 




110 


Val 


Thr 


Cys 


Pro 


Phe 


Arg 


Glu 


His 


Cys 


Thr 


Gin Val Leu Gin Arg Cys 






115 










120 






125 


Asp 


Leu 


Glu 


His 


His 


Phe 


Gin 


Thr 


Ser 


Gin 


Ala Trp Gly Thr His Leu 




130 










135 








140 


Xaa 


Ser 


Gin 


Leu 


Leu 


Gly 


Arg 


Leu 


Arg 


Gin 


Glu Asp Cys Leu Ser Pro 


145 










150 










155 160 


Gly 


Val 


His 


His 


Cys 


Ser 


Glu 


Val 
















165 






168 









<210> 1975 
<211> 48 
<212> PRT 

<213> Homo sapiens 

<221> misc_ feature 
<222> (1) . . . (48) 

<223> Xaa « any amino acid or nothing 



<400> 1975 

Cys Phe Leu Ser Pro Ser Pro Leu Leu Pro Pro Leu Leu Leu Ser Ser 

1 5 10 15 

Ser Ser Ser Pro Ser Phe Pro Leu Pro Pro Pro Pro Thr Leu Leu Pro 

20 25 30 

Ser Thr Leu Pro Pro Pro Leu Leu He Pro Ser Ser Xaa Leu Ser Pro 
35 .40 45 48 



<210> 


1976 




<211> 


81 




<212> 


PRT 




<213> 


Homo 


sapiens 


<221> 


misc 


feature 


<222> 


(1)." 


r. (8D 


<223> 


Xaa < 


= any amino 



<400> 1976 
Lys Leu Lys Gly Asn Glu Cys Phe 

1 5 
Phe Leu Met He Lys Lys Xaa Gly 
20 

lie Leu Phe Phe Glu Thr Xaa Ser 
35 40 
Ser Gly Thr He Ser Ala His Cys 
50 55 



Cys Tyr His Cys Asn Val Cys He 

10 15 
Leu Phe Leu Cys Xaa He Tyr Phe 

25 30 
His Ser Phe Thr Arg Leu Glu Cys 
45 

Ser Leu Gin Leu Gin Gly Ser Ser 
60 
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Asn Ser Pro Ala Ser Ala Ser Gin Val Ala Gly He Ala Gly Thr His 
65 70 75 80 

His 
81 



<210> 1977 
<211> 100 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (100) 

<223> Xaa = any amino acid or nothing 



<400> 1977 



Phe Phe 


Phe 


Phe Glu 


Thr 


Lys Pro Phe Phe 


Ala Pro Gin Ala Gly Gly 


1 




* 5 




10 


15 


Gin Gly 


Pro 


Ser Arg 


Gly 


Ser Leu Asn Pro 


Leu Pro Thr Gly Leu Lys 






20 




25 


30 


Gin Phe 


Ser 


Gly Leu 


Thr 


Leu Ser Arg Ser 


Gly Asn Asn Gly Pro Arg 




35 






40 


45 


Pro Pro 


Pro 


Arg val 


Asn 


Phe Gly He Leu 


Arg Gly Asn Gly Val Pro 


50 








55 


60 


Pro Gly 


Gly 


Ala Gly 


Xaa 


Pro Arg Pro Pro 


Asp Leu Arg Gly Pro Pro 


65 






70 




75 80 


Gly Leu 


Ala 


Pro Pro 


Gin 


Gly Gly Asn Asn 


Gly Gly Asp Pro Pro Ala 






85 




90 


95 


Arg Ala 


Tyr 


Leu 












100 









<210> 1978 
<211> 191 
<212> PRT 

<213> Homo sapiens 

<221> mi sc_ feature 
<222> (1) . . . (191) 

<223> Xaa = any amino acid or nothing 





<400> 1978 














Lys 


Leu 


Phe 


Ser 


Ser 


Gin 


Arg 


Leu Phe 


Gly 


Pro His He Gin Ala He 


1 








5 








10 


15 


Asn 


Pro 


Ser 


Phe 


Leu 


Leu 


Leu 


Ser Phe 


Phe 


Pro Ser Xaa Leu Leu Ala 








20 








25 




30 


Met 


Arg 


Thr 


Val 


Gly 


Asn 


Asn 


Ala Phe 


He 


Leu Val Phe Leu Val Tyr 






35 










40 




45 


Arg 


lie 


Val 


Leu 


Leu 


Leu 


Phe 


Xaa His 


Val 


Xaa Pro Ala Tyr Phe Gin 




50 










55 






60 


Pro 


Ser 


Lys 


Asn 


Lys 


Thr 


Ala 


Lys He 


Asn 


Cys Asn Xaa Arg Pro Phe 


65 










70 








75 ~ 80 


Leu 


Phe 


Leu 


Val 


Cys 


Tyr 


Leu 


Leu Xaa 


Ala 


Glu Leu His He Gly He 










85 








90 


95 


Phe 


He 


Ala 


Asn 


Phe 


Tyr 


Asp 


Cys He 


Pro 


Asn Lys Leu Asn Glu His 








100 








105 




110 


Leu 


Trp 


Pro 


Lys 


Leu 


Leu 


Gin 


Ser Leu 


He 


Phe His Val Asp Phe Cys 






115 










120 




125 


Gly 


Phe 


Leu 


His 


Lys 


Val 


Phe 


Tyr He 


Cys 


Phe Thr Glu Phe Leu Leu 




130 










135 






140 
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Phe Leu Tyr Phe Leu Xaa Leu Phe 
145 150 
lie Xaa Cys Ser Thr lie Cys Val 
165 

He He Phe Phe Val Asp Asn Thr 
180 



He He Lys Val Ser Cys Ser He 
155 160 
Phe Ser Tyr Lys Ser Phe Ala Val 

170 175 
Arg Phe Phe Ser Phe Gly Phe 
185 190 191 



<210> 1979 
<211> 326 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (326) 

<223> Xaa = any amino acid or nothing 



<400> 1979 



His 


His 


Glu 


Leu His 


Thr 


Leu 


Glu 


Leu 


Leu 


Gin Asn 


Pro Lys Glu Val 


1 






5 










10 




15 


Leu 


Thr 


Arg 


Ser Glu 


He 


Gin 


Asp 


Val 


Asn 


Tyr Ser 


Leu Glu Ala Val 








20 








25 






30 


Lys 


Val 


Lys 


Thr Val 


Cys 


Gin 


He 


Pro 


Leu 


Met Lys 


Glu Met Leu Lys 






35 








40 








45 


Arg 


Phe 


Gin 


Val Ala 


Val 


Asn 


Leu 


Ala 


Glu 


Asp Thr 


Ala His Pro Lys 




50 








55 








60 




Leu 


Val 


Phe 


Ser Gin 


Glu 


Gly 


Arg 


Tyr 


Val 


Lys Asn 


Thr Ala Ser Ala 


65 








70 










75 


80 


Ser 


Ser 


Trp 


Pro Val 


Phe 


Ser 


Ser 


Ala 


Trp 


Asn Tyr 


Phe Ala Gly Trp 








85 










90 




95 


Arg 


Asn 


Pro 


Gin Lys 


Thr 


Ala 


Phe 


Val 


Glu 


Arg Phe 


Gin His Leu Ser 








100 








105 






110 


Cys 


Val 


Leu 


Gly Lys 


Asn 


Val 


Phe 


Thr 


Ser 


Gly Lys 


His Tyr Trp Glu 






115 








120 








125 


Val 


Glu 


Ser 


Arg Asp 


Ser 


Leu 


Glu 


Val 


Ala 


Val Gly 


Val Cys Arg Glu 




130 








135 








140 




Asp 


val 


Met 


Gly He 


Thr 


Asp 


Arg 


Ser 


Lys 


Met Ser 


Pro . Asp Val Gly 


145 








150 










155 


160 


He 


Trp 


Ala 


He Tyr 


Trp 


Ser 


Ala 


Ala 


Gly 


Tyr Trp 


Pro Leu He Gly 








165 










170 




175 


Phe 


Pro 


Gly 


Thr Pro 


Thr 


Gin 


Gin 


Glu 


Pro 


Ala Leu 


His Arg Val Gly 






180 








185 






190 


Val 


Tyr 


Leu 


Asp Arg 


Gly 


Thr 


Gly 


Asn 


Val 


Ser Phe 


Tyr Ser Ala Val 






195 








200 








205 


Asp 


Gly 


Val 


His Leu 


His 


Thr 


Phe 


Ser 


Cys 


Ser Ser 


val Ser Arg Leu 




210 








215 








220 




Arg 


Pro 


Phe 


Phe Trp 


Leu 


Ser 


Pro 


Leu 


Ala 


Ser Leu 


Val He Pro Pro 


225 








230 










235 


240 


Val 


Thr 


Asp 


Arg Lys 


Xaa 


Gly 


Phe 


Ser 


Ser 


Pro Asp 


Gin Asn Ser Phe 








245 










250 




255 


Pro 


Val 


Val 


Gin Leu 


Arg 


Asp 


Thr 


His 


Pro 


Trp Ala 


Leu Phe Cys Pro 








260 








265 






270 


Ser 


Cys 


Leu 


Tyr Pro 


Gly 


Trp 


Ser 


He 


Phe 


Trp Val 


Ser lieu Thr Val 






275 








280 








285 


Pro 


Phe 


Gly 


He Cys 


Pro 


Leu 


Cys 


Ala 


Ser 


Gin Glu 


Ala Val Pro Trp 




290 








295 








300 




Glu 


Val 


Gly 


Leu Ala 


Asn 


Gly 


Asp 


Gly 


Thr 


Gly Asn 


Phe Pro Arg Arg 


305 








310 










315 


320 


Phe 


Trp 


Glu 


He Phe 


Leu 




















325 


326 
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<210> 1980 

<211> 118 

<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1) . . . (118) 

<223> Xaa = any amino acid or nothing 





<400> 1980 














Phe 


Phe 


Phe 


Phe 


Phe 


Glu 


Thr Glu 


Ser 


His 


Ser Val Ala Gin Ala Gly 


1 








5 








10 


15 


Met 


Gin 


Trp 


Arg 


Asn 


Leu 


Gly Ser 


Leu 


Pro 


Ala Pro Pro Pro Gly Phe 








20 








25 




30 


Thr 


Pro 


Phe 


Phe 


Cys 


Leu 


Ser Leu 


Leu 


Asn 


Gly Trp Asp Tyr Arg Arg 






35 








40 






45 


Pro 


Pro 


Pro 


His 


Leu 


Ala 


Asn Phe 


Phe 


Val 


Leu Leu Val Glu Thr Gly 




50 










55 






60 


Phe 


His 


Asp 


Val 


Gly 


Gin 


Asp Gly 


Leu 


Asp 


Leu Leu Thr Ser Xaa Ser 


65 










70 








75 80 


Thr 


Pro 


Ser 


Ala 


Ser 


Gin 


Ser 'Ala 


Glu 


He 


Thr Gly Val Ser His Cys 










85 








90 


95 


Thr 


Arg 


Leu 


Lys 


Lys 


He 


Arg Phe 


Ala 


Lys 


Gly His Val Glu Phe Phe 








100 








105 




110 ' 


Phe 


Glu 


Ser 


His 


val 


Glu 














115 






118 











<210> 1981 

<211> 113 

<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1) . . . (113) 

<223> Xaa = any amino acid or nothing 



<400> 1981 



Thr 


Pro 


lie 


Arg 


Gly 


Thr 


Asp 


Asp 


Glu 


His 


Glu Glu Cys Thr Val Gin 


1 








5 










10 


15 


Glu 


Tyr 


Ser 


Ala 


Gly 


Lys 


Asn 


Thr 


Cys 


Leu 


Arg Pro Gly Ala Val Ala 








20 










25 




30 


His 


Thr 


Cys 


Asn 


Pro 


Cys 


Thr 


Leu 


Gly 


Gly 


Arg Gly Arg Trp He Thr 






35 










40 






45 


Xaa 


Gly 


Ser 


Gly 


Val 


Gin 


Asp 


Gin 


Pro 


Gly 


Pro Thr Trp Gin Asn Pro 




50 










55 








€0 


Val 


Phe 


Leu 


Glu 


Arg 


Arg 


Pro 


Arg 


Ala 


Leu 


His Ser Ser Pro Gly Leu 


65 










70 










75 80 


Thr 


Thr 


Gin 


Arg 


lie 


Leu 


Trp 


Ala 


Gin 


Gly 


Leu Trp Val Gly Ala Gly 










85 










90 


95 


Ser 


Thr 


Gly 


Cys 


Ser 


Arg 


Gly 


Pro 


Arg 


Gly 


Glu Gly Val Phe Arg Glu 








100 










105 




110 



Gly 
113 



<210> 1982 
<211> 93 
<212> PRT 
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<213> Homo sapiens 

<221> mis cofeature 
<222> (l)...(93) 

<223> Xaa = any amino acid or nothing 



<400> 1982 



Arg 


Ser 


Thr 


His 


Ala 


Ser 


Gly 


Met 


He 


Ser 


Pro 


Ser Phe Gly Phe Met 


1 








5 










10 




15 


Gly 


His 


Leu 


Leu 


Arg 


Leu 


Glu 


Phe 


Glu 


lie 


Leu 


Pro Ser Thr Pro Asn 








20 










25 






30 


Pro 


Xaa 


Leu 


Pro 


Ser 


Tyr 


Gin 


Gly 


Glu 


Ala 


Ala 


Gly Ser Ser Leu He 






35 










40 








45 


Ser 


His 


Leu 


Gin 


Thr 


Phe 


Ser 


Pro 


Asp 


Leu 


Lys 


Gly Val Tyr Cys Thr 




50 










55 










60 


Phe 


Pro 


Ala 


Ser 


Gly 


Leu 


Ala 


Pro 


Val 


Pro 


Thr 


His Trp Thr Val Ser 


65 










70 










75 


80 


Glu 


Leu 


Ser Arg 


Ser 


Pro 


Val 


Ala 


Thr 


Ala 


Thr 


Phe Cys 



85 90 93 



<210> 1983 

<211> 455 

<212> PRT 

<213> Homo sapiens 



<400> 1983 



Arg 


Thr 


Leu 


Gly 


Met 


Glu 


Gly 


Glu 


1 








5 








Ser 


Gly 


Leu 


Pro 


Ala 


Gly 


Gly 


Ala 








20 










Ala 


Pro 


Phe 


Pro 


Gly 


Ser 


Ser 


Gly 






35 










40 


Val 


Leu 


Asp 


Leu 


Asp 


Glu 


Asp 


Glu 




50 










55 




Asp 


Ala 


Ser 


Leu 


Met 


Asp 


Met 


Asn 


65 










70 






Ser 


Pro 


Leu 


Ser 


Met 


He 


Asn 


Gin 










85 








Leu 


Lys 


Asp 


Leu 


Phe 


He 


Thr 


Val 








100 










Thr 


lie 


Glu 


Thr 


Phe 


He 


Thr 


Tyr 






115 










120 


Gly 


Glu 


Phe 


Asp 


Ser 


Ser 


Glu 


Phe 




13 0 










135 




Phe 


Leu 


Trp 


Leu 


Lys 


Gly 


Lys 


Leu 


145 










150 






He 


Pro 


Pro 


Leu 


Pro 


Glu 


Lys 


Phe 










165 








Phe 


Asn 


Asp 


Asp 


Phe 


He 


Glu 


Thr 








180 










Leu 


Asn 


Arg 


He 


Ala 


Asp 


His 


Pro 






195 










200 


Lys 


lie 


Phe 


Leu 


Thr 


Ala 


Gin 


Ala 




210 










215 




Gin 


Gly 


Pro 


Gly 


Leu 


Leu 


Ser 


Arg 


225 










230 






Ala 


Ser 


Ser 


Met 


Arg 


Gly 


Val 


Lys 










245 








Mat 


Asn 


Asn 


Phe 


He 


Glu 


Leu 


Phe 



260 



Arg 


Arg 


Ala 


Ser Gin Ala Pro Ser 




10 




15 


Asn 


Gly 


Glu 


Ser Pro Gly Gly Gly 


25 






30 


Ser 


Ser 


Ala 


Leu Leu Gin Ala Glu 








45 


Asp 


Asp 


Leu 


Glu Val Phe Ser Lys 








60 


Ser 


Phe 


Ser 


Pro Met Met Pro Thr 






75 


80 


He 


Lys 


Phe 


Glu Asp Glu Pro Asp 




90 




95 


Asp 


Glu 


Pro 


Glu Ser His Val Thr 


105 






110 


Arg' 


He 


He 


Thr Lys Thr Ser Arg 








125 


Glu 


Val 


Arg 


Arg Arg Tyr Gin Asp 








140 


Glu 


Glu 


Ala 


His Pro Thr Leu He 






155 


160 


He 


Val 


Lys 


Gly Met Val Glu Arg 




170 




175 


Arg 


Arg 


Lys 


Ala Leu His Lys Phe 


185 






190 


Thr 


Leu 


Thr 


Phe Asn Glu Asp Phe 








205 


Trp 


Glu 


Leu 


Ser Ser His Lys Lys 








220 


Met 


Gly 


Gin 


Thr Val Arg Ala Val 






235 


240 


Asn 


Arg 


Pro 


Glu Glu Phe Met Glu 




250 




255 


Ser 


Gin 


Lys 


He Asn Leu He Asp 


265 






270 
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Lys 


He 


Ser 
275 


Gin 


Arg 


He 


Tyr 


Lys Glu 
280 


Glu 


Arg Glu Tyr Phe 
285 


Asp Glu 


Met 


Lys 
290 


Glu 


Tyr 


Gly 


Pro 


He 
295 


His He 


Leu 


Trp Ser Ala Ser 
3 00 


Glu Glu 


Asp 


Leu 


Val 


Asp 


Thr 


Leu 


Lys 


Asp Val 


Ala 


Ser Cys He Asp 


Arg Cys 


305 










310 








315 


320 


Cys 


Lys 


Ala 


Thr 


Glu 
325 


Lys 


Arg 


Met Ser 


Gly 
330 


Leu Ser Glu Ala 


Leu Leu 
335 


Pro 


Val 


Val 


His 
340 


Glu 


Tyr 


Val 


Leu Tyr 
345 


Ser 


Glu Met Leu Met 
350 


Gly val 


Met 


Lys 


Arg 
355 


Arg 


Asp 


Gin 


He 


Gin Ala 
360 


Glu 


Leu Asp Ser Lys 
365 


Val Glu 


Val 


Leu 
370 


Thr 


Tyr 


Lys 


Lys 


Ala 

375 


Asp Thr 


Asp 


Leu Leu Pro Glu 
3 80 


Glu He 


Gly 


Lys 


Leu 


Glu 


Asp 


Lys 


Val 


Glu Cys 


Ala 


Asn Asn Ala Leu 


Lys Ala 


385 










390 








395 


400 


Asp 


Trp 


Glu 


Arg 


Trp 
405 


Lys 


Gin 


Asn Met 


Gin 
410 


Asn Asp He Lys 


Leu Ala 
415 


Phe 


Thr 


Asp 


Met 
420 


Ala 


Glu 


Glu 


Asn He 
425 


His 


Tyr Tyr Glu Gin 
430 


Cys Leu 


Ala 


Thr 


Trp 
435 


Glu 


Ser 


Phe 


Leu 


Thr Ser 
440 


Gin 


Thr Asn Leu His 
445 


Leu Glu 


Glu 


Ala 
450 


Ser 


Glu 


Asp 


Lys 


Pro 
455 











<210> 1984 
<211> 87 
<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1) . . . (87) 

<223> Xaa » any amino acid or nothing 



<400> 1984 



Ser 


Tyr 


Trp 


Val 


Gly 


Glu 


Asp Tyr Thr Tyr Lys Phe Phe Glu 


Val 


He 


1 








5 




10 


15 




Leu 


He 


Asp 


Pro 
20 


Phe 


His 


Lys Ala He Arg Arg Asn Pro Asp 
25 30 


Thr 


Gin 


Trp 


He 


Ser 
35 


Lys 


Ala 


Val 


Tyr Lys His Arg Glu Met Cys Gly 
40 45 


Leu 


Thr 


Ser 


Thr 
50 


Gly 


Arg 


Lys 


Ser 


His Gly Leu Glu Lys Asp Arg Met 
55 60 


Phe 


Pro 


His 


Ala 


lie 


Gly 


Gly 


Ser 


Cys Arg Ala Ala Xaa Arg Arg Arg 


Lys Thr 


65 










70 


75 




80 


Leu 


Gin 


Phe 


Pro 


Cys 
85 


Tyr 


His 
87 







<210> 1985 
<211> 99 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (99) 

<223> Xaa = any amino acid or nothing 



<400> 1985 
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Tyr 


He 


Lys 


Gin 


Pro Asp 


Ala Lys 


1 








5 






Lys 


Lys 


Glu 


Thr 


Glu 


Ser 


Glu Ala 








20 








Thr 


Pro 


Gly 


Val 


Pro 


Gin 


Ala Pro 






35 








40 


Gly 


Asp 


Asn 


Phe 


Tyr 


Leu 


Pro His 




50 










55 


Trp 


Asn 


lie 


Phe 


Asn 


Arg 


Met Pro 


65 










70 




Gly 


Glu 


His 


His 


Glu 


Tyr 


Leu lie 










85 






Ser 


Glu 


Asp 











99 



Glu 


Arg 


Arg Arg Thr Val His Trp 




10 


15 


Ser 


Glu 


He Thr He Pro Pro Ser 


25 




30 


Gly 


His 


Trp Glu Asp Tyr Gly Arg 






45 


Xaa 


Asp 


Pro Gly Gly lie Val Leu 






60 


lie 


Ala 


Arg Lys Asn lie Thr Asp 






75 80 


Glu 


Val 


Pro Arg Leu Phe His Thr 




90 


95 



<210> 1986 

<211> 116 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (116) 

<223> Xaa = any amino acid or nothing 



<400> 19B6 



Glu 


Lys 


Pro 


Asp 


His 


Phe 


Phe 


Pro Glu 


Gly 


Thr Ser Phe He His Glu 


1 




5 








10 


15 


Pro 


Arg 


Arg 


Pro 


Asn 


Xaa 


Gly 


Asp Leu 


Val 


His Cys Leu Gly Gly He 








20 








25 




30 


Ser 


Arg 


Ser 


Thr 


Thr 


Val 


Thr 


Val Ala 


Xaa 


Leu Met Gin Lys Leu Asn 






35 










40 




45 


Leu 


Ser 


Met 


Asn 


Asp 


Ala 


Tyr 


Tyr He 


Val 


He Met Lys Met Ser Ser 




50 










55 






60 


He 


Ser 


Pro 


Asn 


Phe 


Asn 


Ser 


Met Asp 


Gin 


Pro Leu Asp Phe Gin Arg 


65 










70 








75 80 


•Thr 


Leu 


Gly 


Leu 


Arg 


Ser 


Pro 


Cys Tyr 


Asn 


Arg Val Pro Ala Gin Lys 










85 








90 


95 


Met 


Tyr 


Phe 


Thr 


Thr 


Pro 


Ser 


Asn His 


Asn 


Ala Tyr Gin Val Asp Ser 








100 








105 




110 


Val 


Gin 


Ser 


Thr 















115 116 



<210> 1987 

<211> 137 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (137) 

<223> Xaa = any amino acid or nothing 



<400> 1987 
Asn Thr Gly Leu Thr Cys Ser He 

1 5 
Leu Tyr Arg Arg Glu Glu Asn Arg 
20 

Leu Lys ser Glu Ser Phe Gin Val 
35 40 



Gin Arg Lys Cys Gly Glu Thr Gin 

10 15 
Leu He Leu Leu Leu Gin Asp His 

25 30 
Leu Thr Leu Ser Pro Arg Leu Glu 
45 
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Phe 


Ser 
50 


Gly 


Leu 


lie 


Ser 


Ala 
55 


His 


Cys 


Asn 


Leu Arg Leu 
60 


Pro 


Gly Ser 


Ser 


Asp 


Ser 


Ser 


Ala 


Ser 


Ser 


Ser 


Arg 


Ala 


Ala Gly lie 


Thr 


Gly Val 


65 










70 










75 




80 


His 


His 


His 


Ala 


Trp 
85 


Leu 


lie 


Phe 


Phe 


Phe 
90 


Leu Val Glu 


Thr 


Gly Phe 
95 


Leu 


His 


Ala 


Gly 
100 


Xaa 


Ala 


Gly 


Leu 


Glu 
105 


Leu 


Leu Thr Ser 


Gly 
110 


Asp Pro 


Pro 


Ala 


Ser 
115 


Ala 


Ser 


Arg 


ser 


Ala 
120 


Gly 


lie 


Thr Gly Val 
125 


Ser 


His His 


Ala 


Arg 

130 


Pro 


Arg 


Glu 


Thr 


Arg 

135 


Phe 


Leu 

13 7 











<210> 1988 
<211> 189 
<212> PRT 

<213> Homo sapiens 





<400> 1988 




















Gly 


Gly 


Met 


Asp 


Ser 


Arg 


Val 


Ser 


Gly 


Thr 


Thr Ser Asn 


Gly 


Glu Thr 


1 








5 










10 






15 


Lys 


Pro 


val 


Tyr 


Pro 


Val 


Met 


Glu 


Lys 


Lys 


Glu Glu Asp 


Gly 


Thr Leu 








20 










25 






30 




Glu 


Arg 


Gly 


His 


Trp 


Asn 


Asn 


Lys 


Met 


Glu 


Phe Val Leu 


Ser 


Val Ala 






35 










40 






45 






Gly 


Glu 


lie 


lie 


Gly 


Leu 


Gly 


Asn 


Val 


Trp 


Arg Phe Pro 


Tyr 


Leu Cys 




50 










55 








60 






Tyr 


Lys 


Asn 


Gly 


Gly 


Gly 


Ala 


Phe 


Phe 


He 


Pro Tyr Leu 


Val 


Phe Leu 


65 










70 










75 




80 


Phe 


Thr 


Cys 


Gly 


He 


Pro 


Val 


Phe 


Leu 


Leu 


Glu Thr Ala 


Leu 


Gly Gin 










85 










90 






95 


Tyr 


Thr 


Ser 


Gin 


Gly 


Gly 


Val 


Thr 


Ala 


Trp 


Arg Lys He 


Cys 


Pro He 






Gly 


100 










105 






110 




Phe 


Glu 


He 


Gly 


Tyr 


Ala 


Ser 


Gin 


Met 


He Val He 


Leu 


Leu Asn 






115 










120 






12 5 






Val 


Tyr 


Tyr 


lie 


He 


Val 


Leu 


Ala 


Trp 


Ala 


Leu Phe Tyr 


Leu 


Phe Ser 




130 










135 








140 






Ser 


Phe 


Thr 


lie 


Asp 


Leu 


Pro 


Trp 


Gly 


Gly 


Cys Tyr His 


Glu 


Trp Asn 


145 










ISO 










155 




160 


Thr 


Glu 


His 


Cys 


Met 


Glu 


Phe 


Gin 


Lys 


Thr 


Asn Gly Ser' 


Leu 


Asn Gly 










165 










170 






175 


Thr 


Ser 


Glu 


Asn 


Ala 


Thr 


Ser 


Pro 


Val 


He 


Glu Phe Trp 












180 










185 




189 







<210> 1989 

<211> 113 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (113) 

<223> Xaa = any amino acid or nothing 



<400> 1989 

Gin Gly Leu Thr Leu Leu Pro Arg Met Glu Cys Ser Ala Thr He Thr 

1 5 10 15 

Ala His Cys Ser Leu Glu Leu Pro Gly Ser He Asp Leu Pro Thr Ser 
20 25 30 
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Ala Ser Xaa Val Ala Arg Thr Thr 
35 40 
He Leu Val Leu Leu Leu Xaa Thr 

50 55 
Ala Gly Leu Glu Leu Leu Gly Ser 

65 70 
Ser Gin Ser Ala Gin He He Gly 
85 

Ser Asn His val Leu Tyr Thr Gin 
100 

Gly 

113 



Gly Thr His His His Pro Trp Leu 
45 

Trp Gly Ser Tyr Tyr Val Ala Gin 
60 

Ser Asn Leu Pro Ala Ala Met Val 
75 80 
His Asp His Cys Ala Trp Ala Thr 

90 95 
Glu Gly Leu Arg Arg Gly Lys Glu 
105 " no 



<210> 


1990 


<211> 


175 


<212> 


PRT 


<213> 


Homo sapiens 


<221> 


misc feature 


<222> 


(1)...(175) 


<223> 


Xaa = any amino acid 


<400> 


1990 



Gly 


Arg 


lie 


Asp Cys 


Pro His 


Pro 


1 






5 






Phe 


lie 


Asp 


Ala Cys 


Ser Val 


Leu 








20 






Trp 


lie 


Arg 


Arg Arg 


Pro Cys 


Leu 






35 






40 


Arg 


Glu 


He 


Gly Pro 


Leu Gin 


His 




50 






55 




Gin 


Thr 


Pro 


Gly Leu 


Lys Ala 


He 


65 








70 




Leu 


Gly 


Leu 


Gin Met 


Glu Ser 


His 








85 






Met 


Ala 


Arg 


Ser Arg 


Leu Thr 


Ala 








100 






lie 


Leu 


Leu 


Pro Gin 


Pro Pro 


Gly 






115 






120 


Pro 


Asp 


His 


Glu Gin 


Gin Pro 


Leu 




130 






135 




Lys 


Asp 


Met 


Asn Pro 


Arg Glu 


Gin 


145 








150 




Ala 


Ala 


Leu 


Pro Trp 


Ala Val 


Trp 








165 







or nothing 



Ala Thr 


Val 


Leu Ala Gin Pro He 


10 




15 


Gly Ala 


Tyr 


Gin Gly Ala Gin Asn 


25 




30 


Pro Ser 


Gly 


Cys Leu Lys Met Asn 






45 


Ser Leu 


Cys 


Cys Pro Gly Trp Ser 






60 


Leu Leu 


Arg 


Gin Pro Pro Lys Xaa 




75 


80 


Ser Cys 


Pro 


Pro Ala Trp Ser Ala 


90 




95 


Thr Ser 


Ala 


Ser Gin Val Gin Ala 


105 




110 


Thr Thr 


Asp 


Ser Cys Ser Pro Ser 






125 


Ser Trp 


Val 


Leu Pro Pro Pro Gin 






140 


Gin Val 


Ala 


Leu Gly Pro Gin Ala 




155 


160 


Arg Asn 


Asp 


Cys Phe Pro Arg 


170 




175 



<210> 1991 
<211> 152 
<212> PRT 

<213> Homo sapiens 



<400> 1991 
Arg Pro Ser Ser Gin Cys Gly Gly 

1 5 
Leu Ala Pro Glu Leu Ser Ser Glu 
20 

Arg Leu Gin Leu Ala Ala Ser Pro 
35 40 



He Pro Thr Gly Trp Lys Lys Gly 

10 is 
Leu Ser Ser Pro Pro Leu Pro Ala 

25 30 
Tyr Phe Ser Pro Ser Trp Ala Glu 
45 
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Cys 


Pro 
50 


Gin 


Pro 


Val 


Pro 


Ala 
55 


Gly 


Thr 


His 


Ala 


Thr 
60 


Trp Cys 


Leu 


Ala 


Arg 


Val 


Trp 


Ala 


Arg 


Met 


Thr 


Pro 


Pro 


Gly 


Pro 


Ala 


Gly He 


Pro 


Ser 


65 










70 










75 








80 


His 


Pro 


Leu 


Pro 


Pro 
85 


Pro 


Pro 


Pro 


Glu 


Arg 
90 


Ser 


Val 


Pro lie 


Pro 
95 


Ser 


Pro 


Phe 


Pro 


Ala 


Arg 


Asp 


Ser 


Gly 


Ser 


Arg 


Gin 


Gly 


His Ser 


Thr Asp 








100 










105 








110 






Arg 


Tyr 


Lys 
115 


His 


Thr 


Asp 


Ala 


Pro 
120 


Arg 


Asp 


Ala 


His 


Arg Arg 
125 


Val 


Pro 


Gin 


Arg 
130 


Asp 


Thr 


Asp 


Thr 


Gly 
135 


Val 


His 


Thr 


Gly 


Ser 
140 


Gly Thr 


His 


Thr 


His 


Ala 


His 


Thr 


Pro 


Pro 


Glu 


Lys 

















145 150 152 



<210> 1992 
<211> 162 
<212> PRT 

<213> Homo sapiens 



<400> 1992 



Gly 


Tyr 


Ser 


Phe 


Arg 


Cys 


Asp 


He 


Val 


Asp 


Tyr 


ser 


Arg Ser 


Pro Thr 


1 








5 










10 








15 


Ala 


Leu 


Arg 


Met 


Ala 


Arg 


Thr 


Cys 


Trp 


Leu 


Tyr 


Tyr 


Phe Ser 


Lys Phe 








20 










25 








30 




He 


Glu 


Leu 


Leu 


Asp 


Thr 


He 


Phe 


Phe 


Val 


Leu 


Arg 


Lys Lys 


Asn Ser 






35 










40 










45 




Gin 


Val 


Thr 


Phe 


Leu 


His' 


Val 


Phe 


His 


His 


Thr 


He 


Met Pro 


Trp Thr 




50 










55 










60 






Trp 


Trp 


Phe 


Gly 


Val 


Lys 


Phe 


Ala 


Ala 


Gly 


Gly 


Leu 


Gly Thr 


Phe His 


65 










70 










75 






80 


Ala 


Leu 


Leu 


Asn 


Thr 


Ala 


Val 


His 


Val 


Val 


Met 


Tyr 


Ser Tyr 


Tyr Gly 










85 










90 








95 


Leu 


Ser 


Ala 


Leu 


Gly 


Pro 


Ala 


Tyr 


Gin 


Lys 


Tyr 


Leu 


Trp Trp 


Lys Lys 








100 










105 








110 




Tyr 


Leu 


Thr 


Ser 


Leu 


Gin 


Leu 


Val 


Gin 


Phe 


Val 


He 


Val Ala 


He His 






115 










120 










125 




He 


Ser 


Gin 


Phe 


Phe 


Phe 


Met 


Glu 


Asp 


Cys 


Lys 


Tyr 


Gin Phe 


Pro Val 




130 










135 










140 






Phe 


Ala 


Cys 


He 


He 


Met 


Ser 


Tyr 


Ser 


Phe 


Met 


Phe 


Leu Leu 


Leu Phe 


145 










150 










155 






160 



Leu His 
162 



<210> 1993 

<211> 146 

<212> PRT 

<213> Homo sapiens 

<22l> mis cofeature 
<222> (1) . . . (146) 

<223> Xaa - any amino acid or nothing 



<400> 1993 

Leu Met Ala Phe He Glu Met His He Ser Gly Ser Leu Val Tyr Leu 

15 10 15 

Lys He Lys Thr Lys He Tyr Ser Tyr Phe Ser Met Leu Asn Phe Leu 
20 25 30 
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Leu 


Gin 


Glu 


He 


Pro 


Leu 


Ser 


Glu He 






35 










40 


Asp 


Phe 


Thr 


Asn 


He 


Ser 


Gin 


Gly Ser 




50 










55 




lie 


Thr 


Asp 


Thr 


Met 


Val 


Tyr 


Phe Val 


65 










70 






Ser 


His 


Asn 


Pro 


Val 


Leu 


Ala 


Ala Thr 










85 








Gin 


Ser 


Trp 


Glu 


Lys 


Ala 


He 


Arg Gin 








100 








105 


Gin 


Ala 


Ser 


Val 


Cys 


Thr 


Ser 


Pro Gly 






115 










120 


Gin 


Xaa 


Ala 


Ser 


Val 


Cys 


Thr 


Ser Pro 




13 0 










135 




Lys 


Gin 














145 


146 
















<210> 1994 












<211> 117 












<212> PRT 












<213> Homo 


sapiens 








<400> 1994 










Ala 


Tyr 


Pro 


Leu 


Phe 


Ala 


Val 


His Pro 


1 








5 








Glv 


Val 


Val 


Gly 


Arg 


Ala 


Tvr 


Leu Leu 








20 








25 


Ser 


Phe 


Leu 


Gly 


Tyr 


Cys 


Lvs 


Ala Phe 






35 










40 


Ala 


His 


Ser 


Ser 


Thr 


Phe 


Trp 


Val Leu 




50 










55 




Val 


Ala 


Met 


Leu 


Cys 


Lys 


Glu 


Gin Gly 


65 










70 






Ala 


Thr 


Trp 


Leu 


Gly 


Pro 


Ala 


Phe Ser 










85 








Lye 


Asp 


He 


Trp 


Gly 


Trp 


Pro 


Cys Leu 








100 








105 


lie 


Pro 


Leu 


Leu 


Val 












115 




117 










<210> 1995 












<211>110 












<212> PRT 












<213> Homo 


sapiens 








<400> 1995 










Leu 


Leu 


Trp 


Thr 


Thr 


Val 


Leu 


Cys Gin 


1 








5 








Thr 


Met 


lie 


His 


Leu 


Gly 


His 


lie Leu 








20 








25 


Ala 


Ala 


Ala 


Gin 


Thr 


Thr 


Pro 


Gly Glu 






35 










40 


Tyr 


Pro 


Gly 


Thr 


Ser 


Gly 


Ser 


Cys Ser 




50 










55 




Pro 


Leu 


Leu 


Ala 


Gly 


Leu 


Val 


Ala Ala 


65 










70 






He 


Val 


Gly 


Ala 


Val 


Phe 


Leu 


Cys Ala 










85 
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Leu 


Arg He Ser 


Ser Pro Arg 




45 




Asn 


Pro His Cys 


Phe Glu He 




60 




Gly 

■2 


Glu Asn Asn 


Gly Asp Ser 




75 


80 


Gly 


Val Gly Leu 


Asp Val Ala 


90 




95 


Ala 


Leu Met Pro 


Val Thr Pro 






110 


Gin 


Gly Lys Asp 


His Ser Lys 




125 




Gly 


Gin Gly Lys 


Asp His Ser 




140 





Val 


His Thr Glu 


Cys Val Ala 


10 




15 


Cys 


Ala Leu Phe 


Phe Leu Leu 






30 


Arg 


Glu Ser Asn 


Lys Glu Gly 




45 




Leu 


Ser He Phe 


Leu Gly Ala 




60 




He 


Thr Val Leu 


Val Arg Ala 




75 


80 


Val 


Cys Pro Phe 


Pro Ser Tyr 


90 




95 


Cys 


Gly Val Leu 


His Ala Tyr 






110 



Thr 


Pro Ala Arg 


Pro 


Gin 


Ser 


10 






15 




Phe 


Leu Leu Leu 


Leu 


Pro Val 






30 






Arg 


Ser Ser Leu 


Pro 


Ala 


Phe 




45 








Gly 


Cys Gly Ser 


Leu 


Ser 


Leu 




60 








Asp 


Ala Val Ala 


Ser 


Leu 


Leu 




75 






80 


Arg 


Pro Arg Arg 


Ser 


Pro 


Ala 


90 






95 





1100 
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Gin Glu Asp Gly Lys Val Tyr He 
100 



<210> 1996 
<211> 328 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 

<222> (1) . . . (328) 

<223> Xaa « any amino acid 



<400> 1996 



]jeu 




uiy 


Asp 


Thr 


irp 


■HIS 


Leu 


1 








c 
D 








Leu. 


TJ«5 e 
riis 


vj±y 


laiy 


Val 


Prn 

lr lO 


vjiy 


Arg 








Z U 










uin 


rlO 


til rt 


Ala 


pro 


«iy 


Ala 


Asp 






35 












Asp 


AX y 


Leu 


LfiU 


(1°) n 


V Al 


Asp 


Gly 




50 














Lys 


La J.XL 


Ala 


Val 


Gin 


Cys 


Levi 


Lys 


65 
















val 


Leu 


fill li 


Arg 


Arg 


Val 

V Ctl 




Aty 










85 








ASH 


Asp 


Ser 


Met 


Glv 


Asp 


Glu 










100 










Leu 


Pro 


Glv 




Pro 


Ser 


Ser 


Cvs 
















120 


Phe 


Xaa 


Ser 


Ser 


Asn 


Xaa 


Lys 


Arg 




130 










135 




Phe 


Val 


Gin 


Met 


Glu 


Lys 


Glu 


Ser 


145 










150 






Val 


Arg 


He 


Lys 


Arg 


Leu 


Phe 


Pro 










165 








Ala 


He 


Ala 


Ala 


Gly 


Asp 


He 


He 








180 










Arg 


Lys 


Ala 


Ser 


Ser 


Ser 


Arg 


Cys 






195 










200 


Ser 


Val 


Gin 


Ala 


Gly 


Pro 


Ser 


Phe 




210 










215 




Glu 


Val 


Leu 


His 


Leu 


Leu 


Arg 


Gly 


225 










230 






Leu 


Cys 


Arg 


Pro 


Pro 


Pro 


Gly 


Ala 










245 








Gin 


Thr 


Pro 


Glu 


Leu 


Ser 


Ala 


Asp 








260 










Thr 


Asp 


Ser 


Cys 


Thr 


Ser 


Pro 


He 






275 










280 


Gly 


Thr 


Val 


Pro 


Pro 


Gin 


Met 


Gin 




290 










295 




Glu 


Ser 


Ser 


Gin 


Lys 


Ala 


He 


Arg 


305 










310 






Glu 


Arg 


Asp 


Leu 


Gly 


Pro 


Val 


Pro 










325 






328 



<210> 1997 
«£211> 236 
<212> PRT 



Asn Met Pro Gly Arg Gly 
105 110 



or nothing 



Ser 


Phe 


Leu 


Ser His Phe 


Ser 


Arc? 




1 o. 

1U 






15 






Leu 


Leu 


wiu wjujf nou 


Leu 


Leu 


Z3 






30 








1 in 


Ser 


He Pro Phe 


Pro 


Glv 














Val 


He 


Leu 


Cys Gly Leu 


Thr 


His 








60 






GlV 

* 


Pro 


GlV 


Gin Val Ala 


Aro 


Leu 






75 






80 


Ser 


Thr 


Gin 


Gin Cys Pro 


Ser 


Ala 




90 






95 




Thr 


Ala 


Val 


Ser Leu Val 


Thr 


Ala 


105 






110 






Val 


Ser 


Val 


Thr Asp Gly 


Pro 


Lys 








125 






He 


Ala 


Asn 


Gly Leu Gly 


Phe 


Ser 








140 






Cys 


Ser 


His 


Leu Lys Ser 


Asp 


Leu 






155 






160 


Gly 


His 


Pro 


Ala Glu Glu 


Asn 


Gly 




170 






175 




Leu 


Gly 


Arg 


Glu Trp Glu 


Gly 


Pro 


185 






190 






Arg 


Gly 


Ser 


Trp Ala Met 


Gin 


Leu 








205 






Ala 


Ser 


Tyr 


Tyr Pro Ala 


Ala 


Val 








220 






Ala 


Pro 


Gin 


Glu Val Thr 


Leu 


Leu 






235 






240 


Leu 


Pro 


Glu 


Leu Glu Gin 


Glu 


Trp 




250 






255 




Lys 


Glu 


Phe 


Thr Arg Ala 


Thr 


Cys 


265 






270 






Leu 


Gly 


Ser 


Arg Gly Gin 


Leu 


Gly 








285 






Gly 


Lys 


Ala 


Trp Gly Leu 


Arg 


Pro 








300 






Glu 


Gly 


Thr 


Met Gly Ala 


Lys 


Thr 






315 






320 
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<213> Homo sapiens 



<400> 1997 



Pro 


Arg 


Val 


Arg 


Gly 


Asp 


Trp 


Pro 


Leu 


Glu 


Lys 


Lys 


Lys 


Ser 


Asn 


Ser 


1 








5 










10 










15 




Asn 


He 


His 


Pro 


He 


Phe 


ser 


Trp Cys 


Gly 


Ser 


Thr 


Asp 


Ser 


Lys 


Asp 








20 










25 










30 






lie 


Val 


Met 


Pro 


Thr 


Tyr 


Asp 


Leu 


Thr 


Asp 


Ser 


Val 


Leu 


Glu 


Thr 


Met 






35 










40 










45 








Gly 


Arg 


Val 


Ser 


Leu 


Asp 


Met 


Met 


Ser 


Val 


Gin 


Ala 


Asn 


Thr 


Gly 


Pro 




50 










55 










60 










Pro 


Trp 


Glu 


Ser 


Lys 


Asn 


Ser 


Thr Ala 


Val 


Trp 


Arg 


Gly 


Arg 


Asp 


Ser 


65 










70 










75 










80 


Arg 


Lys 


Glu 


Arg 


Leu 


Glu 


Leu 


Val 


Lys 


Leu 


Ser 


Arg 


Lys 


His 


Pro 


Glu 










85 










90 








95 




Leu 


He 


Asp 


Ala 


Ala 


Phe 


Thr 


Asn 


Phe 


Phe 


Phe 


Phe 


Lys 


His 


Asp 


Glu 








100 










105 










110 






Asn 


Leu 


Tyr 


Gly 


Pro 


He 


Val 


Lys 


His 


He 


Ser 


Phe 


Phe 


Asp 


Phe 


Phe 






115 










120 










125 








Lys 


His 


Lys 


Tyr 


Gin 


He 


Asn 


He 


Asp 


Gly 


Thr 


Val 


Ala 


Ala 


Tyr 


Arg 




13 0 










135 










140 










Leu 




Tyr 


Leu 


Leu 


Vdl 




Asp 


Ser 


Val 


V d JL 


Leu 


Lys 


bJ.li 


Asp 


Ser 


145 










150 










155 










160 


lie 


Tyr 


Tyr 


Glu 


His 


Phe 


Tyr 


Asn 


Glu 


Leu 


Gin 


Pro 


Trp 


Lys 


His 


Tyr 










165 










170 










175 




lie 


Pro 


Val 


Lys 


Ser 


Asn 


Leu 


Ser 


Asp 


Leu 


Leu 


Glu 


Lys 


Leu 


Lys 


Trp 








180 










185 










190 






Ala 


Lys 


Asp 


His 


Asp 


Glu 


Glu 


Ala 


Lys 


Lys 


He 


Ala 


Lys 


Ala 


Gly 


Gin 






195 










200 










205 








Glu 


Phe 


Ala 


Arg 


Asn 


Asn 


Leu 


Met 


Gly 


Asp 


Asp 


He 


Phe 


Cys 


Tyr 


Tyr 




210 










215 










220 










Phe 


Gin 


Thr 


Phe 


Pro 


Arg 


Asn 


Met 


Pro 


He 


Tyr 


Lys 










225 










230 










235 


236 












<210> 1998 




























<211> 397 




























<212> PRT 




























<213> Homo 


sapiens 
























<400> 1998 


























Ala 


Gly 


Met 


Leu 


Pro 


Ala 


Val 


Gly 


Ser 


Ala 


Asp 


Glu 


Glu 


Glu 


Asp 


Pro 


1 








5 










10 










15 




Ala 


Glu 


Glu 


Asp 


Cys 


Pro 


Glu 


Leu 


Val 


Pro 


Met 


Glu 


Thr 


Thr 


Gin 


Ser 








20 










25 










30 






Glu 


Glu 


Glu 


Glu 


Lys 


Ser 


Gly 


Leu 


Gly 


Ala 


Lys 


He 


Pro 


Val 


Thr 


He 






35 










40 










45 








He 


Thr 


Gly 


Tyr 


Leu 


Gly 


Ala 


Gly 


Lys 


Thr 


Thr 


Leu 


Leu 


Asn 


Tyr 


He 




50 










55 










60 










Leu 


Thr 


Glu 


Gin 


His 


Ser 


Lys 


Arg 


Val 


Ala 


Val 


He 


Leu 


Asn 


Glu 


Phe 


65 










70 










75 










80 


Gly 


Glu 


Gly 


Ser 


Ala 


Leu 


Glu 


Lys 


Ser 


Leu 


Ala 


Val 


Ser 


Gin 


Gly 


Gly 










85 










90 










95 




Glu 


Leu 


Tyr 


Glu 


Glu 


Trp 


Leu 


Glu 


Leu 


Arg 


Asn 


Gly 


Cys 


Leu 


Cys 


Cys 








100 










105 










110 






Ser 


Val 


Lys 


Asp 


Asn 


Gly 


Leu 


Arg 


Ala 


He 


Glu 


Asn 


Leu 


Met 


Gin 


Lys 






115 










120 










125 








Lys 


Gly 


Lys 


Phe 


Asp 


Tyr 


He 


Leu 


Leu 


Glu 


Thr 


Thr 


Gly 


Leu 


Ala 


Asp 




13 0 










135 










140 










Pro 


Gly 


Ala 


Val 


Ala 


Ser 


Met 


Phe 


Trp 


Val 


Asp 


Ala 


Glu 


Leu 


Gly 


Ser 



145 ISO 155 160 



1102 
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Asp 


lie 


Tyr 


Leu 


Asp 


Gly 


lie lie 


Thr He Val Asp Ser Lys Tyr Gly 










165 






170 175 


Leu 


Lys 


His 


Leu 


Ala 


Glu 


Glu Lys 


Pro Asp Gly Leu He Asn Glu Ala 








180 








185 190 


Thr 


Arg 


Gin 


val 


Ala 


Leu 


Ala Asp 


Ala He Leu He Asn Lys Thr Asp 






195 








200 


2 05 


lieu 


Val 


Pro 


Glu 


Glu 


Asp 


Val Lys 


Lys Leu Arg Thr Thr He Arg Ser 




210 










215 


220 


lie 


Asn 


Gly 


Leu 


Gly 


Gin 


lie Leu 


Glu Thr Gin Arg Ser Arg Val Asp 


225 










230 




235 240 


Leu 


Ser 


Asn 


Val 


Leu 


ASp 


Leu His 


Ala Phe Asp Ser Leu Ser Gly He 










245 






250 255 


Ser 


Leu 


Gin 


Lys 


Lys 


Leu 


Gin His 


Val Pro Gly Thr Gin Pro His Leu 








260 








265 270 


Asp 


Gin 


Ser 


He 


Val 


Thr 


lie Thr 


Phe Asp Val Pro Gly Asn Ala Lys 






275 








280 


285 


Glu 


Glu 


His 


Leu 


Asn 


Met 


Phe He 


Gin Asn Leu Leu Trp Glu Lys Asn 




290 










295 


300 


Val 


Arg 


Asn 


Lys 


Asp 


Asn 


His Cys 


Met Glu Val He Arg Leu Lys Gly 


305 










310 




315 320 


Leu 


Val 


Ser 


lie 


Lys 


Asp 


Lys Ser 


Gin Gin Val He Val Gin Gly Val 










325 






330 335 


His 


Glu 


Leu 


Tyr 


Asp 


Leu 


Glu Glu 


Thr Pro Val Ser Trp Lys Asp Asp 








340 








345 350 


Thr 


Glu 


Arg 


Thr 


Asn 


Arg 


Leu Val 


Leu Leu Gly Arg Asn Leu Asp Lys 






355 








360 


365 


Asp 


lie 


Leu 


Lys 


Gin 


Leu 


Phe He 


Ala Thr Val Thr Glu Thr Glu Lys 




370 










375 


380 


Gin 


Trp 


Thr 


Thr 


His 


Phe 


Lys Glu 


Asp Gin Val Cys Thr 


385 










390 




395 397 



<210> 1999 

<211> 109 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 

<222> (1) . . . (109) 

<2 23> Xaa m any amino acid or nothing 



<400> 1999 



Asp 


Gly 


Val 


Ser 


Leu 


Leu 


Leu 


Pro 


Lys 


Leu 


Gly Val Gin Trp Ala Gin 


1 








5 










10 


15 


Tyr 


Trp 


Ala 


His 


Trp 


Gin 


Pro 


Pro 


Leu 


Pro 


Gly Phe Lys Arg Phe Ser 








20 










25 




30 


cys 


Leu 


Ser 


Leu 


Arg 


Ser 


Ser 


Trp 


Asp 


Xaa 


Lys Cys Ala Pro Pro His 






35 










40 






45 


Pro 


Ala 


Phe 


Val 


Phe 


Leu 


val 


GlU 


Met 


Gly 


Phe His Arg Val Gly Gin 




50 










55 








60 


Ala 


Gly 


Leu 


Glu 


Leu 


Arg 


Thr 


Ser 


Gly 


Asp 


Pro Pro Ala Ser Ala Ser 


65 










70 










75 80 


Gin 


Ser 


Ala 


Gly 


lie 


Thr 


Gly 


Val 


Ser 


His 


Leu Ala Xaa Pro Thr Ser 










85 








90 


95 


Met 


Pro 


Leu 


Leu 


Pro 


Phe 


Gin 


Arg 


Leu 


Cys 


Val Tyr He 



100 105 109 



<210> 2000 
<211> 145 
c212> PRT 



1103 
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<213> Homo sapiens 

<221> raisc_feature 

<222> (1) . . . (145) 

<223> Xaa - any amino acid or nothing 



<400> 2000 



Pne 


Pne 


Pne 


Leu Arg 


Arg Ser 


Pne 


Ala 


Plie 


Val 


Ala Gin Ala Gly val 


1 






5 








10 




15 


Gin 


Trp 


Cys 


Asp Leu 


Gly Ser 


Pro 


Gin 


Pro 


Leu 


Pro Pro Gly Phe Lys 








20 






25 






30 


Xaa 


Phe 


Ser 


Cys Leu 


Ser Leu 


Pro 


Ser 


Ser 


Trp 


Asp Tyr Arg His Ala 






35 






40 








45 


Pro 


Pro 


Pro 


Cys Pro 


Ser Xaa 


Phe 


Leu 


Tyr 


Phe 


Xaa Xaa Arg Gin Gly 




50 






55 










60 


Phe 


Thr 


Met 


Leu Ala 


Arg Leu 


Val 


Leu 


Asn 


Ser 


Xaa Pro His Asp Leu 


65 








70 








75 


80 


Pro 


Thr 


Ser 


Pro Ser 


Gin Ser 


Ala 


Glu 


lie 


Lys 


Gly Val Ser His Arg 








85 








90 




95 


Cys 


Pro 


Ala 


Ser Phe 


Tyr Leu 


Phe 


Leu 


Lys 


Tyr 


Tyr Leu Glu Ala Lys 








100 






105 






110 


Phe 


Cys 


Ala 


Xaa Gly 


Glu Cys 


Ala 


Pro 


Ser 


Ala 


Gly Val Gly Ala Gly 






115 






120 








125 


Tyr 


Lys 


Arg 


Gly His 


Lys Ser 


Cys 


Leu 


Leu 


lie 


Asn cys Val val Gin 




130 






135 










140 



lie 
145 



<210> 2001 
<211> 309 
<212> PRT 

<213> Homo sapiens 

<221> misc_ feature 
<222> (1) . . . (309) 

<223> Xaa = any amino acid or nothing 



<400> 2001 



Asp 


Ala 


Trp 


Gly Pro 


Glu 


Thr 


Arg 


Leu 


Ala 


Arg 


lie Leu Asn Pro Asp 


1 






5 










10 




15 


Ser 


Phe 


lie 


Glu Pro 


Arg 


Pro 


Gly 


Arg 


Leu 


Pro 


Glu Leu Glu Ala Thr 








* 20 








25 






30 


Arg 


Pro 


His 


Met Glu 


Pro 


Lys 


Ala 


Ser 


Cys 


Pro 


Ala Ala Ala Pro Leu 






35 








40 








45 


Met 


Glu 


Arg 


Lys Phe 


His 


Val 


Leu 


Val 


Gly 


Val 


Thr Gly Ser Val Ala 




50 








55 










60 


Ala 


Leu 


Lys 


Leu Pro 


Leu 


Leu 


Val 


Ser 


Lys 


Leu 


Leu Asp lie Pro Gly 


65 








70 










75 


80 


Leu 


Glu 


Val 


Ala Val 


Val 


Thr 


Thr 


Glu 


Arg 


Ala 


Lys His Phe Tyr Ser 








85 










90 




95 


Pro 


Gin 


Asp 


lie Pro 


Val 


Thr 


Leu 


Tyr 


Ser 


Asp 


Ala Asp Glu Trp Glu 








100 








105 






110 


Met 


Trp 


Lys 


Ser Arg 


Ser 


Asp 


Pro 


Val 


Leu 


His 


lie Asp Leu Arg Arg 






115 








120 








125 


Trp 


Ala 


Asp 


Leu Leu 


Leu 


Val 


Ala 


Pro 


Leu 


Asp 


Ala Asn Thr Leu Gly 




130 








135 










140 


Lys 


val 


Ala 


Ser Gly 


lie 


Cys 


Asp 


Asn 


Leu 


Leu 


Thr Cys Val Met Arg 


145 








150 










155 


160 


Ala 


Trp 


Asp 


Arg Ser 


Lys 


Pro 


Leu 


Leu 


Phe 


Cys 


Pro Ala Met Asn Thr 








165 










170 




175 
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Ala Met 


Trp 


Glu 


His 


Pro 


lie 


Thr Ala Gin Gin Val Asp Gin Leu Lys 




180 








185 190 


Ala Phe 


Gly 


Tyr 


Val 


Glu 


He 


Pro Cys Val Ala Lys Lys Leu Val Cys 




195 










200 205 


Gly Asp 


Glu 


Gly 


Leu 


Gly 


Ala 


Met Ala Glu Val Gly Thr He Val Asp 


210 










215 


220 


Lys Val 


Lys 


Glu 


Val 


Leu 


Phe 


Gin His Ser Gly Phe Gin Gin Ser Xaa 


225 






230 




235 


Pro Gly 


lie 


Ser 


Val 


Met 


Gly 


Val Pro Leu Tyr Ser Glu Trp val Gin 






245 






250 255 


Ala Lys 


Ser 


Val 


Lys 


Met 


Asp 


Val Gly Lys He Gly Gly Tyr Pro His 






260 








265 270 


Leu Leu 


Asn 


Gly 


Gly 


Pro 


Ala 


Leu Ser Leu Pro Arg Gly Gin Ala Cys 




275 










280 285 


Ser Arg 


Leu 


Asn 


Trp 


Thr 


Glu 


Gly Pro Gly Leu Ser Phe Phe Gin Pro 


290 










295 


300 


Gly Glu 


Ala 


Ala 


Ala 








305 






309 









<210> 2002 

<211> 203 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (203) 

<223> Xaa =* any amino acid or nothing 



<400> 2002 



Phe Arg 


Gly 


Arg 


Gin 


Thr 


Ser 


Arg 


Pro 


Ala 


Arg Gly 


Phe Ser Pro Trp 


1 




5 










10 




15 


Arg Pro 


Pro 


Gly 


Thr 


Met 


Gin 


Glu 


Pro 


Ser 


Ser Gly 


Glu Cys Pro Ala 




20 










25 






30 


Ser Pro 


Xaa 


Leu 


Pro 


Cys 


Ala 


Ser 


Asn 


Arg 


Leu Ala 


Phe Gly Gly Leu 




35 










40 








45 


He Phe 


Pro 


Cys 


Ala 


Pro 


Leu 


Val 


Pro 


Tyr 


Pro Ala 


Pro Phe Ser Pro 


50 










55 








60 




Leu Leu 


Pro 


Ala 


Phe 


Ser 


Cys 


Ala 


Pro 


Arg 


Pro Arg 


Ala His Thr His 


65 








70 










75 


80 


Ser Arg 


Thr 


His 


Pro 


Ser 


Ala 


Pro 


Leu 


Val 


Pro Lys 


Pro Ser Ser Arg 






85 










90 




95 


Ala Arg 


Gly 


Gin 


Ser 


Pro 


He 


Pro 


Ser 


Arg 


Ala Ser 


Ser Pro Ser Cys 


100 










105 






110 


Ser Trp 


Ala 


Gin 


Val 


Pro 


Gly 


Val 


Ala 


Leu 


Ala Arg 


Cys Ala Gly Val 




115 










120 








125 


Cys Lys 


Pro 


Gly 


Asp 


Ser 


Trp 


Arg Val 


Ala 


Ala Cys 


He Ser Gly Arg 


130 










135 








140 




Cys Cys 


Ser 


Arg 


Gly 


Arg 


Arg 


Arg Gly 


Ser 


Gly Pro 


Arg Asn Pro Glu 


145 








150 










155 


160 


Gin Ser 


Phe 


Arg 


Gly 


Ala 


Trp 


Gly Pro 


Ser 


Phe Trp 


Gly Ser Trp Lys 








165 










170 




175 


Ser Gin 


Arg 


Glu 


Leu 


Ser 


Ala 


Gly Gly 


Ala 


Gin Ala 


Trp Pro Leu Leu 






180 










185 






190 


Gly Ser 


Ala 


Gly 


Ser 


Gly 


Leu 


Arg Gly 


Glu 


Ala 




195 










200 






203 





<210> 2003 
<211> 93 
<212> PRT 
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<213> Homo sapiens 

<221> misc_feature 

<222> (X)...(93) 

<223> Xaa = any amino acid 



<400> 2003 



Phe 


Phe Phe Phe lie 


Xaa 


Asp 


Gly 


1 


5 








Asn 


Ala Val Ala Arg 


Ser 


Trp 


Leu 




20 








Gin 


Ala Val Ser Cys 


Phe 


Arg 


Leu 




35 






40 


Ala 


Thr Met Pro Gly 


Xaa 


Phe 


Phe 




50 




55 




Phe 


Thr He Leu Ala 


He 


Leu 


Val 


65 




70 






Cys 


Pro Pro Trp Pro 


Pro 


Lys 


Val 



85 



or nothing 



Val 


Ser 


Leu Cys His Pro 


Gly Trp 




10 




15 


Thr 


Ala 


Thr Ser Ala Ser 


Arg Val 


25 




30 




Pro 


Ser 


Ser Trp Asp Tyr 


Arg His 






45 




Xaa 


Tyr 


Phe Xaa Xaa Arg 


Trp Gly 






60 




Leu 


Asn 


Ser Xaa Pro Gin 


Val He 






75 


80 


Leu 


Thr 


Leu Gin Ala 






90 


93 





<210> 2004 
<211> 144 
<212> PRT 

<213> Homo sapiens 

<22l> misc_f eature 
<222> (1) . . . U44) 

<223> Xaa = any amino acid or nothing 



<400> 2004 



Arg 


Pro 


Gly 


He Pro 


Gly Arg Arg 


Phe Arg 


Arg Ser Trp Phe 


Cys Gin 








5 




10 




15 


Leu 


Pro 


Xaa 


Glu Pro 


Glu Pro Gly 


Leu Glu 


Ser Leu Ala Thr 


Pro Gly 








20 




25 


30 




Asp 


He 


Pro 


Ala Val 


Gly Leu Gly 


Ala Leu 


Gly Val He Pro 


Pro Val 






35 




40 




45 




Arg 


Val 


Pro 


Gin Arg 


Pro Pro Thr 


Gin Arg 


Ser Gin Gly Arg 


Gly Trp 




50 






55 




60 




Asp 


Pro 


Glu 


Arg Asp 


Pro Gly Cys 


Arg Val 


Gin Val Ser Arg 


Gly Pro 


65 








70 




75 


80 


Arg 


Phe 


Gly 


Glu Gin 


Lys Thr Pro 


Gly Leu 


Gin Gly Cys Leu 


Pro Pro 








85 




90 




95 


Pro 


Cys 


Leu 


Thr His 


Leu Ala Ala 


Ala Ser 


Cys Val Val Val 


Trp Cys 








100 




105 


110 




Gly 


Arg 


Trp 


Lys Arg 


Asp Ser Ala 


Glu Cys 


Gin Cys Asp His 


Ser Cys 






115 




120 




125 




Ser 


Ala 


Val 


Ser Gin 


Gin Glu Asp 


Arg Cys 


Arg Ser Ser Ser 


Cys Ser 




13 0 






135 




140 


144 



<210> 2005 
<211> 65 
<212> PRT 

<213> Homo sapiens 



<400> 2005 
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Met 


Asn Asn Asn Thr 


Thr Cys He 


1 


5 




Ala 


Leu Pro He He 


Tyr He Leu 




20 




Asn 


Thr Leu Ser Gin 


Trp He Phe 




35 


40 


Ser 


Thr His He Tyr 


Leu Ser His 




50 


55 


Cys 






65 







Gin Pro Ser Met He Ser Ser Met 

10 15 
Leu Cys He Val Gly Val Phe Gly 

25 30 
Leu Thr Lys He Gly Lys Lys Thr 
45 

Leu Val Thr Ala Asn Leu Leu Val 
60 



<210> 2006 

<211> 57 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1)...(57) 

<223> Xaa = any amino acid or nothing 



<400> 2006 

Leu Val His Lys Asp Met Tyr Arg Glu Phe Phe Glu Glu Glu Ala Gin 

15 10 15 

Ala Ser Asn Lys His Val Thr Arg Cys Leu Thr Ser Leu Val He Arg 

20 25 30 

Glu Val His He Lys Thr Met Arg Xaa His Phe Leu Pro He Arg Leu 

35 40 45 

Glu Lys Asn Lys Asn Asn He Lys Asp 
50 55 57 



<210> 2007 

<211> 114 

<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1) .7. (114) 

<223> Xaa • any amino acid or nothing 





<400> 2007 










Met 


Ala 


Gly Met 


Lys 


Thr 


Ala 


Ser 


l 






5 








Glu 


Leu 


Arg Val 


Phe 


Val 


Gly 


Glu 






20 










Thr 


Leu 


Arg Val 


Thr 


Gly 


Glu 


Ser 






35 








40 


He 


Val 


Glu Gin 


He 


Asn 


Arg 


Lys 




50 








55 




Trp 


Trp 


Glu Gin 


Lys 


Arg 


Gin 


Trp 


65 








70 






Asp 


Lys 


Tyr Gly 


He 


Leu 


Ala 


Asp 








85 








His 


Arg 


Pro Val 


He 


Leu 


Arg 


Leu 






100 










Xaa 















113 



Gly 


Asp 


Tyr He Asp Ser 


Ser Trp 




10 




15 


Glu 


Asp 


Pro Glu Ala Glu 


Ser Val 


25 




30 




His 


He 


Gly Gly Val Leu 


Leu Lys 






45 




Gin 


Asp 


Trp Ser Asp His 


Ala He 






60 




Leu 


Leu 


Gin Thr His Trp 


Thr Leu 






.75 


80 


Ala 


Arg 


Leu Phe Phe Gly 


Pro Gin 




SO 




95 


Pro 


Asn 


Arg Arg Ala Leu 


Arg Leu 


105 




110 
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<210> 200B 

<211> 97 

c212> PRT 

<213> Homo sapiens 

c22l> mis cofeature 

<222> (1) . . . (97) 

<223> Xaa = any amino acid or nothing 



<400> 2008 



Phe 


Phe 


Phe 


Phe 


Lys 


Glu 


Thr 


Glu Ser 


His 


Ser 


Val Thr Gin Ala Gly 


1 








5 








10 




15 


Val 


Gin 


Trp 


His 


Asp 


Leu 


Gly 


Ser Leu 


Gin 


Pro 


Pro Pro Pro Gly Phe 








20 








25 






30 


Lys 


Arg 


Phe 


Ser 


Cys 


Leu 


Ser 


Leu Leu 


Ser 


Ser 


Trp Asp Tyr Arg Cys 






35 










40 






45 


Ala 


Pro 


Pro 


His 


Pro 


Ala 


Asn 


Phe Val 


Phe 


Leu 


Val Glu Thr Gly Phe 




50 










55 








60 


His 


His 


Val 


Ala 


Gin 


Ala 


Gly 


Leu Lys 


Leu 


Leu 


Thr Leu Xaa Ser Ala 


65 










70 








75 


80 


Asn 


Leu 


Gly 


Leu 


Ser 


Thr 


Ser 


Leu Pro 


lie 


Pro 


Leu Phe lie Leu Leu 










85 








90 




95 



Ser 
97 



<210> 2009 

<211> 107 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 

<222> (1) . " . (107) 

<223> Xaa « any amino acid or nothing 



<400> 2009 



Arg 


Gly 


His 


Gly Gly 


Lys Ser Leu Thr Gly 


Gly 


Thr Pro Gly Asn Trp 


1 






5 


10 




15 


Gly 


Asp 


Gly 


Leu Leu 


Val Sex Glu Asp Trp 


Ser 


His Leu lie Phe Thr 








20 


25 




30 


Xaa 


Asn 


Ser 


Leu Val 


Ser Pro Val Leu Gly 


Lys 


Trp Ser Pro Cys Leu 






35 




40 




45 


Gin 


Gly 


Pro 


Gly Leu 


Ser Ala Val His Thr 


Trp 


Pro Trp Leu Met Ala 




50 






55 




60 


Ala 


Cys 


Trp 


Ala Val 


His Val Lys Thr His 


Met 


Arg Pro Gly Leu Ala 


65 








70 


75 


80 


Val 


Leu 


Pro 


Arg Leu 


Val Leu Asn Ser Trp 


Ser 


Xaa Ala He He Leu 








85 


90 




95 


Leu 


Trp 


Pro 


Pro Lys 


Ala Leu Gly Leu Gin 


Ala 










100 


105 


107 





<210> 2010 

<211> 102 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) .7. (102) 
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<223> Xaa « any amino acid or nothing 





<400> 2010 










Ser 


Arg 


val 


Asp 


Asp 


Phe 


Val 


Gly 


1 








5 








cys 


Leu 


Cys 


Gly 
20 


His 


Arg 


Gly 


Leu 


Gly 


His 


Leu 
35 


Cys 


Leu 


Gin 


Pro 


Pro 
40 


Tyr 


Cys 
50 


Arg 


Gly 


Cys 


Cys 


Pro 
55 


His 


Ser 


Cys 


Pro 


Arg 


Gin 


Lys 


Lys 


Thr 


65 










70 






Val 


Cys 


Ser 


Phe 


Trp 
85 


He 


Tyr 


Gin 


Gly 


Ala 


Arg 


Trp 
100 


Asn 


His 
102 







Glu 


Arg 


Arg 


Gly Gly Cys Asp Glu 




10 




15 


Arg 


Ala 


Val 


Pro Leu Gly His Pro 


25 






30 


Gly 


Gly 


Pro 


Ala Xaa Phe Leu Asp 








45 


Pro 


Val 


Pro 


Gly Ser Thr Ala Gly 








60 


Thr 


Pro 


Gly 


Pro Thr Val Leu Cys 






75 


80 


Arg 


Gly 


Glu 


Pro His His Arg Thr 




90 




95 



<210> 2011 

<211> 107 

<212> PRT 

<213> Homo sapiens 

<22l> misc_feature 

<222> (I)... (107) 

<223> Xaa = any amino acid or nothing 





<400> 2011 














Arg 


Gin 


Ser 


Cys 


Ser 


Ser 


Thr 


Gin Ala 


Lys Val 


Gin Trp Phe His Tyr 


1 








5 








10 


15 


Gly 


Pro 


Leu 


Gin 


Ser 


Gin 


Pro 


Pro Gly 


Leu Lys 


Gin Ser Ser Gin Leu 








20 








25 




30 


Ser 


Leu 


Pro 


Asn 


Ser 


Arg 


Asp 


His Arg 


His Val 


Pro Pro Arg Leu Ala 






35 










40 




45 


lie 


Phe 


Ser 


Phe 


Ala 


Glu 


Thr 


Gly Ser 


Pro Tyr 


Phe Ala Gin Ala Ser 




50 










55 






60 


Leu 


Glu 


Leu 


Leu 


Gly 


Ser 


Ser 


His Pro 


Pro Thr 


Ser Ala Ser Gin Ser 


65 










70 






75 


80 


Ala 


Arg 


He 


Thr 


Gly 


Val 


Ser 


His Arg 


Ala Trp 


Pro Leu Lys Xaa Phe 










85 








90 


95 


Asn 


Leu 


Asn 


Gin 


Tyr 


Gin 


Thr 


Leu Thr 


Met Asn 










100 








105 


107 





<210> 2012 

<211> 214 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (214) 

<223> Xaa = any amino acid or nothing 



<400> 2012 

Glu Leu Asn Asn Gly Pro Phe Gin Met Pro Leu Cys Asn Gly Gly Asn 

15 10 15 

Leu Ala Val Thr Gly Ser Trp Ala Asp Arg Ser Pro Leu His Glu Ala 
20 25 30 
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Ala 


Ser 


Gin 
35 


Gly Arg 


Leu 


Leu 


Ala 
40 


Leu 


Arg 


Thr Leu 


Leu 
45 


Ser 


Gin 


Gly 


Tyr 


Asn 
50 


Val 


Asn Ala 


Val 


Thr 
55 


Leu 


Asp 


His 


Val Thr 
60 


Pro 


Leu 


His 


Glu 


Ala 


Cys 


Leu 


Gly Asp 


His 


Val 


Ala 


Cys 


Ala 


Arg Thr 


Leu 


Leu 


Glu 


Ala 


65 








70 










75 








60 


Gly 


Ala 


Asn 


Val Asn 
85 


Ala 


He 


Thr 


He 


Asp 
90 


Gly Val 


Thr 


Pro 


Leu 
95 


Phe 


Asn 


Ala 


Cys 


Ser Gin 
100 


Gly 


Ser 


Pro 


ser 
105 


Cys 


Ala Glu 


Leu 


Leu 
110 


Leu 


Glu 


Tyr 


Gly 


Ala 
115 


Gin Ala 


Gin 


Leu 


Glu 
120 


Ser 


Cys 


Leu Pro 


Ser 
125 


Pro 


Thr 


His 


Glu 


Gly 
130 


Ala 


Ser Lys 


Gly 


His 
135 


His 


Glu 


Cys 


Leu Asp 
140 


He 


Leu 


He 


Ser 


Trp 


Gly 


lie 


Asp Val 


Asp 


Gin 


Glu 


lie 


Pro 


His Ser 


Gly 


Thr 


Pro 


Leu 


145 








150 










155 








160 


Tyr 


Val 


Ala 


Cys Met 
165 


Ala 


Gin 


Gin 


Phe 


His 
170 


Cys He 


Trp 


Asn 


Leu 
175 


He 


Tyr 


Ala 


Gly 


Ala Gly 
180 


Val 


Arg 


Lys 


Gly 
185 


Lys 


Tyr Trp 


Asp 


Thr 
190 


Pro 


Leu 


Pro 


Gly 


Ala 
195 


Gly His 


Gin 


Ser 


Thr 
200 


Gin 


Lys 


Leu Glu 


Xaa 
205 


Leu 


Phe 


Ala 


Met 


Val 
210 


Glu 


He Trp 


Gin 
214 





















<210> 2013 
<211> 124 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (124) 

<223> Xaa = any amino acid or nothing 



<400> 2013 



Val 


Arg 


Asn 


Ser Xaa Ser Phe Ala 


His Cys 


Ala Ser 


Val 


Tyr 


Lys 


His 


l 






5 


10 








15 




His 


Tyr 


Met 


Asp Gly Gin Thr Pro 


Cys Leu 


Phe Val 


Ser 


Ser 


Lys 


Ala 








20 


25 






30 






Asp 


Leu 


Pro 


Glu Gly Val Ala Val 


Ser Gly 


Pro Ser 


Pro 


Ala 


Glu 


Phe 






35 


40 






45 








Cys 


Arg 


Lys 


His Arg Leu Pro Ala 


Pro Val 


Pro Phe 


Ser 


Cys 


Ala 


Gly 




50 




55 




60 










Pro 


Ala 


Glu 


Pro Ser Thr Thr He 


Phe Thr 


Gin Leu 


Ala 


Thr 


Met 


Ala 


65 






70 




75 








80 


Ala 


Phe 


Pro 


His Leu Val His Ala 


Glu Leu 


His Pro 


Ser 


Ser 


Phe 


Trp 








85 


90 








95 




Leu 


Arg 


Gly 


Leu Leu Gly Val Val 


Gly Ala 


Ala Val 


Ala 


Ala 


Val 


Leu 








100 


105 






110 






Ser 


Phe 


Ser 


Leu Tyr Arg Val Leu 


Val Lys 


Ser Gin 














115 


120 




124 











<210> 2014 
<211> 183 
<212> PRT 

<213> Homo sapiens 



<400> 2014 
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Leu 


Ser 


Phe 


lie Glu Val 


Leu 


Ser 


Met 


Glu 


Gin Val Asn Lys 


Thr Val 


1 






5 








10 




15 


Val 


Arg 


Glu 


Phe Val Val 


Leu 


Gly 


Phe 


Ser 


Ser Leu Ala Arg 


Leu Gin 








20 






25 




30 




Gin 


Leu 


Leu 


Phe Val He 


Phe 


Leu 


Leu 


Leu 


Tyr Leu Phe Thr 


Leu Gly 






35 






40 






45 




Thr 


Asn 


Ala 


He He He 


Ser 


Thr 


He 


Val 


Leu Asp Arg Ala 


Leu His 




50 






55 








60 




Thr 


Pro 


Met 


Tyr Phe Phe 


Leu 


Ala 


He 


Leu 


Ser Cys Ser Glu 


He Cys 


65 






70 










75 


80 


Tyr 


Thr 


Phe 


Val He Val 


Pro 


Lys 


Met 


Leu 


Val Asp Leu Leu 


Ser Gin 






85 








90 




95 


Lys 


Lys 


Thr 


He Ser Phe 


Leu 


Gly 


Cys 


Ala 


He Gin Met Phe 


Ser Phe 








100 






105 




110 




Leu 


Phe 


Phe 


Gly Ser Ser 


His 


Ser 


Phe 


Leu 


Leu Ala Ala Met 


Gly Tyr 






115 






120 






125 




Asp 


Arg 


Tyr 


Met Ala He 


Cys 


Asn 


Pro 


Leu 


Arg Tyr Ser Val 


Leu Met 




130 






135 








140 




Qly 


His 


Gly 


Val Cys Met 


Gly 


Leu 


Met 


Ala 


Ala Ala Trp Ala 


Cys Gly 


145 






150 










155 


160 


Phe 


Thr 


Val 


Ser Leu Val 


Thr 


Thr 


Ser 


Leu 


Val Phe His Leu 


Pro Phe 








165 








170 




175 


His 


Ser 


Ser 


Asn Gin His 


Glu 


















180 


183 













<210> 2015 

<211> 240 

<212> PRT • 

<213> Homo sapiens 

<22l> mis cofeature 
<222> (1) . . . (240) 

<223> Xaa - any amino acid or nothing 



<400> 2015 



Gin 


Gin 


Tyr 


His Asn 


Thr 


Gly 


Ser 


Ala 


Gly 


His His Ala His 


Cys 


Gin 


1 






5 










10 




15 




Val 


Gly 


His 


Ser Pro 


His 


Val 


His 


Tyr 


Pro 


Ser Gly Cys Gly 


Pro 


Leu 








20 








25 




30 






Xaa 


He 


Gin 


Arg Gly 


Leu 


Pro 


Ser 


Phe 


Asn 


Ser Leu Glu Gly 


His 


Ser 






35 








40 






45 






Leu 


Lys 


Asp 


Ser Gly 


His 


Glu 


Glu 


Ser 


Val 


Gin Leu Asp Ser 


Glu His 




50 








55 








60 






Asp 


Val 


Gin 


Arg Ser 


Leu 


Tyr 


Cys 


Asp 


Thr 


Ala Val Asn Asp 


Val 


Leu 


65 








70 










75 




80 


Asn 


Thr 


Ser 


Val Thr 


Ser 


Met 


Gly 


Ser 


Gin 


Met Pro Asp His 


Asp Gin 








85 










90 




95 




Asn 


Glu 


Gly 


Phe His 


Cys 


Arg 


Glu 


Glu 


Cys 


Arg He Leu Gly 


His 


Ser 








100 








105 




110 






Asp 


Arg 


Cys 


Trp Met 


Pro 


Arg 


Asn 


Pro 


Met 


Pro He Arg Ser 


Lys 


Ser 






115 








120 






125 






Pro 


Glu 


His 


Val Arg 


Asn 


He 


He 


Ala 


Leu 


Ser He Glu Ala 


Thr 


Ala 




130 








135 








140 






Ala 


Asp 


Val 


Glu Ala 


Tyr 


Asp 


Asp 


Cys 


Gly 


Pro Thr Lys Arg 


Thr 


Phe 


145 








150 










155 




160 


Ala 


Thr 


Phe 


Gly Lys 


Asp 


Val 


Ser 


Asp 


His 


Pro Ala Glu Glu 


Arg 


Pro 








165 










170 




175 




Thr 


Leu 


Lys 


Gly Lys 


Arg 


Thr 


Val 


Asp 


Val 


Thr He Cys Ser 


Pro 


Lys 








180 








185 




190 






Val 


Asn 


Ser 


Val He 


Arg 


Glu 


Ala 


Gly 


Asn 


Gly Cys Glu Ala 


He 


Ser 






195 








200 






205 
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Pro Val Thr Ser Pro Leu His Leu Lys Ser Ser Leu Pro Thr Lys Pro 

210 215 220 

Ser Val Ser Tyr Glu lie Val Asp Pro Gly lie Thr Ala Arg Arg Cys 

225 230 235 240 



<210> 2016 

<211> 53 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 

<222> (1) . . . (53) 

<223> Xaa » any amino acid or nothing 



<400> 2016 

lie Met Leu Leu Ser Thr Ser Ser Xaa Val Tyr Phe Gin Ser Ser Thr 

1 5 10 15 

Lys Asp Ser His Phe Phe Leu Phe Asp Phe Gin Lys Thr Gly Pro Pro 

20 25 30 

Leu Val Gly Pro Lys Ala Gin Leu Ser Gly Leu Gin Leu Gin Pro Cys 

35 40 45 

Leu Tyr Lys Arg Arg 
50 53 



<210> 2017 
<211> 39 
<212> PRT 

<213> Homo sapiens 

<221> misc_Jceature 
<222> (1)...(39) 

<223> Xaa = any amino acid or nothing 



<400> 2017 

Asp Leu Thr Asn Ser His Phe Phe Leu Phe Asp Phe Gin Lys Thr Gly 

15 10 15 

Pro Pro Leu Gly Gly Pro Lys Ala Gin Phe Ser Ser Leu Gin Leu Gin 

20 25 30 

Pro Cys Val Tyr Xaa Arg Arg 
35 39 



<210> 2018 
<211> 206 
<212> PRT 

<213> Homo sapiens' 

<221> misc_feature 
<222> (1) . . . (206) 

<223> Xaa = any amino acid or nothing 



<400> 2018 

Asn lie Lys Ser Asn Asp Arg Trp Val Gin lie Lys Thr Ala Tyr Lys 
i 5 " ~ 10 15 
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Tyr 


Phe 


Phe 


Xaa Lys 


Asn Gly Asp 


Asn 


Tyr 


Asn Trp 


Val 


Phe 


Arg 


Ala 








20 




25 








30 






Leu 


Pro 


Thr 


Thr Phe 


Ala Asp lie 


Glu 


Asn 


Leu Lys 


Tyr 


Leu 


Leu 


Til-—. 

Phe 






35 




40 








45 








Thr 


Arg 


Asp 


Ala Ser 


Gin Pro Phe 


Tyr 


Leu 


Gly His 


Thr 


Val 


lie 


Phe 




50 






55 






60 










Gly 


Asp 


Leu 


Glu Tyr 


Val Thr Val 


Glu 


Gly 


Gly lie 


Val 


Leu 


Ser 


Arg 


65 








70 






75 








80 


G2u 


Leu 


Met 


Lys Arg 


Leu Asn Arg 


Leu 


Leu 


Asp Asn 


Ser 


Glu 


Thr 


Cys 








85 






90 








95 




Ala 


Asp 


Gin 


Ser val 


lie Trp Lys 


Leu 


Ser 


GlU Asp 


Lys 


Gin 


Leu 


Ala 








100 




105 








110 






lie 


Cys 


Leu 


Lys Tyr 


Ala Gly Val 


His 


Ala 


Glu Asn 


Ala 


Glu 


Asp 


Tyr 






115 




120 








125 








Glu 


Gly 


Arg 


Asp Val 


Phe Asn Thr 


Lys 


Pro 


lie Ala 


Gin 


Leu 


lie 


Glu 




13 0 






135 






140 










Glu 


Ala 


Leu 


Ser Asn 


Asn Pro Gin 


Gin 


Val 


Val Glu 


Gly 


Cys 


Cys 


Ser 


145 








150 






155 








160 


Asp 


Met 


Ala 


lie Thr 


Phe Asn Gly 


Leu 


Thr 


Pro Gin 


Lys 


Met 


Glu 


Val 






165 






170 








175 




Met 


Met 


Tyr 


Gly Leu 


Tyr Arg Leu 


Arg 


Ala 


Phe Gly 


His 


Tyr 


Phe 


Asn 








180 




185 








190 






Asp 


Thr 


Leu 


Val Phe 


Leu Pro Pro 


Val 


Gly 


Ser Glu 


Asn 


Asp 








195 




200 








205 


206 







<210> 2019 

<211> 109 

<212> PRT 

<213> Homo sapiens 

<22l> misc_feature 

<222> (1) . . . (109) 

<223> Xaa « any amino acid or nothing 



<400> 2019 



Pro 


Gly 


Arg 


Pro Thr Arg Pro Pro 


Leu 


Leu 


Thr Leu 


Leu 


Ala 


His 


Val 


1 






5 




10 








15 




Ser 


Pro 


Glu 


Pro Ala Gly Pro Ser 


Cys 


Asp 


Ser Leu 


Ala 


Gin 


Pro 


Gly 








20 


25 








30 






Ala 


Ser 


Gly 


Val Xaa Val Gin His 


Asp 


Ser 


His Pro 


Pro 


Leu 


Leu 


Cys 






35 


40 








45 








Gly 


Ser 


Gin 


Cys Leu Ser Glu Pro 


Val 


Pro 


Gly Ser 


His 


Gly 


Pro 


Pro 




50 




55 






60 










Arg 


Gly 


Cys 


Gin His Glu Ala Ala 


Pro 


Cys 


Pro Arg 


Gly 


Pro 


Gly 


Ser 


65 






70 






75 








60 


ASp 


Gly 


Leu 


His His Ala Ser Ala 


Ala 


Cys 


Ala Ser 


Leu 


Pro 


Pro 


Ser 






85 




90 








95 




Pro 


lie 


Leu 


Pro Val Leu Leu Pro 


Glu 


Leu 


Gly Pro 


Leu 














100 


105 






109 









<210> 2020 

<211> 181 

<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1) . . . (181) 

<223> Xaa - any amino acid or nothing 



1113 



WO 01/57188 



PCT/USO 1/03800 



<400> 2020 



Asp 


Ala 


Trp 


Gly 


Asn 


Arg 


Cys 


TV 1 s 

Ala 


vai 


f*l ~\ mm 

Giy 


Ala 


Aia rro Arg Lieu lie 


1 








5 










10 




15 


MIS 


Lieu 


HIS 


Leu 


cys 


cys 


Thr 


Fro 


Aia 


Asp 


riO 


ber Arg Ltys irro Asp 








20 










25 






30 


bXU 


Leu 


xaa 


Asn 


luff a ^ 

Met 


TV — — k 

ASH 


v»iy 


Arg 


vai 


Asp 


Tyr 


lieu v gljl inr uiu ism 






35 










40 








45 


mm 

GlU 


lie 


Asn 


Leu 


Thr 


Arg 


Gly 


pro 


Ser 


Giy 


T A« 

lieu 


v»iy -fne Asn lie vai 




50 










55 










60 


Gly 


Gly 


Thr 


Asp 


Gin 


Gin 


Tyr 


vai 


Ser 


Asn 


ASp 


ber laiy lie lyr vai 


65 










70 










75 


80 


Ser 


Arg 


He 


Lys 


Glu 


Asn 


Gly 


Ala 


Ala 


Ala 


Leu 


Asp Gly Arg Leu Gin 










85 










90 




95 


Qlu 


Gly 


Asp 


Lys 


lie 


Leu 


Ser 


val 


Asn 


Gly 


Gin 


Asp Leu Lys Asn Leu 








100 










105 






110 


Leu 


His 


Gin 


Asp 


Ala 


Val 


Asp 


Leu 


Phe 


Arg 


Asn 


Ala Gly Tyr Ala Val 






115 










120 








125 


Ser 


Leu 


Arg 


Val 


Gin 


His 


Arg 


Leu 


Gin 


Val 


Gin 


Asn Gly Pro He Gly 




130 










135 










140 


His 


Arg 


Gly 


Glu 


Gly 


Asp 


Pro 


Ser 


Gly 


He 


Pro 


He Pne Met Val Leu 


145 










150 










155 


160 


Val 


Pro 


Val 


Phe 


Ala 


Leu 


Thr 


Met 


Val 


Ala 


Ala 


Trp Ala Phe Met Arg 










165 










170 




175 


Tyr 


Arg 


Gin 


Gin 


Leu 






















180 


181 


















<210> 2021 




















<211> 91 




















<212> PRT 




















<213> Homo 


sapiens 
















<221> misc 


feature 
















<222> 


(1) .. 


















<223> Xaa = any amino acid 


or nothing 






<400> 2021 


















Arg 


Asp 


Gly 


Arg 


Glu 


Glu Leu Cys 


Leu 


Gin 


Gin 


Glu Pro Thr Leu Pro 


1 








5 










10 




15 


Ser 


Arg 


He 


Cys 


Ser 


Ser Ala Pro 


Leu 


Leu 


Tyr 


Phe Leu Phe He Cys 








20 










25 






30 


Pro 


Phe 


Val 


Leu 


Leu 


Leu 


Leu 


Leu 


Leu 


He 


Ser 


Leu Leu Cys Leu Tyr 






35 










40 








45 


Trp 


Lys 


Ala 


Arg 


Lys 


Leu 


Ser Thr 


Leu Arg 


Ser 


Asn Thr Arg Lys Glu 




50 










55 










60 


Lys 


Ala 


Leu 


Trp 


val 


Asp Leu Lys 


Glu 


Ala 


Gly 


Gly Val Thr Thr Asn 


c c 










70 










75 


oU 


Arg 


Met 


Glu 


Asp 


Xaa 


Glu Glu Asp 


Glu Cys 


Asn 












85 










90 


91 






<210> 2022 




















<211> 80 




















<212> PRT 




















<213> Homo 


sapiens 
















<400> 2022 


















He 


He Tyr Phe 


Ser Tyr Asn He 


Phe 


Leu 


Lys 


He Thr Glu Leu Leu 


1 








5 










10 




15 
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Asn Asp Val Glu Arg Leu Lys Gin Ala Leu Asn Gly Leu Ser Gin Leu 

20 25 30 

Thr Tyr Thr Ser Gly Asn Pro Thr Lys Arg Gin Ser Gin Leu lie Asp 

35 40 45 

Thr Leu Gin His Gin Val Lys Ser Leu Glu Gin Gin Leu Ala Val Ser 

50 55 60 

Asn Gin Ala His Gly Ala Leu Gin Glu Tyr Val Leu Ala Pro Cys Ser 
65 70 75 80 



<210> 2023 

<211> 42 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (42) 

<223> Xaa ■ any amino acid or nothing 



<=400> 2023 
Arg Glu lie Leu Cys Ser Arg lie 

1 5 
Ser Leu Phe Pro Asn Leu Thr Cys 
20 

lie Pro Ala Asn His Phe Val Glu 
35 40 



Gly Arg Leu Asn lie Val Xaa Met 
10 15 

Arg Leu Asn Ala lie Pro lie Lys 
25 30 

Val Thr 
42 



<210> 2024 
<211> 983 
<212> PRT 

<213> Homo sapiens 



<400> 2024 






Leu Thr 


Glu 


Asp Gin 


Pro Phe 


Asp 


1 




5 






Ala Asn 


He 


Thr Glu 


Gin Thr 


Leu 






20 






Ser He 


Gly 


Ser Ser 


Gin Gin 


Phe 




35 






40 


Ser Ser 


Ala 


Ser Phe 


Thr Gin 


Ala 


50 






55 




Gin Thr 


Leu 


Gin Pro 


He Gly 


Val 


65 






70 




Phe Ala 


Ser 


Asn Thr 


Val Gly 


Val 






85 






Gly He 


Ser 


Val Pro 


Ser Gin 


His 






100 






Gly Ser 


Gly 


Gin He 


Gin Leu 


He 




115 






120 


Met Met 


Thr 


He Asn 


Asn Leu 


Asp 


130 






135 




Ser Gly 


Gin 


Gin Ala 


Pro Ser 


Asn 


145 






150 




Arg Gin 


Thr 


Pro Asn 


Gly Asn 


Ser 






165 






Pro Val 


Ala 


Gin Pro 


Val Thr 


Val 



180 



He 


Leu 


Gin Lys Ser Leu Gin Glu 




10 


15 


Ala 


Glu 


Glu Ala Tyr Leu Asp Ala 


25 




30 


Ala 


Gin 


Ala Gin tjeu His Pro Ser 






45 


Ser 


Asn 


Val Ser Asn Tyr Ser Gly 






60 


Thr 


His 


Val Pro Val Gly Ala Ser 






75 ' 80 


Gin 


His 


Gly Phe Met Gin His Val 




90 


95 


Leu 


Ser 


Asn Ser ser Gin He Ser 


105 




110 


Gly 


Ser 


Phe Gly Asn His Pro Ser 






125 


Gly Ser 


Gin He He Leu Lys Gly 






140 


Val 


Ser 


Gly Gly Leu Leu Val His 






155 160 


Leu 


Phe 


Gly Asn Ser Ser Ser Ser 




170 


175 


Pro 


Phe 


Asn Ser Thr Asn Phe Gin 


185 




190 
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Thr 


Ser 


Leu 


Pro 


Val 


His 


Asn 


He 


He 


He 


Gin 


Arg 


Gly 


Leu 


Ala 


Pro 






195 










200 










205 








Asa 


Ser 


Asn 


Lys 


Val 


Pro 


He 


Asn 


He 


Gin 


Pro 


Lys 


Pro 


He 


Gin 


Met 




210 










215 










220 










Gly 


Gin 


Gin 


Asn 


Thr 


Tyr 


Asn 


Val 


Asn 


Asn 


Leu 


Gly 


He 


Gin 


Gin 


His 


225 










230 










235 










240 


His 


Val 


Gin 


Gin 


Gly 


lie 


Ser 


Phe 


Ala 


Ser 


Ala 


Ser 


Ser 


Pro 


Gin 


Gly 










245 










250 










255 




Ser 


Val 


Val 


Gly 


Pro 


His 


Met 


Ser 


Val 


Asn 


He 


Val 


Asn 


Gin 


Gin 


Asn 








260 










265 










270 






Thr 


Arg 


Lys 


Pro 


Val 


Thr 


Ser 


Gin 


Ala 


Val 


Ser 


Ser 


Thr 


Gly 


Gly 


Ser 






275 










280 










285 








lie 


Val 


He 


His 


Ser 


Pro 


Met 


Gly 


Gin 


Pro 


His 


Ala 


Pro 


Gin 


Ser 


Gin 




230 










295 










300 










Phe 


Leu 


He 


Pro 


Thr 


Ser 


Leu 


ser 


Val 


Ser 


Ser 


Asn 


Ser 


Val 


His 


His 


305 










310 










315 










320 


Val 


Gin 


Thr 


He 


Asn 


Gly 


Gin 


Leu 


Leu 


Gin 


Thr 


Gin 


Pro 


Ser 


Gin 


Leu 










325 










330 










335 




lie 


Ser 


Gly 


Gin 


val 


Ala 


Ser 


Glu 


His 


Val 


Met 


Leu 


Asn 


Arg 


Asn 


Ser 






340 










345 










350 






Ser 


Asn 


Met 


Leu 


Arg 


Thr 


Asn 


Gin 


Pro 


Tyr 


Thr 


Gly 


Pro 


Met 


Leu 


Asn 






355 










360 










365 








Asn 


Gin 


Asn 


Thr 


Ala 


Val 


His 


Leu 


Val 


Ser 


Gly 


Gin 


Thr 


Phe 


Ala 


Ala 




370 










375 










380 










Ser 


Gly 


Ser 


Pro 


Val 


He 


Ala 


Asn 


His 


Ala 


Ser 


Pro 


Gin 


Leu 


Val 


Gly 


385 










390 










395 










400 


Gly 


Gin 


Met 


Pro 


Leu 


Gin 


Gin 


Ala 


Ser 


Pro 


Thr 


Val 


Leu 


His 


Leu 


Ser 










405 










410 










415 




Pro 


Gly 


Gin 


Ser 


Ser 


Val 


Ser 


Gin 


Gly 


Arg 


Pro 


Gly 


Phe 


Ala 


Thr 


Met 






420 










425 










430 






Pro 


Ser 


Val 


Thr 


Ser 


Met 


Ser 


Gly 


Pro 


Ser 


Arg 


Phe 


Pro 


Ala 


Val 


Ser 






435 










440 










445 








Ser 


Ala 


Ser 


Thr 


Ala 


His 


Pro 


Ser 


Leu 


Gly 


Ser 


Ala 


Val 


Gin 


Ser 


Gly 




450 










455 










460 










Ser 


Ser 


Gly 


Ser 


Asn 


Phe 


Thr 


Gly 


Asp 


Gin 


Leu 


Thr 


Gin 


Pro 


Asn 


Arg 


465 










470 










475 










480 


Thr 


Pro 


val 


Pro 


Val 


Ser 


val 


Ser 


His 


Arg 


Leu 


Pro 


Val 


Ser 


Ser 


Ser 










485 










490 










495 




Lys 


Ser 


Thr 


Ser 


Thr 


Phe 


Ser 


Asn 


Thr 


Pro 


Gly 


Thr 


Gly 


Thr 


Gin 


Gin 








500 










505 










510 






Gin 


Phe 


Phe 


Cys 


Gin 


Ala 


Gin 


Lys 


Lys 


Cys 


Leu 


Asn 


Gin 


Thr 


Ser 


Pro 






515 










520 










525 








lie 


Ser 


Ala 


Pro 


Lys 


Thr 


Thr 


Asp 


Gly 


Leu 


Arg 


Gin 


Ala 


Gin 


He 


Pro 




530 










535 










540 










Gly 


Leu 


Leu 


Ser 


Thr 


Thr 


Leu 


Pro 


Gly 


Gin 


Asp 


Ser 


Gly 


Ser 


Lys 


Val 


545 










550 










555 










560 


lie 


Ser 


Ala 


Ser 


Leu 


Gly 


Thr 


Ala 


Gin 


Pro 


Gin 


Gin 


Glu 


Lys 


Val 


Val 










565 










570 










575 




Gly 


Ser 


Ser 


Pro 


Gly 


His 


Pro 


Ala 


Val 


Gin 


Val 


Glu 


Ser 


His 


Ser 


Gly 








580 










585 










530 






Gly 


Gin 


Lys 


Arg 


Pro 


Ala 


Ala 


Lys 


Gin 


Leu 


Thr 


Lys 


Gly 


Ala 


Phe 


He 






595 










600 










605 








Leu 


Gin 


Gin 


Leu 


Gin 


Arg 


ASp 


Gin 


Ala 


His 


Thr 


Val 


Thr 


Pro 


Asp 


Lys 




610 










6L5 










620 










Ser 


His 


Phe 


Arg 


Ser 


Leu 


Ser 


Asp 


Ala 


Val 


Gin 


Arg 


Leu 


Leu 


Ser 


Tyr 


625 










630 










635 










640 


His 


Val 


Cys 


Gin 


Gly 


Ser 


Met 


Pro 


Thr 


Glu 


Glu 


Asp 


Leu 


Arg 


Lys 


Val 










645 










650 










655 




Asp 


Asn 


Glu 


Phe 


Glu 


Thr 


Val 


Ala 


Thr 


Gin 


Leu 


Leu 


Lys 


Arg 


Thr 


Gin 








660 










665 










670 






Ala 


Met 


Leu 


Asn 


Lys 


Tyr 


Arg 


Cys 


Leu 


Leu 


Leu 


Glu 


Asp 


Ala 


Met 


Arg 






675 










680 










685 








He 


Asn 


Pro 


Pro 


Ala 


Glu 


Met 


Val 


Met 


lie 


Asp 


Arg 


Met 


Phe 


Asn 


Gin 




690 










695 










700 
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Glu 


Glu 


Arg 


Ala 


Ser 


Leu 


Ser 


Arg 


Asp 


705 










710 








Pro 


Glu 


Gly 


Phe 


Gin 


Ala 


Asp 


Phe 


Cys 










725 










Ala 


Ala 


His 


Glu 


Thr 


Gin 


Phe 


Gly 


Arg 








740 










745 


Ala 


Ser 


Ser 


Ser 


Leu 


Gin 


Pro 


Pro 


Ala 






755 










760 




Ala 


Lys 


Thr 


Gly 


Val 


Thr 


Glu 


Pro 


Met 




770 










775 






Val 


Pro 


Asn 


His 


lie 


Val 


Val 


Ser 


Ala 


785 










790 








Thr 


Glu 


Cys 


Leu 


Gly 


Arg 


Ala 


Leu 


Lys 










805 










Gin 


Tyr 


Gin 


Ser 


Thr 


Ser 


Glu 


Glu 


Lys 








820 










825 


Lys 


Ala 


Ser 


Gin 


Cys 


Ser 


Pro 


Gly 


Pro 






835 










840 




Ser 


Arg 


Ser 


Asp 


His 


Gly 


Thr 


Glu 


Ser 




850 










855 






Asp 


Ser 


His 


Leu 


Glu 


Met 


Thr 


Cys 


Asn 


865 










870 








Leu 


Arg 


Asn 


Ser 


Pro 


Lys 


Asn 


Glu 


Val 










885 










Glv 


Ser 


Gly 


Glu 


Pro 


Gin 


Pro 


Asp 


Leu 








900 










905 


Thr 


Thr 


Phe 


Lys 


Asn 


He 


Leu 


Glu 


Leu 






915 










920 




Gin 


Ser 


Asp 


Pro 


Thr 


Val 


Ser 


Gly 


Ser 




930 










935 






Phe 


Ser 


Pro 


Met 


Ala 


Ser 


Gin 


Glu 


Asn 


945 










950 








Asp 


His 


Ser 


Glu 


Gly 


Val 


Val 


Glu 


Thr 










965 










Val 


Asn 


Ser 


He 


Leu 


Glu 


Cys 












980 






983 








<210> 2025 














<211> 427 














<212> PRT 














<213> Homo 


sapiens 










<400> 2025 












Leu 


Lys 


Lys 


Met 


Glu 


Pro 


Phe 


Ser 


Cys 


1 








5 










Pro 


Ala 


Thr 


Val 


Asp 


Asn 


Arg 


He 


He 








20 










25 


Leu 


Tyr 


Asp 


Glu 


val 


Gin 


Glu 


Val 


Val 






35 










40 




Asp 


Asn 


Leu 


Gly 


Glu 


Arg 


Leu 


Lys 


Cys 




50 










55 






Val 


Pro 


Glu 


Thr 


Tyr 


Ala 


val 


Val 


Leu 


65 










70 








Gly 


Ala 


Glu 


Met 


Gly 


Ala 


Asn 


Glu 


His 








85 










Ala 


Val 


Trp 


Gly 


Arg 


Glu 


Glu 


Val 


Cys 








100 










105 


Met 


Asp 


Leu 


Val 


Arg 


Leu 


Gly 


Leu 


Glu 






115 










120 




Ala 


Leu 


Asn 


Val 


lie 


Val 


Asp 


Leu 


Leu 
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Lys 


Arg 


Leu 


Ala Leu Val Asp 




715 




720 


Cys 


Ser 


Phe 


Lys Leu Asp Lys 


730 






735 


Ser 


Asp 


Gin 


His Gly Ser Lys 








750 


Lys 


Ala 


Gin 


Gly Arg Asp Arg 








765 


Asn 


His 


Asp 


Gin Phe His Leu 






780 




Glu 


Gly 


Asn 


He Ser Lys Lys 




795 




800 


Phe 


Asp 


Lys 


Val Gly Leu Val 


810 






815 


Ala 


Ser 


Arg 


Arg Glu Pro Leu 








830 


Glu 


Gly 


His 


Arg Lys Thr Ser 








845 


Lys 


Leu 


Ser 


Ser He Leu Ala 






860 




Asn 


Ser 


Phe 


Gin Asp Lys Ser 




875 




880 


Leu 


His 


Thr 


Asp He Met Lys 


890 






895 


Gin 


Leu 


Thr 


Lys Ser Leu Glu 








310 


Lys 


Lys 


Ala 


Gly Arg Gin Pro 








925 


Val 


Glu 


Leu 


Asp Phe Pro Asn 






940 




Cys 


Leu 


Glu 


Lys Phe He Pro 




955 




960 


Asp 


Ser 


He 


Leu Glu Ala Ala 


970 






975 



Asp 


Thr 


Phe 


Val Ala Leu Pro 


10 






15 


Phe 


Gly 


Lys 


Asn Ser Asp Arg 








30 


Tyr 


Phe 


Pro 


Ala Val Val His 








45 


Thr 


Tyr 


He 


Glu lie Asp Gin 






60 




Ser 


Arg 


Pro 


Ala Trp Leu Trp 




75 




80 


Gly 


Val 


Cys 


He Gly Asn Glu 


90 






95 


Asp 


Glu 


Glu 


Ala Leu Leu Gly 








110 


Arg 


Ala 


Asp 


Thr Ala Glu Lys 








125 


Glu 


Lys 


Tyr 


Gly Gin Gly Gly 



140 
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Asn Cys 


Thr 


Glu 


Gly 


Arg 


Met 


Val 


Phe 


Ser Tyr His 


Asn Ser Phe 


Leu 


145 








150 








155 




160 


lie Ala 


Asp 


Arg 


Asn 


Glu 


Ala 


Trp 


He 


Leu Glu Thr 


Ala Gly Lys 


Tyr 








165 










170 


175 




Trp Ala 


Ala 


Glu 


Lys 


Val 


Gin 


Glu 


Gly 


Val Arg Asn 


He Ser Asn 


Gin 






180 










185 




190 




Leu Ser 


He 


Thr 


Thr 


Lys 


He 


Ala 


Arg 


Glu His Pro 


Asp Met Arg 


Asn 




195 










200 






205 




Tyr Ala 


Lys 


Arg 


Lys 


Gly 


Trp 


Trp 


Asp 


Gly Lys Lys 


Glu Phe Asp 


Phe 


210 










215 






220 






Ala Ala 


Ala 


Tyr 


Ser 


Tyr 


Leu 


Asp 


Thr 


Ala Lys Met 


Met Thr Ser 


Ser 


225 








230 








235 




240 


Gly Arg 


Tyr 


Cys 


Glu 


Gly 


Tyr 


Lys 


Leu 


Leu Asn Lys 


His Lys Gly 


Asn 








245 










250 


255 




lie Thr 


Phe 


Glu 


Thr 


Met 


Met 


Glu 


lie 


Leu Arg Asp 


Lys Pro Ser 


Gly 






260 










265 




270 




lie Asn 


Met 


Glu 


Gly 


Glu 


Phe 


Leu 


Thr 


Thr Ala Ser 


Met Val Phe 


He 




275 










280 






285 




Leu Pro 


Gin 


Asp 


Ser 


Ser 


Leu 


Pro 


Cys 


He His Phe 


Phe Thr Gly 


Thr 


290 










295 






300 






Pro Asp 


Pro 


Glu 


Arg 


Ser 


Val 


Phe 


Lys 


Pro Phe He 


Phe Val Pro 


His 


305 








310 








315 




320 


He Ser 


Gin 


Leu 


Leu 


Asp 


Thr 


Ser 


Ser 


Pro Thr Phe 


Glu Leu Glu 


Asp 








325 










330 


335 




Leu Val 


Lys 


Lys 


Lys 


Ser 


His 


Phe 


Lys 


Pro Asp Arg 


Arg His Pro 


Leu 






340 










345 




350 




Tyr Gin 


Lys 


His 


Gin 


Gin 


Ala 


Leu 


Glu 


Val Val Asn 


Asn Asn Glu 


Glu 


355 










360 






365 




Lys Ala 


Lys 


lie 


Met 


Leu 


Asp 


Asn 


Met 


Arg Lys Leu 


Glu Lys Glu 


Leu 


370 










375 






380 






Phe Arg 


Glu 


Met 


Glu 


Ser 


He 


Leu 


Gin 


Asn . Lys His 


Leu Asp Val 


Glu 


385 








390 








395 




400 


Lys He 


Val 


Asn 


Leu 


Phe 


Pro 


Gin 


Cys 


Thr Lys Asp 


Glu He Gin 


He 








405 










410 


415 




Tyr Gin 


Ser 


Asn 


Leu 


Ser 


Val 


Lys 


Val 


Ser Ser 










420 










425 


427 







<210> 2026 
<211> 101 
<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1) . . . (101) 

<223> Xaa « any amino acid or nothing 



<400> 2026 



Phe Phe 


Phe 


Leu 


Arg 


Arg Ser Leu 


Ala 


Leu 


Ser 


Pro 


Arg Pro Asp 


Cys 


1 






5 






10 






IS 




Gly Leu 


Gin 


Trp 


Arg 


Asn Leu Gly 


Ser 


Leu 


Gin 


Ala 


Pro Pro Pro 


Gly 






20 






25 








30 




Phe Thr 


Pro 


Phe 


Ser 


Cys Leu Ser 


Leu 


Pro 


Ser 


Ser 


Trp Asp Tyr 


Arg 




35 






40 










45 




Arg Pro 


Pro 


Pro 


Arg 


Pro Ala Asn 


Phe 


Leu 


Tyr 


Phe 


Xaa Xaa Arg 


Arg 


50 








55 








60 






Gly Phe 


Thr 


Leu 


Leu 


Ala Arg Met 


Val 


Ser 


He 


Ser 


Xaa Pro His 


Asp 


65 








70 






75 






80 


Pro Pro 


Ala 


Ser 


Ala 


Ser Gin Ser 


Ala 


Gly 


He 


Thr 


Gly Val Ser 


His 








85 






90 






95 




Arg Ala 


Arg 


Pro 


Thr 




















100 


101 
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<2L0> 2027 

<211> 214 

<212> PRT 

<213> Homo sapiens 



<400> 2027 



Phe 


Phe 


His 


Ser 


Val 


Asp 


Leu 


Leu Ala 


Leu 


Glu Gin Ser 


Lys 


Thr 


Phe 


1 








5 






10 






15 




Tyr 


Lys 


Pro 


Asp 


Trp 


Phe 


Asp 


He Val 


Glu 


ser Glu val 


Lys 


Cys 


Cys 






20 








25 






30 






Lys 


Glu 


Ala 
35 


val 


Cys 


Val 


He 


Asp Met 
40 


Ser 


Ser Phe Thr 
45 


Glu 


Phe 


Glu 


lie 


Thr 
50 


Ser 


Thr 


Gly 


Asp 


Gin 
55 


Ala Leu 


Glu 


Val Leu Gin 
60 


Tyr 


Leu 


Phe 


Ser 


Asn 


Asp 


Leu 


Asp 


Val 


Pro 


Val Gly 


His 


He Val His 


Thr 


Gly 


Met 


65 










70 








75 






80 


Leu 


Asn 


Glu 


Gly 


Gly 
85 


Gly 


Tyr 


Glu Asn 


Asp 
90 


Cys Ser lie 


Ala 


Arg 
95 


Leu 


Asn 


Lys 


Arg 


Ser 
100 


Phe 


Phe 


Met 


lie Ser 
105 


Pro 


Thr Asp Gin 


Gin 
110 


Val 


His 


Cys 


Trp 


Ala 
115 


Trp 


Leu 


Lys 


Lys 


His Met 
120 


Pro 


Lys Asp Ser 
125 


Asn 


Leu 


Leu 


Leu 


Glu 
130 


Asp 


Val 


Thr 


Trp 


Lys 
135 


Tyr Thr 


Ala 


Leu Asn Leu 
140 


lie 


Gly 


Pro 


Arg 


Ala 


Val 


Asp 


Val 


Leu 


Ser 


Glu Leu 


Ser Tyr Ala Pro 


Met 


Thr 


Pro 


145 








150 








155 






160 


Asp 


His 


Phe 


Pro 


Ser 


Leu 


Phe 


Cys Lys 


Glu 


Met Ser Val 


Gly 


Tyr 


Ala 








165 








170 






175 




Asn 


Gly 


lie 


Arg 


Val 


Met 


Ser 


Met Thr 


His Thr Gly Glu 


Pro 


Gly 


Phe 






180 








185 






190 






Met 


Leu 


Tyr 


lie 


Pro 


lie 


GlU 


Tyr Arg 


Trp Gly Phe Thr 


Met 


Leu 


Ser 






135 










200 




205 








Thr 


Leu 
210 


Val 


Ser 


Asn 


Ser 
214 

















<210> 2028 

<211> 114 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (114) 

<223> Xaa - any amino acid or nothing 





<400> 2028 


















Pro 


Ala Leu 


Cys 


Arg 


Leu 


Arg Asp Asp 


Met 


Thr Val Cys 


Val 


Ala 


Asp 


1 






5 






10 






15 




Phe 


Gly Leu 


Ser 
20 


Lys 


Lys 


He Tyr Ser 
25 


Gly 


Asp Tyr Tyr 


Arg 
30 


Gin 


Gly 


Arg 


lie Ala 
35 


Lys 


Met 


Pro 


Val Lys Trp 
40 


lie 


Ala He Glu 
45 


Ser 


Leu 


Ala 


Asp 


Arg Val 
50 


Tyr 


Thr 


Ser 


Lys Ser Asp 
55 


Val 


Trp Ala Phe 
60 


Gly 


Val 


Thr 


Met 


Trp <3lu 


He 


Ala 


Thr 


Arg Gly Met 


Thr 


Pro Tyr Pro 


Gly 


Val 


Gin 


65 








70 






75 






80 


Asn 


His Glu 


Met 


Tyr 
85 


Asp 


Tyr Leu Leu 


His 
90 


Gly His Arg 


Leu 


Lys 
95 


Gin 



1119 



WO 01/57188 



PCTAJS01/03800 



Pro Glu Asp Cys Leu Asp Glu Leu Cys Lys He Xaa Xaa Ser Pro Gin 
100 105 110 

Ser Pro 
114 



<210> 2029 

<211> 153 

<212> PRT 

<213> Homo sapiens 



<400> 2029 



Arg 


Glu 


Ser 


Gin 


Val 


Lys 


His 


Phe 


Lys 


Met 


Arg 


Lys 


He 


Asp 


Leu Cys 


1 








5 










10 










15 




Leu 


Ser 


Ser 


Glu 


Gly 


Ser 


Glu 


Val 


lie 


Leu 


Ala 


Thr 


Ser 


Ser 


Asp 


Glu 








20 










25 










30 






Lys 


His 


Pro 


Pro 


Glu 


Asn 


He 


He 


Asp 


Gly 


Asn 


Pro 


Glu 


Thr 


Phe 


Trp 






35 










40 










45 








Thr 


Thr 


Thr 


Gly 


Met 


Phe 


Pro 


Gin 


Glu 


Phe 


lie 


He 


Cys 


Phe 


His 


Lys 




50 










55 










60 










His 


Val 


Arg 


He 


Glu 


Arg 


Leu 


Val 


He 


Gin 


Ser 


Tyr 


Phe 


Val 


Gin 


Thr 


65 










70 










75 










80 


Leu 


Lys 


He 


Glu 


Lys 


Ser 


Thr 


Ser 


Lys 


Glu 


Pro 


Val 


Asp 


Phe 


Glu 


Gin 










85 










90 










95 




Trp 


He 


Glu 


Lys 


Asp 


Leu 


Val 


His 


Thr 


Glu 


Gly 


Gin 


Leu 


Gin 


Asn 


Glu 








100 










105 










110 






Glu 


lie 


Val 


Ala 


His 


Asp 


Gly 


Ser 


Ala 


Thr 


Tyr 


Leu 


Arg 


Phe 


He 


He 






115 










120 










125 








Val 


Ser 


Ala 


Phe 


Asp 


His 


Phe 


Ala 


Ser 


Val 


His 


Ser 


Val 


Ser 


Ala 


Glu 




130 










135 










140 










Gly 


Thr 


Val 


Val 


Ser 


Asn 


Leu 


Ser 


Ser 

















145 150 153 



<210> 2030 

<211> 149 

<212> PRT 

<213> Homo sapiens 



<400> 2030 



Glu 


lie 


Leu 


Ala 


Val 


Leu 


Lys 


Leu 


Ala 


Cys 


Gly 


Asp 


He 


Ser 


Leu Asn 


1. 








5 










10 










15 


Ala 


Leu 


Ala 


Leu 
20 


Met 


Val 


Ala 


Thr 


Ala 
25 


Val 


Leu 


Thr 


Leu 


Ala 
30 


Pro Leu 


Leu 


Leu 


He 
35 


Cys 


Leu 


Ser 


Tyr 


Leu 
40 


Phe 


He 


Leu 


Ser 


Ala 
45 


He 


Leu Arg 


Val 


Pro 
50 


Ser 


Ala 


Ala 


Gly 


Arg 
55 


Cys 


Lys 


Ala 


Phe 


Ser 
60 


Thr 


Cys 


Ser Ala 


His 


Arg 


Thr 


val 


Val 


Val 


Val 


Phe 


Tyr 


Gly 


Thr 


He 


Ser 


Phe 


Met Tyr 


65 










70 










75 








80 


Phe 


Lys 


Pro 


Lys 


Ala 
85 


Lys 


Asp 


Pro 


Asn 


Val 
90 


Asp 


Lys 


Thr 


Val 


Ala Leu 
95 


Phe 


Tyr 


Gly 


Val 
100 


Val 


Thr 


Pro 


Ser 


Leu 
105 


Asn 


Pro 


He 


He 


Tyr 
110 


Ser Leu 


Arg 


Asn 


Ala 
115 


Glu 


Val 


Lys 


Ala 


Ala 
120 


Val 


Leu 


Thr 


Leu 


Leu 
125 


Arg 


Gly Gly 


Leu 


Leu 
13 0 


Ser 


Arg 


Lys 


Ala 


ser 
135 


His 


Cys 


Tyr 


Cys 


Cys 
140 


Pro 


Leu 


Pro Leu 


Ser 


Ala 


Gly 


He 


Gly 























145 149 
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<210> 2031 
<211> 79 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (79) 

<223> Xaa - any amino acid or nothing 



<400> 2031 

Val Pro Asp Asn Gly Asp Val Thr Lys Leu Pro Val Cys Ser Thr Leu 

1*5 10 15 

Val Glu Glu Thr Ser Leu Thr Val Ser Glu Ala Met Glu Gin Ser He 

20 25 30 

Lys Asn Glu Ser Pro Leu Pro Gly Thr Leu Ala Hie Thr Cys Asn Thr 

35 40 45 

Ser Thr Leu Gly Gly Arg Gly Arg Trp He Thr Xaa Gly Arg Glu Phe 

50 55 60 

Asp Thr Ser Met Ala Asn Met Val Lys Pro Cys Leu Tyr Arg Lys 
65 70 75 79 



<210> 2032 
<211> 76 
<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1) . . . (76) 

<223> Xaa » any amino acid or nothing 





<400> 2032 










Phe 


Phe Phe Glu 


Thr 


Glu 


Ser 


Tyr Ser He Thr Gin Ala Gly val Gin 


1 




5 






10 15 


Trp 


Pro Asn Leu 


Ser 


Ser 


Leu 


Lys Thr Leu Pro Pro Gly Phe" Lys Xaa 


20 








25 30 


Phe 


Ser Cys Leu 


Ser 


Leu 


Pro 


Ser Ser Trp Asp Tyr Arg Cys Leu Pro 




35 








40 45 


Pro 


Cys Pro Ala 


Asn 


Phe 


Cys 


He Phe Ser Arg Asn Gly Val Leu Pro 




50 






55 


60 


Cys 


Trp Pro Gly 


Trp 


Ser 


Arg 


Thr Pro Asp Leu Ser 


65 






70 




75 76 



<210> 2033 
<211> 106 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (106) 

<223> Xaa - any amino acid or nothing 



<400> 2033 

Cys Pro Ser Val Ser Gly Leu He Lys Ser Asp Leu Arg Arg His Asn 
1 5 10 15 
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lie 


Asn 


lie 


Qly 


He 


Thr 


Asn 


Val Asp 


Val 


Lys Ala Val Ser Asn He 








20 








25 




30 


Phe 


Met 


lie 


lie 


Leu 


Leu 


Arg 


Ser Met 


Tyr 


Arg He Asn Val Lys Pro 






35 










40 




45 


Tyr 


Phe 


Phe 


He 


Xaa 


Leu 


Phe 


Phe Ser 


Arg 


Val Asn Cys Xaa Ser Val 




50 










55 






60 


lie 


lie 


Gly 


Tyr 


Ala 


Arg 


Cys 


Tyr Thr 


Phe 


Leu lie Phe Xaa Leu Phe 


65 










70 








75 80 


Leu 


Xaa 


lie 


Pro 


Ala 


Asp 


Ser 


Pro Thr 


Asp 


Gin Glu Pro Lys Thr Val 










85 








90 


95 


Met 


Leu 


Ser 


Lyo 


Gin 


Ser 


Glu 


Ser Ala 


lie 










100 








105 


106 





<210> 2034 

<211> 64 

<212> PRT 

<213> Homo sapiens 

<221> misc_f eature 

<222> (1).7.{64) 

<223> Xaa = any amino acid or nothing 



<400> 2034 

Asn Leu Met Lys Glu Met Gin Asn Leu Asn Ser Glu Asn His Lys Thr 

1 5 10 15. 

Trp Glu Glu Tyr Lys Asp Thr Lys Xaa He Met Ser Tyr Phe Tyr Gly 

20 25 30 

Xaa Ala Leu Asn Val He Lys Met Ala Val Leu Pro Lys Leu Met Tyr 

35 40 45 

Arg Phe Ser Ala Thr Leu Val Lys He Pro Gin His Leu Thr Asp Ser 
50 55 60 64 



<210> 2035 
<211> 60 
<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1) . . . (60) 

<223> Xaa « any amino acid or nothing 





<400> 2035 








Leu 


His 


Ser 


Gin 


Asp 


Gly Asn Ser Asp 


Pro Arg Lys Pro Gin Gly Glu 


1 








. 5 




10 15 


Met 


Ser 


Ala 


His 


Ala 


Phe Pro Val Gin 


Thr Cys Gly Glu Glu Asp Gin 








20 




25 


30 


Lys 


Lys 


Thr 


Pro 


Gin 


Val Pro He Asn 


Phe Thr Glu Leu Ser Lys Cys 






35 






40 


45 


Ser 


Xaa 


Ser 


Xaa 


Lys 


He Met Ser Gly 


Glu Arg Glu 



50 55 60 



<210> 2036 
<211> 143 
<212> PRT 
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<213> Homo sapiens 





<400> 2036 






Gly 


Gly 


Glu 


Ala 


Ala 


Ala Arg Ala 


l 








5 




His 


Arg 


Val 


Gly 


Arg 


Arg Glu Arg 








20 






Ser 


Glu 


Ala 


Ala 


Leu 


Glu Lys Lys 






35 






40 


Gin 


Ser 


Val 


Gin 


Thr 


Leu Ser Leu 




50 








55 


Ser 


Arg 


Pro 


lie 


val 


Thr Val Trp 


65 










70 


Pro 


Asn 


Arg 


Lys 


Leu 


Thr Phe Leu 










85 




Asn 


Ser 


Lys 


Arg 


Lys 


Gly Pro Glu 








100 






lie 


Val 


Glu 


Ala 


Phe 


Lys His Val 






115 






120 


Lys 


Lys 


His 


Leu 


Gly 


Arg Val Leu 




130 








135 



Ala Lys Leu Ser Ser Pro Arg Pro 

10 15 
Gly Val Gly Gly Met Ser Ala Phe 

25 30 
Leu Ser Glu Leu Ser Asn Ser Gin 
45 

Trp Leu He His His Arg Lys His 
60 

Glu Arg Glu Leu Arg Lys Ala Lys 
75 80 
Tyr Leu Ala Asn Asp Val He Gin 

90 95 
Phe Thr Lys Asp Phe Ala Pro Val 
105 HO 
Ser Ser Glu Thr Asp Glu Ser Cys 
125 

Ser He Trp Glu Glu Arg Ser 
140 143 



<210> 2037 

<211> 142 

<212> PRT 

<213> Homo sapiens 





<400> 2037 








Met 


Ala 


Ala 


Val 


Val 


Ala Ala Thr Ala Leu Lys Gly Arg 


Gly Ala Arg 


1 








5 


10 


15 


Asn 


Ala 


Arg 


Val 


Leu 


Arg Gly He Leu Ala Gly Ala Thr 


Ala Asn Lys 








20 




25 


30 


Ala 


Ser 


His 


Asn 


Arg 


Thr Arg Ala Leu Gin Ser His Ser 


Ser Pro Glu 






35 






40 45 




Gly 


Lys 


Glu 


Glu 


Pro 


Glu Pro Leu Ser Pro Glu Leu Glu 


Tyr He Pro 


50 








55 60 




Arg 


Lys 


Arg 


Gly 


Lys 


Asn Pro Met Lys Ala Val Gly Leu 


Ala Trp Ala 


65 










70 75 


80 


lie 


Gly 


Phe 


Pro 


Cys 


Gly He Leu Leu Phe He Leu Thr 


Lys Arg Glu 








85 


90 


95 


Val 


Asp 


Lys 


Asp 


Arg 


Val Lys Gin Met Lys Ala Arg Gin 


Asn Met Arg 








100 




105 


110 


Leu 


Ser 


Asn 


Thr 


Gly 


Glu Tyr Glu Ser Gin Arg Phe Arg 


Ala Ser Ser 






115 






120 125 




Gin 


Ser 


Ala 


Pro 


Ser 


Pro Asp Val Gly Ser Gly Val Gin 


Thr 




130 








135 140 


142 



<210> 2038 
<211> 469 
<212> PRT 

<213> Homo sapiens 



<400> 2038 

Leu Gin Gin Thr Glu Asp Lys Ser Leu Leu Asn Gin Gly Ser Ser Ser 

15 10 15 

Glu Glu Val Ala Gly Ser Ser Gin Lys Met Gly Gin Pro Gly Pro Ser 
20 25 30 
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Glv 


Asp 


Ser 


Asp 


Leu 


Ala 


Thr 


Ala 
















40 


Gin 


Asu 


*3r* 


Leu 


Ser 


Glu 


Lys 


Gin 




50 










55 




Lys 


lie 


Gin 


Val 


Leu 


Ala 


Asp 


Gin 


65 










70 






Thr 


Pro 


Thr 


Glu 


Ser 


Leu 


Ala 


Ser 










85 








Thr 




Leu 


Ser 


Ser 


Ala 


Ser 


• Cvs 








100 










Leu 


Gin 


lie 


Val 


Lys 


Pro 


Leu 


Glu 






115 










120 


Gin 


Gin 


Leu 


Ala 


Gin 


Pro 


Asn 


Leu 




130 

-L 3 v 










135 

X33 




Glv 


Val 


lie 


Thr 


Lys 


Glv 


Phe 


Thr 


±*i 3 










13U 






His 


Tie 


Ser 


Ann 


ucu 


Glu 


Glu 












1 £5 
lO 3 








Val 




v?in 


±r J. vJ 


Leu 




Val 

Vol 


W1U 


















Vol 


Thr 


vjiy 


Tl <a 

ne 


Oho 


Lfiu 


riu 


rio 






133 














v»l 

val 


nla 


inr 


nla 


Asn 




«iy 




^ J. u 










Z 13 




Tnr 


Jerlie 


Tnr 


jrne 


Tnr 


Tnr 


Cys 


Arg 


<5Z3 










*> ri 

Z3 U 






(21 « 




lU XT 


Pro 


Ser 


Ser 


y 


Jr lltS 










O A 5 








fill V 


Car" 


ccl 


Car 


Cot* 


Asn 


Tnr 


Ala 








•5 £ f\ 










Arg 


Leu 


oer 


lie 


vsiy 


OlU 


Ser 


lie 






O "7 C 

4 /b 










0 on 


Tnr 


13 Via 


Ser 


Ser 


Tnr 




C AV 

oel 


Leu 














0 05 




lie 


Ser 


Ala 


Lys 


Val 


iyt 


His 


Ser 


one 
















nw 


Leu 




Lys 


OCi 


Leu 


Ala 


He 










3^3 








Ser 


ins 


OCi 


JT X \? 


Cys 




Ser 


Pro 


















Leu 


Ser 


Glu 


Asn 


Phe 


Leu 


Ala 


Ser 
















360 


Glu 


Met 




Glv 


Leu 


Ira 


Pro 


•Ser 




3/1/ 










375 






Lys 


Met 




T ah 


Val 
val 


Asp Arg 


385 
















Val 


Val 


Lvs 


Asn 


Pro 


Glv 


Ala 


Gin 










405 








Glu 


lie 


Gly 


Pro 


Gin 


Lys 


Pro Asp 








420 










Ser 


Ser 


Leu 


Leu 


Gly 


Gly 


Leu Arg 






435 










440 


Met 


Gly 


Ser 


Phe 


Ala 


Ala 


Pro val 




450 










455 




Val 


Leu 


Lys 


Glu 


Asp 









465 469 



Leu 


His 


Ara 


Leu 


Ser 


Leu 


Ara 


Ara 










45 








Phe 


Phe 


Ala 


Glu 


Glu 


Tro 


Gin 


Ara 








60 










Lvs 


Glu 


Gly 


Val 


Ser 


Gly 


Cys 


Val 






75 










B0 


Leu 


Cys 


Thr 


Thr 


Gin 


Ser 


Glu 


He 




90 










95 




Leu 


Ara 


Glv 


Phe 


Met 


Pro 


Glu 


Lvs 

Jr 


105 










110 






Glv 


Ser 


Gin 


Thr 


Leu 


Tvr 


His 


Trp 

IT 










125 








Glv 


Thr 


He 


Leu 


AST) 


Pro 


Ara 


Pro 








140 










Gin 


Leu 


Pro 


Glv 


Asn 


Ala 


He 


Tvr 






155 










160 


Glu 


Glu 


Glu 


Glv 


He 


Thr 


Phe 


Gin 




170 










175 




Glu 


Lys 


Leu 


Ser 


Thr 


Ser 


Lys 


Pro 


IDC 
IOj 










13U 






He 


Thr 


Ser 


Ala 


Glv 
uj.y 




Pro 


Val 










205 








Lys 


Cys 


Leu 


Ser 




Thr 


Asn 


Ser 








990 










He 


Leu 


His 


Pro 


Ser 


Asp 


He 


Thr 


















jfc*ro 


Ser 


Leu 


Ser 




(31 v 

tfl jr 


Oct 


Ser 




9 50 

Z 3 VJ 










a33 




Val 
val 


Asn 


CI or 

3 Cl 






T .oil 


JVla 


lyi 


ore 










9*70 

z / u 






Thr 


Asn 


Arg 


Arg 


Asp 


Ser 


Thr 


Thr 










9fl 5 
6(33 








Ala 


ys 


Leu 


Leu 


Gin 


Glu 


Arg 


Gly 








300 










Pro 


He 


Ser 


Glu 


Asn 


Pro 


Leu 


Gin 






315 










390 


Pro 


Ser 


Thr 


Pro 


Pro 


Asn 


Ser 


Pro 




330 










335 
333 




Leu 


Pro 


Phe 


Glu 


Pro 




Val 


His 












350 






Ara 


Pro 


Ala 


Glu 


Thr 


Phe 


Leu. 


Gin 










365 










Asn 


Pro 


Pro 


Asp 


Val 


Glv 


Gin 








380 










Leu 


Lys 


Arg 


Leu 


Gly 


lie 


Ala 


Arg 






395 










400 


Glu 


Asn 


Gly 


Arg 


Cys 


Gin 


Glu 


Ala 




410 










415 




Ser 


Ala 


Val 


Tyr 


Leu 


Asn 


Ser 


Gly 


425 










430 






Arg 


Asn 


Gin 


Ser 


Leu 


Pro 


Val 


He 










445 








Cys 


Thr 


Ser 


Ser 


Pro 


Lys 


Met 


Gly 



460 



<210> 2039 
<211> 873 
<212> PRT 

<213> Homo sapiens 
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<400> 2039 

Leu Ser Leu Phe Gly Ser Arg Ala Leu Gly Arg Ser Gly Ala Arg Ala 

15 10 15 

Met Ala Lys Ala Lys Lys Val Gly Ala Arg Arg Lys Ala Ser Gly Ala 

20 25 30 

Pro Ala Gly Ala Arg Gly Gly Pro Ala Lys Ala Asn Ser Asn Pro Phe 

35 40 45 

Glu Val Lys Val Asn Arg Gin Lys Phe Gin He Leu Gly Arg Lys Thr 

50 55 60 

Arg His Asp Val Gly Leu Pro Gly Val Ser Arg Ala Arg Ala Leu Arg 
65 70 75 80 

Lys Arg Thr Gin T^ir Leu Leu Lys Glu Tyr Lys Glu Arg Asp Lys Ser 

85 90 95 

Asn Val Phe Arg Asp Lys Arg Phe Gly Glu Tyr Asn Ser Asn Met Ser 

100 105 110 

Pro Glu Glu Lys Met Met Lys Arg Phe Ala Leu Glu Gin Gin Arg His 

115 120 125 

His Glu Lys Lys Ser He Tyr Asn Leu Asn Glu Asp Glu Glu* Leu Thr 

13 0 135 140 

His Tyr Gly Gin Ser Leu Ala Asp lie Glu Lys His Asn Asp He Val 
145 * 150 155 160 

Asp Ser Asp Ser Asp Ala Glu Asp Arg Gly Thr Leu Ser Gly Glu Leu 

165 170 175 

Thr Ala Ala His Phe Gly Gly Gly Gly Gly Leu Leu His Lys Lys Thr 

180 * 185 190 

Gin Gin Glu Gly Glu Glu Arg Glu Lys Pro Lys Ser Arg Lys Glu Leu 

195 200 205 

He Glu Glu Leu He Ala Lys Ser Lys Gin Glu Lys Arg Glu Arg Gin 

210 215 220 

Ala Gin Arg Glu Asp Ala Leu Glu Leu Thr Glu Lys Leu Asp Gin Asp 
225 " 230 235 240 

Trp Lys Glu He Gin Thr Leu Leu Ser His Lys Thr Pro Lys Ser Glu 

245 250 255 

Asn Arg Asp Lys Lys Glu Lys Pro Lys Pro Asp Ala Tyr Asp Met Met 

260 265 270 

Val Arg Glu Leu Gly Phe Glu Met Lys Ala Gin Pro Ser Asn Arg Met 

275 " 280 285 

Lys Thr Glu Ala Glu Leu Ala Lys Glu Glu Gin Glu His Leu Arg Lys 

290 295 300 

Leu Glu Ala Glu Arg Leu Arg Arg Met Leu Gly Lys Asp Glu Asp Glu 
305 310 315 320 

Asn Val Lys Lys Pro Lys His Met Ser Ala Asp Asp Leu Asn Asp Gly 

325 330 335 

Phe Val Leu Asp Lys Asp Asp Arg Arg Leu Leu Ser Tyr Lys Asp Gly 

340 345 350 

Lys Met Asn Val Glu Glu Asp Val Gin Glu Glu Gin Ser Lys Glu Ala 

355 360 365 

Ser Asp Pro Glu Ser Asn Glu Glu Glu Gly Asp Ser Ser Gly Gly Glu 

370 375 380 

Asp Thr Glu Glu Ser Asp Ser Pro Asp Ser His Leu Asp Leu Glu Ser 
385 390 395 400 

Asn Val Glu Ser Glu Glu Glu Asn Glu Lys Pro Ala Lys Glu Gin Arg 

405 410 415 

Gin Thr. Pro Gly Lys Gly Leu He Ser Gly Lys Glu Arg Ala Gly Lys 

420 425 430 

Ala Thr Arg Asp Glu Leu Pro Tyr Thr Phe Ala Ala Pro Glu Ser Tyr 

435 ~ 440 445 

Glu Glu Leu Arg Ser Leu Leu Leu Gly Arg Ser Met Glu Glu Gin Leu 

450 455 460 

Leu Val Val Glu Arg He Gin Lys Cys Asn His Pro Ser Leu Ala Glu 
465 470 475 4B0 

Gly Asn Lys Ala Lys Leu Glu Lys Leu Phe Gly Phe Leu Leu Glu Tyr 
485 490 495 
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Val 


Gly 


Asp 


Leu 


Ala 


Thr 


Asp 


Asp 


Pro 


Pro 


Asp 


Leu 


Thr 


Val 


He 


Asp 








500 










505 










510 






Lys 

2 


Leu 


Val 


Val 


His 


Leu 


Tyr 


His 


Leu 


Cys 


Gin 


Met 


Phe 


Pro 


Glu 


Ser 






515 










520 










525 








Ala 


Ser 


Asp 


Ala 


lie 


Lys 


Phe 


Val 


Leu 


Arg 


Asp 


Ala 


Met 


His 


Glu 


Met 




530 










535 










540 










Glu 


Glu 


Met 


lie 


Glu 


Thr 


Lys 


Gly 


Arg 


Ala 


Ala 


Leu 


Pro 


Gly 


Leu 


Asp 


545 










550 










555 










560 


Val 


Leu 


lie 


Tyr 


Leu 


Lys 


He 


Thr 


Gly 


Leu 


Leu 


Phe 


Pro 


Thr 


Ser 


Asp 










565 










570 










575 




Phe 


Trp 


His 


Pro 


Val 


Val 


Thr 


Pro 


Ala 


Leu 


Val 


Cys 


Leu 


Ser 


Gin 


Leu 








580 










585 










590 






Leu 


Thr 


Lys 


Cys 


Pro 


He 


Leu 


Ser 


Leu 


Gin 


Asp 


val 


Val 


Lys 


Gly 


Leu 






595 










600 










605 








Phe 


Val 


Cys 


Cys 


Leu 


Phe 


Leu 


Glu 


Tyr 


Val 


Ala 


Leu 


Ser 


Gin 


Arg 


Phe 




610 










615 










62.0 










lie 


Pro 


Glu 


Leu 


lie 


Asn 


Phe 


Leu 


Leu 


Gly 


He 


Leu Tyr 


He 


Ala 


Thr 


625 










630 










635 










640 


Pro 


Asn 


Lys 


Ala 


Ser 


Gin 


Gly 


Ser 


Thr 


Leu 


Val 


His 


Pro 


Phe 


Arg 


Ala 










645 










650 










655 




Leu 


Glv 


Lvs 


Asn 


Ser 


Glu 


Leu 


Leu 


Val 


Val 


Ser 


Ala Arg 


Glu 


Asp 


Val 








660 










665 










670 






Ala 


Thr 


Trp 


Gin 


Gin 


Ser 


Ser 


Leu 


Ser 


Leu 


Arq 


Trp Ala 


Ser 


Arg 


Leu 






675 










680 










685 








Arcr 


Ala 


Pro 


Thr 


Ser 


Thr 


Glu 


Ala 


Asn 


His 


He 


Arg Leu 


Ser 


Cvs 


Leu 




690 










695 










700 










Ala 


Val 


Glv 


Leu 


Ala 


Leu 


Leu 


Lys 


Arcr 


Cvs 


Val 


Leu 


Met 


Tvr 


Glv 


Ser 


705 










710 










715 










720 


Leu 


Pro 


Ser 


Phe 


His 


Ala 


He 


Met 


Glv 


Pro 


Leu 


Arg Ala 


Leu 


Leu 


Thr 










725 










730 










735 




nay 


His 


Leu 


Ala 


Asd 


Cvs 


Ser 


His 


Pro 


Gin 


Glu 


Leu 


Gin 


Glu 


Leu 


Cvs 








740 










745 










750 






Gin 


Ser 


Thr 


Leu 


Thr 


Glu 


Met 


Glu 


Ser 


Gin 


Lys 


Gin 


Leu 


Cys 


Arg 


Pro 






755 










760 










765 








Leu 


Thr 


Cys 


Glu 


Lvs 


Ser 


Lys 


Pro 


Val 


Pro 


Leu 


Lys 


Leu 


Phe 


Thr 


Pro 




770 










775 










780 










Arcr 


Leu 


Val 


Lvs 


Val 


Leu 


Glu 


Phe 


Gly 


Arcr 


Lvs 


Gin Gly 


Ser 


Ser 


Lys 


785 










790 










795 










800 


Glu 


Glu 


Gin 


Glu 


Arg 


Lys 


Arg 


Leu 


He 


His 


Lys 


His 


Lys 


Arg 


Glu 


Phe 










805 










810 










815 




Lys 


Gly 


Ala 


Val 


Arg 


Glu 


He 


Arg 


L 7 B 


Asp 


Asn 


Gin 


Phe 


Leu 


Ala 


Arg 








820 










825 










830 






Met 


Gin 


Leu 


Ser 


Glu 


He 


Met 


Glu 


Arg 


Asp 


Ala 


Glu Arg 


Lys 


Arg 


Lys 






835 










840 










845 








Val 


Lys 


Gin 


Leu 


Phe 


Asn 


Ser 


Leu 


Ala 


Thr 


Gin 


Glu Gly 


Glu 


Trp 


Lys 




850 










855 










850 










Ala 


Leu 


Lys 


Arg 


Lys 


Lys 


Phe 


Lys 


Lys 
















865 










870 






873 

















<210> 2040 

<211> 101 

<212> PRT 

<213> Homo sapiens 



<400> 2040 



Phe 


Phe Phe Phe 


Val Phe 


Leu 


Val 


Glu 


Thr 


Gly 


Phe 


His 


His 


Val 


Gly 


1 




5 








10 










15 




Gin 


Ala Gly Leu 
20 


Glu Leu 


Leu 


Thr 


Ser 
25 


Gly 


Asp 


Pro 


Pro 


Thr 
30 


Trp 


Ala 


Ser 


Gin Ser Ala 
35 


Gly He 


Thr 


Gly 

40 


Val 


Ser 


His 


Cys 


Ser 
45 


Trp 


Pro 


Val 
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He Tyr Val Leu Ser Thr Leu Leu His Ala Val Arg Asn Val Leu Phe 

50 55 60 

Lys Arg Thr Phe Pro Leu Lys Ser Ser Ser Phe Leu Ser Tyr Asp Lys 
65 70 75 80 

Glu He Phe Pro He Leu lie Val Leu Lys Phe Tyr Leu Val Thr Leu 

85 90 95 

Thr Ser Phe Val Lys 
100 101 



<210> 2041 

<211> 51 

<212> PRT 

<213> Homo sapiens 



<400> 2041 

Asn Cys His Thr Thr His Cys Thr Ala Asn Trp Val His Leu Pro Gly 

15 10 15 

Thr Pro Pro Gly Trp Lys He Asp Gly Pro Ala Ala Ala Leu Glu Val 

20 25 30 

Leu Ser Ser Phe Phe Phe Phe Phe Leu Lys< Phe Ser Tyr Lys Pro Gin 

35 40 45 

Asn He Val 
50 51 



<210> 2042 

<211> 404 

<212> PRT 

<213> Homo sapiens 



<400> 2042 
Gly Met Glu Pro 
1 

Asp Pro Arg Ser 
20 

Arg Val Leu Thr 
35 

Val Cys Arg Leu 
50 

Arg Ser Val Thr 
65 

Glu Gly His Cys 

Arg He Leu Pro 
100 

He Ser Leu Glu 
115 

Ser Met Glu Thr 
130 

Gin Val Leu Gly 
145 

Ser Gly Ser Asn 

Ala Leu Leu Phe 
180 

Phe He Lys Asp 
195 

Glu Val Gly Leu 
210 



Val Gly Cys Cys Gly Glu Cys Arg Gly Ser Ser Val 

5 10 15 

Thr Phe Val Leu Ser Asn Leu Ala Glu Val Val Glu 

25 30 
Phe Leu Pro Ala Lys Ala Leu Leu Arg Val Ala Cys 

40 45 
Trp Arg Glu Cys Val Arg Arg Val Leu Arg Thr His 

55 60 
Trp He Ser Ala Gly Leu Ala Glu Ala Gly His Leu 
70 75 80 

Leu Val Arg Val Val Ala Glu Glu Leu Glu Asn Val 

85 90 95 

His Thr Val Leu Tyr Met Ala Asp Ser Glu Thr Phe 

105 HO 
Glu Cys Arg Gly His Lys Arg Ala Arg Lys Arg Thr 

120 125 
Ala Leu Ala Leu Glu Lys Leu Phe Pro Lys Gin Cys 

135 140 
He Val Thr Pro Gly He Val Val Thr Pro Met Gly 
150 155 160 

Arg Pro Gin Glu He Glu He Gly Glu Ser Gly Phe 
165 170 175 

Pro Gin He Glu Gly He Lys He Gin Pro Phe His 

185 190 
Pro Lys Asn Leu Thr Leu Glu Arg His Gin Leu Thr 

200 205 
Leu Asp Asn Pro Glu Leu Arg Val Val Leu Val Phe 
215 220 
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Asp 


Cys Cys 


Lys 


Val 


j Ala uCI ABU 1 j X ucu V9XU 


Gin Val 


225 








230 




235 


240 


Val 


Ser 


Thr 


Phe Ser 


Asp Met 


Hcjti Tl ^ Tl f» Tt^ll Kl a [21 v (31 V 
/li3U IXC Uw VX n^ei w^jr wJ-jr 


Gin Val 








245 






250 


255 


Asp 


Asn 




Ser Ser 


Leu 


Thr 


Sen* Glu Lvs Asn Pro Leu Asd 


He Asp 








260 










Ala 


Sec 


Glv 


Val Val 


Gly Leu 


Ser Phe Ser Glv His Arcr He 


Gin Ser 


















Ala 


Thr 


Val 


Leu Leu 


Asn 


Glu 


Asn Val Ser Asd Glu Lvs Thr 


Ala Glu 












295 






Ala 


Ala 


Met 


Gin Arg 


Leu 


Lys 


al 3 zvia Asn Tie Pro Glu His 


Asn Thr 


J V J 








310 






320 


Tie 
j. .its 


viiy 




1'Itr C rile 


Ala 


Cys 


Val f3lv Qt-ct nil v pb<=» Gin Tvr 


± y jl **i y 








•IOC 








**** 5 
J J 9 


Ala 


LVS 


Glv 


Asn Val 


Glu 


Ala 


Asn Ala Phe Airo Lvs Phe Phe 


Pro Ser 








A f\ 










Val 


Pro 


Leu 


Phe Gly 


Phe 


Phe 


Gly Asn Gly Glu lie Gly Cys 


Asp Arg 






355 








360 365 




He 


Val 


Thr 


Gly Asn 


Phe 


He 


Leu Arg Lys Cys Asn Glu Val 


Lys Asp 




370 








375 


380 




Asp 


Asp 


Leu 


Phe His 


Ser 


Tyr 


Thr Thr He Met Ala Leu He 


His Leu 


385 








390 




395 


400 


Gly 


Ser 


Ser 


Lys 
















404 











<210> 2043 
<211> 48 
<212> PRT 

<213> Homo sapiens 



<400> 2043 
Glu Glu He Lys 
1 

Gly Phe He Gin 
20 

Lys Ala Cys Phe 
35 



Glu Arg Phe Gly 
5 

Glu Leu Asp Cys 

Pro Thr Asn He 
40 



Pro Gly Leu Val 
10 

Asn Arg Glu Arg 
25 

Val Thr Leu Cys 



lie Tyr Trp Tyr 
15 

Gly He Leu Leu 
30 

His Ser He Ala 
45 48 



<210> 2044 
<211> 68 
<212> PRT 

<213> Homo sapiens 



<400> 2044 



Arg 


Val Leu Thr Ala 


He Asn 


His 


1 


5 






Phe 


Tyr Lys Gly Lys 


Lys Asp 


Lys 




20 






Thr 


Arg Ala Met Arg 


Arg Arg 


Leu 




35 




40 


Thr 


Lys Lys Gin His 


Arg Lys 


Glu 




50 


55 




Ala 


Ala Lys Ala 






65 


68 







Thr Leu Lys Glu Asn Leu Arg Lys 

10 15 
Pro Leu Asp Leu Arg Pro Lys Lys 

25 30 
Asn Met His Glu Glu Asn Leu Lys 
45 

Arg Leu Tyr Pro Leu Arg Lys Tyr 
60 
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<210> 2045 

<211> 490 

<212> PRT 

<213> Homo sapiens 



<400> 2045 



Glu 


Thr 


Arg 


Ser 


Thr 


Ala 


Val 


Lys 


1 








5 








Leu 


Leu 


Leu 


Cys 


Leu 


Glu 


Asp 


Arg 








20 










Thr 


Gly 


Ser 


Gly 


Lys 


Glu 


Glu 


Gly 






35 










40 


Leu 


Glu 


Ala 


Ala 


Gly 


Gly 


Pro 


Ser 




50 










55 




Ser 


Leu 


Phe 


Glu 


Ser 


Leu 


He 


Ser 


65 










70 






Lys 


Glu 


Phe 


Trp 


Glu 


Gin 


Lys 


Pro 










85 








Ala 


Leu 


Ala 


Thr 


Tyr 


Tyr 


Gly 


Ser 








100 










Ser 


Leu 


Cys 


Ser 


Arg 


Gly 


Met 


Tyr 






115 










120 


Arg 


Cys 


Val 


Asn 


Gly 


Lys 


Lys 


Lys 




130 










135 




His 


Phe 


Leu 


Gin 


Ijeu 


Arg 


LyB 


Asp 


145 










150 






Gin 


Phe 


His 


Gin 


Pro 


Gin 


Arg 


Phe 










165 








Glu 


Lys 


Leu 


Glu 


Cys 


Tyr 


Phe 


Gly 






• 


180 










He 


Thr 


Pro 


Ala 


Gly 


Ser 


Gin 


Gly 






195 










200 


Glu 


Val 


Phe 


He 


Leu 


Gin 


Leu 


Glu 




210 










215 




His 


Pro 


Thr 


Val 


Pro 


Leu 


Ala 


Arg 


225 










230 






Arg 


He 


Gly 


Arg 


Pro 


Val 


His 


Glu 










245 








Leu 


Tyr 


Phe 


Pro 


Arg 


Gly 


Thr 


He 








260 










Leu 


Ala 


His 


Ser 


Thr 


His 


Val 


Thr 






275 










o q n 


Trp 


Gly 


Asp 


Phe 


Leu 


Leu 


Asp 


Thr 




290 










295 




Ala 


Lys 


Glu 


Asp 


Val 


Glu 


Leu 


Arg 


305 










310 






Leu 


Gin 


Val 


Glu 


Ser 


Thr 


Thr 


Val 










325 








Leu 


Arg 


Thr 


Leu 


Ala 


Asp 


Arg 


Leu 








340 










Ser 


Asp 


Met 


Lys 


Lys 


Asp 


Phe 


He 






355 










360 


Ala 


Gly 


Asp 


Gly 


Ala 


Glu 


Leu 


Ser 




370 










375 




Leu 


Asp 


Ser 


Val 


Val 


Arg 


Leu 


Gin 


385 










390 






Val 


Leu 


Pro 


Asp 


Gin 


Asp 


Gin 


Ser 










405 








Tyr 


lie 


Tyr 


His 


Ser 


Leu 


Lys 


Asn 








420 










Asn 


Glu 


Glu 


Glu 


Thr 


Glu 


Phe 


His 






43 5 










440 



Ser Glu Val 


Gin 


Val 


Cys 


lie 


Ser 


10 












Thr Met Pro 


Lys 


Lys 


Ala 


Lys 


Pro 


25 












Pro Ala Pro 


Cys 


Lys 


Gin 


Met 


Lys 






45 








Ala Leu Asn 


Phe 


Asp 


Ser 


Pro 


Ser 




60 










Pro He Lys 


Thr 


Glu 


Thr 


Phe 


Phe 


75 










80 


Leu Leu He 


Gin 


Arg 


Asp 


Asp 


Pro 


90 








95 




Leu Phe Lys 


Leu 


Thr 


Asp 


Leu 


Lys 


105 






110 






Tyr Gly Arg 


Asp 


Val 


Asn 


Val 


Cys 






125 








Val Leu Asn 


Lys 


Asp 


Gly 


Lys 


Ala 




140 










Phe Asp Gin 


Lys 


Arg 


Ala 


Thr 


He 


155 










160 


Lys Asp Glu 


Leu 


Trp 


Arg 


He 


Gin 


170 








175 




Ser Leu Val 


Gly 


Ser 


Asn 


Val 


Tyr 


185 






190 






Leu Pro Pro 


His 


Tyr 


Asp 


Asp 


Val 






205 








Gly Glu Lys 


His 


Trp 


Arg 


Leu 


Tyr 




220 










Glu Tyr Ser 


Val 


GlU 


Ml mm 

Ala 


GlU 


Glu 














Phe Met Leu 


Lys 


Pro 


Gly 


Asp 


Leu 


250 








ore 
J DO 




His Gin Ala 


Asp 


Thr 


Pro 


Ala 


Gly 


265 






z /o 






lie Ser Tnr 


Tyr 


Gin 


Asn 


Asn 








*> a c 








lie Ser Gly 


Leu 


val 


Pne 


Asp 


Thr 




300 










Tfcr Gly He 


Pro 


Arg 


Gin 


Leu 


Leu 


315 










320 


Ala Thr Arg 


Arg 


Leu 


Ser 


Gly 


Phe 


330 








335 




Glu Gly Thr 


Lys 


Glu 


Leu 


Leu 


Ser 


345 






350 






Met His Arg 


Leu 


Pro 


Pro 


Tyr 


Ser 






365 








Thr Pro Gly 


Gly 


Lys 


Leu 


Pro 


Arg 




380 










Phe Lys Asp 


His 


He 


Val 


Leu 


Thr 


395 










400 


Asp Glu Thr 


Gin 


Glu 


Lys 


Met 


Val 


410 








415 




Ser Arg Glu 


Thr 


His 


Met 


Met 


Gly 


425 






430 






Gly Leu Arg 


Phe 


Pro 


Leu 


Ser 


His 



445 
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Leu Asp Ala Leu Lys Gin lie Trp Asn Ser Pro Ala He Ser Val Lys 

450 455 460 

Asp Leu Lys Leu Thr Thr Asp Glu Glu Lys Glu Ser Leu Val Leu Ser 
465 470 475 480 

Leu Trp Thr Glu Cys Leu lie Gin Val Val 
485 490 



<210> 2046 
<211> 245 
<212> PRT 

<213> Homo sapiens 



<221> misc_feature 
<222> (1) . . . (245) 

<223> Xaa = any amino acid or nothing 



<400> 2046 

Leu Met Lys Xaa Tyr Leu Glu Ala Ala Glu Leu Gly Giu lie Ser Asp 

1 5 10 15 

lie His Thr Lys Leu Leu Arg Leu Ser Ser Ser Gin Gly Thr lie Glu 

20 25 30 

Thr Ser Leu Gin Asp He Asp Ser Arg Leu Ser Pro Gly Gly Ser Leu 

35 40 45 

Ala Asp Ala Trp Ala His Gin Glu Gly Thr His Pro Lys Asp Arg Asn 

50 55 60 

Val Glu Lys Leu Gin Val Leu Leu Asn Cys Met Thr Glu lie Tyr Tyr 
65 70 75 80 

Gin Phe Lys Lys Asp Lys Ala Glu Arg Arg Leu Ala Tyr Asn Glu Glu 

85 90 95 

Gin He His Lys Phe Asp Lys Gin Lys Leu Tyr Tyr His Ala Thr Lys 

100 105 110 

Ala Met Thr His Phe Thr Asp Glu Cys Val Lys Lys Tyr Glu Ala Phe 

115 120 125 

Leu Asn Lys Ser Glu Glu Trp He Arg Lys Met Leu His Leu Arg Lys 

130 135 140 

Gin Leu Leu Ser Leu Thr Asn Gin Cys Phe Asp He Glu Glu Glu Val 
145 150 155 160 

Ser Lys Tyr Gin Glu Tyr Thr Asn Glu Leu Gin Glu Thr Leu Pro Gin 

165 170 175 

Lys Met Phe Thr Ala Ser Ser Gly He Lys His Thr Met Thr Pro He 

180 185 190 

Tyr Pro Ser Ser Asn Thr Leu Val Glu Met Thr Leu Gly Met Lys Lys 

195 200 205 

Leu Lys Glu Glu Met Glu Gly Val Val Lys Glu Leu Ala Glu Asn Asn 

210 215 220 

His He Leu Glu Ser Gly Gly Ser Leu Thr Met Asp Gly Gly Leu Arg 
225 230 235 240 

Asn Val Asp Cys Leu 
245 



<210> 2047 
<211> 78 
<212> PRT 

<213> Homo sapiens 



<400> 2047 

Leu Asp Tyr Asn Phe Phe Leu Phe Glu Met Thr Phe Gly Leu Val Ser 
15 10 15 
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Gin Ala Gly Val Gin Trp His Asp Leu Gly Ser Leu Gin Pro Pro Pro 

20 25 30 

Pro Gly Phe Lys Gin Phe Ser Cys Leu Ser Leu Pro Ser Ser Trp Asp 

35 40 45 

Tyr Arg His Leu Pro Pro His Leu Ala Asn Phe Ser Arg Glu Gly Val 

50 55 60 

Ser Pro Ser Trp Pro Gly Trp Ser Arg Thr Pro Asp Phe Arg 
65 70 75 78 



<210> 2048 
<211> 149 
<212> PRT 

<213> Homo sapiens 





<400> 2048 






Leu 


Pro 


He 


Arg 


Lys 


Ser Leu Arg 


1 








5 




Ser 


Gin 


Ser 


Pro 


lie 


Thr Arg Asn 








20 






Cys 


Leu 


Ala 


Lys 


Thr 


Val Thr Gly 






35 






40 


Leu 


Arg 


Gly 


Leu 


Val 


Ala Gly Gly 




50 








55 


Pro 


val 


Gly 


Gly 


Leu 


Leu Met Ala 


65 










70 


Val 


Gin 


Glu 


Arg 


Lys 


Gin Lys Asp 










85 




Leu 


Glu 


Glu 


Trp 


Lys 


Gly Arg Leu 








100 






Lys 


lie 


Glu 


Ser 


Ser 


Leu Gin Glu 






115 






120 


Lys 


lie 


Glu 


Ala 


Leu 


Leu Asn Leu 




13 0 








135 


Lys 


Gin 


Asp 


Lys 


Asp 




145 








149 





Ser Val Arg Ser Gly Phe Pro Thr 

10 15 
Leu Asp Gly Thr Ala Ser Gly Ser 

25 30 
Ser Leu Phe Arg lie Asn Val Gly 
45 

He He Gly Ala Leu Leu Gly Thr 
60 

Phe Gin Lys Tyr Ser Gly Glu Thr 
75 80 
Arg Lys Ala Leu His Glu Leu Lys 

90 95 
Gin Val Thr Glu His Leu Pro Glu 
105 110 
Asp Glu Pro Glu Asn Asp Ala Lys 
125 

Pro Arg Asn Pro Ser Val He Asp 
140 



<210> 2049 

<211> 141 

<212> PRT 

<213> Homo sapiens 





<400> 2049 






Arg 


Pro 


His 


Gly 


His 


Leu Val Cys 


1 








5 




Gly 


Val 


Asn 


Gly 


Leu 


Ala Asp Tyr 








20 






Gly 


Phe 


Ala 


Glu 


Ser 


Val Phe Val 






35 






40 


Gly 


He 


Lys 


Thr 


Thr 


He Val Cys 




50 








55 


Phe 


Glu 


Gly 


Cys 


Thr 


Thr Gly Cys 


65 










70 


Pro 


Lys 


Tyr 


Ala 


Val 


Glu Lys He 










85 




Met 


Tyr 


Leu 


Tyr 


Met 


Pro Lys Leu 








100 






Ser 


Phe 


Leu 


Pro 


Leu 


Lys Thr Gly 






115 






120 



He Ser Ser Ser Ala 


Gly Leu 


Ser 


10 


15 




Cys Ala Ser Lys Phe 


Ala Ala 


Phe 


25 


30 




Glu Thr Phe Val Gin 


Lys Gin 


Lys 


45 






Pro Phe Phe He Lys 


Thr Gly 


Met 


60 






Pro Ser Leu Leu Pro 


He Leu 


Glu 


75 




80 


Val Glu Ala He Leu 


Gin Glu 


Lys 


90 


95 




Leu Tyr Phe Met Met 


Phe Leu 


Lys 


105 


110 




Leu Leu He Ala Asp 


Tyr Leu 


Gly 



125 
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He Leu His Ala Met Asp Gly Phe Ala Asp Gin Lys Lys 
130 135 140 141 



<210> 2050 
<211> 204 
<212> PRT 

<213> Homo sapiens 



<400> 2050 



Pro 


Thr 


Ala 


Glu 


dlu 


Met Ser 


Ser 


Leu 


Thr 


Pro 


Glu 


Ser 


Ser 


Pro 


Glu 


1 








5 










10 










15 




Leu 


Ala 


Lys 


Arg 
20 


Ser 


Trp 


Phe 


Gly 


Asn 
25 


Phe 


He 


Ser 


Leu 


Asp 
30 


Lys 


Glu 


Glu 


Gin 


He 
35 


Phe 


Leu 


Val 


Leu 


Lys 
40 


Asp 


Lys 


Pro 


Leu 


Ser 
45 


Ser 


He 


Lys 


Ala 


Asp 
50 


He 


Val 


His 


Ala 


Phe 
55 


Leu 


Ser 


He 


Pro 


Ser 
60 


Leu 


Ser 


His 


Ser 


val 


Leu 


Ser 


Gin 


Thr 


Ser 


Phe 


Arg 


Ala 


Glu 


Tyr 


Lys 


Ala 


Ser 


Gly 


Gly 


65 










70 










75 










60 


Pro 


Ser 


Val 


Phe 


Gin 
85 


Lys 


Pro 


Val 


Arg 


Phe 
90 


Gin 


val 


ASp 


He 


Ser 
95 


Ser 


Ser 


Glu 


Gly 


Pro 
100 


Glu 


Pro 


Ser 


Pro 


Arg 
105 


Arg 


Asp 


Gly 


Ser 


Gly 
110 


Gly 


Gly 


Gly 


He 


Tyr 
115 


Ser 


Val 


Thr 


Phe 


Thr 
120 


Leu 


He 


Ser 


Gly 


Pro 
125 


Ser 


Arg 


Arg 


Phe 


Lys 
130 


Arg 


Val 


Val 


Glu 


Thr 
135 


He 


Gin 


Ala 


Gin 


Leu 
140 


Leu 


Ser 


Thr 


His 


Asp 


Gin 


Pro 


Ser 


Val 


Gin 


Ala 


Leu 


Ala 


Asp 


Glu 


Lys 


Asn 


Gly 


Ala 


Gin 


145 










150 










155 










160 


Thr 


Arg 


Pro 


Ala 


Gly 
165 


Ala 


Pro 


Pro 


Arg 


Ser 
170 


Leu 


Gin 


Pro 


Pro 


Pro 
175 


Gly 


Arg 


Pro 


Asp 


Pro 
180 


Glu 


Leu 


Ser 


Ser 


Ser 
185 


Pro 


Arg 


Arg 


Gly 


Pro 
190 


Pro 


Lys 


Asp 


Lys 


Lys 
195 


Leu 


Leu 


Ala 


Thr 


Asn 
200 


Gly 


Thr 


Pro 


Leu 
204 











<210> 2051 

<211> 459 

<212> PRT 

<213> Homo sapiens 



<400> 2051 



His 


Ala 


Ser 


Val 


Leu 


Phe 


Cys 


Arg 


Val 


Met 


Ala 


Ala 


Ser 


Lys 


Thr 


Gin 


1 








5 










10 










15 




Gly 


Ala 


Val 


Ala 
20 


Arg 


Met 


Gin 


Glu 


Asp 
25 


Arg 


Asp 


Gly 


Ser 


Cys 
30 


Ser 


Thr 


Val 


Gly 


Gly 
35 


Val 


Gly 


Tyr 


Gly 


Asp 
40 


Ser 


Lys 


Asp 


Cys 


He 


Leu 


Glu 


Pro 


Leu 


Ser 
50 


Leu 


Pro 


Glu 


Ser 


Pro 
55 


Gly 


Gly 


Thr 


Thr 


Thr 
60 


Leu 


Glu 


Gly 


Ser 


Pro 


Ser 


Val 


Pro 


Cys 


He 


Phe 


cys 


Glu 


Glu 


His 


Phe 


Pro 


Val 


Ala 


Glu 


65 










70 










75 










80 


Gin 


Asp 


Lys 


Leu 


Leu 
85 


Lys 


His 


Met 


He 


He 
90 


Glu 


His 


Lys 


He 


val 
95 


He 


Ala 


Asp 


Val 


Lys 
100 


Leu 


Val 


Ala 


Asp 


Phe 
105 


Gin 


Arg 


Tyr 


He 


Leu 
110 


Tyr 


Trp 


Arg 


Lys 


Arg 
115 


Phe 


Thr 


Glu 


Gin 


Pro 
120 


He 


Thr 


Asp 


Phe 


Cys 
125 


Ser 


Val 


He 
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Arg lie Asn Ser Thr Ala Pro Phe Glu Glu Gin Glu Asn Tyr Phe Leu 

130 135 140 

Leu Cys Asp Val Leu Pro Glu Asp Arg lie Leu Arg Glu Glu Leu Gin 
145 * 150 155 160 

Lys Gin Arg Leu Arg Glu lie Leu Glu Gin Gin Gin Gin Glu Arg Asn 

165 170 175 

Asp Thr Asn Phe His Gly Val Cys Met Phe Cys Asn Glu Glu Phe Leu 

180 185 190 

Gly Asn Arg Ser Val He Leu Asn His Met Ala Arg Glu His Ala Phe 

195 200 205 

Asn He Gly Leu Pro Asp Asn lie Val Asn Cys Asn Glu Phe Leu Cys 

210 215 220 

Thr Leu Gin Lys Lys Leu Asp Asn Leu Gin Cys Leu Tyr Cys Glu Lys 
225 °* 230 235 240 

Thr Phe Arg Asp Lys Asn Thr Leu Lys Asp His- Met Arg Lys Lys Gin 

245 250 255 

His Arg Lys He Asn Pro Lys Asn Arg Glu Tyr Asp Arg Phe Tyr Val 

260 265 270 

He Asn Tyr Leu Glu Leu Gly Lys Ser Trp Glu Glu Val Gin Leu Glu 

275 280 285 

Asp Asp Arg Glu Leu Leu Asp His Gin* Glu Asp Asp Trp Ser Asp Trp 

290 295 300 

Glu Glu His Pro Ala Ser Ala Val Cys Leu Phe Cys Glu Lys Gin Ala 
305 310 315 320 

Glu Thr He Glu Lys Leu Tyr Val His Met Glu Asp Ala His Glu Phe 

325 330 335 

Asp Leu Leu Lys He Lys Ser Glu Leu Gly Leu Asn Phe Tyr Gin Gin 

340 345 350 

Val Lys Leu Val Asn Phe He Arg Arg Gin Val His Gin Cys Arg Cys 

355 360 365 

Tyr Gly Cys His Val Lys Phe Lys Ser Lys Ala Asp Leu Arg Thr His 

370 375 380 

Met Glu Glu Thr Lys His Thr Ser Leu Leu Pro Asp Arg Lys Thr Trp 
385 390 395 400 

Asp Gin Leu Glu Tyr Tyr Phe Pro Thr Tyr Glu Asn Asp Thr Leu Leu 

405 410 415 

Trp Thr Leu Ser Asp Ser Glu Ser Asp Leu Thr Ala Gin Glu Gin Asn 

420 425 430 

Glu Asn Val Pro He He Ser Glu Asp Thr Ser Lys Leu Tyr Ala Leu 

435 440 445 

Lys Gin Ser Ser He Leu Asn Gin Leu Leu Leu 
450 455 459 



<210> 2052 
<211> 321 
<212> PRT 

<213> Homo sapiens 



<400> 2052 

Met Ala Ala Ala Thr Arg Gly Cys Arg Pro Trp Gly Ser Leu Leu Gly 

1 5 10 15 

Leu Leu Gly Leu Val Ser Ala Ala Ala Ala Ala Trp Asp Leu Ala Ser 

20 25 30 

Leu Arg Cys Thr Leu Gly Ala Phe Cys Glu Cys Asp Phe Arg Pro Asp 

35 40 45 

Leu Pro Gly Leu Glu Cys Asp Leu Ala Gin His Leu Ala Gly Gin His 

50 55 60 

Leu Ala Lys Ala Leu Val Val Lys Ala Leu Lys Ala Phe Val Arg Asp 
65 70 75 80 

Pro Ala Pro Thr Lys Pro Leu Val Leu Ser Leu His Gly Trp Thr Gly 
85 90 95 
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Thr 


Gly 


Lys 


Ser 


Tyr 


Val 


Ser 


Ser 


Leu 


Leu 


Ala 


His Tyr 


Leu Phe Gin 








100 










105 








110 


Gly 


Gly 


Leu 


Arg 


Ser 


Pro 


Arg 


Val 


His 


His 


Phe 


Ser Pro 


Val Leu His 






115 










120 








125 




Phe 


Pro 


His 


Pro 


Ser 


His 


lie 


Glu 


Arg 


Tyr 


Lys 


Lys Asp 


Leu Lys Ser 




130 










135 










140 




Trp 


Val 


Gin 


Gly 


Asn 


Leu 


Thr 


Ala 


Cys 


Gly 


Arg 


Ser Leu 


Phe Leu Phe 


145 










150 










155 




160 


Asp 


Glu 


Met 


Asp 


Lys 


Met 


Pro 


Pro 


Gly 


lieu 


Met 


Glu Val 


Leu Arg Pro 










165 










170 






175 


Phe 


Leu 


Gly 


Ser 


Ser 


Trp 


Val 


Val 


Tyr 


Gly 


Thr 


Asn Tyr 


Arg Lys Ala 








180 










185 








190 


tie 


Phe 


lie 


Phe 


lie 


Ser 


Asn 


Thr 


Gly 


Gly 


Glu 


Gin He 


Asn Gin val 






195 










200 








205 




Ala 


Leu 


Glu 


Ala 


Trp 


Arg 


Ser 


Arg 


Arg 


Asp 


Arg 


Glu Glu 


He Leu Leu 




210 










215 










220 




Gin 


Glu 


Leu 


Glu 


Pro 


Val 


He 


Ser 


Arg 


Ala 


Val 


Leu Asp 


Asn Pro His 


225 










23 0 










23 5 




240 


His 


Gly 


Phe 


Ser 


Asn 


Ser 


Gly 


He 


Met 


Glu 


Glu 


Arg Leu 


Leu Asp Ala 










245 










250 






255 


Val 


Val 


Pro 


Phe 


Leu 


Pro 


Leu 


Gin 


Arg 


His 


His 


Val Arg 


His Cys Val 








260 










265 








270 


lieu 


Asn 


Glu 


Leu 


Ala 


Gin 


Leu 


Gly 


Leu 


Glu 


Pro 


Arg Asp 


Glu Val Val 






275 










280 








285 




Gin 


Ala 


Val 


Leu 


Asp 


Ser 


Thr 


Thr 


Phe 


Phe 


Pro 


Glu Asp 


Glu Gin Leu 




290 










295 










300 




Phe 


Ser 


Ser 


Asn 


Gly 


Cys 


Lys 


Thr 


Val 


Ala 


Ser 


Arg He 


Ala Phe Phe 


305 










310 










315 




320 



Leu 
321 



<210> 2053 
<211* 126 
<212> PRT 

<213> Homo sapiens 



<400> 2053 



Leu 


Phe 


Leu 


Gin 


Lys 


Leu 


Arg 


Met 


Lys 


Thr 


Glu 


Glu Glu 


Ala Arg Thr 


1 








5 










10 






15 


His 


Thr 


Glu 


He 


Glu 


Met 


Phe 


Leu 


Arg 


Lys 


Glu 


Gin Gin 


Lys Leu Glu 








20 










25 








30 


Glu 


Arg 


Leu 


Glu 


Phe 


Trp 


Met 


Glu 


Lys 


Tyr 


Asp 


Lys Asp 


Thr Glu Met 






35 










40 












Lys 


Gin 


Asn 


Glu 


Leu 


Asn 


Ala 


Leu 


Lys 


Ala 


Thr 


Lys Ala 


Ser Asp Leu 




50 










55 










60 




Ala 


His 


Leu 


Gin 


Asp 


Leu 


Ala 


Lys 


Met 


He 


Arg 


Glu Tyr 


Glu Gin Val 


65 










70 










75 




80 


lie 


He 


Glu 


Asp 


Arg 


He 


Glu 


Lys 


Glu 


Arg 


Ser 


Lys Lys 


Lys Val Lys 










85 










90 






95 


Gin 


Asp 


Leu 


Leu 


Glu 


Leu 


Lys 


Ser 


Val 


He 


Lys 


Leu Gin 


Ala Trp Trp 








100 










105 








110 


Arg 


Gly 


Thr 


Met 


lie 


Arg 


Arg 


Glu 


He 


Gly 


Gly 


Phe Lys 


Met 






115 










120 








125 


126 



<210> 2054 

<211> 334 

<212> PRT 

<213> Homo sapiens 
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<400> 2054 

Phe Arg Gly Arg Ala Val Lys Met Ala Ala Val Val Glu Val Glu Val 

1 5 10 15 

Gly Gly Gly Ala Ala Gly Glu Arg Glu Leu Asp Glu Val Asp Met Ser 

20 25 30 

Asp Leu Ser Pro Glu Glu Gin Trp Arg Val Glu His Ala Arg Met His 

35 40 45 

Ala Lys His Arg Gly His Glu Ala Met His Ala Glu Met Val Leu He 

50 55 60 

Leu He Ala Thr Leu Val Val Ala Gin Leu Leu Leu Val Gin Trp Lys 
65 70 75 80 

Gin Arg His Pro Arg Ser Tyr Asn Met Val Thr Leu Phe Gin Met Trp 

85 90 95 

Val Val Pro Leu Tyr Phe Thr Val Lys Leu His Trp Trp Arg Phe Leu 

100 105 HO 

Val He Trp He Leu Phe Ser Ala Val Thr Ala Phe Val Thr Phe Arg 

115 120 125 

Ala Thr Arg Lys Pro Leu Val Gin Thr Thr Pro Arg Leu Val Tyr Lys 

130 135 140 

Trp Phe Leu Leu He Tyr Lys He Ser Tyr Ala Thr Gly He Val Gly 
145 150 155 160 

Tyr Met Ala Val Met Phe Thr Leu Phe Gly Leu Asn Leu Leu Phe Lys 

165 170 175 

He Lys Pro Glu Asp Ala Met Asp Phe Gly He Ser Leu Leu Phe Tyr 

160 185 190 

Gly Leu Tyr Tyr Gly Val Leu Glu Arg Asp Phe Ala Glu Met Cys Ala 

195 200 205 

Asp Tyr Met Ala Ser Thr He Gly Phe Tyr Ser Glu Ser Gly Met Pro 

210 215 220 

Thr Lys His Leu Ser Asp Ser Val Cys Ala Val Cys Gly Gin Gin He 
225 230 235 240 

Phe Val Asp Val Ser Glu felu Gly He He Glu Asn Thr Tyr Arg Leu 

245 250 255 

Ser Cys Asn His Val Phe His Glu Phe Cys He Arg Gly Trp Cys He 

260 265 270 

Val Gly Lys Lys Gin Thr Cys Pro Tyr Cys Lys Glu Lys Val Asp Leu 

275 280 285 

Lys Arg Met Phe Ser Asn Pro Trp Glu Arg Pro His Val Met Tyr Gly 

290 295 300 

Gin Leu Leu Asp Trp Leu Arg Tyr Leu Val Ala Trp Gin Pro Val He 
305 " 310 315 320 

He Gly Val Val Gin Gly He Asn Tyr He Leu Gly Leu Glu 
325 330 334 



<210> 2055 

<211> 223 

<212> PRT 

<213> Homo sapiens 



<400> 2055 

He Tyr Asp Arg Asp Pro Leu Gin Leu Ala Thr Arg Ala Gly Gin Pro 

1 ~ 5 10 15 

Leu Asp He Asn Met Ala Gly Glu Pro Lys Pro Tyr Arg Pro Lys Pro 

20 25 30 

Gly Asn Lys Arg Pro Leu Ser Ala Leu Tyr Arg Leu Glu Ser Lys Glu 

35 40 45 

Pro Phe Leu Ser Val Gly Gly Tyr Val Phe Asp Tyr Asp Tyr Tyr Arg 

50 55 60 

Asp Asp Phe Tyr Asn Arg Leu Phe Asp Tyr His Gly Arg Val Pro Pro 
65 70 75 80 



1135 
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Pro 


Pro Arg Ala 


Val 


He 


Pro 


Leu 


Lys 






85 










Thr 


Thr Arg Arg 


Gly 


Lys 


Gly 


Val 


Phe 




100 










105 


Ser 


Thr Ala Ser 


Gly 


Ser 


Thr 


Gly 


Ser 




115 








120 




Gin 


Thr lie Lys 


Lys 


Glu 


Leu 


Thr 


Gin 




130 






135 






Val 


Leu Gly Arg 


Leu 


Asp 


Lys 


lie 


Glu 


145 






150 








Glu 


Ala Gin Lys 


Lys 


Leu 


Leu 


Glu 


Glu 






165 










Glu 


Cys Val Ser 


Glu 


He 


Ala 


Asp 


His 




180 










185 


Gly 


Gly Pro Asp 


Ala 


Asp 


Gly 


Glu 


Glu 




195 








200 




Ala 


Phe Asp Glu 


Asp 


Gly 


Gly 


His 


Glu 




210 






215 








<210> 2056 














<211> 32 














<212> PRT 














<213> Homo 


sapiens 










<400> 2056 












Gly 


Arg Val Gly 


Leu 


Asn 


Leu 


Glu 


Gly 


1 




5 










Trp 


Arg His Cys 


Thr 


Pro 


Thr 


Trp 


Ala 




20 










25 




<210> 2057 














<211> 93 














<212> PRT 














<213> Homo 


sapiens 










<400> 2057 












Pro 


Phe Lys Leu 


Thr 


Pro 


Ser 


Phe 


Leu 


1 




5 










Gin 


Glu Arg Lys 


Val 


Phe 


He 


Glu 


Leu 




20 










25 


Thr 


Val Arg Gly 


Val 


Phe 


Val 


Leu 


Glu 




35 








40 




Leu 


Leu Leu Gly 


Leu 


Asp 


Ser 


His 


Gly 




50 






55 






Pro 


Glu Glu Gly 


Leu 


Gly 


Ala 


Gly 


Arg 


65 






70 








Ser 


Gly Gly Ala 


Gly 


Val 


Thr 


Arg 


Lys 






85 












<210> 2058 














<211> 95 














<:212> PRT 














<213> Homo 


sapiens 









PCT/US01/03800 



Arg 


Pro Arg 


Val 


Ala Val Tnr 


90 






95 


Ser 


Met Lys 


Gly 


Gly Ser Arg 








110 


Lys 


Leu Lys 


Ser 


Asp Glu Leu 






125 




He 


Lys Thr 


Lys 


He Asp Ser 




140 






Lys 


Gin Gin 


Lys 


Ala Glu Ala 




155 




160 


Ser 


Leu Val 


Leu 


lie Gin Glu 


170 






175 


Ser 


Thr Glu 


Glu 


Pro Ala Glu 








190 


Met 


Thr Asp 


Gly 


He Glu Glu 






205 




Leu 


Phe Leu 


Gin 


He Lys 




220 




223 


Arg 


Gly Cys 


Ser 


Glu Pro Lys 


10 






15 


Thr 


Glu Gin 


Asp 


Ser He Ser 








30 32 


Ser 


His Ala 


Phe 


Ser Ser Gly 


10 






15 


Asn 


His lie 


Lys 


Lys Cys Asn 








30 


Glu 


Phe Gly 


Asn 


Tyr Thr He 






45 




Ser 


Asn Ser 


Asn 


Leu Gly Ala 




60 






Lys 


Arg Thr 


Ser 


Val Glu Lys 




75 




80 


Lys 


Arg Asp 


Pro 




90 




93 
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<400> 2058 

Ser Ser Ser Asn Pro Leu Gly Ser Pro Ser Thr Leu Trp Lys Leu Cyg 

1 5 10 15 

Ser Phe Val Leu His Asn Lys Ser Cys Cys Cys Ser Phe Phe Gly Ser 

20 25 30 

Thr Pro Thr Leu Arg Ala lie Thr Leu Thr Val Arg Val Cys Gly Phe 

35 40 45 

He Pro Glu Val Ser Lys Thr Thr Asn Pro Leu Gly Arg Thr Asn Asn 

50 55 60 

Ser Gly Cys Thr He Phe Lys Thr Val Thr Leu Thr Ala Arg Ser Thr 
65 70 75 80 

Ala Ser Leu Leu Lys Ser Val Arg Pro Arg Thr His Gin Lys Glu 
85 90 95 



<210> 2059 
<211> 110 
<212> PRT 

<213> Homo sapiens 



<400> 2059 



Arg He 


Arg 


His Glu 


Glu Lys 


Arg 


1 




5 






Thr Ser 


Glu 


Glu Asp 


Thr Pro 


Lys 






20 






Glu Phe 


Thr 


Asp Thr 


He Leu 


Ser 




35 






40 


Met Pro 


Val 


Asp Pro 


Asn Glu 


Pro 


50 






55 




Ser Tyr 


Gly 


Glu Met 


He Gly 


Cys 


65 






70 




Trp Phe 


His 


Phe Ala 


Cys Val 


Asp 






85 






Trp Phe 


Cys 


Pro Arg 


Cys Val 


Gin 






100 







Gly Ser Arg Gly Arg Gly Arg Arg 

10 15 
Lys Lys Lys His Lys Gly Gly Ser 

25 30 
Val His Pro Ser Asp Val Leu Asp 
45 

Thr Tyr Cys Leu Cys His Gin Val 
SO 

Asp Asn Pro Asp Cys Pro He Glu 
75 80 
Leu Thr Thr Lys Pro Lys Gly Lys 

90 95 
Glu Lys Arg Lys Lys Lys 
105 110 



<210> 2060 
<211> 171 
<212> PRT 

<213> Homo sapiens 



<400> 2060 










Gin Glu 


Ser 


Leu 


Lys 


Lys Lys 


He Gin Pro 


Lys Leu Ser Leu Thr Leu 


1 






5 




10 


15 


Ser Ser 


Ser 


Val 


Ser 


Arg Gly 


Asn Val Ser 


Thr Pro Pro Arg His Ser 






20 






25 


30 


Ser Gly 


Ser 


Leu 


Thr 


Pro Pro 


Val Thr Pro 


Pro He Thr Pro Ser Ser 




35 








40 


45 


Ser Phe 


Arg 


Ser 


Ser 


Thr Pro 


Thr Gly Ser 


Glu Tyr Asp Glu Glu Glu 


50 








55 




60 


Val Asp 


Tyr 


GlU 


Glu 


Ser Asp 


Ser Asp Glu 


Ser Trp Thr Thr Glu Ser 


65 








70 




75 80 


Ala He 


Ser 


Ser 


Glu 


Ala He 


Leu Ser Ser 


Met Cys Met Asn Gly Gly 








85 




90 


95 


Glu Glu 


Lys 


Pro 


Phe 


Ala Cys 


Pro Val Pro 


Gly Cys Lys Lys Arg Tyr 




100 






105 


110 


Lys Asn 


Val 


Asn 


Gly 


He Lys 


Tyr His Ala 


Lys Asn Gly His Arg Thr 


115 








120 


125 
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Gin lie Arg Val Arg Lys Pro Phe 

130 135 
Lys Thr Ala Gin Gly Leu Arg His 
145 150 
Val Ser Ala Glu lie He Arg Lys 
165 



Lys Cys Arg Cys Gly Lys Ser Tyr 
140 

His Thr He Asn Phe His Pro Pro 
155 160 
Met Gin Gin 
170 171 



<210> 2061 
<2il> 106 
<212> PRT 

<213> Homo sapiens 



<400> 2061 



Gly 


Asp 


Ser 


Leu 


Cys 


Val Pro 


Gin Tyr 


Asn Lys Tyr Arg Glu 


Glu Arg 


1 








5 






10 


15 


Val 


lie 


Leu 


Phe 


Leu 


Lys Met 


Ala Ser 


Gly His Ala Phe Gin 


Pro Asp 








20 






25 


30 




Leu 


Val 


Lys 


Arg 


lie 


Arg Asp 


Ala lie 


Arg Met Gly Leu Ser 


Ala Arg 






35 








40 


45 




His 


Val 


Pro 


Ser 


Leu 


He Leu 


Glu Thr 


Lys Gly He Pro Tyr 


Thr Leu 




50 








55 




60 




Asn 


Gly 


Lys 


Lys 


Val 


Glu Val 


Ala Val 


Lys Gin He He Ala 


Gly Lys 


65 










70 




75 


80 


Ala 


Val 


Glu 


Gin 


Gly 


Gly Ala 


Phe Ser 


Asn Pro Glu Thr Leu 


Asp Leu 










85 






90 


95 


Tyr 


Arg 


Asp 


He 


Pro 


Glu Leu 


Gin Gly 


Phe 










100 






105 


106 





<210> 2062 

<211> 219 

<212> PRT 

<213> Homo sapiens 





<400> 2062 














Arg 


Pro 


Thr 


Pro 


Gly 


His Gly 


Asp Phe 


Trp Met Gin Pro Leu 


Thr 


Lys 


1 








5 






10 


15 




Asp 


Ala 


Gly 


Met 


Ser 


Leu Ser 


Ser Val 


Thr Leu Ala Ser Ala 


Leu 


Gin 








20 






25 


30 






Val 


Arg 


Gly 


Glu 


Ala 


Leu Ser 


Glu Glu 


Glu He Trp Ser Leu 


Leu 


Phe 






35 








40 


45 






Leu 


Ala 


Ala 


Glu 


Gin 


Leu Leu 


Glu Asp 


Leu Arg Asn Asp Ser 


Ser 


Asp 




50 








55 




60 






Tyr 


Val 


Val 


Cys 


Pro 


Trp Ser 


Ala Leu 


Leu Ser Ala Ala Gly 


Ser 


Leu 


65 










70 




75 




80 


Ser 


Phe 


Gin 


Gly 


Arg 


Val Ser 


His He 


Glu Ala Ala Pro Phe 


Lys 


Ala 










85 






90. 


95 




Pro 


Glu 


Leu 


Leu 


Gin 


Gly Gin 


Ser Glu 


Asp Glu Gin Pro Asp 


Ala 


Ser 








100 






105 


110 






Gin 


Met 


His 


Val 


Tyr 


Ser Leu 


Gly Met 


Thr Leu Tyr Trp Ser 


Ala 


Gly 






115 








120 


125 






Phe 


His 


Val 


Pro 


Pro 


His Gin 


Pro Leu 


Gin Leu Cys Glu Pro 


Leu 


His 




130 








135 




140 






Ser 


He 


Leu 


Leu 


Thr 


Met Cys 


Glu Asp 


Gin Pro His Arg Arg 


Cys 


Thr 


145 










150 




155 




160 


Leu 


Gin 


Ser 


Val 


Leu 


Glu Ala 


Cys Arg 


Val His Glu Lys Glu 


val 


Ser 










165 






170 


175 




Val 


Tyr 


Pro 


Ala 


Pro 


Ala Gly 


Leu His 


He Arg Arg Leu Val 


Gly 


Leu 








180 






185 


190 
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Val Leu Gly Thr He Ser Glu Val Ser Arg Glu Pro Cys Phe Ser Ser 

195 ' 200 205 

Ser Ser Cys Trp Ser Cys Val Ala He Lys He 
210 215 219 



<210> 2063 

<211> 152 

<212> PRT 

<213> Homo sapiens 



<400> 2063 



Val Glu 


Glu 


Leu He 


Leu Val Ser 


1 

Pro Met 


Tyr 


5 

Phe Phe 


Leu Ala His 






20 




Thr Thr 


Ser 


Ser He 


Pro Gin Leu 




35 




40 


Lys Thr 


lie 


Ser Tyr 


Met Gly Cys 


50 






55 


Gly Leu 


Gly 


Gly Val 


Glu Cys Leu 


65 






70 


Arg Cys 


Val 


Ala He 


Cys Lys Pro 






85 




Pro Arg 


Leu 


Cys Arg 


Gly Leu Val 






100 




Ala Asn 


Ser 


Leu Ala 


Met Ser Pro 




115 




120 


Gly His 


His 


Glu Val 


Asp His Phe 


13 0 






135 


Arg Met 


Ala 


Cys He 


Ser Thr Val 


145 






150 152 



Arg Leu Asp Pro 


His 


Leu 


His Thr 


10 






15 


Leu Ser Phe Leu 


Asp 


Leu 


Ser Phe 


25 




30 




Leu Tyr Asn Leu 


Asn 


Gly 


Cys Asp 




45 






Ala He Gin Leu 


Phe 


Leu 


Phe Leu 


60 








Leu Leu Ala Val 


Met 


Ala 


Tyr Asp 


75 






80 


lieu His Tyr Met 


Val 


lie 


Met Asn 


90 






95 


Ser Val Thr Trp 


Gly Cys 


Gly Val 


105 




110 




Val Thr Leu Arg 


Leu 


Pro 


Arg Cys 




125 






Leu Cys Glu Met 


Pro Ala 


Leu He 



140 



<210> 2064 

<211> 65 

<212> PRT 

<213> Homo sapiens 





<400> 2064 




Ala 


He Arg Pro Tyr 


Trp Cys Glu 


1 


5 




Leu 


Ser Thr Ala Asp 


Gly Lys Ala 




20 




Arg 


Leu Thr Ser Ser 


Val Ser Cys 


35 


40 


Leu 


Thr Arg Met Arg 


Ala Glu Ser 




50 


55 


Lys 






65 







Asn Asn He He Gly He Gly Lys 

10 15 
Phe Ala Asp Pro Glu Val Leu Arg 

25 30 
Ala Leu Asp Glu Ala Ala Ala Ala 
45 

Thr Ala Asn Ala Gly Gin Ser Asp 
60 



<210> 2065 

<211> 268 

<212> PRT 

<213> Homo sapiens 



<400> 2065 



1139 



WO 01/57188 



PCT/US01/03800 



Lys 


val 


Thr 


Ala 


Pro 


Arg 


Arg 


Pro 


Gin 


Arg 


Tyr 


Ser Ser Gly 


His 


Gly 


1 








5 










10 






15 




Ser 


Asp 


Asn 


Ser 


Ser 


Val 


Leu 


Ser 


Gly 


Glu 


Leu 


Pro Pro Ala 


Met 


Gly 








20 










25 






30 






Arg 


Thr 


Ala 


Leu 


Phe 


His 


His 


Ser 


Gly 


Gly 


Ser 


Ser Gly Tyr 


Glu 


Ser 






35 










40 








45 






Leu 


Arg 


Arg 


Asp 


Ser 


Glu 


Ala 


Thr 


Gly 


Ser 


Ala 


Ser Ser Ala 


Pro 


Asp 




50 










55 










60 






Ser 


Met 


Ser 


Glu 


Ser 


Gly 


Ala 


Ala 


Ser 


Pro 


Gly 


Ala Arg Thr 


Arg 


Ser 


65 










70 










75 






80 


Leu 


Lys 


Ser 


Pro 


Lys 


Lys 


Arg 


Ala 


Thr 


Gly 


Leu 


Gin Arg Arg 


Arg 


Leu 










85 










90 






95 




lie 


Pro 


Ala 


Pro 


Leu 


Pro 


Asp 


Thr 


Thr 


Ala 


Leu 


Gly Arg Lys 


Pro 


Ser 








100 










105 






110 






Leu 


Pro 


Gly 


Gin 


Trp 


Val 


Asp 


Leu 


Pro 


Pro 


Pro 


Leu Ala Gly 


Ser 


Leu 






115 










120 








125 






Lys 


Glu 


Pro 


Phe 


Glu 


He 


Lys 


Val 


Tyr 


Glu 


He 


Asp Asp Val 


Glu 


Arg 




130 










135 










140 






Leu 


Gin 


Arg 


Pro 


Arg 


Pro 


Thr 


Pro 


Arg 


Glu 


Ala 


Pro Thr Gin 


Gly 


Leu 


145 










150 










155 






160 


Ala 


Cys 


Val 


Ser 


Thr 


Arg 


Leu 


Arg 


Leu 


Ala 


Glu 


Arg Arg Gin 


Gin 


Arg 










165 










170 






175 




Leu 


Arg 


Glu 


Val 


Gin 


Ala 


Lys 


His 


Lys 


His 


Leu 


Cys Glu Glu 


Leu 


Ala 








180 










185 






190 






Glu 


Thr 


Gin 


Gly 


Arg 


Leu 


Met 


Leu 


Glu 


Pro 


Gly 


Arg Trp Leu 


Glu 


Gin 






195 










200 








205 






Phe 


Glu 


Val 


Asp 


Pro 


Glu 


Leu 


Glu 


Pro 


Glu 


Ser 


Ala Glu Tyr 


Leu 


Ala 




210 










215 










220 






Ala 


Leu 


Glu 


Arg 


Ala 


Thr 


Ala 


Ala 


Leu 


Glu 


Gin 


Cys Val Asn 


Leu 


Cys 


225 










230 










235 






240 


Lys 


Ala 


His 


Val 


Met 


Met 


Val 


Thr 


Cys 


Phe 


Asp 


lie Ser Val 


Ala 


Ala 










245 










250 






255 




Ser 


Ala 


Ala 


lie 


Pro 


Gly 


Pro 


Gin 


Glu 


Val 


Asp 


val 












260 










265 






268 







<210> 2066 
<211> 111 ■ 
<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1) . . . (Ill) 

<223> Xaa » any amino acid or nothing 



<400> 2066 



Ser 


Pro 


Gly 


Tyr 


Gly 


Glu 


Asn 


Lys 


Phe 


Thr 


Val 


Thr Ser Xaa 


Asn 


He 


1 








5 










10 






15 




Ala 


Val 


Pro 


Leu 
20 


Cys 


Glu 


Met 


Asn 


Lys 
25 


He 


Tyr 


Ser Tyr Tyr 
30 


Ser 


Asp 


Ser 


Ser 


Ser 
35 


Ser 


Glu 


Arg 


Thr 


Met 
40 


Asp 


Leu 


Val 


Leu Glu Met 
45 


Cys 


Asn 


Thr 


Asn 
50 


Ser 


He 


His 


Trp 


Cys 
55 


Gly 


He 


Ser 


Gly 


Arg Gin Leu 
60 


Gly 


Lys 


Leu 


His 


Pro 


Ser 


Ser 


Ser 


Leu 


Cys 


Leu 


Ala 


Leu 


Thr Leu Leu 


Ser 


Ser 


65 










70 










75 






60 


Val 


Gin 


Gly 


Leu 


Gin 
85 


Ser 


lie 


Ser 


Gly 


Leu 
90 


Arg 


Leu Thr Asp 


Thr 
95 


Phe 


Leu 


Lys 


Arg 


Thr 
100 


Tyr 


Glu 


Tyr 


Asp 


Asp 
105 


He 


Ala 


Gin Val Cys 
110 


Val 
111 
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<210> 2067 

<211> 152 

<212> PRT 

<213> Homo sapiens 





<400> 2067 






ash 


Ser 


Glu 


Asp 


Leu 


Leu Lys Tyr 


l 








5 




Asp 


Leu 


Asp 


Asn 


Met 


Tyr Leu Asp 








20 






Tyr 


His 


Asp 


Arg 


Lys 


Ser Lys Val 






35 






40 


Ala 


Lys 


Arg 


Tyr 


Ser 


Cys Thr Pro 




50 








55 


Glu 


Glu 


Leu 


Lys 


Leu 


Tlla Asn Val 


65 










70 


val 


Gin 


Arg 


Cys 


Gly 


Gly Asn Cys 










85 




Ser 


Cys 


Thr 


Cys 


Asn 


Ser Gly Lys 








100 






lieu 


Gin 


Phe 


Glu 


Pro 


Gly His He 






115 






120 


Met 


Ala 


Leu 


Val 


Asp 


He Gin Leu 




130 








135 


lie 


Cys 


ser 


Ser 


Arg 


Pro Pro Arg 


145 










150 152 



Phe 


Asn Pro Glu Ser Trp 


Gin Glu 




10 


15 


Thr 


Pro Arg Tyr Arg Gly 


Arg Ser 


25 


30 




Asp 


Leu Asp Arg Leu Asn 


Asp Asp 




45 




Arg 


Asn Tyr Ser Val Asn 


He Arg 




60 




Val 


Phe Phe Pro Arg Cys 


Leu Leu 




75 


60 


Gly 


Cys Gly Thr Val Asn 


Trp Arg 




90 


95 


Thr 


Val Lys Lys Tyr His 


Glu Val 


105 


110 




Lys 


Arg Arg Gly Arg Ala 


Lys Thr 




125 




Asp 


His His Glu Arg Cys 


Asp Cys 




140 





<210> 2068 
<211> 74 
<212> PRT 

<213> Homo sapiens 





<400> 2068 












Ala 


Val Leu Lys 


Asn 


Met Ala Pro Met 


Thr Ala Leu Gly Leu 


Leu Asp 


1 




5 






10 


15 


Leu 


His He Leu 


Asn 


Leu 


He Leu Phe 


Leu Ser Ala Gly Glu 


Asp Phe 




20 






25 


30 




Thr 


Ser Val Val 


Ser. 


Glu 


He Met Met 


Tyr He Leu Leu Val 


Phe Leu 




35 






40 


45 




Thr 


Leu Trp Leu 


Leu 


He 


Glu Met He 


Tyr Cys Tyr Arg Lys 


Val Ser 




50 






55 


60 




Lys 


Ala Glu Glu 


Ala 


Ala 


Gin Glu Asn 


Ala 




65 






70 




74 





<210> 2069 
<211> 110 
<212> PRT 

<213> Homo sapiens 



<400> 2069 
Lys Asn Cys Ala Asn Glu Ala Val 

1 5 
Leu Ser Arg Tyr Asp Val Arg Leu 
20 

Ala Thr Asn Ser Thr Arg Gly Leu 
35 40 



Val Gin Lys He Leu Asp Arg Val 

10 15 
Arg Pro Asn Phe Gly Ser Met Leu 

25 30 
Asn Glu Asp Glu Leu Met Ala His 
45 
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Gin Glu 


Lys 




Ser 


Ser 


Ser 


Glu 




50 








55 






Ser 


Pro Gly Cys 


Ser 


Phe 


Thr 


Glu 


Gly 


65 








70 








Pro 


Asp Tyr Val 


Pro 


Lys 


Val 


Asp 


Lys 








85 










Leu 


Ala Phe Gly 


Leu 


Phe 


Asn 


He 


Val 






100 










105 




<210> 2070 














<211> 217 














<212> PRT 














<213> Homo 


sapiens 










<400> 2070 












Leu 


Pro Pro 


Ala 


Gin 


He 


Pro 


Glu 


Ala 


1 






5 










Val 


Val Val 


Leu 


He 


Leu 


Val 


Pro 


Leu 






20 










25 


Leu 


Leu Leu 


Arg 


Cys 


Lys 


Leu 


Leu 


Pro 




35 










40 




Leu 


Gly Met 


Phe 


Phe 


Gly 


Phe 


Thr 


Ser 




50 








55 






Glu 


Met Glu 


Arg 


Leu 


His 


Tyr 


He 


His 


65 








70 








Gin 


He Gly 


Glu 


Val 


Leu 


Tyr 


Asn 


Ala 








85 










Gin 


He Pro 


Gin 


Tyr 


Leu 


Leu 


He 


Gly 






100 










105 


He 


Pro Gly 


Leu 


Glu 


Phe 


Ala 


Tyr 


Ser 




115 










120 




Gly 


Ala He 


Met 


Gly 


He 


Phe 


Phe 


Cys 




130 








135 






Leu 


Gly Ser 


Ser 


Leu 


val 


Ala 


Leu 


Leu 


145 








150 








my 


Cys Pro 


Lys 


Asp 


Phe 


uiy 


Asn 


Tie* 








165 










Tyr 


Phe Phe 


Leu 


Leu 


Ala 


Gly 


He 


Gin 






180 










185 


Val 


Trp He 


Ala 


Gly 


Arg 


Tyr 


Glu 


Arg 




195 










200 




His 


Ser Arg 


Phe 


Ser 


Arg 


Asp 


Arg 


Gly 




210 








215 




217 




<210> 2071 














<211> 130 














<212> PRT 














<213> Homo 


sapiens 










<400> 2071 












Met 


Ser Ala 


Leu 


He 


Val 


Arg 


Lys 


Leu 


1 






5 










Phe 


Ser Glu 


Leu 


Pro 


Thr 


Val 


Leu 


Gly 






20 










25 


Leu 


His Glu 


Thr 


Ala 


Leu 


His 


His 


Ala 




35 










40 




Leu 


He Glu Met 


Leu 


He 


Glu 


Phe 


Gly 




50 








55 
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Ser Glu Asp 


Ser 


Cys 


Pro 


Pro 


60 










Phe Ser Phe 


Asp 


Leu 


Leu 


Asn 


75 








80 


Trp Ser Arg 


Phe 


Leu 


Phe 


Pro 


90 






95 




Ala Ala Glu 


Arg 


Cys 










110 






Trp Leu Leu 


Leu 


Ala 


Asn Val 


10 






15 




Lys Asp Arg 


Leu 


lie 


Asp 


Pro 






30 






Ser Ala Leu 


Gin 


Lys 


Met 


Ala 




45 








Val He Val 


Ala 


Gly 


Val 


Leu 


50 










His Asn Glu 


Thr 


Val 


Ser 


Gin 


75 








80 


Ala Pro Leu 


Ser 


He 


Trp Trp 


90 






95 




He Ser Glu 


lie 


Phe 


Ala 


Ser 






110 






Glu Ala Pro 


Arg 


Ser 


Met 


Gin 




125 








Leu Ser Gly 


Val 


Gly 


Ser 


Leu 


140 










Ser Leu Pro 


Gly 


Gly 


Trp Leu 


155 








160 


Asn Asn Cys 


Arg 


Met 


Asp 


Leu 


170 






175 




Ala Val Thr 


Ala 


Leu 


Leu 


Phe 






190 






Ala Ser Gin 


Gly 


Pro 


Ala 


Ser 




205 








Arg Ser Ala 


Glu 


Leu 


Thr 


Leu 


10 






15 




Ala Asn Val 


Asn 


Ala 


Ala Lys 






30 






Ala Lys Val 


Lys 


Asn 


Val 


Asp 




45 








Gly Asn He 


Tyr 


Ala 


Arg Asp 



60 
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Asn Arg Gly Lys Lys Pro Ser Asp 

65 70 
Ala Lys Cys Phe Olu Tyr Tyr Glu 
85 

Leu Cys Arg Val Asn Leu Arg Lys 
100 

Lys lie Ala Lys Leu Asn He Pro 
115 120 

Tyr Asn 
130 



Tyr Thr Trp Ser Ser Ser Ala Pro 
75 80 
Lys Thr Pro Leu Thr Leu Ser Gin 

90 95 
Ala Thr Gly Val Arg Gly Leu Glu 
105 110 
Pro Arg Leu He Asp Tyr lieu Ser 
125 



<210> 2072 
<211> 1268 
<212> PRT 

<213> Homo sapiens 



<400> 2072 

Cys Pro Ser Leu Asp He Arg Ser Glu Val Ala Glu Leu Arg Gin Leu 

1 5 10 15 

Glu Asn Cys Ser Val Val Glu Gly His Leu Gin He Leu Leu Met Phe 

20 25 30 

Thr Ala Thr Gly Glu Asp Phe Arg Gly Leu Ser Phe Pro Arg Leu Thr 

35 40 45 

Gin Val Thr Asp Tyr Leu Leu Leu Phe Arg Val Tyr Gly Leu Glu Ser 

50 55 60 

Leu Arg Asp Leu Phe Pro Asn Leu Ala Val He Arg Gly Thr Arg Leu 
65 " 70 75 80 

Phe Leu Gly Tyr Ala Leu Val He Phe Glu Met Pro His Leu Arg Asp 

85 90 95 

Val Ala Leu Pro Ala Leu Gly Ala Val Leu Arg Gly Ala Val Arg Val 

100 105 110 

Glu Lys Asn Gin Glu Leu Cys His Leu Ser Thr He Asp Trp Gly Leu 

115 120 125 

Leu Gin Pro Ala Pro Gly Ala Asn His He Val Gly Asn Lys Leu Gly 

130 135 140 

Glu Glu Cys Ala Asp Val Cys Pro Gly Val Leu Gly Ala Ala Gly Glu 
145 150 155 160 

Pro Cys Ala Lys Thr Thr Phe Ser Gly His Thr Asp Tyr Arg Cys Trp 

. 165 170 175 

Thr Ser Ser His Cys Gin Arg Val Cys Pro Cys Pro His Gly Met Ala 

180 ~ 185 190 

Cys Thr Ala Arg Gly Glu Cys Cys His Thr Glu Cys Leu Gly Gly Cys 

195 200 205 

Ser Gin Pro Glu Asp Pro Arg Ala Cys Val Ala Cys Arg His Leu Tyr 

210 215 220 

Phe Gin Gly Ala Cys Leu Trp Ala Cys Pro Pro Gly Thr Tyr Gin Tyr 
225 230 235 240 

Glu Ser Trp Arg Cys Val Thr Ala Glu Arg Cys Ala Ser Leu His Ser 

245 250 255 

Val Pro Gly Arg Ala Ser Thr Phe Gly He His Gin Gly Ser Cys Leu 

260 265 270 

Ala Gin Cys Pro' Ser Gly Phe Thr Arg Asn Ser Ser Ser He Phe Cys 

275 280 285 

His Lys Cys Glu Gly Leu Cys Pro Lys Glu Cys Lys Val Gly Thr Lys 

290 " 295 300 

Thr He Asp Ser He Gin Ala Ala Gin Asp Leu Val Gly Cys Thr His 
305 310 315 320 

Val Glu Gly Ser Leu He Leu Asn Leu Arg Gin Gly Tyr Asn Leu Glu 

325 330 335 

Pro Gin Leu Gin His Ser Leu Gly Leu Val Glu Thr He Thr Gly Phe 
340 345 350 
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Leu Lys 


He 


Lys 




355 




Asn Leu 


Lys 


Leu 


370 






Leu Tyr 


Val 


Leu 


385 






Ala Ala 


Gly 


Leu 


Pro Arg 


Leu 


Cys 






420 


Thr Arg 


Gly 


Arg 




435 




Asp Arg 


Ala 


Ala 


450 






Thr Glu 


Ala 


Asp 


465 






Glu Ala 


Arg 


Asp 


Phe Gin 


Asn 


Ala 






500 


Ser Trp 


Asn 


Leu 




515 




Pro Gly 


Val 


Thr 


530 






Phe Val 


Arg 


Ala 


545 






Gly Ala 


Gin 


Ser 


Thr Val 


Pro 


Gin 






580 


Leu Val 


Arg 


Trp 




595 




Tyr Leu 


Val 


Leu 


610 






Asn Asp 


Tyr 


Cys 


625 






Pro Arg 


Phe 


Asp 


no %s \+ j o 


Cys 


Pro 






660 


Leu Glu 


Ala 


Gin 




675 




His Asn 


Ala 


He 


690 






Asn Lys 


Ser 


Pro 


705 






Pro Leu 


Arg 


Leu 


Lys Val 


Pro 


Arcr 






740 


Glu Tyr 


Arg 


He 




755 




Gly Cys 


Ser 


Ala 


770 






Glu Ala 


Asp 


Gly 


785 






Asn Ser 


Val 


Leu 


lie Leu 


Lys 


Tyr 






820 


Val Leu 


Cys 


Val 




835 




Leu Ala 


Leu 


Leu 



850 



His 


Ser 


Phe 


Ala 








360 


He 


Arg 


Gly 


Asp 






375 




Asp 


Asn 


Gin 


Asn 




390 






Thr 


He 


Pro 


Val 


405 








Leu 


Glu 


His 


He 


Gin 


Asn 


Lys 
* 


Ala 








440 


cys 


Gin 


Thr 


Arg 






455 




Arg 


He 


Leu 


Leu 




470 






Leu 


Leu 


Ser 


Phe 


485 








Thr 


Glu 


His 


Val 


Leu 


Aso 


Val 


Glu 








520 


Leu 


Ala 


Ser 


Leu 






535 




He 


Thr 


lieu 


Thr 




550 






Pro 


He 


Val 


Tyr 


565 








Asp 


Val 


He 


Ser 


uyts 


Pro 


Pro 


Thr 








600 


Trp 


Gin 


Arg 


Leu 






615 




His 


Arg 


Gly 


Leu 




630 






Gly 


Glu 


Asp 


Gly 


645 








Cys 


Gin 


His 


Pro 


Glu 


Ala 


Ser 


Phe 








680 


Thr 


lie 


Pro 


He 






695 




Gin 


Arg 


Asp 


Ser 




710 






Gly 


Gly 


Asn 


Ser 


725 








Glu 


Arg 


Ala 


Val 


Asp 


He 


His 


Ala 








760 


Ala 


Thr 


Phe 


Val 






775 




He 


Pro 


Gly 


Lys 




790 






Leu 


Arg 


Trp 


Leu 


805 








Glu 


lie 


Lys 


Tyr 


Ser 


Arg 


Leu 


Arg 








840 


Pro 


Pro 


Gly 


Asn 






855 





Leu 


Val 


Ser 


Leu 


Ala 


Met 


Val 


Asp 








380 


Leu 


Gin 


Gin 


Leu 






395 




Gly 


Lys 


He 


Tyr 




410 






Tyr 


Arg 


Leu 


Glu 


425 








Glu 


He 


Asn 


Pro 


Thr 


Leu 


Arg 


Phe 








460 


Arg 


Trp 


GlU 


Arg 






475 




He 


Val 


Tyr 


Tyr 




490 






Gly 


Pro 


Asp 


Ala 


505 








Leu 


Pro 


Leu 


Ser 


Lys 


Pro 


Tro 


Thr 








540 


Thr 


Glu 


Glu 


Asp 






555- 




Leu 


Arg 


Thr 


Leu 




570 






Thr 


Ser 


Asn 


Ser 


585 








Gin 


Arg 


Asn 


Gly 


Ala 


Glu 


Asp 


Gly 








620 


Arg 


Leu 


Pro 


Thr 






635 




Asp 


Pro 


Glu 


Ala 




650 






Pro 


Pro 


Gly 


Gin 


665 








Gin 


Lys 


Lys 


Phe 


Ser 


Pro 


Trp 


Lvs 








700 


Gly 


Arg 


His 


Arg 






715 




Ser 


Asp 


Phe 


Glu 




730 






Leu 


Ser 


Gly 


Leu 


745 








cys 


Asn 


His 


Ala 


Phe 


Ala 


Arg 


Thr 








780 


Val 


Ala 


Trp 


Glu 






795 




Glu 


Pro 


Pro 


Asp 




810 






Arg 


Arg 


Leu 


Gly 


825 








Tyr 


Ala 


Lys 


Phe 


Tyr 


Ser 


Ala 


Arg 



860 



Gly 


Phe 


Phe 


Lys 


365 








Gly 


Asn 


Tyr 


Thr 


Gly 


Ser 


Trp 


Val 








400 


Phe 


Ala 


Phe 


Asn 






415 




Glu 


Val 


Thr 


Gly 




430 






Arg 


Thr 


Asn 


Gly 


445 








Val 


Ser 


Asn 


Val 


Tyr 


Glu 


Pro 


Leu 








460 


Lys 


Glu 


Ser 


Pro 






495 




Cys 


Gly 


Thr 


Gin 




510 






Arg 


Thr 


Gin 


Glu 


525 








Gin 


Tyr 


Ala 


Val 


Ser 


Pro 


His 


Gin 








560 


Pro 


Ala 


Ala 


Pro 






575 




Ser 


Ser 


His 


Leu 




590 






Asn 


Leu 


Thr 


Tyr 


605 








Asp 


Leu 


Tyr 


Leu 


Ser 


Asn 


Asn 


Asp 








640 


Glu 


Met 


Glu 


Ser 






655 




Val 


Leu 


Pro 


Pro 




670 






Glu 


Asn 


Phe 


Leu 


685 








Val 


Thr 


Ser 


He 


Arg 


Ala 


Ala 


Gly 








720 


He 


Gin 


Glu 


Asp 






735 




Arg 


His 


Phe 


Thr 




750 






Ala 


His 


Thr 


Val 


765 








Met 


Pro 


His 


Arg 


Ala 


Ser 


Ser 


Lys 








800 


Pro 


Asn 


Gly 


Leu 






815 




Glu 


Glu 


Ala 


Thr 




830 






Gly 


Gly 


Val 


His 


845 








Val 


Arg 


Ala 


Thr 
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Ser 


Leu 


Ala 


Gly 


Asn 


Gly Ser 


Trp 


Thr 


Asp 


Ser Val 


Ala 


Phe 


Tyr 


He 


865 








870 








875 








880 


Leu 


Gly 


Pro 


Glu 


Glu 


Glu Asp 


Ala 


Gly 


Gly 


Leu His 


Val 


Leu 


Leu 


Thr 








885 








890 








895 




Ala 


Thr 


Pro 


Val 


Gly 


Leu Thr 


Leu 


Leu 


He 


Val Leu 


Ala 


Ala 


Leu 


Gly 








900 






905 








910 






Phe 


Phe 


Tyr 


Gly 


Lys 


Lys Arg 


Asn 


Arg 


Thr 


Leu Tyr 


Ala 


Ser 


Val 


Asn 






915 








920 








925 








Pro 


Glu 


Tyr 


Phe 


Ser 


Ala Ser 


Asp 


Met 


Tyr 


Val Pro 


Asp 


Glu 


Trp 


Glu 




930 








935 








940 










Val 


Pro 


Arg 


Glu 


Gin 


He Ser 


He 


lie 


Arg 


Glu Leu 


Gly 


Gin 


Gly 


Ser 


945 










950 








955 








960 


Phe 


Gly 


Met 


Val 


Tyr 


Glu Gly 


Leu 


Ala 


Arg 


Gly Leu 


Glu 


Ala 


Gly 


Glu 








965 








970 








975 




Glu 


Ser 


Thr 


Pro 


Val 


Ala Leu 


Lys 


Thr 


Val 


Asn Glu 


Leu 


Ala 


Ser 


Pro 








980 








985 








990 






Arg 


Glu 


Cys 


He 


Glu 


Phe Leu 


Lys 


Glu 


Ala 


Ser Val 


Met 


Lys 


Ala 


Phe 




995 






1000 






1005 








Lys 


Cys 


His 


His 


Val 


Val Arg Leu 


Leu 


Gly 


Val Val 


Ser 


Gin 


Gly 


Gin 


1010 








1015 








1020 










Pro 


Thr 


Leu 


Val 


He 


Met Glu Leu 


Met 


Thr 


Arg Gly Asp 


Leu 


Lys 


Ser 


1025 








1030 






1035 






1040 


His 


Leu 


Arg 


Ser 


Leu Arg Pro Glu 


Ala 


Glu 


Asn Asn 


Pro 


Gly 


Leu 


Pro 






1045 






1050 






1055 




Gin 


Pro 


Ala 


Leu Gly Glu Met He 


Gin Met Ala Gly Glu 


He Ala Asp 



1060 1065 1070 



Gly Met Ala Tyr Leu Ala Ala Asn Lys Phe Val His Arg Asp Leu Ala 

1075 1080 10B5 

Ala Arg Asn Cys Met Val Ser Gin Asp Phe Thr Val Lys He Gly Asp 

1090 1095 1100 

Phe Gly Met Thr Arg Asp Val Tyr Glu Thr Asp Tyr Tyr Arg Lys Gly 
1105 1110 1115 H20 

Gly Lys Gly Leu Leu Pro Val Arg Trp Met Ala Pro Glu Ser Leu Lys 

1125 1130 1135 

Asp Gly He Phe Thr Thr His Ser Asp Val Trp Ser Phe Gly Val Val 

1140 1145 1150 

Leu Trp Glu He Val Thr Leu Ala Glu Gin Pro Tyr Gin Gly Leu Ser 

1155 1160 1165 

Asn Glu Gin Val Leu Lys Phe Val Met Asp Gly Gly Val Leu Glu Glu 

1170 1175 1180 

Leu Glu Gly Cys Pro Leu Gin Leu Gin Glu Leu Met Ser Arg Cys Trp 
1185 1190 1195 1200 

Gin Pro Asn Pro Arg Leu Arg Pro Ser Phe Thr His He Leu Asp Ser 

1205 1210 1215 

He Gin Glu Glu Leu Arg Pro Ser Phe Arg Leu Leu Ser Phe Tyr Tyr 

1220 1225 1230 

Ser Pro Glu Cys Arg Gly Ala Arg Gly Ser Leu Pro Thr Thr Asp Ala 

1235 1240 1245 

Glu Pro Asp Ser Ser Pro Thr Pro Arg Asp Cys Ser Pro Gin Asn Gly 

1250 1255 1260. 

Gly Pro Gly His 
1265 1268 



<210> 2073 

<211> 72 

<212> PRT 

<213> Homo sapiens 



<400> 2073 

Leu Ala Trp He Asp Asn He Leu Pro Glu Lys Glu Lys Lys Glu Thr 
- 10 15 
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Asp 


Lys Lys Arg Lys Arg Lys 


Lys 


Gly 




20 






25 


Glu 


Pro Gin Phe Pro 


Pro Pro 


Ser 


Val 




35 




40 




Val 


Gin Ser Asp Pro Gin Asn 


Gly 


lie 




50 


55 






Ser 


Ser Ser Trp Ser Tyr Ser 


Leu 




65 




70 


72 






<210> 2074 










<211> 1098 










<212> PRT 










<213> Homo sapiens 








<400> 2074 








Ala 


Arg Gly Arg Arg 


Ser Arg 


Pro 


Val 


l 


5 








Arg 


Gly Arg Pro Ala 


Ala Arg 


Arg 


Arg 




20 






25 


Met 


Gly Phe Glu Leu 


Asp Arg 


Phe 


Asp 




35 




40 




Lys 


Cys Ala Leu Cys 


His Lys 


Val 


Leu 




50 


55 






Cys 


Gly His Val Phe 


Cys Ala 


Gly 


Cys 


65 




70 






Glu 


Gly Ser Cys Pro 


Ala Arg 


Cys 


Arg 




85 








Leu 


Asn His Val Leu 


Pro Leu 


Lys 


Arg 




100 






105 


Lys 


Cys Ala Tyr Ala 


Thr Arg 


Gly 


Cys 




115 




120 




Gin 


Leu Pro Glu His 


Leu Glu 


Arg 


Cys 




130 


135 






Arg 


His Ala Gly Cys 


Gly Gin 


Val 


Leu 


145 




150 






His 


Met Arg Asp Ala 


Cys Asp 


Ala 


Arg 




165 








Gly 


Cys Gly Leu Pro 


Leu Thr 


His 


Gly 




180 






185 


Cys 


Cys Ala Arg Ala 


Leu Arg 


Ala 


His 




195 




200 




Leu 


Gly Ala Leu His 


Lys Ala 


Leu 


Lys 




210 


215 






Lys 


Arg Glu Lys Ser 


Leu Val 


Ala 


Gin 


225 




230 






Leu 


Gin Met Thr Ala 


Leu Arg 


Tyr 


Gin 




245 








Ala 


Arg Leu Asp Ser 


Leu Ser 


Arg 


Cys 




260 






265 


Lys 


Gly Glu Glu Thr 


Lys Ser 


Leu 


Thr 




275 




280 




Gly 


Ser Leu Gly Phe 


Asn lie 


lie 


Gly 




290 


295 






His 


Asp Gly Ser Ser 


Ser Glu 


Gly 


He 


305 




310 






Ser 


Gly Pro Ala Ala 


Lys Glu 


Gly 


Gly 




325 








lie 


Glu Val Asn Gly 


Arg Asp 


Leu 


Ser 




340 






345 


val 


Glu Ala Phe Lys 


Thr Ala 


Lys 


Glu 



355 360 
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Ala His 


Glu 


Asp 


Cys 


Asp 


Glu 








30 






He Lys 


He 


Pro 


Met 


Glu 


Ser 






45 








His Cys 


lie 


Ala 


Arg 


Lys 


Arg 




60 










Trp Ala 


Ala 


Ser 


Trp 


Gly 


Gly 


10 








15 




Pro Arg 


Gly 


Leu 


Ala 


Ala 


Thr 








30 






Gly Asp 


Val 


Asp 


Pro 


Asp 


Leu 






45 








Glu Asp 


Pro 


Leu 


Thr 


Thr 


Pro 




60 










Val Leu 


Pro 


Trp 


Val 


Val 


Gin 


75 










B0 


Gly Arg 


Leu 


3er 


Ala 


Lys 


Glu 


90 








95 




Leu He 


Leu 


Lys 


Leu 


Asp 


He 








110 






Gly Arg 


Val 


Val 


Lys 


Leu 


Gin 






125 








Asp Phe 


Ala 


Pro 


Ala 


Arg 


Cys 




140 










Leu Arg 


Arg 


Asp 


Val 


Glu 


Ala 


155 










160 


Pro Val 


Gly 


Arg 


Cys 


Gin 


Glu 


170 








175 




Glu Gin 


Arg 


Ala 


Gly 


Gly 


HIS 








190 






Asn Gly 


Ala 


Leu 


Gin 


Ala 


Arg 






205 








Lys Glu 


Ala 


Leu 


Arg 


Ala 


Gly 




220 










Leu Ala 


Ala 


Ala 


Gin 


Leu 


G1U 


235 










240 


Lys Lys 


Phe 


Thr 


Glu 


Tyr 


Ser 


250 








255 




Val Ala 


Ala 


Pro 


Pro 


Gly 


Gly 








270 






Leu Val 


Leu 


His 


Arg 


Asp 


Ser 






285 








Gly Arg 


Pro 


Ser 


Val 


Asp 


Asn 




3 00 










Phe Val 


Ser 


Lys 


lie 


Val 


Asp 


315 










320 


Leu Gin 


He 


His 


Asp 


Arg 


He 


330 








335 




Arg Ala 


Thr 


His 


Asp 


Gin 


Ala 








350 






Pro He 


Val 


Val 


Gin 


Val 


Leu 



365 
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Arg 


Arg 


Thr 


Pro 


Arg 


Thr 


Lys Met Phe Thr Pro Pro 


Ser Glu Ser Gin 




370 










375 380 




Leu 


Val 


Asp 


Thr 


Gly 


Thr 


Gin Thr Asp He Thr Phe 


Glu His He Met 


385 








390 


395 


400 


Ala 


Leu 


Thr 


Lys 


Met 


Ser 


Ser Pro Ser Pro Pro Val 


Leu Asp Pro Tyr 








405 




410 


415 


Leu 


Leu 


Pro 


Glu 


Glu 


His 


Pro Ser Ala His Glu Tyr 


Tyr Asp Pro Asn 








420 






425 


430 


Asp 


Tyr 


He 


Gly 


Asp 


He 


His Gin Glu Met Asp Arg 


Glu Glu Leu Glu 






435 








440 


445 


Leu 


Glu 


Glu 


Val 


Asp 


Leu 


Tyr Arg Met Asn Ser Gin 


Asp Lys Leu Gly 




450 










455 ~ 460 




Leu 


Thr 


Val 


Cys 


Tyr 


Arg 


Thr Asp Asp Glu Asp Asp 


He Gly He Tyr 


465 










470 


475 


480 


He 


Ser 


Glu 


He 


Asp 


Pro 


Asn Ser He Ala Ala Lys 


Asp Gly Arg He 










485 




490 


495 


Arg 


Glu 


Gly 


Asp 


Arg 


He 


He Gin He Asn Gly He 


Glu Val Gin Asn 








500 






505 


510 


Arg 


Glu 


Glu 


Ala 


Val 


Ala 


Leu Leu Thr Ser Glu Glu 


Asn Lys Asn Phe 






515 








520 


525 


Ser 


Leu 


Leu 


He 


Ala 


Arg 


Ala Glu Leu Gin Leu Asp 


Glu Gly Trp Met 




530 










535 540 




Asp 


Asp 


Asp 


Arg 


Asn 


Asp 


Phe Leu Asp Asp Leu His 


Met Asp Met Leu 


545 








550 


555 


560 


Glu 


Glu 


Gin 


His 


His 


Gin 


Ala Met Gin Phe Thr Ala 


Ser Val Leu Gin 










565 




570 


575 


Gin 


Lys 


Lys 


His 


Asp 


Glu 


Asp Gly Gly Thr Thr Asp 


Thr Ala Thr lie 








580 






585 


590 


Leu 


Ser 


Asn 


Gin 


His 


Glu 


Lys Asp Ser Gly Val Gly 


Arg Thr Asp Glu 






595 








600 


605 


Ser 


Thr 


Arg 


Asn 


Asp 


Glu 


Ser Ser Glu Gin Glu Asn 


Asn Gly Asp Asp 




610 










615 620 




Ala 


Thr 


Ala 


Ser 


Ser 


Asn 


Pro Leu Ala Gly Gin Arg 


Lys Leu Thr Cys 


625 










630 


635 


640 


Ser 


Gin 


Asp 


Thr 


Leu 


Gly 


Ser Gly Asp Leu Pro Phe 


Ser Asn Glu Ser 










645 




650 


655 


Phe 


He 


Ser 


Ala 


Asp 


Cys 


Thr Asp Ala Asp Tyr Leu 


Gly He Pro Val 








660 






665 


570 


Asp 


Glu 


Cys 


Glu 


Arg 


Phe 


Arg Glu Leu Leu Glu Leu 


Lys Cys Gin Val 






675 








680 


685 


Lys 


Ser 


Ala 


Thr 


Pro 


Tyr 


Gly Leu Tyr Tyr Pro Ser 


Gly Pro Leu Asp 




690 










695 700 




Ala 


Gly 


Lys 


Ser 


Asp 


Pro 


Glu Ser Val Asp Lys Glu 


Leu Glu Leu Leu 


705 










710 


715 


720 


Asn 


Glu 


Glu 


Leu 


Arg 


Ser 


He Glu Leu Glu Cys Leu 


Ser He Val Arg 










725 




730 


735 


Ala 


His 


Lys 


Met 


Gin 


Gin 


Leu Lys Glu Gin Tyr Arg 


Glu Ser Trp Met 








740 






745 


750 


Leu 


His 


Asn 


Ser 


Gly 


Phe 


Arg Asn Tyr Asn Thr Ser 


He Asp Val Arg 






755 








750 


765 


Arg 


His 


Glu 


Leu 


Ser 


Asp 


He Thr Glu Leu Pro Glu 


Lys Ser Asp Lys 




770 










775 780 




Asp 


Ser 


Ser 


Ser 


Ala 


Tyr 


Asn Thr Gly Glu Ser Cys 


Arg Ser Thr Pro 


785 










790 


795 


800 


Leu 


Thr 


Leu 


Glu 


He 


Ser 


Pro Asp Asn Ser Leu Arg 


Arg Ala Ala Glu 










805 




810 


815 


Gly 


lie 


Ser 


Cys 


Pro 


Ser 


Ser Glu Gly Ala Val Gly 


Thr Thr Glu Ala 






820 






825 


830 


Tyr 


Gly 


Pro 


Ala 


Ser 


Lys 


Asn Leu Leu Ser He Thr 


Glu Asp Pro Glu 






835 








840 


845 


Val 


Gly 


Thr 


Pro 


Thr 


Tyr 


Ser Pro Ser Leu Lys Glu 


Leu Asp Pro Asn 




850 










855 860 




Gin 


Pro 


Leu 


Glu 


Ser 


Lys 


Glu Arg Arg Ala Ser Asp 


Gly Ser Arg Ser 


B65 










870 


875 


880 
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Pro 


Thr 


Pro 


Ser 


Gin 


Lys 


Leu 


Gly 


Ser 


Ala 


Tyr 


Leu 


Pro 


Ser 


Tyr 


His 










885 










890 










895 




His 


Ser 


Pro 


Tyr 


Lys 


His 


Ala 


His 


He 


Pro 


Ala 


His 


Ala 


Gin 


His 


Tyr 








900 










905 










910 






Gin 


Ser 


Tyr 


Met 


Gin 


Leu 


He 


Gin 


Gin 


Lys 


Ser 


Ala 


Val 


Glu 


Tyr 


Ala 






915 










920 










925 








Gin 


Ser 


Gin 


Met 


Ser 


Leu 


Val 


Ser 


Met 


Cys 


Lys 


Asp 


Leu 


Ser 


Ser 


Pro 




930 










935 










940 










Thr 


Pro 


Ser 


Glu 


Pro 


Arg 


Met 


Glu 


Trp 


Lys 


Val 


Lys 


He 


Arg 


Ser 


Asp 


945 










950 










955 










960 


Gly 


Thr 


Arg 


Tyr 


lie 


Thr 


Lys 


Arg 


Pro 


Val 


Arg 


Asp 


Arg 


Leu 


Leu 


Arg 










965 










970 










975 




Glu 


Arg 


Ala 


Leu 


Lys 


He 


Arg 


Glu 


Glu 


Arg 


Ser 


Gly 


Met 


Thr 


Thr 


Asp 








980 










985 










990 






Asp 


Asp 


Ala 


Val 


Ser 


Glu 


Met 


Lys 


Met 


Gly 


Arg 


Tyr 


Trp 


Ser 


Lys 


Glu 






995 








1000 








1005 








Glu 


Arg 


Lys 


Gin 


His 


Leu 


Val Lys 


Ala 


Lys 


Glu 


Gin Arg 


Arg 


Arg 


Arg 


1010 








1015 








1020 










Glu Phe 


Met 


Met 


Gin 


Ser Arg Leu 


Asp 


Cys 


Leu 


Lys Glu 


Gin 


Gin 


Ala 


1025 








1030 








1035 








1040 


Ala Asp 


Asp 


Arg 


Lys Glu Met Asn 


He 


Leu 


Glu 


Leu 


Ser 


His 


Lys 


Lys 








1045 








1050 








1055 




Met 


Met 


Lys 


Lys 


Arg Asn Lys Lys 


He 


Phe 


Asp 


Asn Trp 


Met 


Thr 


He 






1060 








1065 








1070 






Gin 


Glu 


Leu 


Leu 


Thr His Gly Thr 


Lys 


Ser 


Pro 


Asp Gly 


Thr 


Arg 


Val 




1075 








10B0 








1065 








Tyr Asn 


Ser 


Phe 


Leu 


Ser Val 


Thr 


Thr 


Val 














1090 








1095 




1098 
















<210> 2075 




























<211> 588 




























<212> PRT 




























<213> Homo 


sapiens 
























<400> 2075 


























Gin 


lie 


Ser 


Thr 


Glu 


Val 


Ser 


Glu 


Ala 


Pro 


Val* 


Ala 


Asn 


Asp 


Lys 


Pro 


1 








5 










10 










15 




Lys 


Thr 


Leu 


Val 


Val 


Lys 


val 


Gin 


Lys 


Lys 


Ala 


Ala 


Asp 


Leu 


Pro 


Asp 








20 










25 










30 






Arg 


Asp 


Thr 


Trp 


Lys 


Gly 


Arg 


Phe 


Asp 


Phe 


Leu 


Met 


Ser 


Cys 


Val 


Gly 






35 










40 










45 








Tyr 


Ala 


He 


Gly 


Leu 


Gly 


Asn 


Val 


Trp 


Arg 


Phe 


Pro 


Tyr 


Leu 


Cys 


Gly 




50 










55 










60 










Lys 


Asn 


Gly 


Gly 


Gly 


Ala 


Phe 


Leu 


He 


Pro 


Tyr 


Phe 


Leu 


Thr 


Leu 


He 


65 










70 










75 










80 


Phe 


Ala 


Gly 


Val 


Pro 


Leu 


Phe 


Leu 


Leu 


Glu 


Cys 


Ser 


Leu 


Gly 


Gin 


Tyr 










85 










90 










95 




Thr 


Ser 


He 


Gly 


Gly 


Leu 


Gly 


Val 


Trp 


Lys 


Leu 


Ala 


Pro 


Met 


Phe 


Lys 








100 










105 










110 






Gly 


Val 


Gly 


Leu 


Ala 


Ala 


Ala 


Val 


Leu 


Ser 


Phe 


Trp 


Leu 


Asn 


He 


Tyr 






115 










120 










125 








Tyr 


He 


Val 


He 


He 


Ser 


Trp 


Ala 


He 


Tyr 


Tyr 


Leu 


Tyr 


Asn 


Ser 


Phe 




130 










135 










140 










Thr 


Thr 


Thr 


Leu 


Pro 


Trp 


Lys 


Gin 


Cys 


Asp 


Asn 


Pro 


Trp 


Asn 


Thr 


Asp 


145 










150 










155 










160 


Arg 


Cys 


Phe 


Ser 


Asn 


Tyr 


Ser 


Met 


Val 


Asn 


Thr 


Thr 


Asn 


Met 


Thr 


Ser 








165 










170 










175 




Ala 


Val 


Val 


Glu 


Phe 


Trp 


Glu 


Arg 


Asn 


Met 


His 


Gin 


Met 


Thr 


Asp 


Gly 








180 










185 










190 






Leu 


Asp 


Lys 


Pro 


Gly 


Gin 


lie 


Arg 


Trp 


Pro 


Leu 


Ala 


He 


Thr 


Leu 


Ala 






195 










200 










205 
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lie 


Ala 


Trp 


He 


Leu 


Val 




210 










Thr 


Gly 


Lys 


Val 


Val 


Tyr 


225 










230 


lie 


lie 


Leu 


Phe 


Phe 


Arg 










245 




He 


Leu 


Phe 


Tyr 


He 


Thr 








260 






Val 


Tip 


Leu 


Asp 


Ala 


Ala 






275 








Leu 


Gly 


Ser 


Leu 


lie 


Ala 




290 










Val 


Tyr 


Arg 


Asp 


Ser 


He 


305 










310 


Met 


Phe 


Ala 


Gly 


Phe 


Val 










325 




Val 


Thr 


Lys 


Arg 


Ser 


He 








340 






Ala 


Phe 


Leu 


Ala 


Tyr 


Pro 






355 








Leu 


Trp 


Ala 


He 


Leu 


Phe 




370 










Ser 


Gin 


Phe 


Cys 


Thr 


Val 


385 










390 


Tyr 


Pro 


Arg 


Leu 


Leu 


Arg 










405 




Cys 


He 


He 


Ser 


Tyr 


Leu 








420 






He 


Tyr 


Val 


Phe 


Lys 


Leu 






435 








Leu 


Leu 


Phe 


Leu 


Val 


Phe 




450 










Gly 


Val 


Asn 


Arg 


Phe 


Tyr 












470 


Pro 


Cys 


lie 


Trp 


Trp 


Lys 










485 




Val 


Ala 


Gly 


Val 


Phe 


He 








500 






Met 


Gly 


Asn 


Tyr 


Val 


Phe 






515 








Met 


Ala 


Leu 


Ser 


Ser 


Met 




530 










Phe 


Leu 


Thr 


Leu 


Lys 


Gly 


545 










550 


Gin 


Pro 


Ser 


Glu 


Asp 


He 










565 




Gin 


Ala 


Gly 


Ser 


Ser 


Thr 



580 



<210> 2076 

<211> 89 

<212> PRT 

<213> Homo sapiens 



<400> 2076 
Pro Arg Arg Asp Pro Gly 

1 5 
Arg Lys Thr Gly Ala Asn 
20 

Gin Aen Thr Phe Leu Gly 
35 



Tyr Phe 


Cys 


He 


Trp 


Lys 


215 








220 


Phe Ser 


Ala 


Thr 


Tyr 


Pro 








235 




Gly Val 


Thr 


Leu 


Pro 


Gly 






250 






Pro Asn 


Phe 


Arg 


Lys 


Leu 




265 








Thr Gin 


He 


Phe 


Phe 


Ser 


280 










Leu Gly 


Ser 


Tyr 


Asn 


Ser 


295 








300 


He Val 


Cys 


Cys 


He 


Asn 








315 




He Phe 


Ser 


He 


Val 


Gly 






330 






Ala Asp 


Val 


Ala 


Ala 


Ser 




345 








Glu Ala 


Val 


Thr 


Gin 


Leu 


360 










Phe Ser 


Met 


Leu 


Leu 


Met 


375 








380 


Glu Gly 


Phe 


He 


Thr 


Ala 








395 




Asn Arg 


Arg 


Glu 


Leu 


Phe 






410 






He Gly 


Leu 


Ser 


Asn 


He 




425 








Phe Asp 


Tyr 


Tyr 


Ser 


Ala 


440 










Phe Glu 


Cys 


Val 


Ser 


He 


455 








460 


Asp Asn 


He 


Gin 


Glu 


Met 








475 




Leu Cys 


Trp 


Ser 


Phe 


Phe 






490 






Phe Ser 


Ala 


Val 


Gin 


Met 




505 








Pro Lys 


Trp 


Gly 


Gin 


Gly 


520 










Val Leu 


He 


Pro 


Gly 


Tyr 


535 








540 


Ser Leu 


Lys 


Gin 


Arg 


He 








555 




Val Arg 


Pro 


Glu 


Asn 


Gly 






570 






Ser Lys 


Glu 


Ala 


Tyr 


He 




585 






588 


Arg Thr 


Pro 


Glu 


Leu 


Arg 






10 






Met Pro 


Val 


Arg 


Arg 


Gly 




25 








Thr He 
a n 


He 


Arg 


Lys 


Phe 
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Gly 


Val 


Gly 


Trp 


Tyr 


lie 


Met 


Leu 








240 


Ala 


Lys 


Glu 


Gly 






255 




Ser 


Asp 


Ser 


Glu 




270 






Tyr 


Gly 


Leu 


Gly 


285 








Phe 


His 


Asn 


Asn 


Ser 


Cys 


Thr 


Ser 








320 


Phe 


Met 


Ala 


His 






335 




Gly 


Pro 


Gly 


Leu 




350 






Pro 


He 


Ser 


Pro 


365 








Leu 


Gly 


He 


Asp 


Leu 


Val 


Asp 


Glu 








400 


He 


Ala 


Ala 


Val 






415 




Thr 


Gin 


Gly 


Gly 




430 






Ser 


Gly 


Met 


Ser 


445 








Ser 


Trp 


Phe 


Tyr 


Val 


Gly 


Ser 


Arg 








480 


Thr 


Pro 


lie 


lie 






495 




Thr 


Pro 


Leu 


Thr 




510 






Val 


Gly 


Trp 


Leu 


525 








Met 


Ala 


Tyr 


Met 


Gin 


Val 


Met 


Val 








560 


Pro 


Glu 


Gin 


Pro 






575 




Gly 


Ser 


Ala 


Pro 






15 




His 


Val 


Ala 


Pro 




30 






Glu 


Gly 


Gin 


Asn 
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Lys 


Lys Phe lie 
50 


lie 


Ala 


Asn 
55 


Ala 


Arg 


Val 


Gin Asn 
60 


Cys Ala lie lie 


Tyr- 


Cys Asn Asp 


Gly 


Phe 


Cys 


Glu 


Met 


Thr 


Gly Phe 


Ser Arg Pro Asp 


es 






70 










75 


80 


Val 


Met Gin Lys 


Pro 
85 


Cys 


Thr 


Cys 


Asp 
89 









<210> 2077 
<211> 90 
<212> PRT 

<213> Homo sapiens 



<400> 2077 



His 


Ala 


Ser 


Glu 


Tyr 


Phe 


Phe 


Lys 


Leu 


Cys 


Ser Phe 


Gin Val 


Phe 


Leu 


1 








5 










10 






15 




Ser 


Phe 


Pro 


Leu 


Ala 


Thr 


He 


Val 


lie 


Asp 


Val Gly 


Leu Val 


Val 


lie 








20 










25 






30 






Pro 


Leu 


Val 


Lys 


Ser 


Pro 


Asn 


Val 


His 


Tyr 


Val Tyr 


Val Leu 


Leu 


Leu 






35 










40 








45 






Val 


Leu 


Ser 


Gly 


Leu 


Leu 


Phe 


Tyr 


lie 


Pro 


Leu lie 


His Phe Lys He 




50 










55 








60 








Arg 


Leu 


Ala 


Trp 


Phe 


Glu 


Lys 


Met 


Thr 


Cys 


Tyr Leu 


Gin Leu 


Leu 


Phe 


65 










70 










75 . 






80 


Asn 


He 


Cys 


Leu 


Pro 


Asp 


Val 


Ser 


Glu 


Glu 











85 90 



<210> 2078 

<211> 417 

<212> PRT 

<213> Homo sapiens 





<400> 2078 


















lie 


Gin 


Ala 


Ser 


Arg 


Ala 


Ser 


Pro 


Tyr 


Pro 


Arg Val 


Lys Val Asp Phe 


1 








5 










10 




15 


Ala 


Leu 


Ser 


Cys 


His 


Glu 


Asp 


Leu 


Leu 


Ala 


Pro He 


Ser Glu Pro He 








20 










25 






30 


Glu 


Trp 


Lys 


Tyr 


His 


Ser 


Pro 


Glu 


Glu 


Glu 


lie Ser 


Leu Gly Pro Ala 






35 










40 








45 


Cys 


Trp 


Leu 


Trp 


Asp 


Phe 


Leu 


Arg 


Arg 


Ser 


Gin Gin 


Ala Gly Phe Leu 




50 










55 








60 




Leu 


Pro 


Leu 


Ser 


Gly 


Gly 


Val 


Asp 


Ser 


Ala 


Ala Thr 


Ala Cys Leu He 


65 










70 










75 


80 


Tyr 


Ser 


Met 


Cys 


Cys 


Gin 


Val 


Cys 


Glu 


Ala 


Val Arg 


Ser Gly Asn Glu 










85 










90 




95 


Glu 


Val 


Leu 


Ala 


Asp 


Val 


Arg 


Thr 


He 


Val 


Asn Gin 


lie Ser Tyr Thr 








100 










105 






110 


Pro 


Gin 


Asp 


Pro 


Arg 


Asp 


Leu 


Cys 


Gly 


Arg 


He Leu 


Thr Thr Cys Tyr 






115 










120 








125 


Met 


Ala 


Ser 


Lys 


Asn 


Ser 


Ser 


Gin 


Glu 


Thr 


Cys Thr 


Arg Ala Arg Glu 




130 










135 








140 




Leu 


Ala 


Gin 


Gin 


He 


Gly 


Ser 


His 


His 


He 


Ser Leu 


Asn He Asp Pro 


145 










150 










155 


160 


Ala 


Val 


Lys 


Ala 


Val 


Met 


Gly 


He 


Phe 


Ser 


Leu Val 


Thr Gly Lys Ser 










165 










170 




175 


Pro 


Leu 


Phe 


Ala 


Ala 


His 


Gly 


Gly 


Ser 


Ser 


Arg Glu 


Asn Leu Ala Leu 








180 










185 






190 


Gin 


Asn 


Val 


Gin 


Ala 


Arg 


He 


Arg 


Met 


Val 


Leu Ala 


Tyr Leu Phe Ala 






195 










200 








205 



1150 



WO 01/57188 



Gin 


Leu 


Ser 


Leu 


Trp 


Ser 


Arg 


Gly 


Val 




210 










215 






Gly 


Ser 


Ala 


Asn 


Val 


Asp 


Glu 


Ser 


Leu 


225 










230 








Asp 


Cys 


Ser 


Ser 


Ala 


Asp 


He 


Asn 


Pro 










245 










Asp 


Leu 


Arg 


Ala 


Phe 


Val 


Gin 


Phe 


Cys 








260 










265 


Ala 


Leu 


Gin 


Ser 


He 


Leu 


Leu 


Ala 


Pro 






275 










280 




Leu 


Ala 


Asp 


Gly 


Gin 


Val 


Ser 


Gin 


Thr 




290 










2 95 






Thr 


Tyr 


Ala 


Glu 


Leu 


Ser 


Val 


Tyr 


Gly 


305 










310 








Met 


Gly 


Pro 


Tyr 


Ser 


Met 


Phe 


Cys 


Lys 










3?5 










lie 


Cys 


Thr 


Pro 


Arg 


Gin 


Val 


Ala 


Asp 








340 










345 


Lys 


Tyr 


Ser 


Met 


Asn 


Arg 


His 


Lys 


Met 






355 










360 




His 


Ala 


Glu 


Asn 


Tyr 


Ser 


Pro 


Glu 


Asp 




370 










375 






Phe 


Leu 


Tyr 


Asn 


Thr 


Ser 


Trp 


Pro 


Trp 


385 










390 








Gin 


Val 


Leu 


Gin 


Leu 


Glu 


Arg 


Ala 


Glu 










405 










Asp 


















417 




















<210> 2079 














<211> 1992 














<212> PRT 














<213> Homo 


sapiens 










<400> 2079 












Pro 


Gly 


Cys 


Ala 


Ala 


Arg 


Leu 


Ser 


Arg 


1 








5 










Ala 


Ala 


Gly 


Ala 


Gly 


Arg 


Lys 


Arg 


Leu 








20 










25 


Ala 


Ser 


Arg 


Arg 


Leu 


Arg 


Ala 


Pro 


Gly 






35 










40 
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Thr Asn Val Ala Met Ala Glu He Tyr Lys Tyr Ala Lys Arg Tyr Arg 

1940 1945 1950 

Pro Gin He Met Ala Ala Leu Glu Ala Asn Pro Thr Ala Arg Arg Thr 

1955 1960 1965 
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Thr 


Ala 


Leu 


Ser 






60 










Thr 


Val 


Gin Ala 


Pro 


Ala 


Glu 


Pro 






75 








80 


Glu 


Thr 


Ser Gly 


Arg 


Glu 


Ala 


Pro 




90 








95 




Asp 


Ala 


Ser Ala 


Glu 


Asp 


Ser 


Cys 


105 








110 






Ala 


Asp 


Gly Ala 


Thr 


Ala 


Pro Lys 



125 
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Thr Glu Glu Glu Glu Glu Glu Glu Glu Thr Ala Glu Val Gly Arg Gly 

130 135 140 

Ala Glu Ala Glu Ala Gly Asp Leu Glu Gin Leu Asn Arg Thr Ser Thr 
145 150 155 160 

Ser Thr Lys Ser Ala Lys Ser Gly Ser Glu Ala Ser Ala Ser Ala Ser 

165 170 175 

Lys Asp Ala Leu Gin Ala Met lie Leu Ser Leu Pro Arg Tyr His Cys 

180 185 190 

Glu Asn Pro Ala Ser Cys Lys Ser Pro Thr Leu Ser Thr Asp Thr Leu 

195 ^ 200 205 

Arg Lys Arg Leu Tyr Arg lie Gly Leu Asn Leu Phe Asn lie Asn Pro 

210 * 215 220 

Asp Lys Gly He Gin Phe Leu He Ser Arg Gly Phe He Pro Asp Thr 
225 230 235 240 

Pro He Gly Val Ala His Phe Leu Leu Gin Arg Lys Gly Leu Ser Arg 

245 250 255 

Gin Met He Gly Glu Phe Leu Gly Asn Ser Lys Lys Gin Phe Asn Arg 

260 265 270 

Asp Val Leu Asp Cys Val Val Asp Glu Met Asp Phe Ser Ser Met Glu 

275 280 285 

Leu Asp Glu Ala Leu Arg Lys Phe Gin Ala His He Arg Val Gin Gly 

290 295 300 

Glu Ala Gin Lys Val Glu Arg Leu He Glu Ala Phe Ser Gin Arg Tyr 
305 310 315 320 

Cys Met Cys Asn Pro Glu Val Val Gin Gin Phe Hie Asn Pro Asp Thr 

325 330 335 

He Phe He Leu Ala Phe Ala He He Leu Leu Asn Thr Asp Met Tyr 

340 345 350 

Ser Pro Asn He Lys Pro Asp Arg Lys Met Met Leu Glu Asp Phe He 

355 360 365 

Arg Asn Leu Arg Gly Val Asp Asp Gly Ala Asp He Pro Arg Glu Leu 

370 375 380 

Val Val Gly He Tyr Glu Arg He Gin Gin Lys Glu Leu Lys Ser Asn 
385 390 395 400 

Glu Asp His Val Thr Tyr Val Thr Lys Val Glu Lys Ser He Val Gly 

405 410 415 

Met Lys Thr Val Leu Ser Val Pro His Arg Arg Leu Val Cys Cys Ser 

420 425 430 

Arg Leu Phe Glu Val Thr Asp Val Asn Lys Leu Gin Lys Gin Ala Ala 

435 440 445 

His Gin Arg Glu Val Phe Leu Phe Asn Asp Leu Leu Val He Leu Lys 

450 455 460 

Leu Cys Pro Lys Lys Lys Ser Ser Ser Thr Tyr Thr Phe Cys Lys Ser 
465 * ~ 470 475 480 

Val Gly Leu Leu Gly Met Gin Phe Gin Leu Phe Glu Asn Glu Tyr Tyr 

485 490 495 

Ser His Gly He Thr Leu Val Thr Pro Leu Ser Gly Ser Glu Lys Lys 

500 505 510 

Gin Val Leu His Phe Cys Ala Leu Gly Ser Asp Glu Met Gin Lys Phe 

515 520 525 

Val Glu Asp Leu Lys Glu Ser He Ala Glu Val Thr Glu Leu Glu Gin 

530 535 540 

He Arg He Glu Trp Glu Leu Glu Lys Gin Gin Gly Hir Lys Thr Leu 
545 550 555 560 

Ser Phe Lys Pro Cys Gly Ala Gin Gly Asp Pro Gin Ser Lys Gin Gly 

565 570 575 

Ser Pro Thr Ala Lys Arg Glu Ala Ala Leu Arg Glu Arg Pro Ala Glu 

580 585 590 

Ser Thr Val Glu Val Ser He His Asn Arg Leu Gin Thr Ser Gin His 

595 600 SOS 

Asn Ser Gly Leu Gly Ala Glu Arg Gly Ala Pro Val Pro Pro Pro Asp 

610 615 620 

Leu Gin Pro Ser Pro Pro Arg Gin Gin Thr Pro Pro Leu Pro Pro Pro 
625 630 635 640 
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Pro 


Pro 


Thr 


Pro 


Pro 


Gly 


Thr 


Leu 


Val 










645 










Val 


lie 


Val 


Leu 


Asp 


Lys 


Pro 


Cys 


Leu 








660 










665 


Ser 


Gin 


Ala 


Leu 


Ser 


Cys 


Tyr 


Thr 


Ser 






675 










680 




Ser 


Thr 


Pro 


Leu 


Gly 


Gly 


Pro 


Gly 


Ser 




690 










695 






Pro 


Pro 


Leu 


Pro 


Pro 


Pro 


Pro 


Pro 


Pro 


705 










710 








Cys 


Pro 


Pro 


Gly 


Ser 


Leu 


Leu 


His 


Gly 










725 










Arg 


Ser 


Leu 


Val 


















740 














<210> 2084 














<211> 118 














<212> PRT 














<213> Homo 


sapiens 










<400> 2084 












Ser 


Ser 


Val 


Met 


Gly 


Asp 


Leu 


Val 


Gly 


1 








5 










Val 


Ala 


Arg 


Asp 


Glu 


Asn 


Ser 


Trp 


Leu 








20 










25 


Asp 


Asp 


Val 


Met 


Arg 


Val 


Leu 


Asp 


He 






35 










40 




Asn 


Tyr 


Glu 


Thr 


He 


Gly 


Gly 


Phe 


Met 




50 










55 






Pro 


Lys 


Arg 


Thr 


Asp 


Ser 


Val 


Lvs 

*** 


Phe 


65 










70 








Val 


Asp 


He 


Asp 


Asn 


Tyr 


Arg 


He 


Asp 










85 










Asp 


Ser 


Lys 


Ala 


Thr 


Ala 


Leu 


Ser 


Pro 








100 










105 


Lys 


Glu 


Glu 


Ser 


Val 


Ala 












115 






118 










<210> 2085 














<211> 419 














<212> PRT 














<213> Homo 


sapiens 










<400> 2085 












Met 


Val 


Phe 


Ser 


Ala 


Val 


Leu 


Thr 


Ala 


1 








5 










Thr 


Thr 


Phe 


Val 


Val 


Tyr 


Glu 


Asn 


Thr 








20 










25 


Pro 


Pro 


Phe 


Gin 


His 


Pro 


Asp 


Leu 


Ser 






35 










40 




Glu 


Thr 


Met 


Ala 


Pro 


Thr 


Gly 


Leu 


Ser 




50 










55 






Ala 


Val 


Pro 


Thr 


Thr 


Pro 


Ala 


Ala 


Phe 


65 










70 








Gin 


lie 


Thr 


Leu 


Ser 


Ala 


He 


Met 


lie 










65 










Leu 


Gly 


Asn 


Leu 
i nn 


Val 


Vai 


Cys 


Leu 


Met 



100 105 
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Gin 


Cys Gin 


Gin 


He 


Val Lys 


650 








655 


Ala 


Arg Met 


Glu 


Pro 


Leu Leu 








670 




Ser 


Ser Ser 


Asp 


Ser 


Cys Gly 






585 






Pro 


Val Lys 


Val 


Thr 


His Gin 




700 








Tyr 


Asn His 


Pro 


His 


Gin Phe 




715 






720 


His 


Arg Tyr 


Ser 


Ser 


Gly Ser 


730 








735 



Gin 


Gly Leu 


Glu Glu 


Gin He 


10 






15 


He 


Asp Gly 


Gly Thr 


Pro He 






30 




Asp 


Glu Phe 


Pro Gin 


Ser Gly 






45 




Met 


Phe Met 


Leu Arg 


Lys He 




60 






Ala 


Gly Tyr 


Lys Phe 


Glu Val 




75 




80 


Gin 


Leu Leu 


Val Thr 


Arg He 


90 






95 


Lys 


Leu Pro 


Asp Ala 


Lys Asp 






110 





Phe 


His Thr 


Gly Thr 


Ser Asn 


10 






15 




Tyr 


Met Asn 


lie Thr 


Leu 


Pro 






30 






Pro 


Leu Leu 


Arg Tyr 


Ser 


Phe 






45 






Ser 


Leu Thr 


Val Asn 


Ser 


Thr 




60 








Lys 


Ser Leu 


Asn Leu 


Pro 


Leu 




75 






80 


Phe 


He Leu 


Phe Val 


Ser 


Phe 


90 






95 




Val 


Tyr Gin 


Lys Ala 


Ala Met 






110 
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Arg Ser Ala 
115 

Leu Leu Ala 

130 
Thr Arg Trp 
145 

Phe Trp Leu 

lie Asp Arg 

Tyr Arg Ala 
195 

Val Ala Phe 

210 
Arg Ala Pro 
225 

Ala Tyr Val 

Val lie Leu 

Ala Leu Arg 
275 

Ser Lys Leu 

290 
Asp Met Gly 
305 

Ala Val Phe 

Ala Thr Phe 

Ser Thr Trp 
355 

Leu lie Tyr 

370 
Met Met Pro 
385 

Lys Arg Arg 

Thr Val Val 
419 



He Asn He Leu Leu Ala Ser Leu Ala Phe Ala Asp Met 

120 125 
Val Leu Asn Met Pro Phe Ala Leu Val Thr lie Leu Thr 

135 140 
He Phe Gly Lys Phe Phe Cys Arg Val Ser Ala Met Phe 
150 155 160 

Phe Val He Glu Gly Val Ala He Leu Leu He He Ser 

165 170 175 

Phe Leu He He Val Gin Arg Gin Asp Lys Leu Asn Pro 
180 185 190 

Lys Val Leu He Ala Val Ser Trp Ala Thr Ser Phe Cys 

200 205 
Pro Leu Ala Val Gly Asn Pro Asp Leu Gin He Pro Ser 

215 220 
Gin Cys Val Phe Gly Tyr Thr Thr Asn Pro Gly Tyr Gin 
230 235 240 

He Leu He Ser Leu He Ser Phe Phe He Pro Phe Leu 

245 250 255 

Tyr Ser Phe Met Gly He Leu Asn Thr Leu Arg His Asn 
260 265 270 

He His Ser Tyr Pro Glu Gly He Cys Leu Ser Gin Ala 

280 285 
Gly Leu Met Gly Leu Gin Arg Pro Phe Gin Met Ser He 

295 300 
Phe Lys Thr Arg Ala Phe Thr Thr He Leu He Leu Phe 
310 ~ 315 320 

He Val Cys Trp Ala Pro Phe Thr Thr Tyr Ser Leu Val 

325 330 335 

Ser Lys His Phe Tyr Tyr Gin His Asn Phe Phe Glu He 
340 345 350 

Leu Leu Trp Leu Cys Tyr Leu Lys Ser Ala Leu Asn Pro 

360 365 
Tyr Trp Arg He Lys Lys Phe His Asp Ala Cys Leu Asp 

375 380 
Lys Ser Phe Lys Phe Leu Pro Gin Leu Pro Gly His Thr 
390 395 400 

He Arg Pro Ser Ala Val Tyr Val Cys Gly Glu His Arg 
405 410 415 



<210> 2086 
<211> 88 
<212> PRT 

<213> Homo sapiens 



<400> 2086 








Phe Thr 


Arg 


Ser Asp 


Glu Leu 


Ala Arg His Tyr Arg 


Thr His Thr Gly 


1 


5 




10 


15 


Glu Lys 


Arg 


Phe Ser 


Cys Pro 


Leu Cys Pro Lys Gin 


Phe Ser Arg Ser 




20 




25 


30 


Asp His 


Leu 


Thr Lys 


His Ala 


Arg Arg His Pro Thr 


Tyr His Pro Asp 


35 






40 


45 


Met He 


Glu 


Tyr Arg 


Gly Arg 


Arg Arg Thr Pro Arg 


He Asp Pro Pro 


50 






55 


60 




Leu Thr 


Ser 


Glu Val 


Glu Ser 


Ser Ala Ser Gly Ser 


Gly Pro Gly Pro 


65 






70 


75 


80 


Ala Pro 


Ser 


Phe Thr 


Thr Cys 


Leu 








85 




88 
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<210> 2087 












<211> 173 












<212> PRT 












<213> Homo 


sapiens 








<400> 2087 










Leu 


Thx 


Trp 


Pro 


Gin 


Leu 


Phe 


Leu 


1 








5 








Met 


Ser 


Arg 


Pro 


Ala 


Glu 


Asp 


Gly 








20 










Arg 


clo- 
ser 


Ser 


Ser 


Leu 


Gly 


Tyr 


He 






35 












Leu 


Lys 


Ser 


Arg 


Ser 


Asp 


Leu 


Met 




50 










55 




Gly 


Leu 


Ala 


Arg 


Arg 


Leu 


Thr 


Thr 


65 










70 






Glu 


Gin 


Ala 


Gin 


Gin 


Glu 


Leu 


Phe 










85 








Gly 


Ala 


Asn 


Phe 


lie 


Val 


Asn 


His 








100 










Glu 


Glu 


Lys 


Asp 


Ser 


Trp 


Asn 


Arg 






115 










120 


Cys 


Leu 


Phe 


Val 


Val 


Thr 


Pro 


Val 




130 










135 




File 


Leu 


Gin 


Gly 


Val 


Tyr 


Asn 


Gin 


145 










150 






Asp 


Pro 


Tyr 


Ser 


Tyr 


Asn 


Val 


Gin 










165 










<210> 2088 












<211> 386 












<212> PRT 












<213> Homo 


sapiens 








<400> 2088 










Leu 


Val 


val 


Thr 


Ala 


lie 


Thr 


Ala 


1 








5 








Thr 


Arg 


Met 


Ser 


Thr 


Ser 


Glu 


Leu 








20 










Gly 


Leu 


Leu 


Asp 


Ser 


Ser 


Lys 


Leu 






35 










40 


Thr 


Ser 


Lys 


Gly 


Gly 


Glu 


Leu 


Pro 




50 










55 




Tyr 


Ser 


Ala 


Met 


Trp 


Gin 


Leu 


Ala 


€S 










70 






lie 


Thr 


lie 


Phe 


Thr 


Phe 


Gly 


Met 










85 








Pro 


Ser 


Met 


Ala 


Val 


Gly 


Ala 


He 








100 










Met 


Glu 


Gin 


Leu 


Ala 


Tyr 


Tyr 


His 






115 










120 


Trp 


Cys 


Ser 


Gin 


Gly 


Ala 


Asp 


Cys 




130 










135 




Val 


Gly 


Ala 


Ala 


Ala 


Cys 


Leu 


Gly 


145 










150 






Leu 


Val 


Val 


lie 


Met 


Phe 


Glu 


Leu 










165 








Pro 


Leu 


Met 


Ala 


Ala 


Ala 


Met 


Thr 








180 











tslU 


Thr 


Leu 


rlU olu UtfU ut=U 


Hi q 

AJ.O 




10 




id 




pro 


ser 


pro 


Giy AX.3. Lieu vai 


Arg 


25 










Ser 


Lys 


Ala 


f5ln T\rv~ T>Vi*» 
VJXU wAU lyi fXIC 


ucu 








45 




Phe 


Glu 


Lys 


Gin Ser Glu Arg 


His 








60 




Ala 


Arg 


Arg 


Pro Pro Ala Ser 


Ser 






75 




80 


Asn 


Glu 


Leu 


Lys Pro Ala Val 


Asp 




90 




95 




Met 


Arg 


Asp 


Gin Asn Asn Tyr 


Asn 


105 






110 




Val 


Ala 


Arg 


Thr Val Asp Arg 


Leu 








125 




Met 


Val 


Val 


Gly Thr Ala Trp 


He 








140 




Pro 


Pro 


Pro 


Gin Pro Phe Pro 


Gly 






155 




160 


Asp 


Lys 


Arg 


Phe He 






170 




173 




lie 


T A** 

lieu 


Aid 


rA6 Fro ABa. blu 


Tyr 




10 




15 




Tl d 

1 JLQ 


oer 


olu 


lieu jraS ASH /iSJp 


Cys 












Cys 


Asp 


ryr 


Olu noQ niy xr lie 


Asn 








45 




Asp 


Arg 




Aid laly veil 


V dl 








60 




Leu 


Thr 


Leu 


He Leu Lys He 


Val 






75 




80 


Lys 


He 


Pro 


Ser Gly Leu Phe 


He 




90 




95 




Ala 


Gly 


Arg 


Leu Leu Gly Val 


Gly 


105 






110 




Gin 


Glu 


Trp 


Thr Val Phe Asn 


Ser 








125 




He 


Thr 


Pro 


Gly Leu Tyr Ala 


Met 








140 




Gly 


Val 


Thr 


Arg Met Thr Val 


Ser 






155 




160 


Thr 


Gly 


Gly 


Leu Glu Tyr He 


Val 




170 




175 




Ser 


Lys 


Trp 


Val Ala Asp Ala 


Leu 


185 






190 
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Gly Arg Glu Gly lie Tyr Asp Ala His lie Arg Leu Asn Gly Tyr Pro 

195 * 200 205 

Phe Leu Glu Ala Lys Glu Glu Phe Ala His Lys Thr Leu Ala Met Asp 

210 215 220 

Val Met Lys Pro Arg Arg Asn Asp Pro Leu Leu Thr Val Leu Thr Gin 
225 230 235 240 

Asp Ser Met Thr Val Glu Asp Val Glu Thr lie lie Ser Glu Thr Thr 

245 250 255 

Tyr Ser Gly Phe Pro Val Val Val Ser Arg Glu Ser Gin Arg Leu Val 

260 265 270 

Gly Phe Val Leu Arg Arg Asp Leu He He Ser He Glu Asn Ala Arg 

275 280 285 

Lys Lys Gin Asp Gly Val Val Ser Thr Ser He He Tyr Phe Thr Glu 

290 295 300 

His Ser Pro Pro Leu Pro Pro Tyr Thr Pro Pro Thr Leu Lys Leu Arg 
305 310 315 320 

Asn He Leu Asp Leu Ser Pro Phe Thr Val Thr Asp Leu Thr Pro Met 

325 330 335 

Glu He Val Val Asp He Phe Arg Lys Leu Gly Leu Arg Gin Cys Leu 

340 345 350 

Val Thr His Asn Gly Arg Leu Leu Gly He He Thr Lys Lys Asp Val 

355 360 365 

Leu Lys His He Ala Gin Met Ala Asn Gin Asp Pro Asp Ser He Leu 

370 375 380 

Phe Asn 
385 386 



<210> 2089 
<211> 304 
<212> PRT 

<213> Homo sapiens 



<400> 2089 






Thr Leu 


Gin 


Leu 


Ala 


Ala Ser Val 


1 






5 




Ser Trp 


Trp 


Leu 


Pro 


Glu Ser Ala 






20 






Pro Asp 


Gin 


Ala 


Leu 


Gin Glu Leu 




35 






40 


His Lys 


Glu 


Ala 


Lys 


Asn Leu Thr 


50 








55 


Lys Glu 


Glu 


Val 


Ala 


Ser Ala Lys 


65 








70 


Phe Cys 


Val 


Pro 


Val 


Leu Arg Trp 








85 




Asn Phe 


Ser 


Leu 


Leu 


lie Ser Tyr 






100 






Ser Leu 


Gly 


Arg 


Asp 


He Phe Leu 




115 






120 


Asp Phe 


Leu 


Gly 


Arg 


Ala Thr Thr 


130 








135 


Arg Arg 


Thr 


He 


Gin 


Ala Gly Ser 


145 








150 


Leu Ala 


Asn 


Met 


Leu 


Val Pro Gin 








165 




Phe Ala 


Val 


Leu 


Gly 


Lys Gly Cys 






180 






Thr He 


Tyr 


Lys 


Ala 


Glu Leu Phe 




195 






200 


Asp Gly 


He 


Leu 


His 


Thr Val Gly 


210 








215 



Pro Phe Phe Ala He Ser Leu He 

10 15 
Arg Trp Leu He He Asn Gly Lys 

25 30 
Arg Lys Val Ala Arg He Asn Gly 
45 

He Glu Val Leu Met Ser Ser Val 
60 

Glu Pro Arg Ser Val Leu Asp Leu 
75 80 
Arg Ser Cys Ala Met Leu Val Val 

90 95 
Tyr Gly Leu Val Phe Asp Leu Gin 
105 no 
Leu Gin Ala Leu Phe Gly Ala Val 
125 

Ala Leu Leu Leu Ser Phe Leu Gly 
140 

Gin Ala Met Ala Gly Leu Ala He 
155 160 
Asp Leu Gin Thr Leu Arg Val Val 

170 175 
Phe Gly He Ser Leu Thr Cys Leu 
185 190 
Pro Thr Pro Val Arg Met Thr Ala 
205 

Arg Leu Gly Ala Met Met Gly Pro 
220 
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Leu 


lie Leu 


Met 


Ser Arg 


Gin 


Ala 


225 








230 






Tyr 


Gly Val 


He 


Ser 


He 


Ala 


Ser 








245 








Pro 


Glu Thr 


Gin 


Gly Leu 


Pro 


Leu 






260 










Ser 


Gin Lys 


Ser 


Thr 


Ala 


Ala 


Gin 




275 










280 


Val 


Glu Ser 


Thr 


Ser 


Leu 


Leu 


Glu 




290 








295 






<210> 2090 












<211> 141 












<212> PRT 












<213> Homo 


sapiens 








<400> 2050 










Arg 


Pro lie 


Lys 


Thr 


Leu 


Gly 


He 


1 






5 








Val 


His Phe 


Leu 


Thr 


Gin 


Arg 


Glu 






20 










Leu 


He He 


Leu 


Asp 


Thr 


Ala 


Lys 




35 










40 


Thr 


Phe Thr 


He 


Thr 


Met 


Gly 


Arg 




50 








55 




Cys 


Gly Cys 


His 


Phe 


His 


Glu 


Val 


65 








70 






Tyr 


Asn Phe 


He 


Lys 


Met 


Lys 


Arg 








85 








Tyr 


Phe Ser 


Asn 


Gin 


Ser 


Lys 


Leu 






100 










Arg 


Ser Pro 


Tyr 


His 


Val 


Arg 


Gly 




115 










120 


lie 


Leu Leu 


Ser 


Arg 


Met 


Cys 


Ala 




130 








135 






<210> 2091 












<211> 136 












<212> PRT 












<213> Homo 


sapiens 








<400> 2091 










Arg 


Met Pro 


Glu 


Ser 


Thr 


Leu 


Leu 


1 






5 








Leu 


Glu Ala 


Pro 


Leu 


Pro 


Thr 


He 






20 










Val 


Val Ser 


Tyr 


Glu 


He 


Lys 


Asp 




35 










40 


Ser 


Ser Val 


Lys 


Ser 


Lys 


He 


Leu 




50 








55 




Glu 


Arg Glu 


Arg 


Glu 


Leu 


Lys 


Glu 


65 








70 






Lys 


Leu Ala 


Ala 


Glu 


Met 


Gly 


Glu 








85 








Glu 


Glu Glu 


Glu 


Lys 


Glu 


Glu 


Glu 



100 



Leu 


Pro 


Leu Leu 


Pro 


Pro 


Leu Leu 






235 






240 


Ser 


Leu 


Val Val 


Leu 


Phe 


Phe Leu 




250 








255 


Pro 


Asp 


Thr He 


Gin Asp 


Leu Glu 


265 








270 




Gly 


Asn 


Arg Gin 


Glu 


Ala 


Phe Thr 








265 






He 


val 


Ala Leu 


His 


Gly 


Ala Leu 






300 






304 


Gly 


Phe 


His Phe 


Ser 


Val 


Asp Gly 




10 








15 


val 


Gin 


Asn Leu 


Trp Lys 


Glu Asn 


25 








30 




Lys 


His 


Gly Tyr 


Glu 


Val 


Val Asp 








45 






Tyr 


Lys 


Glu Phe 


Leu 


Gin 


Gly Lys 






60 








Val 


Lys 


Ser Lys 


Leu 


Ser 


Lys Glu 






75 






80 


Ser 


Arg 


Asn His 


He 


Met 


Gly Arg 




90 








95 


Gin 


Gin 


Gly Thr 


Val 


Thr 


Asn Phe 


105 








110 




Pro 


He 


Asn Gin 


Val 


Cys 


Ser Glu 








125 






Asn 


Lys 


Arg Thr 


Mat 










140 


141 






He 


He 


Cys Glu 


Asn Gly 


Tyr He 




10 








15 


Lys 


Gin 


GlU G1U 


Asp Asp 


His Asp 


25 








30 




Met 


Cys 


He Lys 


Cys 


Phe 


His Phe 








45 






Arg 


Leu 


He Glu 


He 


Glu 


Lys Arg 






60 








Lys 


He 


Arg Glu 


Glu Arg 


Arg Asn 






75 






80 


Asp 


Gly 


Glu Lys 


Glu 


Phe 


Gin Glu 




90 








95 


Glu 


Glu 


GlU GlU 


Glu 


Pro 


Leu Pro 


105 








110 
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Glu He Phe He Pro Ser Thr Pro Ser Pro He Leu Cys Gly Phe Tyr 

115 120 125 

Ser Qlu Pro Gly Lys Phe Trp Val 
130 135 136 



<210> 2092 

<211> 160 

<212> PRT 

<213> Homo sapiens 



<400> 2092 



Met Gly 


Cys 


Arg Leu 
5 


Leu Cys Cys 


1 

Gly Pro 


Leu 


Asp Thr 


Ala Val Ser 






20 




Gin Met 


Gly 


Asn Asp 


Lys Ser He 




35 




40 


Asp Thr 


Met 


Tyr Trp 


Tyr Lys Gin 


50 






55 


Met Phe 


Ser 


Tyr Asn 


Asn Lys Glu 


65 






70 


Asn Arg 


Phe 


Ser Pro 


Lys Ser Pro 






85 




He As n 


Ser 


Leu Glu 


Leu Gly Asp 






100 




Ser Gin 


Asp 


Thr Ala 


Leu Gin Ser 




115 




120 


Pro Gly 


Ser 


Ala Arg 


Lys Leu Gin 


130 






135 


Gly Ser 


Ser 


Leu His 


Ser Leu Met 


145 






150 



Val Val Phe Cys Leu Leu Gin Ala 

10 15 
Gin Thr Pro Lys Tyr Leu Val Thr 

25 30 
Lys Cys Glu Gin Asn Leu Gly His 
45 

Asp Ser Lys Lys Phe Leu Lys He 
60 

Leu He He Asn Glu Thr Val Pro 
75 80 
Asp Lys Ala His Leu Asn Leu His 

90 95 
Ser Ala Val Tyr Phe Cys Ala Ser 
105 110 
His Cys He Pro Val His Lys Pro 
125 

Gly Ser Val Cys Thr Cys Thr Gin 
140 

Ala Ser Asp Gly Val Pro Val Cys 
155 160 
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<400> 2093 












Met Asn 


Ser 


Phe 


Phe 


Gly 


Thr 


Pro Ala Ala Ser Trp Cys Leu 


Leu Glu 


1 






5 






10 


15 


Ser Asp 


Val 


Ser 


Ser 


Ala 


Pro 


Asp Lys Glu Ala Gly Arg Glu 


Arg Arg 




20 








25 30 




Ala Leu 


Ser 
35 


Val 


Gin 


Gin 


Arg 


Gly Gly Pro Ala Trp Ser Gly 
40 45 


Ser Leu 


Glu Trp 


Ser 


Arg 


Gin 


Ser 


Ala 


Gly Asp Arg Arg Arg Leu Gly 


Leu Ser 


50 










55 


60 




Arg Gin 


Thr 


Ala 


Lys 


Ser 


Ser 


Trp Ser Arg Ser Arg Asp Arg 


Thr Cys 


65 








70 




75 


80 


Cys Cys 


Arg 


Arg 


Ala 


Trp 


Trp 


He Leu Val Pro Ala Ala Asp 


Arg Ala 






85 






90 


95 


Arg Arg 


Glu 


Arg 


Phe 


lie 


Met 


Asn Glu Lys Trp Asp Thr Asn 


Ser Ser 




100 








105 110 




Glu Asn 


Trp 
115 


His 


Pro 


He 


Trp 


Asn Val Asn Asp Thr Lys His 
120 125 


His Leu 


Tyr Ser 


Asp 


He 


Asn 


He 


Thr 


Tyr Val Asn Tyr Tyr Leu His 


Gin Pro 


130 










135 


140 
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Gin 


Val 


Ala 


Ala 


Tl _ 

lie 


PHe 


lie 


lie 


Ser 


Tyr 


Phe Leu 


Tl A 

lie 


pne 


pne 


Leu 


145 










150 










155 








1 C ft 

IbO 


Cys 


Met 


Met 


Gly 


Asn 


Thr 


Val 


val 


Cys 


Pne 


Tl a TT-» 1 

lie Val 


Met 


Arg 


Asn 


Lys 










165 










170 








-L / 3 




HIS 


Met 


His 


Thr 


vai 


Thr 


Asn 


Leu 


.pne 


Tl A 

lie 


jjeu Asn 


Leu 


Til a 


Tl A 


Oct 








180 










185 








"1 Oft 

190 






Asp 


Leu 


Leu 


vai 


Kaly 


Tl a 

lie 


PD.Q 


cys 


wee 


riO 


Tin n<U-v 


Leu 


X^eu 


ASp 


Asn 






195 


















Oft c 








lie 


He 


Ala 


Gly 


Trp 


Pro 


pne 


Gly 


Asn 


Thr 


Met Cys 


Lys 


Tl A 

lie 




/2l \r 




210 










215 


















Leu 


vai 


Gin 


Giy 


lie 


Cor 


vai 


al a 






Val trliXS 


1 LLL 


Lieu 




Ala 


225 










230 










lie 










Tl a 

He 


Ala 


vai 


ASp 


Arg 


r*ne 


m « 
um 


cys 


vai 


vai 


Tyr Pro 


rue 


Lys 


Pro 


Lys 










245 










250 












Leu 


Thr 


He 


Lys 


Thr 


Ala 


Pne 


Val 


He 


Tl - 

lie 


Ma(> Tl « 

Met lie 


Tl A 

lie 


Trp 


Val 


Leu 








260 










265 








270 






Ala 


lie 


Thr 


He 


Met 


ser 


Pro 


ser 


Til -1 

Ala 


vai 


U A t> T All 

Men .Leu 


His 


vai 


Pin 

bin 








275 










280 








285 








Glu 


Lys 


Tyr 


Tyr 


Arg 


Val 


Arg 


Leu 


Asn 


Ser 


Gin Asn 


Lys 


Thr 


Ser 


Pro 




290 










295 








3 00 










Val 


Tyr 


Trp 


Cys 


Arg 


GlU 


Asp 


Trp 


Pro 


Asn 


ral /si ii 
Viin v»lU 




Arg 


Lys 


Tl A 

lie 


305 










310 










315 








320 


Tyr 


Thr 


Thr 


Val 


Leu 


Phe 


Ala 


Asn 


He 


Tyr 


Leu Ala 


Pro 


Leu 


Ser 


Leu 










325 










330 








335 




lie 


Val 


He 


Met 


Tyr 


Gly 


Arg 


He 


Gly 


lie 


Ser Leu 


Phe 


Arg 


Ala 


Ala 








340 










345 








350 






Val 


Pro 


His 


Thr 


Gly 


Arg 


Lys 


Asn 


Gin 


Glu 


Gin Trp 


HIS 


val 


vai 


Ser 






355 










360 








365 








Arg 


Lys 


Lys 


Gin 


Lys 


He 


He 


Lys 


Met 


Leu 


Leu He 


vai 


TV 1 s 

Ala 


Leu 


Leu 




370 










375 








380 










Phe 


He 


Leu 


Ser 


Trp 


Leu 


Pro 


Leu 


Trp 


Thr 


Leu Met 


Met 


Leu 


Ser 


Asp 


385 










390 










395 








400 


Tyr 


Ala 


Asp 


Leu 


Ser 


Pro 


Asn 


Glu 


Leu 


Gin 


He lie 


Asn 


T*l A 

lie 


Tyr 


Tl — 

lie 










405 










410 








415 




Tyr 


Pro 


Phe 


Ala 


His 


Trp 


Leu 


Ala 


Phe 


Gly 


Asn Ser 


Ser 


Val 


Asn 


Pro 








420 










425 








430 






lie 


lie 


Tyr 


Gly 


Phe 


Phe 


Asn 


Glu 


Asn 


Pne 


Arg Arg 


Gly 


pne 


Gin 


Glu 






435 










440 








445 








Ala 


Phe 


Gin 


Leu 


Gin 


Leu 


Cys 


Gin 


Lys 


Arg 


Ala Lys 


Pro 


Met 


Glu 


Ala 




450 










455 








460 










Tyr 


Ala 


Leu 


Lys 


Ala 


Lys 


Ser 


His 


Val 


lieu 


He Asn 


Thr 


Ser 


Asn 


Gin 


465 










470 










475 








480 


Leu 


Val 


Gin 


Glu 


Ser 


Thr 


Phe 


Gin 


Asn 


Pro 


His Gly 


Glu 


Thr 


Leu 


Leu 










485 










490 








495 




Tyr 


Arg 


Lys 


Ser 


Ala 


Glu 


Lys 


Pro 


Gin 


Gin 


Glu Leu 


val 


Met 


Glu 


Glu 








500 










505 








510 






Leu 


Lys 


Glu 


Thr 


Thr 


Asn 


Ser 


Ser 


Glu 


He 
















515 










520 




522 
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<400> 2094 



Ser 


His Val Cys 


Val Ser 


His 


Tyr 


Ala 


Gly 


Ser Ser 


Gly 


Cys 


Pro 


Ala 


1 




5 








10 








15 




Gly 


Ala Gly Ala 


Gly Ala 


Val 


Ala 


Leu 


Gly 


He Ser 


Ala 


Val 


Ala 


Leu 




20 








25 








30 






Tyr 


Asp Tyr Gin 


Gly Gly 


Arg 


Leu 


Gly 


Val 


Ala Arg 


Gly 


Ala 


Trp 


Tyr 




35 






40 








45 
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Met 


Glu Ala 


Pro 


Asp 


He 


Arg 


Gin 




50 










55 






<210> 2095 












<211> 147 












<212> PRT 












<213> Homo 


sapiens 








<400> 2095 










Gly 


Ala 


Pro 


His 


Thr 


Asp 


Trp 


Ala 


1 








5 








Leu 


Gly 


Ser 


Gly 


Arg 


Gly 


Arg 


Gin 








20 










Ser 


Leu 


Pro 


Leu 


Leu 


Leu 


Ala 


Gly 






35 










40 


Leu 


Phe 


Asp 


Gin 


Met 


Ala 


Arg 


Pro 




50 










55 




Leu 


Met 


Trp 


lie 


Met 


Leu 


lie 


Leu 


65 










70 






Met 


Glu 


Ala 


Leu 


Ser 


His 


Phe 


Leu 










85 








Val 


Cys 


Gly 


Ala 


lie 


Tyr 


Thr 


Gly 








100 










Lys 


Thr 


Phe 


Gin 


Glu 


He 


Ser 


Lys 






115 










120 


Arg 


Arg 


Ala 


Gin 


Gly 


Pro 


Thr 


Trp 




130 










135 




Thr 


Glu 


Leu 












145 




147 














<210> 2096 












<211> 446 












<212> PRT 












<213> Homo 


sapiens 








<400> 2096 










Ala 


Gin 


Thr 


Ala 


Arg 


Arg 


lie 


lie 


1 








5 








His 


Arg 


Leu 


Phe 


Val 


Ala 


Phe 


Ser 








20 










Ser 


Arg 


Cys 


Ala 


Arg 


His 


Gly 


Ala 






35 










40 


Gin 


Asp 


Pro 


Tyr 


Cys 


Gly 


Trp 


His 




50 










55 




Arg 


Gly 


Ser 


Gly 


Gly 


Thr 


Asp 


Val 


65 










70 






Met 


Glu 


His 


Gly 


Asp 


Cys 


Gin 


Asp 










85 








Pro 


Gly 


Asp 


Ser 


Ala 


Tyr 


Gly 


Val 








100 










Ala 


Ser 


Arg 


Ser 


Val 


Pro 


lie 


Pro 






115 










120 


Ala 


Phe 


Ala 


Leu 


Gly 


Ala 


Ser 


Val 




130 










135 




Cys 


Arg 


Arg 


Ala 


His 


Arg 


Arg 


Arg 


145 










150 






Leu 


Pro 


Arg 


Pro 


Leu 

1 


Ser 


Leu 


Arg 



165 



Gly Asp Met 
59 



Trp 


Ala 


Pro 


Thr 


Pro 


Met 


Ser Gly 




10 










15 


Gly 


Thr 


Leu 


Ala 


Ser 


Ser 


Pro Leu 


25 










30 




Val 


Thr 


Gly 


lie 


Leu 


Ala 


Thr Glu 










45 






Ala 


Ala 


Cys 


Met 


Val 


Cys 


Gly Ala 








60 








Val 


Gly 


Leu 


Gly 


Phe 


Pro 


Phe He 






75 








80 


Tyr 


Val 


Pro 


Phe 


Leu 


Gly 


Val Cys 




90 










95 


Leu 


Phe 


Leu 


Pro 


Glu 


Thr 


Lys Gly 


105 










110 




Glu 


Leu 


His 


Arg 


Leu 


Asn 


Phe Pro 










125 






Arg 


Ser 


Leu 


Glu 


Val 


He 


Gin Ser 








140 








Gly 


Leu 


Glu 


Leu 


Asp 


Thr 


Glu Gly 




10 










15 


Gly 


Cys 


He 


Val 


Tyr 


Leu 


Pro Leu 


25 










30' 




Cys 


Gin 


Arg 


Ser 


Cys 


Leu 


Ala Ser 










45 






Ser 


Ser 


Arg 


Gly 


Cys 


Val 


Asp He 








60 








Asp 


Gin 


Ala 


Gly 


Asn 


Gin 


Glu Ser 






75 








80 


Gly 


Ala 


Thr 


Gly 


Ser 


Gin 


Ser Gly 




90 










95 


Arg 


Arg 


Asp 


Leu 


Pro 


Pro 


Ala Ser 


105 










110 




Leu 


Leu 


Leu 


Ala 


Ser 


Val 


Ala Ala 










125 






Ser 


Gly 


Leu 


Leu 


Val 


Ser 


Cys Ala 








140 








Gly 


Lys 


Asp 


lie 


Glu 


Thr 


Pro Gly 






155 








160 


Ser 


Leu 


Ala 


Arg 


Leu 


His 


Gly Gly 




170 










175 
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Gly Pro 




rio Jet x <-* * to rtu 


Ser 


Lys 


Asp 


Glv 


Asp 


Ala 


Val 


Gin 


Thr 










185 










190 






Pro Gxii 


Leu 


TVrr Tiny* TVit" Ph& 
lyi Uli A lit rue 


Leu 


Pro 


Pro 


Pro 


Glu 


Glv 


Val 


Pro 


Pro 


















205 










Leu 


TSl a Orrc T.oii Dyrt 
/vXct Cyo ltCU xr JUJ 


Tnr 


Pro 


Glu 


Ser 


Thr 


Pro 


Glu 


Leu 


Pro 
















220 










Val Lys 


His 


T^aii Arcr Ala Ala 


Glv 


Asp 


Pro 


Trp 

F 


Glu 


Trp 


Asn 


Gin 


Asn 














235 










240 


ft ft P»Y*1 

rlTy ASI1 


Asn 


Ala jjys wiu v»iy 


Pro 


^ A y 




Ser 


Bra 


Glv 


Glv 


His 


Ala 












«3U 










255 




ft.1 a m w 
Ala vjiy 


uriy 


Ma "Dtti HyvT 
rxU Aid ri.u niy 


Val 


Leu 


Val 


Aro 


Pro 


Pro 


Pro 


Pro 


Glv 










£D3 










270 






Cys Pro 


vjxy 


fil n &1a Val Olii 


Val 


Tnr 


Tnr 


Leu 


Glu 


Glu 


Leu 


Leu 


Arc 




one 

27b 




z © u 










285 








Tyr Levi 


TJ-J Q 

AjLS 


vj J. y rxu J-ii r lu 




ft T~er 


Lys 


Glv 
vjiy 


Ala 


Glu 


Pro 


Pro 


Ala 


290 














300 










Pro Leu 


Tnr 


dci Hiy Ala iicu 


Pro 


Pro 


Glu 


Pro 


Ala 


Pro 


Ala 


Leu 


Leu 


305 




"sin 


















320 




Fro 


bei Fro Arg Fro 


ills 


uiu 


uys 


Ala 


Ser 


Pro 


Leu 




Leu 






325 






■5 *a n 










OO 9 




ft ot-\ Val 

ASp Vol 


Fro 


Fro vjiu vaiy Arg 


Cys 


Aid 




Ala 


Pro 


Ala 




Pro 


Ala 






340 




J43 










J3U 






Leu Ser 


ax a. 


Fro Ala Fro Arg 


Leu 


wiy 




vjiy 


nl v 


Glv 
uiy 


ft yvr 

Arg 




Leu 




355 




■a en 


















Pro Phe 


Ser 


Gly His Arg Ala 


Pro 


Pro 


Aid 


Leu 


L€U 


Xiil 


Arg 


Veil 


Pro 


3 70 














joy 










Ser Gly 


Gly 


Pro Ser Arg Tyr 


Ser 


Gly 


Gly 


Pro 


Gly 


Lys 


His 


Leu 


Leu 


385 




390 








395 










400 


Tyr Leu 


Gly 


Arg Pro Glu Gly 


Tyr 


Arg 


Gly 


Arg 


Ala 


Leu 


Lys 


Arg 


Val 






405 






410 










415 




Asp Val 


Glu 


Lys Pro Gin Leu 


Ser 


Leu 


Lys 


Pro 


Pro 


Leu 


Val 


Gly 


Pro 






420 




425 










430 






Ser Ser 


Arg 


Gin Ala Val Pro 


Asn 


Gly 


Gly 


Arg 


Phe 


Asn 


Phe 








435 




440 










445 


446 
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Asp His 


Ala 


Ser Leu 


Pro Cys 


Ser 


1 




5 






Thr Arg 


His 


Val Phe 


He Gly 


Asp 






20 






Lys Leu 


Glu 


Gin Glu 


Ash Cys 


Thr 




35 






40 


Thr Gly 


Gly 


Val Thr 


Ala Leu 


Cys 


50 






55 




Phe Ser 


Gly 


Ser Ser 


Asp His 


Ser 


65 






70 




Arg Lys 


Gly 


Thr Ala 


He Glu 


Leu 






85 






Ala Leu 


Ser 


Tyr Ala 


Gin His 


Thr 






100 






Asp Gly 


Gly 


He Val 


Val Trp 


Asn 




115 






120 


Pro Glu 


Trp 


Leu Asp 


Ser Asp 


Ser 


130 






135 




Phe Trp 


Asn 


Phe Lys 


Gin Met 


Trp 


145 






150 





Trp 


Asn 
10 


His 


Arg 


Phe 


Asp 


Val 
15 


Glu 


His 


Ser 


Gly 


Gin 


Val 


Thr 


He 


Leu 


25 










30 






Leu 


val 


Thr 


Thr 


Phe 
45 


Arg 


Gly 


His 


Trp 


Asp 


Pro 


Val 
60 


Gin 


Arg 


Val 


Leu 


Val 


He 


Met 
75 


Trp 


Asp 


He 


Gly 


Gly 
80 


Gin 


Gly 
90 


His 


Asn 


Asp 


Arg 


Val 
95 


Gin 


Arg 


Gin 


Leu 


He 


Ser 


Cys 


Gly 


Gly 


105 










110 






Met 


Asp 


Val 


Glu 


Arg 
125 


Gin 


Glu 


Thr 


Cys 


Gin 


Lys 


Cys 
140 


Asp 


Gin 


Pro 


Phe 


Asp 


Ser 


Lys 
155 


Lys 


He 


Gly 


Leu 


Arg 
160 
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Gin 


His 


His 


Cys 


Arg 
165 


Lys 


Cys 


Gly 


Lys Ala Val 
170 


Cys Gly 


Lys Cys 
175 


Ser 


Ser 


Lys 


Arg 


Ser 
180 


Ser 


He 


Pro 


Leu 


Met Gly Phe 
185 


Glu Phe 


Glu Val 
190 


Arg 


Val 


Cys 


Asp 
195 


Ser 


Cys 


His 


Glu 


Ala 
200 


He Thr Asp 


Glu Glu 
205 


Arg Ala 


Pro 


Thr 


Ala 
210 


Thr 


Phe 


His 


Asp 


Ser 
215 


Lys 


His Asn He 


Val His 
220 


Val His 


Phe 


Asp 


Ala 


Thr 


Arg 


Gly 


Trp 


Leu 


Leu 


Thr Ser Gly 


Thr Asp 


Lys Val 


lie 


225 










230 






235 






240 


Lys 


Leu 


Trp 


Asp 


Met 
245 


Thr 


Pro 


Val 


Val Ser 
250 
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<400> 2098 


















Ala 


Met 


Val 


Phe 


Gly 


Gly 


Val 


Val 


Pro Tyr Val 


Pro 


Gin 


Tyr Arg Asp 


1 








5 








10 






15 


He 


Arg 


Arg 


Thr 
20 


Gin 


Asn 


Ala 


Asp 


Gly Phe Ser 
25 


Thr 


Tyr 


Val Cys. Leu 
30 


Val 


Leu 


Leu 
35 


Val 


Ala 


Asn 


He 


Leu 
40 


Arg He Leu 


Phe 


Trp 
45 


Phe Gly Arg 


Arg 


Phe 
50 


GlU 


Ser 


Pro 


Leu 


Leu 
55 


Trp 


Gin Ser Ala 


He 
60 


Met 


He Leu Thr 


Met 


Leu 


Leu 


Met 


Leu 


Lys 


Leu 


Cys 


Thr Glu Val 


Arg 


Val 


Ala Asn Glu 


65 










70 






75 






80 


Leu 


Asn 


Ala 


Arg 


Arg 
85 


Arg 


Ser 


Phe 


Thr Ala Ala 
90 


Asp 


Ser 


Lys Asp Glu 
95 


Glu 


Val 


Lys 


Val 
100 


Ala 


Pro 


Arg 


Arg 


Ser Phe Leu 
105 


Asp 


Phe 


Asp Pro His 
110 


His 


Phe 


Trp 

115 


Gin 


Trp 


Ser 


Ser 


Phe 
120 


Ser Asp Tyr 


Val 


Gin 
125 


Cys Val Leu 


Ala 


Phe 
130 


Thr 


Gly 


Val 


Ala 


Gly 
135 


Tyr 


He Thr Tyr 


Leu 
140 


Ser 


He Asp Ser 


Ala 


Leu 


Phe 


Val 


Glu 


Thr 


Leu 


Gly 


Phe Leu Ala 


Val 


Leu 


Thr Glu Ala 


145 










150 






155 






160 


Met 


Leu 


Gly 


Val 


Pro 
165 


Gin 


Leu 


Tyr 


Arg Asn His 
170 


Arg 


His 


Gin Ser Thr 
175 


Glu 


Gly 


Met 


Ser 
180 


He 


Lys 


Met 


Val 


Leu Met Trp 
185 


Thr 


Ser 


Gly Asp Ala 
190 


Phe 


Lys 


Thr 
195 


Ala 


Tyr 


Phe 


Leu 


Leu 
200 


Lys Gly Ala 


Pro 


Leu 
205 


Gin Phe Ser 


Val 


Cys 
210 


Gly 


Leu 


Leu 


Gin 


Val 
215 


Leu 


val Asp Leu 


Ala 
220 


He 


Leu Gly Gin 


Ala 


Tyr 


Ala 


Phe 


Ala 


Arg 


His 


Pro 


Gin Lys Pro 


Ala 


Pro 


His Ala Val 


225 










230 






235 






240 


His 


Pro 


Thr 


Gly 


Thr 
245 


Lys 


Ala 


Leu 
248 
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Gly Arg 


Pro 


Asp 


Arg 


Ser Glu Leu 


1 






5 




Thr Phe 


Ala 


Glu 


Pro 


Ser Leu Gin 






20 






Ala Arg 


Leu 


Ala 


Asp 


Asp Leu Asn 




35 






40 


Pro Met 


Glu 


Leu 


Val 


Glu Lys Asn 


50 








55 


Lys Glu 


Ala 


He 


He 


Gly Val Gly 


65 








70 


Gly Asp 


Phe 


Ser 


Phe 


Asp Glu Asp 








85 




Gin Pro 


Ala 


Ser 


Gin 


Glu Ser Gin 






100 






Pro Lys 


Val 


Ser 


Glu 


Ser Pro Ser 




115 






120 


Gin Phe 


Ala 


Ser 


Val 


Ser Pro Thr 


130 








135 


Pro Thr 


Ala 


Asp 






145 




148 







Val 


Arg Met His 


He 


Leu 


Glu 


Glu 




10 






15 




Ala 


Thr Gin Met 


Lys 


Leu 


Lys 


Arg 


25 






30 






Glu 


Lys He Ala 


Gin 


Arg 


Pro 


Gly 






45 








lie 


Leu Pro Val 


Asp 


Ser 


Ser 


Val 




60 










Lys 


Glu Asp Tyr 


Pro 


His 


Thr 


Gin 




75 








80 


Ser 


Ser Asp Ala 


Leu 


Ser 


Pro 


Asp 




90 






95 




Gly 


Ser Ala Ala 


Ser 


Pro 


Ser. 


Glu 


105 






110 






Pro 


Val Thr Thr 


Asn 


Thr 


Pro Ala 






125 








Val 


Pro Glu Phe 


Leu 


Lys 


Thr 


Pro 




140 
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<400> 2100 






Leu Leu 


Thr 


Gin 


Ala 


Met Leu Val 


1 






5 




Thr Pro 


Gly 


Pro 


Arg 


Leu Gin Ala 






20 






Arg Trp 


Glu 


Leu 


Arg 


Leu Arg Asn 




35 






40 


Asn Lys 


Arg 


Arg 


Val 


Pro Gin Ala 


50 








55 


Val Lys 


Glu 


Gin 


Leu 


Glu Ala Ala 


65 








70 


Val Asp 


Leu 


Ala 


Lys 


Leu Ala Pro 








85 




Arg Asp 


Val 


Ala 


Lys 


Lys Leu Glu 






100 






Ala He 


Ala 


Glu 


Leu 


He Arg Glu 




115 






120 


Leu Asp 


Ser 


Ala 


Val 


Asp Ala Ala 


130 








135 



Leu 


Pro His Arg 


Pro 


Gin 


Trp Phe 




10 






15 


Gin 


Gly Pro Cys 


Gin 


Glu 


Gly Trp 


25 






30 




Tyr 


Val Pro Glu 


Asp 


Glu 


Asp Leu 






45 






Lys 


Pro Asp Ala 


Val 


Gin 


Glu Lys 




60 








Lys 


Pro Glu Pro 


Val 


He 


Glu Glu 




75 






80 


Arg 


Lys Pro Asp 


Trp 


Asp 


Leu Lys 




90 






95 


Lys 


Leu Leu Lys 


Arg 


Thr 


Gin Arg 


105 






110 




Arg 


Leu Lys Gly 


Gin 


Glu 


Asp Ser 






125 






Thr 


Glu His Lys 


Thr 


Cys 






140 




142 





<210> 2101 

<211> 415 

<212> PRT 

<213> Homo sapiens 



<400> 2101 
Thr Asp Gin Ala Lys Val Asp Asn 

1 5 
Ala Glu Asp Val Ser Thr Val Pro 
20 

His Pro Asp Lys Leu Lys Arg Met 
35 40 



Gin Pro Glu Lys Leu Val Arg Ser 

10 15 
Thr Gin Pro Asp Asn Pro Phe Ser 

25 30 
Ser Lys Ser Val Pro Ala Phe Leu 
45 
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Gin 


Asp 


Glu 


Ser 


Asp 


Asp 


Arg 


Glu 


Thr Asp 


Thr 


Ala 


Ser 


Glu 


Ser 


Ser 




50 










55 








60 










Tyr 


Gin 


Leu 


Ser 


Arg 


His 


Lys 


Lys 


Ser Pro 


Ser 


Ser 


Leu 


Thr 


Asn 


Leu 


65 










70 








75 










80 


Ser 


Ser 


Ser 


Ser 


Gly 


Met 


Thr 


Ser 


Leu Ser 


Ser 


Val 


Ser 


Gly 


Ser 


Val 










85 








90 










95 




Met 


Ser 


Val 


Tyr 


Ser 


Gly 


Asp 


Phe 


Gly Asn 


Leu 


Glu 


Val 


Lys 


Gly 


Asn 








100 










105 








110 






He 


Gin 


Phe 


Ala 


He 


Glu 


Tyr 


Val 


Glu Ser 


Leu 


Lys 


Glu 


Leu 


His 


Val 






115 










120 








125 








Phe 


Val 


Ala 


Gin 


Cys 


Lys 


Asp 


Leu 


Ala Ala 


Ala 


Asp 


Val 


Lys 


Lys 


Gin 




130 










135 








140 










Arg 


Ser 


Asp 


Pro 


Tyr 


Val 


Lys 


Ala 


Tyr Leu 


Leu 


Pro 


Asp 


Lys 


Gly 


Lys 


145 










150 








155 










160 


Met 


Gly 


Lys 


Lys 


Lys 


Thr 


Leu 


Val 


Val Lys 


Lys 


Thr 


Leu 


Asn 


Pro 


Val 










165 








170 










175 




Tyr 


Asn 


Glu 


He 


Leu 


Arg 


Tyr 


Lys 


He Glu 


Lys 


Gin 


He 


Leu 


Lys 


Thr 








iao 










185 








190 






Gin 


Lys 


Leu 


Asn 


Leu 


Ser 


He 


Trp 


His Arg 


Asp 


Thr 


Phe 


Lys 


Arg 


Asn 






195 










200 








205 








Ser 


Phe 


Leu 


Gly 


Glu 


Val 


Glu 


Leu 


Asp Leu 


Glu 


Thr 


Trp 


Asp 


Trp 


Asp 




210 










215 








220 










Asn 


Lys 


Gin 


Asn 


Lys 


Gin 


Leu 


Arg 


Trp Tyr 


Pro 


Leu 


Lys 


Arg 


Lys 


Thr 


225 










230 








235 










240 


Ala 


Pro 


Val 


Ala 


Leu 


Glu 


Ala 


Glu 


Asn Arg 


Gly 


Glu 


Met 


Lys 


Leu 


Ala 










245 








250 










255 




Leu 


Gin 


Tyr 


Val 


Pro 


Glu 


Pro 


Val 


Pro Gly 


Lys 


Lys 


Leu 


Pro 


Thr 


Thr 








260 










265 








270 






Gly 


Glu 


Val 


His 


He 


Trp 


Val 


Lys 


Glu Cys 


Leu 


Asp 


Leu 


Pro 


Leu 


Leu 






275 










260 








285 








Arg 


Gly 


Ser 


His 


Leu 


Asn 


Ser 


Phe 


Val Lys 


Cys 


Thr 


He 


Leu 


Pro 


Asp 




290 










2 95 








300 










Thr 


Ser 


Arg 


Lys 


Ser 


Arg 


Gin 


Lys 


Thr Arg 


Ala 


Val 


Gly 


Lys 


Thr 


Thr 


305 










310 








315 










320 


Asa 


Pro 


lie 


Phe 


Asn 


His 


Thr 


Met 


Val Tyr 


Asp 


Gly 


Phe 


Arg 


Pro 


Glu 










325 








330 










335 




Asp 


Leu 


Met 


Glu 


Ala 


Cys 


Val 


Glu 


Leu Thr 


Val 


Trp 


Asp 


His 


Tyr 


Lys 








340 










345 








350 






Leu 


Thr 


Asn 


Gin 


Phe 


Leu 


Gly 


Gly 


Leu Arg 


He 


Gly 


Phe 


Gly 


Thr 


Gly 






355 










360 








365 








Lys 


Ser 


Tyr 


Gly 


Thr 


Glu 


Val 


Asp 


Trp Met 


Asp 


ser 


Thr 


Ser 


Glu 


Glu 




370 










375 








3B0 










Val 


Ala 


Leu 


Trp 


Glu 


Lys 


Met 


Val 


Asn Ser 


Pro 


Asn 


Thr 


Trp 


lie 


Glu 


385 










390 








395 










400 


Ala 


Thr 


Leu 


Pro 


Leu 


Arg 


Met 


Leu 


Leu He 


Ala 


Lys 


He 


Ser 


Lys 












405 








410 










415 





<210> 2102 

<211> 391 

<212> PRT 

<213> Homo sapiens 



<400> 2102 

Lys Glu He Phe Ser Pro Phe Glu Leu He Ser Val Lys Pro Leu Cys 

15 10 15 

Leu Leu Leu Gly Val Thr Cys Ser Gin Ser Met Ala Phe Glu Glu Leu 

20 25 30 

Leu Ser Gin Val Gly Gly Leu Gly Arg Phe Gin Met Leu His Leu Val 

35 40 45 

Phe He Leu Pro Ser Leu Met Leu Leu He Pro His He Leu Leu Glu 
50 55 60 
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Asn 


Phe 


Ala 


Ala 


Ala 


He 


Pro 


Gly 


His 


65 










70 








Asp 


Asn 


Asn 


Thr 


Gly 


Ser 


Gly 


Asn 


Glu 










85 










Ala 


Leu 


Leu 


Arg 


He 


Ser 


He 


Pro 


Leu 








100 










105 


Lys 


Cys 


Arg 


Arg 


Phe 


Val 


His 


Pro 


Gin 






115 










120 




Gly 


Thr 


lie 


His 


Ser 


Thr 


Ser 


Glu 


Ala 




130 










135 






Gly 


Trp 


val 


Tyr 


Asp 


Gin 


Ser 


Tyr 


Phe 


145 










150 








Trp 


Asp 


Leu 


Val 


Cys 


Asp 


Tyr 


Gin 


Ser 










165 










Leu 


Leu 


Leu 


Thr 


Gly 


Met 


Leu 


Val 


Gly 








180 










185 


Ser 


Asp 


Arg 


Phe 


Gly 


Arg 


Arg 


Phe 


He 






195 










200 




Leu 


Ala 


He 


Thr 


Asp 


Thr 


Cys 


Ala 


Ala 




210 










215 






Tyr 


Cys 


Val 


Leu 


Arg 


Phe 


Leu 


Ala 


Gly 


225 










230 








Ser 


As xi 


Asn 


Ser 


Leu 


Pro 


He 


Thr 


Glu 










245 










Ala 


Leu 


Val 


Val 


He 


Leu 


Ser 


Ser 


Gly 








260 










265 


lie 


Leu 


Gly 


Gly 


Leu 


Ala 


Tyr 


Val 


Phe 






275 










280 




val 


Val 


Ala 


Ser 


Val 


Pro 


Phe 


Phe 


Val 




290 










295 






Leu 


Val 


Glu 


Ser 


Ala 


Arg 


Trp 


Leu 


He 


305 










310 








Gly 


Leu 


Lys 


Ala 


Leu 


Arg 


Lys 


Val 


Ala 










325 












OX It 


UiU 


±XiJ- 


UCU 


7\ en 


Tie 


Glu 


Val 








340 










345 


Glu 


Leu 


Asp 


Ala 


Ala 


Gin 


Thr 


Lys 


Thr 






355 










360 




Asn 


Pro 


Ser 


Met 


Arg 


Lys 


Arg 


He 


Cys 




370 










375 






Lys 


Asn 


Leu 


Lys 


Glu 


Lys 


Ala 






385 










390 


391 








<210> 2103 














<211> 490 














<212> PRT 














<213> Homo 


sapiens 










<400> 2103 












Asp 


Ser 


Phe 


Glu 


Ser 


He 


Leu 


Arg 


Leu 


1 








5 










Gly 


Glu 


Lys 


Gly 


Asp 


He 


Val 


Val 


Phe 








20 










25 


Glu 


Lys 


Val 


Cys 


Glu 


Thr 


Val 


Tyr 


Gin 






35 










40 




Leu 


Gly 


Glu 


Leu 


Val 


Val 


Val 


Pro 


Leu 




so 










55 






Leu 


Phe 


Lys 


Pro 


Leu 


Asp 


Glu 


Thr 


Glu 


65 










70 








Arg 


Arg 


Val 


Val 


Leu 


Thr 


Thr 


Ser 


Ser 



85 
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Arg 


Cys 


Trp 


Val 


His Met 


Leu 




75 








80 


Thr 


Gly He 


Leu 


Ser Glu 


Asp 


90 








95 




Asp 


Ser 


Asn 


Leu 


Arg Pro 


Glu 










110 




Trp 


Gin 


Leu 


Leu 


His Leu 


Asn 








125 






Asp 


Thr 


Glu 


Pro 


Cys Val 


Asp 






140 








Pro 


Ser 


Thr 


He 


Val Thr 


Lys 




155 








160 


Leu 


Lys 


Ser 


Val 


Val Gin 


Phe 


170 








175 




Gly 


lie 


He 


Gly 


Gly His 


Val 










190 




Leu 


Arg Trp 


Gly 


Leu Leu 


Gin 








205 






Phe 


Ala 


Pro 


Thr 


Phe Pro 


Val 






220 








Phe 


Ser 


Ser 


Met 


He He 


He 




235 








240 


Trp 


He 


Arg 


Pro 


Asn Ser 


Lys 


250 








255 




Ala 


Leu 


Asn 


He 


Gly Gin 


lie 










270 




Arg 


Asp 


Trp 


Gin 


Thr Leu 


His 








285 






Phe 


Phe 


Leu 


Leu 


Ser Arg 


Trp 






300 








He 


Thr 


Asn 


Lys 


Leu Asp 


Glu 




315 








320 


Arg 


Thr 


Asn 


Gly 


He Lys 


Asn 


330 








335 




Val 


Arg 


Ser 


Thr 


Met Gin 


Glu 










350 




Thr 


Val Trp 


Asp 


Leu Phe 


Arg 








365 






He 


Leu Val 


Phe 


Leu Arg 


Lys 






380 








He 


Phe 


Glu 


He 


His His 


Ser 


10 




i 




15 




Leu 


Ala 


Cys 


Glu 


Gin Asp 


He 










30 




Gly 


Ser 


Asn 


Leu 


Asn Pro 


Asp 








45 






Tyr 


Pro Lys 


Glu 


Lys Cys 


Ser 






60 








Lys 


Arg Cys Gin 


Val Tyr 


Gin 




75 








80 


Gly 


Glu 


Phe 


Leu 


He Trp 


Ser 


90 








95 
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Asn 


Ser 


Val 


Arg 


Phe 


Val 


He 


Asp 


Val 


Gly 


Val 


Glu 


Arg 


Arg 


Lys 


Val 








100 










105 










110 






Tyr 


Asn 


Pro 


Arg 


He 


Arg 


Ala 


Asn 


Ser 


Leu 


Val 


Met 


Gin 


Pro 


He 


Ser 






115 










120 










125 








Gin 


Ser 


Gin 


Ala 


Glu 


He 


Arg 


Lys 


Gin 


He 


Leu 


Gly 


Ser 


Ser 


Ser 


Ser 




13 0 










135 










140 










Gly 


Lys 


Phe 


Phe 


Cys 


Leu 


Tyr 


Thr 


Glu 


Glu 


Phe 


Ala 


Ser 


Lys 


Asp 


Met 


145 










150 










155 










160 


Thr 


Pro 


Leu 


Lys 


Pro 


Ala 


Glu 


Met 


Gin 


Glu 


Ala 


Asn 


Leu 


Thr 


Ser 


Met 










165 










170 










175 




Val 


Leu 


Phe 


Met 


Lys 


Arg 


He 


Asp 


He 


Ala 


Gly 


Leu 


Gly 


His 


Cys 


Asp 








180 










185 










190 






Phe 


Met 


Asn 


Arg 


Pro 


Ala 


Pro 


Glu 


Ser 


Leu 


Met 


Gin 


Ala 


I>eu 


Glu 


Asp 






195 










200 










205 








Leu 


Asp 


Tyr 


Leu 


Ala 


Ala 


Leu 


Asp 


Asn 


Asp 


Gly 


Asn 


Leu 


Ser 


Glu 


Phe 




210 










215 










220 










Gly 


lie 


He 


Met 


Ser 


Glu 


Phe 


Pro 


Leu 


Asp 


Pro 


Gin 


Leu 


Ser 


Lys 


Ser 


225 










230 




• 






235 










240 


lie 


Leu 


Ala 


Ser 


Cys 


Glu 


Phe 


Asp 


Cys 


Val 


Asp 


Glu 


Val 


Leu 


Thr 


He 










245 










250 










255 




Ala 


Ala 


Met 


Val 


Thr 


Ala 


Pro 


Asn 


Cys 


Phe 


Ser 


His 


Val 


Pro 


His 


Gly 








260 










265 










270 






Ala 


Glu 


Glu 


Ala 


Ala 


Leu 


Thr 


Cys 


Trp 


Lys 


Thr 


Phe 


Leu 


His 


Pro 


Glu 






275 










280 










285 








Gly 


Asp 


His 


Phe 


Thr 


Leu 


He 


Ser 


He 


Tyr 


Lys 


Ala 


Tyr 


Gin 


Asp 


Thr 




290 










295 










300 










Thr 


Leu 


Asn 


Ser 


Ser 


Ser 


Glu 


Tyr 


Cys 


Val 


Glu 


Lys 


Trp 


Cys 


Arg 


Asp 


305 










310 










315 










320 


Tyr 


Phe 


Leu 


Asn 


Cys 


Ser 


Ala 


Leu 


Arg 


Met 


Ala 


Asp 


Val 


He 


Arg 


Ala 










325 










330 










335 




Glu 


Leu 


Leu 


Glu 


He 


He 


Lys 


Arg 


He 


Glu 


Leu 


Pro 


Tyr 


Ala 


Glu 


Pro 








340 










345 










350 






Ala 


Phe 


Gly 


Ser 


Lys 


Glu 


Asn 


Thr 


Leu 


Asn 


He 


Lys 


Lys 


Ala 


Leu 


Leu 






355 










360 










365 








Ser 


Gly 


Tyr 


Phe 


Met 


Gin 


He 


Ala 


Arg 


Asp 


Val 


Asp 


Gly 


Ser 


Gly 


Asn 




370 










375 










380 










Tyr 


Leu 


Met 


Leu 


Thr 


His 


Lys 


Gin 


Val 


Ala 


Gin 


Leu 


His 


Pro 


Leu 


Ser 


385 










390 










395 










400 


Gly 


Tyr 


Ser 


He 


Thr 


Lys 


Lys 


Met 


Pro 


Glu 


Trp 


Val 


Leu 


Phe 


His 


Lys 










405 










410 










415 




Phe 


Ser 


He 


Ser 


Glu 


Asn 


Asn 


Tyr 


He 


Arg 


He 


Thr 


Ser 


Glu 


He 


Ser 








420 










425 










430 






Pro 


Glu 


Leu 


Phe 


Met 


Gin 


Leu 


Val 


Pro 


Gin 


Tyr 


Tyr 


Phe 


Ser 


Asn 


Leu 






435 










440 










445 








Pro 


Pro 


Ser 


Glu 


Ser 


Lys 


Asp 


He 


Leu 


Gin 


Gin 


Val 


Val 


Asp 


His 


Leu 




450 










455 










460 










Ser 


Pro 


Val 


Ser 


Thr 


Met 


Asn 


Lys 


Glu 


Gin 


Gin 


Met 


Cys 


Glu 


Thr 


Cys 


465 










470 










475 










480 


Pro 


Glu 


Thr 


Glu 


Gin 


Arg 


Cys 


Thr 


Leu 


Gin 















485 490 



<210> 2104 
<211> 131 
<212> PRT 

<213> Homo sapiens 



<400> 2104 

Tyr Tyr Ala Leu His His Trp Pro Phe Pro Asp Leu Leu Cys Gin Thr 

15 10 15 

Thr Gly Ala He Phe Gin Met Asn Met Tyr Gly Ser Cys He Phe Leu 
20 25 30 
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Met Leu 


He 


Asn Val Asp Arg 


Tyr Ala Ala 


He Val His 


Pro Leu Arg 




35 




40 


45 




Leu Arg 


His 


Leu Arg Arg Pro 


Arg Val Ala 


Arg Leu Leu 


Cys Leu Gly 


50 




55 




60 




Val Trp 


Ala 


Leu ne Leu vaJL 


rue Axa vai 


riO Aid Ala 


nZ. g VdJ. Bia 


65 




70 




75 


OA 
80 


Arg Pro 


Ser 


Arg Cys Arg Tyr 


Arg Asp Leu 


Glu Val Arg 


Leu Cys Phe 






85 


90 




95 


Glu Ser 


Phe 


Ser Asp Glu Leu 


Trp Lys Gly 


Arg Leu Leu 


Pro Leu val 






100 


105 




110 


Leu Leu 


Ala 


Glu Ala Leu Gly 


Phe Leu Leu 


Pro Leu Ala 


Ala val val 




115 




120 


125 




Tyr Ser 


Ser 










130 


131 











<210> 2105 
<211> 597 
<212> PRT 

<213> Homo sapiens 



<400> 2105 

Leu Gly Leu Gly Ser Gly Thr Leu Leu Ser Val Ser Glu Tyr Lys Lys 

1 5 10 15 

Lys Tyr Arg Glu His Val Leu Gin Leu His Ala Arg Val Lys Glu Arg 

20 . 25 30 

Asn Ala Arg Ser Val Lys lie Thr Lys Arg Phe Thr Lys Leu Leu lie 

35 40 45 

Ala Pro Glu Ser Ala Ala Pro Glu Glu Ala Leu Gly Pro Ala Glu Glu 

50 55 50 

Pro Glu Pro Gly Arg Ala Arg Arg Ser Asp Thr His Thr Phe Asn Arg 
65 70 75 "80 

Leu Phe Arg Arg Asp Glu Glu Gly Arg Arg Pro Leu Thr Val Val Leu 

85 90 95 

Gin Gly Pro Ala Gly lie Gly Lys Thr Met Ala Ala Lys Lys lie Leu 

100 105 110 

Tyr Asp Trp Ala Ala Gly Lys Leu Tyr Gin Gly Gin Val Asp Phe Ala 

115 120 125 

Phe Phe Met Pro Cys Gly Glu Leu Leu Glu Arg Pro Gly Thr Arg Ser 

130 135 140 

Leu Ala Asp Leu lie Leu Asp Gin Cys Pro Asp Arg Gly Ala Pro Val 
145 * 150 155 160 

Pro Gin Met Leu Ala Gin Pro Gin Arg Leu Leu Phe He Leu Asp Gly 

165 170 175 

Ala Asp Glu Leu Pro Ala Leu Gly Gly Pro Glu Ala Ala Pro Cys Thr 

180 185 190 

Asp Pro Phe Glu Ala Ala Ser Gly Ala Arg Val Leu Gly Gly Leu Leu 

195 200 205 

Ser Lys Ala Leu Leu Pro Thr Ala Leu Leu Leu Val Thr Thr Arg Ala 

210 215 220 

Ala Ala Pro Gly Arg Leu Gin Gly Arg Leu Cys Ser Pro Gin Cys Ala 
225 230 235 240 

Glu Val Arg Gly Phe Ser Asp Lys Asp Lys Lys Lys Tyr Phe Tyr Lys 

245 250 255 

Phe Phe Arg Asp Glu Arg Arg Ala Glu Arg Ala Tyr Arg Phe Val Lys 

260 265 270 

Glu Asn Glu Thr Leu Phe Ala Leu Cys Phe Val Pro Phe Val Cys Trp 

275 280 285 

He Val Cys Thr Val Leu Arg Gin Gin Leu Glu Leu Gly Arg Asp Leu 

290 295 300 

Ser Arg Thr Ser Lys Thr Thr Thr Ser Val Tyr Leu Leu Phe He Thr 
305 310 315 320 
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Ser Val Leu Ser Ser Ala Pro Val Ala Asp Gly Pro Arg Leu Gin Gly 

325 330 335 

Asp Leu Arg Asn Leu Cys Arg Leu Ala Arg Glu Gly Val Leu Gly Arg 

340 345 350 

Arg Ala Gin Phe Ala Glu Lys Glu Leu Glu Gin Leu Glu Leu Arg Gly 

3.55 360 365 

Ser Lys Val Gin Thr Leu Phe Leu Ser Lys Lys Glu Leu Pro Gly Val 

370 375 380 

Leu Glu Thr Glu Val Thr Tyr Gin Phe He Asp Gin Ser Phe Gin Glu 
385 390 395 400 

Phe Leu Ala Ala Leu Ser Tyr Leu Leu Glu Asp Gly Gly Val Pro Arg 

405 410 415 

Thr Ala Ala Gly Gly Val Gly Thr Leu Leu Arg Gly Asp Ala Gin Pro 

420 425 430 

His Ser His Leu Val Leu Thr Thr Arg Phe Leu Phe Gly Leu Leu Ser 

435 440 445 

Ala Glu Arg Met Arg Asp He Glu Arg His Phe Gly Cys Met Val Ser 

450 * 455 460 

Glu Arg Val Lys Gin Glu Ala Leu Arg Trp Val Gin Gly Gin Gly Gin 
465 470 475 480 

Gly Cys Pro Gly Val Ala Pro Glu Val Thr Glu Gly Ala Lys Gly Leu 

485 490 495 

Glu Asp Thr Glu Glu Pro Glu Glu Glu Glu Glu Gly Glu Glu Pro Asn 

500 505 510 

Tyr Pro Leu Glu Leu Leu Tyr Cys Leu Tyr Glu Thr Gin Glu Asp Ala 

515 520 525 

Phe Val Arg Gin Ala Leu Cys Arg Phe Pro Glu Leu Ala Leu Gin Arg 

53 0 535 540 

Val Arg Phe Cys Arg Met Asp Val Ala Val Leu Ser Tyr Cys Val Arg 
545 *"* 550 555 * 560 

Cys Cys Pro Ala Gly Gin Ala Leu Arg Leu He Ser Cys Arg Leu Val 

565 570 575 

Ala Ala Gin Glu Lys Lys Lys Lys ser Leu Gly Lys Arg Leu Gin Ala 

580 585 590 

Ser Leu Gly Gly Gly 
595 597 



<210> 2106 

<211> 141 

<212> PRT 

<213> Homo sapiens 



<400> 2106 

Ser Gly Arg Pro Thr Arg Pro Ala Lys Pro Thr Gly Gin Gly Met Gly 

1 ' * 5 10 15 

Arg Phe Met Leu Thr* Leu Val Cys Gin Gly Ser He Met Met Ser Ala 

20 25 30 

Arg Asp Leu He Met Asn Asn Leu Thr Glu Leu Gin Pro Gly Leu Phe 

35 40 45 

His His Leu Arg Phe Leu Glu Glu Leu Arg Leu Ser Gly Asn His Leu 

50 55 60 

Ser His He Pro Gly Gin Ala Phe Ser Gly Leu Tyr Ser Leu Lys He 
65 70 75 80 

Leu Met Leu His Asn Asn Gin Leu Gly Gly He Pro Ala Gin Ala Leu 

85 ' 90 95 

Trp Glu Leu Pro Ser Leu Gin Ser Leu Arg Leu Asp Ala Asn Leu He 

100 105 110 

Ser Leu Val Pro Glu Arg Ser Phe Glu Gly Leu Ser Ser Leu Arg His 

115 120 125 

Leu Trp Leu Asp Asp Asn Ala Leu Thr Glu He Pro Ser 
130 135 140 141 
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<210> 2107 

<211> 121 

<212> PRT . 

<213> Homo sapiens 



<400> 2107 



lie 


Thr 


Pro 


Leu Gly 


Leu Gly Ala 


1 






5 




Leu 


Leu 


Leu 


Leu Leu 


Leu Leu Gin 








20 




Arg 


Trp 


Cys 


Gly Ser 


Glu Glu Val 






35 




40 


Ser 


Leu 


Pro 


Leu Glu 


lie Pro Pro 




50 






55 


Trp 


Ser 


Ser 


His Lys 


Ser Leu Ala 


65 








70 


His 


Pro 


Ala 


Thr lie 


Met Val Thr 








85 




Leu 


Thr 


Met 


Leu Leu 


Arg Ser Leu 








100 




Arg 


Asp 


Cys 


Ser Ser 


Ser Cys Ser 






115 




120 



Ala Asp Met Cys Ala Phe Pro Trp 

10 15 
Glu Gly Ser Gin Arg Arg Leu Trp 

25 30 
Val Ala Val Leu Gin Glu Ser He 
45 

Asp Glu Glu Val Glu Asn lie He 
60 

Thr Val Val Pro Gly Lys Glu Gly 
75 80 
Asn Pro His Tyr Gin Gly Gin He 

90 95 
Gin Gin Pro Ser Ala Ser Trp Pro 
105 110 
Trp 
121 



<210> 2108 

<211> 104 

<212> PRT 

<213> Homo sapiens 



<400> 2108 



lie 


Gly 


He 


Ser Cys 


Pro Ala Thr 


1 






5 




Ser 


Leu 


He 


Gly. He 


Gly Glu Glu 








20 




Val 


Pro 


Ser 


Asp Pro 


Ser Tyr Glu 






35 




40 


Lys 


Arg 


Leu 


Arg Pro 


lie Val Ser 




50 






55 


Leu 


Arg 


Ala 


Val Leu 


Lys Leu Met 


65 








70 


Ala 


Ser 


Arg 


Leu Thr 


Ala Leu Arg 








85 




Val 


Glu 


Ser 


Gin Asp 


Val Lys lie 








100 


104 



He Phe Val Pro Met Phe Ser His 

10 15 
Tyr Gin Leu Pro Tyr Tyr Asn Met 

25 30 
Asp Met Arg Glu Val Val Cys Val 
45 

Asn Arg Trp Asn Ser Asp Glu Cys 
60 

Ser Glu Cys Trp Ala His Asn Pro 
75 80 
He Lys Lys Thr Leu Ala Lys Met 
90 95 



<210> 2109 
<211> 216 
<212> PRT 

<213> Homo sapiens 



<400> 2109 

Pro Gly Arg Arg Phe Arg Pro Ala Ala Leu Glu Glu Arg Ala Met Glu 

1 5 10 15 

Lys Leu Arg Glu Lys Val Pro Phe Gin Asn Arg Gly Lys Gly Thr Leu 
20 25 30 
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Ser 


Ser 


He 


He 


Pro 


Asn Asn 


Ser Asp Thr Arg Lys Ala Thr 


Glu Thr 






35 








40 45 




Thr 


Ser 


Leu 


Ser 


Ser 


Lys Pro 


Glu Tyr Val Asn Pro Asp Phe 


Arg Trp 




50 








55 


60 




Ser 


Lys 


Asp 


Pro 


Ser 


Ser Lys 


Ser Gly Asn Leu Leu Glu Thr 


Ser Glu 


65 










70 


75 


80 


Val 


Gly 


Trp 


Thr 


Ser 


Asn Pro 


Glu Glu Leu Asp Pro He Arg 


Leu Ala 








85 




90 


95 


Leu 


Leu 


Gly 


Lys 


Ser 


Gly Leu 


Ser Cys Gin Val Gly Ser Ala 


Thr Ser 








100 






105 110 




His 


Pro 


Val 


Ser 


Cys 


Gin Glu 


Pro He Asp Glu Asp Gin Arg 


He Ser 






115 








120 125 




Pro 


Lys 


Asp 


Lys 


Ser 


Thr Ala 


Gly Arg Glu Phe Ser Gly Gin 


Val Ser 




130 








135 


140 




His 


Gin 


Thr 


Thr 


Ser 


Glu Asn 


Gin Cys Thr Pro He Pro Ser 


Ser Thr 


145 










150 


155 


160 


Val 


His 


Ser 


Ser 


Val 


Ala Asp 


Met Gin Asn Met Pro Ala Ala 


Val His 










165 




170 


175 


Ala 


Leu 


Leu 


Thr 


Gin 


Pro Ser 


Leu Ser Ala Ala Pro Phe Ala 


Gin Arg 








180 






185 190 




Tyr 


Leu 


Gly 


Thr 


Leu 


Pro Ser 


Thr Gly Ser Thr Thr Leu Pro 


Gin Cys 




195 








200 205 




His 


Ala 


Gly 


Asn 


Ala 


Thr Val 


Trp 






210 








215 


216 





<210> 2110 
<211> 242 
<212> PRT 

<213> Homo sapiens 





<400> 2110 










Pro 


Leu 


Arg 


Leu 


Thr 


Leu Met 


Glu Glu Val Leu Leu Leu Gly 


Leu Lys 


1 








5 




10 


15 


Asp 


Arg 


Glu 


Gly 


Tyr 


Thr Ser 


Phe Trp Asn Asp Cys He Ser 


Ser Gly 








20 






25 30 




Leu 


Arg 


Gly 


Cys 


Met 


Leu He 


Glu Leu Pro Leu Arg Gly Arg 


Leu Gin 






35 








40 45 




Leu 


Glu 


Ala 


Cys 


Gly 


Met Arg 


Arg Lys Ser Leu Leu Thr Arg 


Lys Val 




50 








55 


60 




He 


Cys 


Lys 


Ser 


Asp 


Ala Pro 


Thr Gly Asp Val Leu Leu Asp 


Glu Ala 


65 










70 


75 


80 


Leu 


Lys 


His 


Val 


Lys 


Glu Thr 


Gin Pro Pro Glu Thr Val Gin 


Asn Trp 








85 




90 


95 


He 


Glu 


Leu 


Leu 


Ser 


Gly Glu 


Thr Trp Asn Pro Leu Lys Leu 


His Tyr 








100 






105 110 




Gin 


Leu 


Arg 


Asn 


Val 


Arg Glu 


Arg Leu Ala Lys Asn Leu Val 


Glu Lys 






115 








120 ~ 125 




Gly 


Val 


Leu 


Thr 


Thr 


Glu Lys 


Gin Asn Phe Leu Leu Phe Asp 


Met Thr 




130 








135 


140 




Thr 


His 


Pro 


Leu 


Thr 


Asn Asn 


Asn He Lys Gin Arg Leu He 


Lys Lys 


145 










150 


155 


160 


Val 


Gin 


Glu 


Ala 


Val 


Leu Asp 


Lys Trp Val Asn Asp Pro His 


Arg Met 










165 




170 


175 


Asp 


Arg 


Arg 


Leu 


Leu 


Ala Leu 


He Tyr Leu Ala His Ala Ser 


Asp Val 






180 






185 190 




Leu 


Glu 


Asn 


Ala 


Phe 


Ala Pro 


Leu Leu Asp Glu Gin Tyr Asp 


Leu Ala 






195 








200 205 




Thr 


Lys 


Arg 


Val 


Arg 


Gin Leu 


Leu Asp Leu Asp Pro Glu Val 


Glu Cys 




210 








215 


220 




Leu 


Lys 


Ala 


Asn 


Thr 


Asn Glu 


Val Leu Trp Ala Val Val Ala 


Ala Phe 


225 








230 


235 


240 
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Thr Lys 
242 



<210> 2111 

<211> 147 

<212> PRT 

<213> Homo sapiens 



<400> 2111 






lie Val 


Ser 


Phe His 


Leu Ser Gly Phe Lys Lys 


Phe Val Arg Pro Phe 


1 




5 


10 


15 


Ser Phe 


Leu 


Ser Val 


His Gly Leu Gin Val Asp 


Glu Tyr His Ser Val 






20 


25 


30 


His Gin 


Lys 


Leu Ser 


Ala Asp Met Ala Asp His 


Ser Asn Leu He Arg 




35 




40 


45 


Ser Leu 


Leu 


Val Gly 


Ala Glu Asp Ala Arg Leu 


Met Arg Asp Met Lys 


50 






55 


60 


Thr Met 


Lys 


Ser Arg 


Tyr Met Glu Leu Tyr Asp 


Leu Asn Arg Asp Leu 


65 




70 75 


80 


Leu Asn 


Gly 


Tyr Lys 


He Arg Trp Asn Asn His 


Thr Glu Leu Leu Gly 






85 


90 


95 


Asn Leu 


Lys 


Ala Val 


Asn Gin Ala lie Gin Arg 


Ala Gly Arg Leu Arg 




100 


105 


110 


Val Gly 


Lys 


Pro Lys 


Asn Gin val He Thr Ala 


Cys Arg Asp Ala He 




115 




120 


125 


Arg Ser 


Asn 


Asn He 


Asn Thr Leu Phe Lys He 


Met Arg Val Gly Thr 


130 






135 


140 


Ala Ser 


Ser 








145 


147 









<210> 2112 

<211> 894 

<212> PRT 

<213> Homo sapiens 



<400> 2112 

Lys Lys Ala He Thr Cys Gly Glu Lys Glu Lys Gin Asp Leu He Lys 

15 10 15 

Ser Leu Ala Met Leu Lys Asp Gly Phe Arg Thr Asp Arg Gly Ser His 

20 25 30 

Ser Asp Leu Trp Ser Ser Ser Ser Ser Leu Glu Ser Ser Ser Phe Pro 

35 40 45 

Leu Pro Lys Gin Tyr Leu Asp Val Ser Ser Gin Thr Asp He Ser Gly 

50 55 60 

Ser Phe Gly He Asn Ser Asn Asn Gin Leu Ala Glu Lys Val Arg Leu 
65 70 75 80 

Arg Leu Arg Tyr Glu Glu Ala Lys Arg Arg He Ala Asn Leu Lys He 

85 90 95 

Gin Leu Ala Lys Leu Asp Ser Glu Ala Trp Pro Gly Val Leu Asp Ser 

100 105 110 

Glu Arg Asp Arg Leu He Leu He Asn Glu Lys Glu Glu Leu Leu Lys 

115 120 125 

Glu Met Arg Phe He Ser Pro Arg Lys Trp Thr Gin Gly Glu Val Glu 

130 135 140 

Gin Leu Glu Met Ala Arg Lys Arg Leu Glu Lys Asp Leu Gin Ala Ala 
145 150 155 160 

Arg Asp Thr Gin Ser Lys Ala Leu Thr Glu Arg Leu Lys Leu Asn Ser 
165 170 175 
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Lys 


Arg 


Asn 


Gin 
180 


Leu 


Val 


Arg 


Glu 


Leu 
165 


Glu 


Glu 


Ala 


Thr 


Arg 
190 


Gin 


Val 


Ala 


Thr 


Leu 
195 


His 


Ser 


Gin 


Leu 


Lys 
200 


Ser 


Leu 


Ser 


Ser 


Ser 
205 


Met 


Gin 


Ser 


Leu 


Ser 
210 


Ser 


Gly 


Ser 


Ser 


Pro 
215 


Gly 


Ser 


Leu 


Thr 


Ser 
220 


Ser 


Arg 


Gly 


Ser 


Leu 


Val 


Ala 


Ser 


Ser 


Leu 


Asp 


Ser 


Ser 


Thr 


Ser 


Ala 


Ser 


Phe 


Thr 


Asp 


225 










230 










235 










240 


Leu 


Tyr 


Tyr 


Asp 


Pro 
245 


Phe 


Glu 


Gin 


Leu 


Asp 
250 


Ser 


Glu 


Leu 


Gin 


Ser 
255 


Lys 


Val 


Glu 


Phe 


Leu 
260 


Leu 


Leu 


Glu 


Gly 


Ala 
265 


Thr 


Gly 


Phe 


Arg 


Pro 
270 


Ser 


Gly 


Cys 


lie 


Thr 
275 


Thr 


lie 


His 


Glu 


Asp 
280 


Glu 


Val 


Ala 


Lys 


Thr 
285 


Gin 


Lys 


Ala 


Glu 


Gly 
290 


Gly 


Gly 


Arg 


Leu 


Gin 
295 


Ala 


Leu 


Arg 


Ser 


Leu 
300 


Ser 


Gly 


Thr 


Pro 


Lys 


Ser 


Met 


Thr 


Ser 


Leu 


Ser 


Pro 


Arg 


Ser 


Ser 


Leu 


Ser 


Ser 


Pro 


Ser 


305 










310 










315 










320 


Pro 


Pro 


Cys 


Ser 


Pro 
325 


Leu 


Met 


Ala 


Asp 


Pro 
330 


Leu 


Leu 


Ala 


Gly 


Asp 
335 


Ala 


Phe 


Leu 


Asn 


Ser 
340 


Leu 


Glu 


Phe 


Glu 


Asp 
345 


Pro 


Glu 


Leu 


Ser 


Ala 
350 


Thr 


Leu 


Cys 


Glu 


Leu 
355 


Ser 


Leu 


Gly 


Asn 


Ser 
360 


Ala 


Gin 


Glu 


Arg 


Tyr 
365 


Arg 


Leu 


Glu 


Glu 


Pro 
370 


Gly 


Thr 


Glu 


Gly 


Lys 
375 


Gin 


Leu 


Gly 


Gin 


Ala 
380 


val 


Asn 


Thr 


Ala 


Gin 


Gly 


Cys 


Gly 


Leu 


Lys 


Val 


Ala 


Cys 


Val 


Ser 


Ala 


Ala 


Val 


Ser 


ASp 


385 










3 90 










395 










400 


Glu 


Ser 


Val 


Ala 


Gly 
405 


Asp 


Ser 


Gly 


Val 


Tyr 
410 


Glu 


Ala 


Ser 


Val 


Gin 
415 


Arg 


Leu 


Gly 


Ala 


Ser 
420 


Glu 


Ala 


Ala 


Ala 


Phe 
425 


Asp 


Ser 


Asp 


Glu 


Ser 
430 


GlU 


Ala 


Val 


Gly 


Ala 
435 


Thr 


Arg 


He 


Gin 


He 
440 


Ala 


Leu 


Lys 


Tyr 


ASp 
445 


Glu 


Lys 


Asn 


Lys 


Gin 
450 


Phe 


Ala 


He 


Leu 


He 
455 


He 


Gin 


Leu 


Ser 


Asn 
460 


Leu 


Ser 


Ala 


Leu 


Leu 


Gin 


Gin 


Gin 


Asp 


Gin 


Lys 


Val 


Asn 


He 


Arg 


Val 


Ala 


Val 


Leu 


Pro 


465 










470 










475 










4B0 


Cys 


Ser 


Glu 


Ser 


Thr 
485 


Thr 


Cys 


Leu 


Phe 


Arg 
490 


Thr 


Arg 


Pro 


Leu 


Asp 
495 


Ala 


Ser 


Asp 


Thr 


Leu 
500 


Val 


Phe 


Asn 


Glu 


Val 
505 


Phe 


Trp 


Val 


Ser 


Met 
510 


Ser 


Tyr 


Pro 


Ala 


Leu 
515 


His 


Gin 


Lys 


Thr 


Leu 
520 


Arg 


Val 


ASp 


Val 


Cys 
525 


Thr 


Thr 


Asp 


Arg 


Ser 
530 


His 


Leu 


Glu 


Glu 


Cys 
535 


Leu 


Gly 


Gly 


Ala 


Gin 
540 


He 


Ser 


Leu 


Ala 


Glu 


Val 


Cys 


Arg 


Ser 


Gly 


Glu 


Arg 


Ser 


Thr 


Arg 


Trp 


Tyr 


Asn 


Leu 


Leu 


545 










550 










555 










560 


Ser 


Tyr 


Lys 


Tyr 


Leu 
565 


Lys 


Lys 


Gin 


Ser 


Arg 
570 


Glu 


Leu 


Lys 


Pro 


Val 
575 


Gly 


Val 


Met 


Ala 


Pro 
580 


Ala 


Ser 


Gly 


Pro 


Ala 

585 


Ser 


Thr 


Asp 


Ala 


Val 
590 


Ser 


Ala 


Leu 


Leu 


Glu 
595 


Gin 


Thr 


Ala 


Val 


Glu 
600 


Leu 


Glu 


Lys 


Arg 


Gin 
605 


Glu 


Gly 


Arg 


Ser 


Ser 
610 


Thr 


Gin 


Thr 


Leu 


Glu 
615 


Asp 


Ser 


Trp 


Arg 


Tyr 
620 


Glu 


GlU 


Thr 


Ser 


Glu 


Asn 


Glu 


Ala 


Val 


Ala 


Glu 


Glu 


Glu 


Glu 


Glu 


Glu 


Val 


Glu 


Glu 


Glu 


625 










630 










635 










640 


Glu 


Gly 


Glu 


Glu 


Asp 
645 


Val 


Phe 


Thr 


Glu 


Lys 
650 


Ala 


Ser 


Pro 


Asp 


Met 
6S5 


Asp 


Gly 


Tyr 


Pro 


Ala 
660 


Leu 


Lys 


Val 


Asp 


Lys 
665 


Glu 


Thr 


Asn 


Thr 


GlU 
670 


Thr 


Pro 


Ala 


Pro 


Ser 
675 


Pro 


Thr 


Val 


Val 


Arg 
680 


Pro 


Lys 


Asp 


Arg 


Arg 
665 


Val 


Gly 


Thr 
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Pro 


Ser 


Gin 


Gly Pro 


Phe 


Leu 


Arg 


Gly 




690 










695 






Thr 


Phe 


Ser 


Pro Gly 


Pro 


Gin 


Ser 


Gin 


705 










710 








Ser 


Asp 


Ser 


Asp Ser 


Ser 


Thr 


Leu 


Ser 










725 










Asn 


Ser 


Leu 


Glu Arg 


Arg 


Ser 


val 


Arg 








740 










745 


Pro 


Gin 


Pro 


Ser 


Ser 


Val 


Lys 


Ser 


Leu 






755 










760 




Thr 


Ser 


Leu 


Asp Leu 


Glu 


Leu 


Asp 


Leu 




770 










775 






Ser 


Gin 


Leu 


Thr 


Gin 


Glu 


He 


Ser 


Val 


785 










790 








Leu 


Glu 


Gin 


Ala Lys 


Ser 


His 


Gly 


Glu 










805 










Arg 


Glu 


Asp 


Glu Arg 


Phe 


Arg 


Leu 


Leu 








820 










825 


Met 


Asp 


Arg 


Ala 


Glu 


TT J _ 

HIS 


Mec 


Gly 


G1U 






835 










840 




Arg 


Ala 


Ala 


Ala 


Lys 


Asp 


Val 


His 


Arg 




850 










855 






Glu 


Pro 


Pro 


Glu 


Val 


Gin 


Ser 


Phe 


Arg 


865 










870 








Arg 


Pro 


Arg 


Met 


Asn 


He 


Pro 


Ala 


Leu 










685 












<210> 2113 














<211> 518 














<212> PRT 














<213> Homo sapiens 










<400> 2113 












Pro 


His 


Pro 


lie 


Arg 


Phe 


Ser 


Lys 


Leu 


1 








5 










Glu 


Tyr 


Asn 


Gin 


Phe 


Cys 


Val 


He 


Glu 








20 










25 


Val 


Leu 


Glu 


Asn 


Leu 


Thr 


Gin 


Gly 


Lys 






35 










40 




Thr 


Arg 


Lys 


Leu 


Leu 


Phe 


Lys 


Phe 


Val 




50 










55 






Lys 


Lys 


-lie 


Glu 


lie 


Thr 


Ser 


Val 


Asp 


65 










70 








Gly 


Arg 


Cys 


Val 


Val 


Leu 


Asn 


Trp 


Gin 










85 










Ser 


Ser 


Gin 


Glu 


Ala 


Leu 


Gin 


Ala 


Ala 








100 










105 


Lys 


Leu 


Pro 


Asp 


Asn 


Glu 


Val 


His 


Trp 






115 










120 




Ser 


Thr 


Met 


He 


lie 


Ser 


Arg 


Val 


Pro 




130 










135 






His 


Glu 


Pro 


Pro 


Ala 


Leu 


Thr 


Asn 


Glu 


145 










150 








Val 


Gin 


Ser 


His 


Glu 


Lys 


Thr 


Gin 


He 










165 










Gly 


Leu 


Lys 


Pro 


Gly 


Gin 


Asp 


Ala 


Asn 








180 










185 


Thr 


Leu 


His 


Gly 


Thr 


Glu 


Leu 


Cys 


Asp 






195 










200 




Thr 


Asp 


lie 


Pro 


Val 


Gly 


Asp 


Leu 


His 




210 










215 
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Ser 


Thr 


He 


lie 


Arg 


Ser 


Lys 






700 










Tyr 


Val 


Cys 


Arg 


Leu 


Asn 


Arg 




715 










720 


Lys 


Lys 


Pro 


Pro 


Phe 


Val 


Arg 


730 










735 




Met 


Lys 


Arg 


Pro 


Ser 


Pro 


Pro 










750 






Arg 


Ser 


Glu 


Arg 


Leu 


He 


Arg 








765 








Gin 


Ala 


Thr 


Arg 


Thr 


Trp 


His 






780 










Leu 


Lys 


Glu 


Leu 


Lys 


Glu 


Gin 




795 










800 


Lys 


Glu 


Leu 


Pro 


Gin 


Trp 


Leu 


810 










815 




Leu 


Arg 


Met 


Leu 


Glu 


Lys 


Arg 










830 






Leu 


Gin 


Thr 


Asp 


Lys 


Met 


Met 








845 








Leu 


Arg 


Gly 


Gin 


Ser 


Cys 


Lys 






860 










Glu 


Lys 


Met 


Ala 


Phe 


Phe 


Thr 




875 










880 


Ser 


Ala 


Asp 


Asp 


Val 






890 








894 






Cys 


Val 


Ser 


Phe 


Asn 


Asn 


Gin 


10 










15 




Glu 


Ala 


Ser 


Lys 


Ala 


Asn 


Glu 










30 






Met 


Cys 


Leu 


Val 


Pro 


Gly 


Lys 








45 








Ala 


Lys 


Thr 


Glu 


Asp 


Val 


Gly 






60 










Leu 


Ala 


Leu 


Gly 


Asn 


Glu 


Thr 




75 










80 


Gly 


Gly 


Gly 


Gly 


Asp 


Ala 


Ala 


90 










95 




Arg 


Ser 


Phe 


Lys 


Arg 


Arg 


Pro 










110 






Gly 


Ser 


He 


He 


He 


Gin 


Ala 








125 








Asn 


He 


Ser 


Val 


His 


Leu 


Leu 






140 










Met 


Tyr 


Cys 


Leu 


Val 


Val 


Thr 




155 










160 


Arg 


Asp 


Val 


Lys 


Leu 


Thr 


Ala 


170 










175 




Leu 


Thr 


Gin 


Lys 


Thr 


His 


Val 










190 






Glu 


Ser 


Tyr 


Pro 


Ala 


Leu 


Leu 








205 








Pro 


Gly 


Glu 


Gin 


Leu 


Glu 


Lys 



220 
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Met 


Leu 


Tyr 


Val 


Arg 


Cys 


Gly 


Thr 


Val 


225 










230 








Tyr 


Val 


Ser 


Tyr 


Leu 


lie 


Asn 


Thr 


Thr 










245 










cys 


Lys 


Cys 


His 


Lys 


Asp 


Glu 


Thr 


Val 








260 










265 


Phe 


Asp 


Val 


Ala 


Val 


Lys 


Phe 


Val 


Ser 






275 










280 




Arg 


Val 


Tyr 


Ala 


Asp 


lie 


Pro 


Phe 


Leu 




290 










295 






Ala 


Ser 


Pro 


Trp 


Ala 


Leu 


Thr 


He 


Val 


305 










310 








Pro 


Ser 


Met 


Thr 


Thr 


Val 


Asp 


Gin 


Leu 










325 










lie 


Leu 


Gin 


Thr 


Gly 


Glu 


Ser 


Ala 


Ser 








340 










345 


Pro 


Ser 


Leu 


Gly 


Asn 


lie 


Glu 


Gly 


Gly 






355 










360 




lie 


Ser 


Trp 


Lys 


Arg 


Thr 


Ser 


Ala 


Met 




370 










375 






Hit 


Val 


lie 


Thr 


Leu 


Pro 


His 


Val 


He 


385 










350 








Val 


Asn 


Ala 


Asp 


Leu 


Pro 


Ser 


Phe 


Gly 










405 










Val 


Lys 


Tyr 


His 


Leu 


Gin 


Asn 


Lys 


Thr 








420 










425 


lie 


Ser 


Val 


Glu 


Pro 


Ser 


Asp 


Ala 


Phe 






435 










440 




lie 


Arg 


Leu 


Arg 


He 


Leu 


Pro 


Gly 


Thr 




450 










455 






Phe 


Tyr 


Pro 


Leu 


Met 


Ala 


Gly 


Tyr 


Gin 


465 










470 








Asn 


Leu 


Leu 


Arg 


Phe 


Pro 


Asn 


Phe 


Thr 










485 










lie 


Pro 


Thr 


Ser 


He 


Phe 


Val 


Lys 


Pro 








500 










505 


Thr 


Ser 


lie 


Ala 


Ala 


Ala 












515 






518 










<210> 2114 














<211> 474 














<212> PRT 














<213> Homo 


sapiens 










<400> 2114 












Ala 


Ala 


Ala 


Asp 


Leu 


Ala 


Asn 


Ser 


Asn 


1 








5 










Lys 


Ala 


Gly 


Pro 


Arg 


Ser 


Pro 


Pro 


Ser 








20 
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Phe Asp Thr He Gin Asp Glu Lys Asn Glu Arg Lys Asp Pro Arg Glu 
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Pro Lys Gin Glu Asp Pro Arg Val Glu Val Thr Gin Phe 
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Arg Ser Phe Val Leu Asp Thr Ala Ser Ala He Cys Asn Tyr Asn Ala 

15 10 15 

His Tyr Lys Asn His Pro Lys Tyr Trp Cys Arg Gly Tyr Phe Arg Asp 
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Tyr Cys Asn He He Ala Phe Ser Pro Asn Ser Thr Asn His Val Ala 

35 40 45 

Leu Arg Asp Thr Gly Asn Gin Leu He Val Thr Met Ser Cys Leu Thr 

50 55 60 

Lys Glu Asp Thr Gly Trp Tyr Trp Cys Gly He Gin Arg Asp Phe Ala 
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Arg Asp Asp Met Asp Phe Thr Glu Leu He Val Thr Asp Asp Lys Gly 

85 90 95 

Thr Leu Ala Asn Asp Phe Trp Ser Gly Lys Asp Leu Ser Gly Asn Lys 
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Thr Arg Ser Cys Lys Ala Pro Lys Val Val Arg Lys Ala Asp Arg Ser 
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Arg Thr Ser He Leu He He Cys He Leu He Thr Gly Leu Gly He 
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He Ser Val He Ser His Leu Thr Lys Arg Arg Arg Ser Gin Arg Asn 
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Ser Thr Gly Cys He Leu Leu Gly Gly Leu Phe He Tyr Asp Val Phe 

100 105 110 

Trp Val Phe Gly Thr Asn Val Met Val Thr Val Ala Lys Ser Phe Glu 
115 °* 120 125 
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Ala 


Pro 
130 


He 


Lys 


Leu 


Val 


Phe 
135 


Pro 


Gin 


Asp 


Leu 


Leu 
140 


Glu 


Lys 


Gly 


Leu 


Glu 


Ala 


Asn 


Asn 


Phe 


Ala 


Met 


Leu 


Gly 


Leu 


Gly 


Asp 


Val 


Val 


He 


Pro 


145 










150 










155 










160 


Gly 


He 


Phe 


He 


Ala 
165 


Leu 


Leu 


Leu 


Arg 


Phe 
170 


Asp 


He 


Ser 


Leu 


Lys 
175 


Lys 


Asn 


Thr 


His 


Thr 
180 


Tyr 


Phe 


Tyr 


Thr 


Ser 
185 


Phe 


Ala 


Ala 


Tyr 


He 
190 


Phe 


Gly 


Leu 


Gly 


Leu 
195 


Thr 


He 


Phe 


He 


Met 
200 


His 


He 


Phe 


Lys 


His 
205 


Ala 


Gin 


Pro 


Ala 


Leu 
210 


Leu 


Tyr 


Leu 


Val 


Pro 
215 


Ala 


Cys 


He 


Gly 


Phe 
220 


Pro 


Val 


Leu 


Val 


Ala 


Leu 


Ala 


Lys 


Gly 


Glu 


Val 


Thr 


Glu 


Met 


Phe 


Ser 


Tyr 


Glu 


Glu 


Ser 


225 










230 










235 










240 


Asn 


Pro 


Lys 


Asp 


Pro 
245 


Ala 


Ala 


Val 


Thr 


Glu 
250 


Ser 


Lys 


Glu 


Gly 


Thr 
255 


Glu 


Ala 


Ser 


Ala 


Ser 
260 


Lys 


Gly 


Leu 


Glu 


Lys 
265 


Lys 


Glu 


Lys 
268 











<210> 2123 

<211> 362 

<212> PRT 

*213> Homo sapiens 



<400> 2123 



Cys 


Gin 


Pro 


Met 


Leu 


Val 


Thr 


Arg 


Lys 


Asn 


His 


Pro 


Lys 


Leu 


Leu 


Leu 


1 








5 










10 










15 




Arg 


Arg 


Thr 


Glu 


Ser 


Val 


Ala 


Glu 


Lys 


Met 


Leu 


Thr 


Asn 


Trp 


Phe 


Thr 








20 










25 










30 






Phe 


Leu 


Leu 


Tyr 


Lys 


Phe 


Leu 


Lys 


Glu 


Ser 


Ala 


Gly 


Glu 


Pro 


Leu 


Phe 






35 










40 










45 








Met 


Leu 


Tyr 


Cys 


Ala 


He 


Lys 


His 


Gin 


Met 


Glu 


Lys 


Gly 


Pro 


He 


Asp 




50 










55 










60 










Ala 


He 


Thr 


Gly 


Glu 


Ala 


Arg 


Tyr 


Ser 


Leu 


Ser 


Glu 


Asp 


Lys 


Leu 


He 


65 










70 










75 










80 


Arg 


His 


Leu 


He 


Asp 


Tyr 


Lys 


Thr 


Leu 


Thr 


Leu 


Asn 


Cys 


Val 


Asn 


Pro 










85 










90 










95 




Glu 


Asn 


Glu 


Asn 


Ala 


Pro 


Glu 


Val 


Pro 


Val 


Lys 


Gly 


Leu 


Asp 


Cys 


Asp 








100 










105 










110 






Thr 


Gly 


Thr 


Gin 


Ala 


Lys 


Glu 


Lys 


Leu 


Leu 


Asp 


Ala 


Ala 


Tyr 


Lys 


Gly 






115 










120 










125 








Val 


Pro 


Tyr 


Ser 


Gin 


Arg 


Pro 


Lys 


Ala 


Ala 


Asp 


Met 


Asp 


Leu 


Glu 


Trp 




130 










135 










140 










Arg 


Gin 


Gly 


Arg 


Met 


Ala 


Arg 


He 


He 


Leu 


Gin 


Asp 


Glu 


Asp 


Val 


Thr 


145 










150 










155 










160 


Thr 


Lys 


He 


Asp 


Asn 


Asp 


Trp 


Lys 


Arg 


Leu 


Asn 


Thr 


Leu 


Ala 


His 


Tyr 










165 










170 










175 




Gin 


Val 


Thr 


Asp 


Gly 


Ser 


Ser 


Val 


Ala 


Leu 


Val 


Pro 


Lys 


Gin 


Thr 


Ser 








180 










185 










190 






Ala 


Tyr 


Asn 


He 


Ser 


Asn 


Ser 


Ser 


Thr 


Phe 


Thr 


Lys 


Ser 


Leu 


Ser 


Arg 






195 










200 










205 








Tyr 


Glu 


Ser 


Met 


Leu 


Arg 


Thr 


Ala 


Ser 


Ser 


Pro 


Asp 


Ser 


Leu 


Arg 


Ser 




210 










215 










220 










Arg 


Thr 


Pro 


Met 


He 


Thr 


Pro 


Asp 


Leu 


Glu 


Ser 


Gly 


Thr 


Lys 


Leu 


Trp 


225 










230 










235 










240 


His 


Leu 


Val 


Lys 


Asn 


His 


Asp 


His 


Leu 


Asp 


Gin 


Arg 


Glu 


Gly 


Asp 


Arg 










245 










250 










255 




Gly 


Ser 


Lys 


Met 


Val 


Ser 


Glu 


He 


Tyr 


Leu 


Thr 


Arg 


Leu 


Leu 


Ala 


Thr 








260 










265 










270 






Lys 


Gly 


Thr 


Leu 


Gin 


Lys 


Phe 


Val 


Asp 


Asp 


Leu 


Phe 


Glu 


Thr 


He 


Phe 






275 










280 










285 
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Ser 


Thr Ala 
290 


His 


Arg Gly 


Ser 
295 


Ala 


Leu 


Pro 


Leu Ala 
300 


lie 


Lys 


Tyr 


Met 


Phe 


Asp Phe 


Leu 


Asp Glu 


Gin 


Ala 


Asp 


Lys 


His Gin 


He 


His 


Asp 


Ala 


305 






310 










315 








320 


Asp 


Val Arg 


His 


Thr Trp 
325 


Lys 


Ser 


Asn 


Cys 
330 


Leu Pro 


Leu 


Arg 


Phe 
335 


Trp 


Val 


Asn Val 


He 
340 


Lys Asn 


Pro 


Gin 


Phe 
345 


Val 


Phe Asp 


lie 


His 
350 


Lys 


Asn 


Ser 


lie Thr 
355 


Asp 


Ala Cys 


Leu 


Ser 
360 


Val 


Val 
362 













<210>2124 
<211> 245 
<212> PRT 

<213> Homo sapiens 



<400> 2124 



Lys 


Thr 


Aid 


val 


Lys 


Lys 


Arg 


Asn 


Leu 


Asn 


jt£\j VaJL 




Asn 




Thr 


i 
j. 








c 


















15 




Leu 


Aro 


Tvr 


Ser 


Val 


Pro 


Gin 


Ala 

Aid 


Glu 


Leu 


Gin Glv 




Val 
veil 




Car 
OCI 








20 










25 








30 






Leu 


Ser 


Val 


Trp 


His 


Arg 


Glu 


Ser 


Leu 


Gly 


Arg Asn 


lie 


Phe 


Leu 


Gly 






35 










40 








45 








Glu 


Val 


Glu 


Val 


Pro 


Leu 


Asp 


Thr 


Trp 


Asp 


Trp Gly 


Ser 


Glu 


Pro 


Thr 




50 










55 








50 










Trp 


Leu 


Pro 


Leu 


Gin 


Pro 


Arg 


Val 


Pro 


Pro 


Ser Pro 


Asp 


Asp 


Leu 


Pro 


65 










70 










75 








80 


Ser 


Arg 


Gly 


Leu 


Leu 


Ala 


Leu 


Ser 


Leu 


Lys 


Tyr Val 


Pro 


Ala 


Gly 


Ser 










85 










90 








95 




Glu 


Gly 


Ala 


Gly 


Leu 


Pro 


Pro 


Ser 


Gly 


Glu 


Leu His 


Phe 


Trp 


Val 


Lys 








100 










105 








110 






Glu 


Ala 


Arg 


Asp 


Leu 


Leu 


Pro 


Leu 


Arg 


Ala 


Gly Ser 


Leu 


Asp 


Thr 


Tyr 






115 










120 








125 








Val 


Gin 


Cys 


Phe 


Val 


Leu 


Pro 


Asp 


Asp 


Ser 


Arg Ala 


Ser 


Arg 


Gin 


Arg 




130 










135 








140 










Thr 


Arg 


Val 


Val 


Arg 


Arg 


Ser 


Leu 


Ser 


Pro 


Val Phe 


Asn 


His 


Thr 


Met 


145 










150 










155 








ISO 


Val 


Tyr 


Asp 


Gly 


Phe 


Gly 


Pro 


Ala 


Asp 


Leu 


Arg Gin 


Ala 


Cys 


Ala 


Glu 










165 










170 








175 




Leu 


Ser 


Leu 


Trp 


Asp 


His 


Gly 


Ala 


Leu 


Ala 


Asn Arg 


Gin 


Leu 


Gly 


Gly 








180 










185 








190 






Thr 


Arg 


Leu 


Ser 


Leu 


Gly 


Thr 


Gly 


Ser 


Ser 


Tyr Gly 


Leu 


Gin 


Val 


Pro 






195 










200 








2 05 








Trp 


Met 


Asp 


Ser 


Thr 


Pro 


Glu 


Glu 


Lys 


Gin 


Leu Trp 


Gin 


Ala 


Leu 


Leu 




210 










215 








220 










Glu 


Gin 


Pro 


Cys 


Glu 


Trp 


Val 


Asp 


Gly 


Leu 


Leu Pro 


Leu 


Arg 


Thr 


Asn 


225 










230 










235 








240 


Leu 


Ala 


Pro 


Arg 


Thr 























245 



<210> 2125 

<211> 131 

<212> PRT 

<213> Homo sapiens 

<221> misc_f eature 
<222> (1) . . . (129) 

<223> Xaa a any amino acid or nothing 
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<400> 2125 




Ala Arg 


Gly 


He Gly 


Ser Leu Gly 


1 




5 




Gly Thr 


Gly 


Met Ala 


Gly Ala Trp 






20 




Arg Ser 


Lys 


Asp Phe 


Arg Asp Tyr 




35 




40 


Pro Val 


Ala 


Asn Trp 


Gly Leu Pro 


50 






55 


Lys Ser 


Pro 


Glu He 


He Ser Arg 


65 






70 


Tyr Ser 


Leu 


Thr Phe 


Val Arg Phe 






85 




Trp Leu 


Met 


Leu Gly 


Cys His Thr 






100 




Ser Ser 


Met 


Pro Cys 


He Ser His 




115 




120 



Leu 
129 



Arg Asp His Ser Gly Ser Gly Gly 

10 15 
Val Arg Lys Ala Ala Asp Tyr Val 

25 30 
Leu Met Ser Thr His Phe Trp Gly 
45 

He Ala Ala He Thr Asp Met Lys 
50 

Arg Met Thr Phe Ala Leu Xaa Cys 
75 80 
Ala His Tyr Val Gin Pro Trp Asn 

90 95 
Ala Val Asp Phe Asp Gin Leu He 
105 HO 
Gly Met Thr Ala Ser Ala Ser Ala 
125 



<210> 2126 

<211> 276 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) .7.(275) 

<223> Xaa - any amino acid or nothing 



<400> 2126 

Phe Arg Gly Tyr Trp Gly Val Arg Glu Ala Phe Thr Asp Ala Ser Trp 

15 10 15 

Ser Gly Gly Leu Gly Pro Gly Lys Pro Gly Met Lys lie Thr Arg Gin 

20 25 30 

Lys His Ala Lys Lys His Leu Gly Phe Phe Arg Asn Asn Phe Gly Val 

35 40 45 

Arg Glu Pro Tyr Gin He Leu Leu Asp Gly Thr Phe Cys Gin Ala Ala 

50 55 50 

Leu Arg Gly Arg He Gin Leu Arg Glu Gin Leu Pro Arg Tyr Leu Met 
65 70 75 80 

Gly Glu Thr Gin Leu Cys Thr Thr Arg Cys Val Leu Lys Glu Leu Glu 

85 90 95 

Thr Leu Gly Lys Asp Leu Tyr Gly Ala Lys Leu He Ala Gin Lys Cys 

100 105 HO 

Gin Val Arg Asn Cys Pro His Phe Lys Asn Ala Val Ser Gly Ser Glu 

115 120 125 

Cys Leu Leu Ser Met Val Glu Glu Gly Asn Pro His His Tyr Phe Val 

130 135 140 

Ala Thr Gin Asp Gin Asn Leu Ser Val Lys Val Lys Lys Lys Pro Gly 
145 150 155 160 

Val Pro Leu Met Phe He He Gin Asn Thr Met Val Leu Asp Lys Pro 
165 170 175 

* ser Pro Lys Thr He Ala Phe Val Lys Ala Val Glu Ser Gly Arg Leu 
180 185 190 

Ser Gin Cys Met tag Lys Lys Val Ser Asn He Ser Lys Arg Asn Arg 

195 200 205 

Val Xaa Xaa Lys Thr Leu Asn Arg Gly Arg Arg Lys Lys Arg Lys Lys 

210 215 220 

He Ser Gly Pro Asn Pro Leu Ser Cys Leu Lys Lys Lys Lys Lys Ala 
225 230 235 240 
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Pro Asp Thr Gin Ser Ser Ala Ser Glu Lys Lys Arg Lys Arg Lys Arg 

245 250 255 

lie Arg Asn Arg Ser Asn Pro Lys Val Leu Ser Glu Lys Gin Asn Ala 
260 265 270 

Glu Gly Glu 
275 



<210> 2127 

<211> 123 

<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 

<222> (1) .7.(122) 

<223> Xaa = any amino acid or nothing 



<400> 2127 



Tyr Tyr 


Gin 


lie 


Ser 


Ser 


Leu 


Pro Ser 


He 


Val Gly Asn Gly He Phe 


1 






5 








10 


15 


Leu Trp 


Leu 


Leu 


He 


Cys 


He 


Phe Leu 


Ala 


Lys Gin Gly Gly Ser Arg 






20 








25 




30 


Leu Xaa 


Phe 


Gin 


Pro 


Phe 


Gly 


Arg Pro 


Arg 


Gly Gly Gly His Leu Arg 




35 










40 




45 


Ser Gly 


Val 


Leu 


Gly 


Gin 


Pro 


Gly Gin 


His 


Gly Glu Thr Pro Ser Phe 


50 










55 






60 


Phe Tyr 


Asn 


Ser 


Lys 


He 


Ser 


Pro Ala 


Leu 


Trp Gly Pro Pro Val He 


65 








70 








75 80 


Pro Ser 


Ala 


Leu 


Gly 


Gly 


Glu 


Ala Gly 


Lys 


Ser Leu Xaa Pro Arg Arg 








85 








90 


95 


Gin Arg 


Phe 


Gin 


Arg 


Gly 


Gly 


He Ala 


Pro 


Leu Pro Ser Arg Val Arg 






100 








105 




110 


Gly Arg 


Ala 


Lys 


Leu 


Phe 


Leu 


Lys Lys 


Lys 






115 










120 


122 





<210> 2128 
<211> 169 
<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1) . . . (162) 

<223> Xaa = any amino acid or nothing 



<400> 2128 



Ala 


Ser 


Phe 


Phe 


His 


His 


His 


Arg Gly 


Ala 


Phe Leu Leu Leu Leu Ala 


1 








5 








10 


15 


He 


Pro 


Gly 


Ser 


Xaa 


Gly 


Gin 


Asp Gin 


Ser 


Leu He His Trp Ser Asn 








20 








25 




30 


Ala 


Val 


Ser 


Asn 


Ala 


Asp 


Leu 


Leu Asp 


Leu 


Lys Asn Xaa Leu Asp His 






35 










40 




45 


Leu 


Glu 


Glu 


Lys 


Met 


Pro 


Leu 


Glu Val 


Lys 


Val Val Pro Pro Gin Val 




50 










55 






60 


Leu 


Ser 


Glu 


Pro 


Asn 


Xaa 


Arg 


Ser Gly 


Gly 


Cys Phe Ser Ala Pro Ser 


65 










70 








75 80 


Phe 


Glu 


Val 


Pro 


Pro 


Trp 


Thr 


Gly Glu 


Val 


Lys Pro Ser Pro Gin Arg 










85 








90 


95 


Asp Gly 


Gly 


Ala 


Leu 


Gly 


Gin 


Gly Pro 


Leu 


Gly He Pro Ser Asp Ser 








100 








105 




110 



1188 



WO 01/57188 



PCT7US01/03800 



lie Leu Ala Leu Leu Lys Lys Gin Thr Xaa Arg Ala Leu Leu Asa Trp 

115 120 125 

Pro Leu Gly Ser Leu Arg Arg Ser Ser Cys Phe Gly Gly Gin Asp Gly 

130 135 140 

Gin Asp Leu Lys Pro Arg Ser Gly Leu Gly Cys Asn Ser Phe Arg Tyr 
145 150 155 160 

Arg Arg 

162 



<210> 2129 
<211> 130 
<212> PRT 

<213> Homo sapiens 

<22l> mis cofeature 
<222> (1) - . . (129) 

<223> Xaa « any amino acid or nothing 





<400> 2129 














Ala 


Arg 


Ala 


Pro 


Ser 


Pro 


Ser 


Phe Ser 


Val 


Arg Asp Val Glu Leu Ser 


1 








5 








10 


15 


Asp 


Pro 


Ala 


Arg 


Glu 


Arg 


Gly 


Glu Met 


Pro 


Val Ala Val Gly Pro Tyr 








20 








25 




30 


Gly 


Gin 


Ser 


Gin 


Pro 


Ser 


Cys 


Phe Asp 


Arg 


Val Lys Met Gly Phe Val 






35 










40 




45 


Met 


Gly 


Cys 


Ala 


Val 


Gly 


Met 


Ala Ala 


Gly 


Ala Leu Phe Gly Thr Phe 




50 










55 






60 


Ser 


Cys 


Leu 


Ser 


Ser 


lie 


Leu 


Val Ser 


Ser 


Ser Gly Ser Gly Met Arg 


65 








70 








75 80 


Gly 


Arg 


Glu 


Leu 


Met 


Gly 


Gly 


He Gly 


Lys 


Thr Met Met Gin Ser Gly 










85 








90 


95 


Gly 


Thr 


Phe 


Gly 


Thr 


Phe 


Met 


Ala He 


Gly 


Met Gly He Arg Cys Xaa 








100 








105 




110 


Pro 


Trp 


Leu 


Pro 


Thr 


Thr 


Ser 


Val Pro 


Ser 


His Gin Ser Gin Pro Met 




115 










120 




125 



Tyr 
129 



<210> 2130 
<211> 326 
<212> PRT 

<213> Homo sapiens 

<221> misc_ feature 
<222> (1) . . . (322) 

<223> Xaa = any amino acid or nothing 





<400> 2130 




Arg 


He Met Arg Met 


Cys Asp Arg 


1 


5 




Val 


Gly Ala Phe Ala 


Ala Phe Ser 




20 




Asp 


Tyr Trp Leu Tyr 


Ser Arg Gly 




35 


40 


Asp 


Asn Glu Thr Ser 


Arg Lys Asn 




50 


55 


Leu 


Trp Arg Thr Cys 


Cys Leu Glu 


65 




70 



Gly He Gin Met Leu He Thr Thr 

10 15 
Leu Met Thr He Ala Val Gly Thr 

25 30 
Val Cys Arg Thr Lys Ser Thr Ser 
45 

Glu Glu Val Met Thr His Ser Gly 
60 

Gly Ala Phe Arg Gly Val Cys Lys 
75 80 
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Lys 


He 


Asp 


His 


Phe 


Pro 










85 




Glu 


Tyr 


Leu 


Leu 


Arg 


Ala 








100 






Ser 


Val 


Thr 


Leu 


Leu 


Phe 






115 








Pne 


HIS 


Arg 


Ser 


Arg 


HIS 




130 










Val 


Ser 


Ala 


Gly 


Leu 


Ser 


145 










150 


Ala 


Asn 


Ala 


Gly 


Arg 


Thr 










165 




Ser 


Tyr 


Gly 


Trp 


Ser 


Phe 








180 






Gly 


Arg 


He 


He 


Cys 


Xaa 






195 








Glu 


Lys 


His 


Gin 


Gin 


Leu 




210 










Lys 


Ser 


Thr 


Phe 


Ala 


Arg 


225 










230 


Arg 


Ser 


Ser 


Ser 


Arg 


Ser 










245 




lie 


Ser 


Lys 


Gly 


Phe 


His 








260 






Thr 


Leu 


Ser 


Arg 


ASP 


Pro 






275 








Ser 


Asp 


Arg 


Asp 


His 


Ala 




290 










Glu 


Phe 


Lys 


Glu 


Ser 


Leu 


305 










310 


Pro 


Val 












322 












<210> 2131 








<211> 173 








<212> PRT 








<213> Homo 


sapiens 




<400> 2131 






Arg 


He 


He 


Lys 


Val 


Lys 


1 








5 




Ala 


Tyr 


Pro 


Arg 


Cys 


Lys 








20 






Leu 


Gin 


Val 


Lys 


Gin 


Lys 






35 








Arg 


Asp 


Pro 


Asp 


Cys 


Pro 




50 










Pro 


Gly 


Met 


Gly 


Cys 


Met 


65 










70 


Ser 


Asn 


Lys 


Ser 


Met 


Pro 










85 




Cys 


Gin 


Val 


Gin 


Ala 


Pro 








100 






Leu 


Ser 


Phe 


Thr 


Thr 


Cys 






115 








Leu 


Gly 


Asp 


Leu 


Lys 


Gly 




130 










He 


Thr 


Gin 


Ser 


Ala 


Leu 


145 










150 


Cys 


Gly 


Arg 


Pro 


Leu 


Leu 










165 





Glu 


Asp 


Ala 


Asp 


Tyr 


Glu 








90 






Val 


Arg 


Ala 


Ser 


Ser 


Val 






105 








Phe 


Gly 


Gly 


Leu 


Cys 


Val 




120 










Asn 


Val 


He 


Leu 


Ser 


Ala 


135 










140 


Asn 


He 


He 


Gly 


He 


He 










155 




Pro 


Gly 


Gin 


Arg 


Asp 


Ser 








170 






Tyr 


Phe 


Ser 


Gly 


Ala 


Phe 






185 








Gly 


Val 


Gly 


Leu 


Pro 


Trp 




200 










Arg 


Ala 


Lys 


Ser 


His 


Ser 


215 










220 


Leu 


Pro 


Pro 


Tyr 


Arg 


Tyr 










235 




Thr 


Glu 


Pro 


Arg 


Ser 


Arg 








250 






Thr 


He 


Pro 


Ser 


Thr 


Asp 






265 








Ser 


Lys 


He 


Thr 


Met 


Gly 




280 










Phe 


Leu 


Gin 


Phe 


His 


Asn 


295 










300 


His 


Asn 


Asn 


Pro 


Ala 


Asn 










315 




Asp 


Leu 


Lys 


Gin 


Thr 


Leu 








10 






Cys 


Leu 


Val 


Glu 


Met 


Asp 






25 








Gin 


Leu 


Ala 


Cys 


Leu 


Cys 




40 










Pro 


Ser 


Thr 


Lys 


Val 


Val 


55 










60 


Val 


Ala 


Leu 


Phe 


Gin 


Asp 










75 




Ser 


Ser 


Leu 


Ser 


Ala 


He 








90 






Glu 


Gly 


Pro 


Ser 


Ser 


Phe 






105 








Leu 


Ser 


Trp 


Gin 


Gly 


Gly 




120 










Cys 


Ser 


Glu 


Leu 


Lys 


Asn 


135 










140 


Val 


His 


Pro 


Lys 


Ala 


Asp 










155 




Gly 


Thr 


Leu 


Pro 


Ser 


Asn 








170 




172 
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Gin 


Asp 


Thr Ala 






95 


Phe 


Pro 


He Leu 




110 




Ala 


Ala 


Ser Glu 


125 






Gly 


He 


Phe Phe 


Val 


Tyr 


He Ser 






160 


Lys 


Lys 


Ser Tyr 






175 


Ser 


Phe 


He He 




190 




His 


He Tyr He 


205 






Glu 


Phe 


Leu Lys 


Arg 


Phe Arg Arg 






240 


Asp 


Leu 


Ser Pro 






255 


He 


Ser 


Met Phe 




270 




Thr 


Leu 


Leu Asn 


2B5 






Ser 


Thr 


Pro Lys 


Arg 


Arg Thr Thr 



320 



Ala 


He Lys Thr 




15 


Gin 


He Phe His 




30 


Thr 


Trp Gin Ala 


45 




Leu 


Leu Val Gly 


Ser 


He Ala Trp 




BO 


Ser 


Gin Ser Pro 




95 


His 


Leu Pro Thr 




110 


Asp 


Leu Glu Phe 


125 




Phe 


Gin Glu Leu 


Val 


Trp Trp Tyr 




160 
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<210> 2132 
<211> 312 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (310) 

<223> Xaa - any amino acid or nothing 



<400> 2132 



Trp 


lie 


Ser 


Leu 


Pro 


Ser 


Ser 


Leu 


1 








5 








Ala 


Glu 


Asp 


Asp 


Arg 


Arg 


Gly 


Glu 








20 










Glu 


Arg 


Glu 


Asp 


Trp 


Gly 


He 


Gly 






35 










40 


Ser 


Lys 


Val 


Pro 


Ser 


Ala 


Arg 


Phe 




50 










55 




Glu 


Glu 


Glu 


Val 


Thr 


His 


Gin 


Lys 


65 










70 






Glu 


Glu 


His 


Arg 


Lys 


Lys 


Lys 


Thr 










85 








Arg x 


Lys 


Asn 


Lys 


Ser 


Ser 


Lys 


Arg 








100 










Asp 


Ser 


Asn 


Ser 


Glu 


Ser 


Asp 


Thr 






115 










120 


Lys 


Arg 


Val 


Lys 


Ala 


Lys 


Lys 


Lys 




130 










135 




Lys 


Lys 


Lys 


Lys 


Asn 


Lys 


Lys 


Thr 


145 










150 






Cys 


Lys 


Asp 


Ser 


Glu 


Glu 


Asp 


Leu 










165 








Pro 


Asn 


Val 


Ala 


Asp 


Thr 


Met 


Asp 








180 










lie 


His 


Thr 


Ser 


Gin 


Asp 


Glu 


Lys 






195 










200 


Leu 


Pro 


Gly 


Glu 


Gly 


Ala 


Ala 


Met 




210 










215 




Arg 


lie 


Pro 


Arg 


Arg 


Gly 


Glu 


He 


225 










230 






Ser 


Phe 


Glu 


Cys 


Ser 


Gly 


Tyr 


val 










245 








Met 


Glu 


Ala 


Val 


Arg 


Leu 


Arg 


Lys 








260 










Glu 


Lys 


Arg 


Ala 


Leu 


Ala 


Ser 


Phe 






275 










280 


Glu 


Ser 


Lys 


lie 


Leu 


Ala 


Ser 


Phe 




250 










255 




Lys 


Gly 


Lys 


Asp 


Asp 


Lys 






305 










310 







Leu 


Cys 


Arg Lys Asn Gly 


Ser Ser 




10 




15 


Pro 


Ser 


Ala Glu Glu Ala 


Glu Gly 


25 




30 




Ser 


Ala 


Xaa Ser Val Gly 


Ala Val 






' 45 




Xaa 


Arg 


Thr Tyr Pro Ser 


Glu Asp 






60 




Ser 


Ser 


Ser Ser Asp Ser 


Asn Ser 






75 


80 


Ser 


Arg 


Ser Arg Asn Lys 


Lys Lys 




90 




95 


Lys 


His 


Arg Lys Tyr Ser 


Asp Ser 


105 




110 




Asn 


Ser 


Asp Ser Asp Asp 


Asp Lys 






125 




Lys 


Lys 


Lys Lys Lys His 


Lys Thr 






140 




Lys 


Lys 


Glu Ser Ser Asp 


Ser Ser 






155 


160 


Ser 


Glu 


Ala Thr Trp Met 


Glu Gin 




170 




175 


Leu 


He 


Gly Pro Glu Ala 


Pro He 


185 




190 




Pro 


Leu 


Lys Tyr Gly His 


Ala Leu 






205 




Ala 


Glu 


Tyr Val Lys Ala 


Gly Lys 






220 




Gly 


Leu 


Thr Ser Glu Glu 


He Gly 






235 


240 


Met 


Ser 


Gly Ser Arg His 


Arg Arg 




250 




255 


Glu 


Asn 


Gin He Tyr Ser 


Ala Asp 


265 




270 




Asn 


Gin 


Glu Glu Arg Arg 


Lys Arg 






285 




Arg 


Glu 


Met Val His Lys 


Lys Thr 



300 



<210> 2133 

<211> 278 

<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1) . . . (276) 
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<223> Xaa = any amino acid or nothing 



<400> 2133 



Trn 


Asp 


Asp 


Tvi? 

X J X. 


Pro 


Gin 


Glv 


Ala 


Leu Arg 


Arg Arg Glu Ala 


Ala Glu 


1 








5 








10 




15 


Glv 


Leu 


His 


Phe 


Leu 


Gly 


Pro 


Pro 


Gly Arg 


Val Arg Gly Gin 


Leu Arg 








20 










25 


30 




Glv 


He 


Thr 


Glv 


Pro 


Ala 


Trp 


Tyr 


Cys His 


Ser Pro Ser His 


Ser Leu 
















40 




45 




Leu 


Ser 


Ala 


Phe 




Hie 


Leu 


Pro 


Thr Pro 


Ser Arg Cys Pro 


Ala Met 




J V 










55 




Val Val 


60 




Ala 




Pro 


Pro 


val 


Pro 


Glv 


Ser 


Val Pro Asn Trp 


His Glu 


63 










70 








75 


BO 


Ser 


*txy 




Glv 


Gin 


Glv 


Val 


Pro 


Gly Leu 


His Ser Ala Gin 


Glu Pro 










O O 








90 




95 






\3JLy 


vax 


AX P 


Ala 


Ala 


Xaa 


Ala Ala 


Self Ala Ala Ala 


Ala Leu 








i no 












110 






•Lie 


Asp 


1 UL 




ear 

OCX. 




Lys 


He Phe 


Val Self f5T v Lvs 


Ser Gly 






lib 










1 on 




IOC 




VeLX 


\sJ.y 


Lys 


Tnr 


Hi a 


Leu 


Val 

V ox 




T/v/o T,oi i 

uyo iicu 




Val Pro 




13 0 










X JO 










vax 




fliS 






xnr 


1X«x7 


uiy 


ilC VJAJX 


Thy Thr- Val Val 
x ixx. x xxx. vctx vax 


Phe Trp 


1 A C 




















160 


tro 


A±a 


Lys 


T.A11 

jjeu 




Zil a 
Ala 


OCX 


Ser 


ZVr-rr Va 1 
nxy v clx 


Val Mpf PVip> Arcr 


Phe Glu 










ICC 












175 


Phe 




Asp 


Cys 


Glv 


Glu 


Ser 


Ala 


Leu Lys 


Lys Phe Asp His 


Met Leu 








180 










185 


190 




Leu 


Ala 


Cys 


Met 


GlU 


Asn 


Thr 


Asp 


Ala Phe 


Leu Phe Leu Phe 


Ser Phe 






195 










200 




205 




Thr 


Asp 


Arg 


Ala 


Ser 


Phe 


GlU 


Asp 


Leu Pro 


Gly Gin Leu Ala 


Arg lie 




210 










215 






220 




Ala 


Gly 


Glu 


Ala 


Pro 


Gly 


Val 


Val 


Arg Met 


Val lie Gly Ser 


Lys Phe 


225 










230 








235 


240 


Asp 


Gin 


Tyr 


Met 


His 


Thr 


Asp 


Val 


Pro Glu 


Arg Asp Leu Thr 


Ala Phe 










245 








250 




255 


Arg 


Gin 


Ala 


Trp 


GlU 


Leu 


Pro 


Leu 


Leu Arg 


Val Lys Ser Val 


Pro Gly 








260 










265 


270 




Arg 


Arg 


Leu 


Gly 

















275 276 



<210> 2134 
<211> 511 
<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1) . . . (510) 

<223> Xaa = any amino acid or nothing 



<400> 2134 



Gly 


Ser Ser Pro Asp 


Pro Ala Ser 


Leu 


lie Thr Met Lys Asn 


Gin Asp 


l 


5 






10 


15 


Lys 


Lys Asn Gly Ala 


Ala Lys Gin 


Ser 


Asn Pro Lys Ser Ser 


Pro Gly 




20 




25 


30 




Gin 


Pro Glu Ala Gly 


Pro Glu Gly 


Ala 


Gin Glu Arg Pro Ser 


Gin Ala 




35 


40 




45 




Ala 


Pro Ala Val Glu 


Ala Glu Gly 


Pro 


Gly Ser Ser Gin Ala 


Pro Arg 




50 


55 




60 




Lys 


Pro Glu Gly Ala 


Gin Ala Arg 


Thr 


Ala Gin Ser Gly Ala 


Leu Arg 


65 




70 




75 


80 
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Asp Val 


Ser 


Glu 


Glu 


Leu 


Ser 


Arg 










85 








Tyr 


Cys 


Val 


Asp 


Asn 


Asn 


Gin 


Gly 








100 










Gly 


Glu 


Pro 


Ala 


Glu 


Pro 


Glu 


Asp 






115 










120 


Ala 


Arg 


Asn 


Gly 


Glu 


Pro 


Glu 


Pro 




130 










135 




Glu 


Pro 


Ser 


Lys 


Gly 


Asp 


Pro 


Asn 


145 










150 






Glu 


Val 


Gly 


Asp 


Arg 


Asp 


His 


Arg 










165 








Lys 


Gly 


Leu 


Gly 


Lye 


Glu 


He 


Thr 








180 










Leu 


Ser 


Thr 


Pro 


Glu 


Glu 


Lys 


Leu 






195 










200 


Glu 


Leu 


Leu 


Glu 


Glu 


His 


Arg 


Asn 




210 










215 




Gin 


Lys 


Lys 


Gin 


Ser 


Gin 


Leu 


Val 


225 










230 






Glu 


His 


Ser 


Lys 


Ala 


Val 


Leu 


Ala 










245 








Arg 


Glu 


Leu 


Gin 


Arg 


His 


Asn 


Arg 








260 










Arg 


Ala 


Arg 


Glu 


Glu 


Glu 


Glu 


Lys 






275 










280 


Gin 


Val 


Thr 


Leu 


Asn 


Asp 


He 


Gin 




290 










295 




Arg 


Asn 


Ser 


Lys 


Leu 


Arg 


Gin 


Glu 


305 










310 






Lys 


Lys 


Leu 


He 


Glu 


Gin 


Tyr 


Glu 










325 








Val 


Phe 


Lys 


His 


Lys 


Asp 


Leu 


Gin 








340 










Gin 


Gin 


Ala 


Gin 


Glu 


Met 


Leu 


Lys 






355 










360 


Glu 


Lys 


Asp 


Phe 


Leu 


Leu 


Lys 


Glu 




370 










3 75 




Glu 


Leu 


Met 


Lys 


Gin 


Gin 


Glu 


Thr 


385 










390 






Tyr 


Thr 


Glu 


Lys 


Phe 


Glu 


Glu 


Phe 










405 








Glu 


Val 


Phe 


Thr 


Thr 


Phe 


Lys 


Gin 








420 










lie 


Lys 


Lys 


Leu 


Glu 


Lys 


Glu 


Thr 






435 










440 


Ser 


Ser 


Asn 


Lys 


Ala 


Leu 


Leu 


Glu 




450 










455 




Asp 


Lys 


Glu 


Leu 


Glu 


Gly 


Leu 


Gin 


465 










470 






Leu 


Cys 


Arg 


Ala 


Leu 


Gin 


Thr 


Gly 










485 








Arg 


Trp 


Gly 


Ser 


His 


Arg 


Thr 


Ser 



500 



<210> 2135 

<211> 205 

<212> PRT 

<213> Homo sapiens 

<221> misc_f eature 
<222> (1) . . . (201) 



Gin 


Leu 


Glu Asp He 


Leu Ser 


Thr 




90 




95 




Gly 


Pro 


Gly Glu Asp 


Gly Ala 


Gin 


105 






110 




Ala 


Glu 


Lys Ser Arg 


Thr Tyr 


Val 






125 






Thr 


Pro 


Val Val Asn 


Gly Glu 


Lys 






140 






Thr 


Glu 


Glu He Arg 


Gin Ser 


Asp 






155 




160 


Arg 


Pro 


Gin Glu Lys 


Lys Lys 


Ala 




170 




175 




Leu 


Leu 


Met Gin Thr 


Leu Asn 


Thr 


185 






190 




Ala 


Ala 


Leu Cys Lys 


Lys Tyr 


Ala 






205 






Ser 


Gin 


Lys Gin Met 


Lys Leu 


Leu 






220 






Gin 


Glu 


Lys Asp His 


Leu Arg 


Gly 






235 




240 


Arg 


Ser 


Lys Leu Glu 


Ser Leu 


Cys 




250 




255 




Ser 


Leu 


Lys Glu Glu 


Gly Val 


Gin 


265 






270 




Arg 


Lys 


Glu val Thr 


Ser His 


Phe 






285 






Leu 


Gin 


Met Glu Gin 


His Asn 


Glu 






300 






Asn 


Met 


Glu Leu Ala 


Glu Arg 


Leu 






315 




320 


Leu 


Arg 


Glu Glu His 


lie Asp 


Lys 




330 




335 




Gin 


Gin 


Leu Val Asp 


Ala Lys 


Leu 


345 






350 




Glu 


Ala 


Glu Glu Arg 


His Gin 


Arg 






365 






Ala 


Val 


Glu Ser Gin 


Arg Met 


Cys 






380 






His 


Leu 


Lys Gin Gin 


Leu Ala 


Leu 






395 




400 


Gin 


Asn 


Thr Leu Ser 


Lys Ser 


Ser 




410 




415 




Glu 


Met 


Glu Lys Met 


Thr Lys 


Lys 


425 






430 




Thr 


Met 


Tyr Arg Ser 


Arg Trp 


Glu 






445 






Met 


Ala 


Glu Glu Lys 


Thr Val 


Arg 






460 






Val 


Lys 


He Gin Arg 


Leu Glu 


Lys 






475 




480 


Ala 


Gin 


Xaa Pro Val 


Arg Gly 


Gin 




490 




495 




Ala 


Val 


Arg He Phe 


Ser 




505 






510 
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<223> Xaa = any amino acid or nothing 





<400> 2135 






Ser 


Pro 


bin 


pi mm 


Pro 


Leu Leu Arg 


1 








5 




Ala 


Ser 


Ser 


vai 


Thr 


Pro Gly Gly 








20 






Pro 


pro 


&er 


lieu 


Val 


Ala Val Ala 






35 






40 


Pro 


Ala 


Ala 


/"O m r 

Gly 


Trp 


Gin Xaa Hie 




50 








55 


Pro 


Trp 


Ser 


Trp 


Gly 


Met Arg Pro 


65 










70 


Tyr 


Arg 


Ser 


lie 


Ser 


Thr Arg lie 










85 




Cys 


Thr 


Gin 


Pro 


Ala 


Lys Pro Leu 








100 






Val 


Ser 


Pro 


Gly 


Pro 


Leu Val Lys 






115 






120 


Arg 


Asn 


Ser 


Gly 


Thr 


Arg Val Val 




130 








135 


Met 


Tyr 


Ser 


Phe 


Leu 


Gly His Cys 


145 










150 


Val 


His 


Val 


Asp 


Val 


Gly Trp Gin 










165 




Leu 


Arg 


Pro 


Gly 


Leu 


Leu Pro Leu 








180 






Leu 


Val 


Val 


Asp 


Asp 


Leu Asp Trp 






195 






200 



Ser 


Val 


Cot* Dfrt Val Cot* 21 la. 
ocx r<LU vox oci HXci 


uxy 




±v 


19 




/Hex 




Pro fllv VaT Thr Thr* 


Thr 












Al a 
Ala 


JTXTO VJl jr OCX *VLC» AXO 


Glv 

WAY 






4b 




Ala 


uiy 


vjys Arg i rp inr iiys 


T 

Leu 










Met 


Lys 


116 IrUS tTLQ bcl blU 


olU 




75 


BO 




ais 


>iSp Aid licU Ada ulU 


Lys 




90 


95 




Ser 


Met 


lie Arg inr «iy s>er 


Cor 
del 


105 




110 




Trp 


Asn 


Trp Thr Arg Arg Glu 


Phe 






125 




Ser 


Ser 


Cys Cys Gly Met Ser 


Cys 






140 




Ser 


Val 


Ser Gin Asp Leu Pro 


Leu 






155 


160 


Pro 


Pro 


Leu Gly Pro Thr Val 


Gly 




170 


17S 




His 


Asp 


Thr Thr Pro Cys Gin 


Lys 


185 




190 




Ala 








201 









<210> 2136 

<211> 141 

<212> PRT 

<213> Homo sapiens 

<22l> mis cofeature 
<222> (1) ... (140) 

<223> Xaa = any amino acid or nothing 



<400> 21-36 



Arg 


Trp 


Leu 


Pro 


val 


Ala 


Glu Cys 


Asp 


Ser 


Ser Cys Val Gly Cys 


Thr 


1 








5 








10 


15 




Gly 


Glu 


Gly 


Pro 


Gly 


Asn 


Cys Lys 


Glu 


Cys 


lie Ser Gly Tyr Ala 


Arg 








20 








25 




30 




Glu 


His 


Gly 


Gin 


Cys 


Ala 


Asp Val 


Asp 


Glu 


Cys Ser Leu Ala Glu 


Lys 






35 








40 






45 




Thr 


Cys 


Val 


Arg 


Lys 


Asn 


Glu Asn 


Cys 


Tyr 


Asn Thr Pro Gly Ser 


Tyr 




50 










55 






60 




Val 


Cys 


Val 


Cys 


Pro 


Asp 


Gly Phe 


Glu 


Glu 


Thr Arg Arg Cys Leu 


Cys 


65 










70 








75 


80 


Ala 


Ala 


Gly 


Arg 


Gly 


Xaa 


Ser His 


Arg 


Arg 


Arg Lys Pro Asp Thr 


Ala 










85 








90 


95 




Ala 


Leu 


Pro 


Arg 


Arg 


Pro 


Val Met 


Cys 


Arg 


Thr Tyr Pro Leu Asn 


Tyr 








100 








105 




110 




Ser 


Glu 


Gly 


Cys 


Pro 


Val 


Glu Asn 


Val 


Ala 


Leu Arg Met Pro Ser 


Pro 






115 








120 






125 




Ala 


Val 


Asp 


Ser 


Gly 


Gly 


Glu Arg 


Leu 


Pro 


Ala Leu 






13 0 










135 






140 
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<210> 2137 
<211> 494 
<212> PRT 

<213> Homo sapiens 

<22l> misc_feature 
<222> (1) . . . (489) 

<223> Xaa = any amino acid or nothing 



<400> 2137 



Asp 


Tyr 


Val 


Leu 


Thr 


Ala 


Glu 


Leu His 


Arg 


Gin Arg 


Ser Pro Gly Val 


1 








5 








10 




15 


Ser 


Phe 


Gly 


Leu 


Ser 


Val 


Phe 


Asn Leu 


Met 


Asn Ala 


He Met Gly Ser 






20 








25 






30 


Gly 


lie 


Leu 


Gly 


Leu 


Ala 


Tyr 


Val Met 


Ala 


Asn Thr 


Gly Val Phe Gly 






35 










40 






45 


Phe 


Ser 


Phe 


Leu 


Leu 


Leu 


Thr 


Val Ala 


Leu 


Leu Ala 


Ser Tyr Ser Val 




50 










55 






60 




His 


Leu 


Leu 


Leu 


Ser 


Met 


Cys 


He Gin 


Thr 


Ala Tyr 


Leu Gly Pro Xaa 


65 










70 








75 


80 


Thr 


Asn 


Tyr 


Phe 


Met 


Val 


Leu 


Pro Ala 


His 


Xaa Leu 


Thr Cys Leu Pro 










85 








90 




95 


Leu 


lie 


Glu 


Phe 


Leu 


Gin 


Ser 


Leu Xaa 


Asn 


Ser Leu 


Xaa Ala Val Thr 








100 








105 






110 


Ser 


Tyr 


Glu 


Asp 


Leu 


Gly 


Leu 


Phe Ala 


Phe 


Gly Leu 


Pro Gly Lys Leu 






115 










120 






125 


Val 


Val 


Ala 


Gly 


Thr 


He 


He 


He Gin 


Asn 


lie Gly 


Ala Met Ser Ser 




130 










135 


- 




140 




Tyr 


Leu 


Leu 


He 


He 


Lys 


Thr 


Glu Leu 


Pro 


Ala Ala 


He Ala Glu Phe 


145 










150 








155 


160 


Leu 


Thr 


Gly 


Asp 


Tyr 


Ser 


Arg 


Tyr Trp 


Tyr 


Leu Asp 


Gly Gin Thr Leu 










165 






170 




175 


Leu 


lie 


He 


He 


Cys 


Val 


Gly 


He Val 


Phe 


Pro Leu 


Ala Leu Leu Pro 








180 








185 






190 


Lys 


lie 


Gly 


Phe 


Leu 


Gly 


Tyr 


Thr Ser 


Ser 


Leu Ser 


Phe Phe Phe Met 






195 










200 






205 


Met 


Phe 


Phe 


Ala 


Leu 


Val 


Val 


He He 


Lys 


Lys Trp 


Ser He Pro Cys 




210 










215 






220 




Pro 


Leu 


Thr 


Leu 


Asn 


Tyr 


Val 


Glu Lys 


Gly 


Phe Gin 


He Ser Asn Val 


225 










230 








235 


240 


Thr 


Asp 


Asp 


Cys 


Lys 


Pro 


Lys 


Leu Phe 


His 


Phe Ser 


Lys Glu Ser Ala 










245 








250 




255 


Tyr 


Ala 


Leu 


Pro 


Thr 


Met 


Ala 


Phe Ser 


Phe 


Leu Cys 


His Thr Ser lie 






260 








265 






270 


Leu 


Pro 


He 


Tyr 


Cys 


Glu 


Leu 


Gin Ser 


Pro 


Ser Lys 


Lys Arg Met Gin 






275 










280 






285 


Asn 


Val 


Thr 


Asn 


Thr 


Ala 


He 


Ala Leu 


Ser 


Phe Leu 


He Tyr Phe He 




290 










295 






300 




Ser 


Ala 


Leu 


Phe 


Gly 


Tyr 


Leu 


Thr Phe 


Tyr 


Asp Gly 


Thr Thr Lys Ala 


305 










310 








315 


320 


Gin 


Arg 


Gly 


Glu 


Val 


Thr 


Cys 


His Arg 


He 


Lys Asp 


Lys Val Glu Ser 










325 








330 




335 


Glu 


Leu 


Leu 


Lys 


Gly 


Xaa 


Xaa 


Xaa He 


Pro 


Xaa Ser 


His Asp Val Val 








340 








345 






350 


val 


Met 


Thr 


Val 


Lys 


Leu 


Cys 


He Leu 


Phe 


Ala val 


Leu Leu Thr Val 






355 










360 






365 


Pro 


Leu 


lie 


His 


Phe 


Pro 


Ala 


Arg Lye 


Ala 


Val Thr 


Met Met Phe Phe 




370 










375 






380 




Ser 


Asn 


Phe 


Pro 


Phe 


Ser 


Trp 


He Arg 


His 


Phe Leu 


He Thr Leu Ala 


385 










390 








395 


400 


Leu 


Asn 


lie 


He 


He 


Val 


Leu 


Leu Ala 


lie 


Tyr Val 


Pro Asp He Arg 










405 








410 




415 
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Asn Val Phe Gly 


Val Val 


Gly 


Ala Ser 


Thr 


Ser Thr Cys Leu 


He Phe 


420 






425 




430 




lie Phe Pro Gly 


Leu Phe 


Tyr 


Leu Lys 


Leu 


Ser Arg Glu Asp 


Phe Leu 


435 






440 




445 




Ser Trp Lys Lys 


Leu Gly 


Val 


Gly Cys 


Phe 


Cys Leu Leu Ser 


Phe Lys 


450 




455 






450 




Thr Ser He Leu 


Arg Asn 


Ser 


Leu Ser Val 


Tyr He He Leu 


Pro Ala 


465 


470 








475 


480 


Ser Arg Lys Ser 


He Tyr 
485 


Phe 


Lys He 
489 









<210> 2136 
<211> 2215 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (2204) 

<223> Xaa = any amino acid or nothing 



<400> 2138 



Pro Arg 


Ser 


Leu Cys Phe 


Ser 


Leu Trp 


Ala 


Glu Ala 


Ala 


Val 


Leu Ala 


1 




5 






10 








15 


Asp Gly 


Gly 


Leu Arg Arg 


Arg 


Arg Arg 


Leu 


Leu Arg Gly Thr 


Met Ser 






20 




25 








30 




Ala Ser 


Phe 


Val Pro Asn 


Giy 


Ala Ser 


Leu 


Glu Asp 


Cys 


His 


Cys Asn 




35 






40 






45 






Leu Phe 


Cys 


Leu Ala Asp 


Leu 


Thr Gly 


He 


Lys Trp 


Lys 


Lys 


Tyr Val 


50 




55 






60 








Trp Gin 


Gly 


Pro Thr Ser 


Ala 


Pro He 


Leu 


Phe Pro 


Val 


Thr 


Glu Glu 


65 


70 








75 






80 


Asp Pro 


He 


Leu Ser Ser 


Phe 


Ser Arg 


Cys 


Leu Lys Ala Asp 


Val Leu 




65 






90 








95 


Gly val 


Trp 


Arg Arg Asp 


Gin 


Arg Pro 


Glu 


Arg Arg 


Glu 


Leu 


Xaa He 






100 




105 








110 




Phe Trp 


Gly 


Gly Glu Asp 


Pro 


Val Leu 


Leu 


Thr Leu 


Phe 


Thr 


Met Thr 




115 






120 






125 






Tyr Gin 


Lys 


Lys Lys Met 


Glu 


Cys Gly 


Arg 


Met Asp 


Phe 


Pro 


Met Asn 


130 






135 






140 








Ala Val 


Leu 


Cys Phe Ser 


Lys 


Ala Val 


His 


Asn Leu 


Leu Glu 


Arg Cys 


145 




150 








155 






160 


Leu Met 


Asn 


Arg Asn Phe 


Val 


Arg He 


Gly 


Lys Trp 


Phe 


val 


Lys Pro 






165 






170 








175 


Tyr Glu 


Lys 


Asp Glu Lys 


Pro 


He Asn 


Lys 


Ser Glu 


His 


Leu 


Ser Cys 




180 




185 








190 




Ser Phe 


Thr 


Phe Phe Leu 


His 


Gly Asp 


Ser 


Asn Val Cys Thr 


Ser Val 




195 






200 






205 






Glu He 


Asn 


Gin His Gin 


Pro 


Val Tyr 


Leu 


Leu Ser 


Glu 


Glu 


His He 


210 






215 






220 








Thr Leu 


Ala 


Gin Gin Ser 


Asn 


Ser Pro 


Phe 


Gin Val 


He 


Leu 


Cys Pro 


225 




230 








235 






240 


Phe Gly 


Leu 


Asn Gly Thr 


Leu 


Thr Gly 


Gin 


Ala Phe 


Lys 


Met 


Ser Asp 




245 






250 








255 


Ser Ala 


Thr 


Lys Lys Leu 


He 


Gly Glu 


Trp 


Lys Gin 


Phe 


Tyr 


Pro He 






260 




265 








270 




Ser Cys 


Cys 


Leu Lys Glu 


Met 


Ser Glu 


Glu 


Lys Gin Glu Asp 


Met Asp 




275 






280 






285 






Trp Glu 


Asp 


Asp Ser Leu 


Ala 


Ala Val 


Glu 


Val Leu 


Val 


Ala 


Gly Val 


290 






295 






300 








Arg Met 


He 


Tyr Pro Ala 


Cys 


Phe Val 


Leu 


Val Pro 


Gin 


Ser 


Asp He 


305 




310 








315 






320 
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Pro 


Thr 


Pro 


Ser 


Pro 


val 


Gly 


Ser 










325 








Gly 


Val 


His 


Gin 


Val 


Pro 


Ala 


£?er 








340 










Val 


Thr 


Leu 


Thr 


Pro 


Pro 


Thr 


Ser 






355 










360 


Pro 


Gin 


Ser 


Val 


Gin 


Lys 


Trp 


Val 




370 










375 




Phe 


Asn 


Ser 


Asp 


Ser 


Thr 


Ser 


His 


385 










390 






Leu 


Ala 


Asn 


His 


Val 


Val 


Asp 


Arg 










405 








Arg 


Ala 


Gin 


Asn 


Lys 


Arg 


Lys 


Tyr 








420 










Glu 


Glu 


Ala 


Thr 


Ala 


Ala 


Lys 


Val 






435 










440 


Thr 


Gin 


Arg 


Thr 


Asn 


Cys 


Ser 


Cys 




450 










455 




Arg 


Asn 


Ala 


Gly 


Gin 


Gin 


Gly 


Gin 


465 










470 






Gin 


He 


Leu 


Pro 


Lys 


His 


Lys 


Thr 










485 








Lys 


Pro 


Gin 


Lys 


Arg 


Pro 


Leu 


Thr 








500 










Ser 


Asp 


Asp 


Val 


Gly 


Met 


Asp 


Ala 






515 










520 


lie 


Ser 


Ala 


Pro 


Asp 


Ser 


Gin 


Val 




530 










535 




Asp 


Val 


Ala 


Lys 


Thr 


Pro 


Gin 


Met 


545 










550 






Pro 


Gin 


Pro 


Pro 


Pro 


Leu 


Ser 


Pro 










565 








Gly 


Val 


Thr 


Lys 


Thr 


Pro 


Ser 


Thr 








580 










Met 


Pro 


Thr 


Pro 


Asp 


Pro 


Leu 


Val 






595 










600 


He 


Asp 


Ser 


Leu 


Ser 


Gin 


Ser 


Phe 




610 










615 




Glu 


Pro 


Thr 


Val 


Tyr 


val 


Gly 


Thr 


625 










630 






Ala 


Asn 


lie 


Ala 


Trp 


Lys 


Tyr 


Tyr 










645 








Glu 


Phe 


Leu 


Pro 


Pro 


Gin 


Leu 


Pro 








660 










Val 


Gly 


Pro 


Phe 


Gly 


Gin 


Glu 


Ser 






675 










680 


Val 


Gin 


Cys 


Lys 


Lys 


Pro 


Leu 


Lys 




690 










695 




Tyr 


Gin 


lie 


Lys 


Asn 


Gin 


Cys 


Leu 


705 










710 






Gin 


Glu 


Pro 


Lys 


He 


Asp 


Pro 


Tyr 










725 








Phe 


Leu 


Phe 


Pro 


Asp 


Lys 


Lys 


Asp 








740 










Gly 


Lys 


Lys 


His 


Lys 


Val 


Glu 


Asp 






755 










760 


Ser 


His 


Glu 


Glu 


Asp 


Ala 


Met 


Ser 




770 










775 




Asp 


Ala 


Pro 


Arg 


Pro 


Thr 


Ser 


His 


785 










790 






lie 


Tyr 


Asp 


Ser 


Asp 


Leu 


Ala 


Val 










805 








Phe 


Asn 


Ser 


Asp 


Glu 


Asp 


Glu 


Leu 



820 



Thr 


His 


Cys 


Ser 


Ser 


Ser 


Cys Leu 




330 










335 


Thr 


Arg 


Asp 


Pro 


Ala 


Met 


Ser Ser 


345 










350 




Pro 


Glu 


Glu 


Val 


Gin 


Thr 


Val Asp 










365 






Lys 


Phe 


Ser 


Ser 


Val 


Ser 


Asp Gly 








380 








His 


Gly 


Gly 


Lys 


lie 


Pro 


Arg Lys 






395 








400 


Val 


Trp 


Gin 


Glu 


Cys 


Asn 


Met Asn 




410 










415 


Ser 


Ala 


Ser 


Ser 


Gly 


Gly 


Leu Cys 


425 










430 




Ala 


Ser 


Trp 


Asp 


Phe 


Val 


Glu Ala 










445 






Leu 


Arg 


His 


Lys 


Asn 


Leu 


Lys Ser 








460 








Ala 


Pro 


Ser 


Leu 


Gly 


Gin 


Gin Gin 






475 








480 


Asn 


Glu 


Lys 


Gin 


Glu 


Lys 


Ser Glu 




490 










495 


Pro 


Phe 


His 


His 


Arg 


Val 


Ser Val 


505 










510 




Asp 


Ser 


Ala 


Ser 


Gin 


Arg 


Leu Val 










525 






Arg 


Phe 


Ser 


Asn 


lie 


Arg 


Thr Asn 








540 








His 


Gly 


Thr 


Glu 


Met 


Ala 


Asn Ser 






555 








560 


His 


Pro 


Cys 


Asp 


Val 


Val 


Asp Glu 




570 










575 


Pro 


Gin 


Ser 


Gin 


His 


Phe 


Tyr Gin 


585 










590 




Pro 


Ser 


Lys 


Pro 


Met 


Glu 


Asp Arg 










605 






Pro 


Pro 


Gin* 


Tyr 


Gin 


Glu 


Ala Val 








620 








Ala 


val 


Asn 


Leu 


Glu 


Glu 


Asp Glu 






635 








640 


Lys 


Phe 


Pro 


Lys 


Lys 


Lys 


Asp Val 




650 










655 


Ser 


Asp 


Lys 


Phe 


Lys 


Asp 


Asp Pro 


665 










670 




Val 


Thr 


Ser 


Val 


Thr 


Glu 


Leu Met 










685 






Val 


Ser 


Asp 


Glu 


Leu 


Val 


Gin Gin 








700 








Ser 


Ala 


He 


Ala 


Ser 


Asp 


Ala Glu 






71§ 








720 


Ala 


Phe 


Val 


Glu 


Gly 


Asp 


Glu Glu 




730 










735 


Arg 


Gin 


Asn 


Ser 


Glu 


Arg 


Glu Ala 


745 










750 




Gly 


Thr 


Ser 


Ser 


Val 


Thr 


Val Leu 










765 






Leu 


Phe 


Ser 


Pro 


Ser 


lie 


Lys Gin 








780 








Ala 


Arg 


Pro 


Pro 


Ser 


•Thr 


Ser Leu 






795 








800 


Ser 


Tyr 


Thr 


Asp 


Leu 


Asp 


Asn Leu 




810 










815 


Thr 


Pro 


Gly 


Ser 


Lys 


Arg 


Ser Ala 


825 










830 
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Asn Gly Ser Asp Asp Lys Ala Ser Cys Lys Glu Ser Lys Thr Gly Asn 

835 840 845 

Leu Asp Pro Leu Ser Cys lie Ser Thr Ala Asp Leu His Lys Met Tyr 

850 855 860 

Pro Thr Pro Pro Ser Leu Glu Gin His lie Met Gly Phe Ser Pro Met 
865 870 875 880 

Asn Met Asn Asn Lys Glu Tyr Gly Ser Met Asp Thr Thr Pro Gly Gly 

885 B90 895 

Thr Val Leu Glu Gly Asn Ser Ser Ser He Gly Ala Gin Phe Lys He 

900 905 910 

Glu Val Asp Glu Gly Phe Cye Ser Pro Lys Pro Ser Glu He Lys Asp 

915 920 925 

Phe Ser Tyr Val Tyr Lys Pro Glu Asn Cys Gin He Leu Val Gly Cys 

930 935 940 

Ser Met Phe Ala Pro Leu Lys Thr Leu Pro Ser Gin Tyr Leu Pro Leu 
945 950 955 960 

He Lys Leu Pro Glu Glu Cys He Tyr Arg Gin Ser Trp Thr Val Gly 

965 970 975 

Lys Leu Glu Leu Leu Ser Ser Gly Pro Ser Met Pro Phe lie Lys Glu 

980 985 990 

Gly Asp Gly Ser Asn Met Asp Gin Glu Tyr Gly Thr Ala Tyr Thr Pro 

995 1000 1005 

Gin Thr His Thr Ser Cys Gly Met Pro Pro Ser Ser Ala Pro Pro Ser 

1010 1015 1020 

Asn Ser Gly Ala Gly He Leu Pro Ser Pro Ser Thr Pro Arg Phe Pro 
1025 1030 1035 1040 

Thr Pro Arg Thr Pro Arg Thr Pro Arg Thr Pro Arg Gly Ala Gly Gly 

1045 1050 1055 

Pro Ala Ser Ala Gin Gly Ser Val Lys Tyr Glu Asn Ser Asp Leu Tyr 

1060 1065 1070 

Ser Pro Ala Ser Thr Pro Ser Thr Cys Arg Pro Leu Asn Ser Val Glu 

1075 1080 1085 

Pro Ala Thr Val Pro Ser He Pro Glu Ala His Ser Leu Tyr Val Asn 

1090 1095 1100 

Leu He Leu Ser Glu Ser Val Met Asn Leu Phe Lys Asp Cys Asn Ser 
1105 1110 1115 1120 

Asp Ser Cys Cys He Cys Val Cys Asn Met Asn He Lys Gly Ala Asp 

1125 1130 1135 

Val Gly Val Tyr He Pro Asp Pro Thr Gin Glu Ala Gin Tyr Arg Cys 

1140 1145 1150 

Thr Cys Gly Phe Ser Ala Val Met Asn Arg Lys Phe Gly Asn Asn Ser 

1155 1160 1165 

Gly Leu Phe Phe Glu Asp Glu Leu Asp He He Gly Arg Asn Thr Asp 

1170 1175 1180 

Cys Gly Lys Glu Ala Glu Lys Arg Phe Glu Ala Leu Arg Ala Thr Ser 
1185 1190 1195 1200 

Ala Glu His Val Asn Gly Gly Leu Lys Glu Ser Glu Lys Leu Ser Asp 

1205 1210 1215 

Asp Leu He Leu Leu Leu Gin Asp Gin Cys Thr Asn lieu Phe Ser Pro 

1220 1225 1230 

Phe Gly Ala Ala Asp Gin Asp Pro Phe Pro Lys Ser Gly Val He Ser 

1235 1240 1245 

Asn Trp Val Arg Val Glu Glu Arg Asp Cys Cys Asn Asp Cys Tyr Leu 

1250 1255 1260 

Ala Leu Glu His Gly Arg Gin Phe Met Asp Asn Met Ser Gly Gly Lys 
1265 1270 1275 1280 

Val Asp Glu Ala Leu Val Lys Ser Ser Cys Leu His Pro Trp Ser Lys 

1285 1290 1295 

Arg Asn Asp Val Ser Met Gin Cys Ser Gin Asp He Leu Arg Met Leu 

1300 1305 1310 

Leu Ser Leu Gin Pro Val Leu Gin Asp Ala He Gin Lys Lys Arg Thr 

1315 1320 1325 

Val Arg Pro Trp Gly Val Gin Gly Pro Leu Thr Trp Gin Gin Phe His 
1330 1335 1340 
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Lys Met Ala Gly Arg Gly Ser Tyr Gly Thr Asp Glu Ser Pro Glu Pro 
1345 1350 1355 1360 

Leu Pro lie Pro Thr Phe Leu Leu Gly Tyr Asp Tyr Asp Tyr Leu Val 

1365 1370 1375 

Leu Ser Pro Phe Ala Leu Pro Tyr Trp Glu Arg Leu Met Leu Glu Pro 

1380 1385 1390 

Tyr Gly Ser Gin Arg Asp lie Ala Tyr Val Val Leu Cys Pro Glu Asn 

1395 1400 1405 

Glu Ala Leu Leu Asn Gly Ala Lys Ser Phe Phe Arg Asp Leu Thr Ala 

1410 1415 1420 

lie Tyr Glu Ser Cys Arg Leu Gly Gin Hie Arg Pro Val Ser Arg Leu 
1425 1430 1435 1440 

Leu Thr Asp Gly He Met Arg Val Gly Ser Thr Ala Ser Lys Lys Leu 

1445 1450 1455 

Ser Glu Lys Leu Val Ala Glu Trp Phe Ser Gin Ala Ala Asp Gly Asn 

1460 1465 1470 

Asn Glu Ala Phe Ser Lys Leu Lys Leu Tyr Ala Gin Val Cys Arg Tyr 

1475 1480 1485 

Asp Leu Gly Pro Tyr Leu Ala Ser Leu Pro Leu Asp Ser Ser Leu Leu 

1490 1495 1500 

Ser Gin Pro Asn Leu Val Ala Pro Thr Ser Gin Ser Leu He Thr Pro 
1505 1510 1515 1520 

Pro Gin Met Thr Asn Thr Gly Asn Ala Asn Thr Pro Ser Ala Thr Leu 

1525 1530 1535 

Ala Ser Ala Ala Ser Ser Thr Met Thr Val Thr Ser Gly Val Ala He 

1540 1545 1550 

Ser Thr Ser Val Ala Thr Ala Asn Ser Thr Leu Thr Thr Ala Ser Thr 

1555 1560 1565 

Ser Ser Ser Ser Ser Ser Asn Leu Asn Ser Gly Val Ser Ser Asn Lys 

1570 1575 1580 

Leu Pro Ser Phe Pro Pro Phe Gly Ser Met Asn Ser Asn Ala Ala Gly 
1585 1590 1595 1600 

Ser Met Ser Thr Gin Ala Asn Thr Val Gin Ser Gly Gin Leu Gly Gly 

1605 1610 1615 

Gin Gin Thr Ser Ala Leu Gin Thr Ala Gly He Ser Gly Glu Ser Ser 

1620 1625 1630 

Ser Leu Pro Thr Gin Pro His Pro Asp Val Ser Glu Ser Thr Met Asp 

1635 1640 1645 

Arg Asp Lys Val Gly He Pro Thr Asp Gly Asp Ser His Ala Val Thr 

1650 1655 1660 

Tyr Pro Pro Ala He Val Val Tyr He He Asp Pro Phe Thr Tyr Glu 
1665 1670 1675 1680 

Asn Thr Asp Glu Ser Thr Asn Ser Ser Ser Val Trp Thr Leu Gly Leu 

1685 1690 1695 

Leu Arg Cys Phe Leu Glu Met Val Gin Thr Leu Pro Pro His He Lys 

1700 1705 1710 

Ser Thr Val Ser Val Gin He He Pro Cys Gin Tyr Leu Leu Gin Pro 

1715 1720 1725 

Val Lys His Glu Asp Arg Glu He Tyr Pro Gin His Leu Lys Ser Leu 

1730 1735 1740 

Ala Phe Ser Ala Phe Thr Gin Cys Arg Arg Pro Leu Pro Thr Ser Thr 
1745 1750 1755 1760 

Asn Val Lys Thr Leu Thr Gly Phe Gly Pro Gly Leu Ala Met Glu Thr 

1765 1770 1775 

Ala Leu Arg Ser Pro Asp Arg Pro Glu Cys lie Arg Leu Tyr Ala Pro 

1780 1785 1790 

Pro Phe He Leu Ala Pro Val Lys Asp Lys Gin Thr Glu Leu Gly Glu 

1795 1800 1805 

Thr Phe Gly Glu Ala Gly Gin Lys Tyr Asn Val Leu Phe Val Gly Tyr 

1810 1815 1820 

Cys Leu Ser His Asp Gin Arg Trp He Leu Ala Ser Cys Thr Asp Leu 
1825 1830 1835 1840 

Tyr Gly Glu Leu Leu Glu Thr Cys He lie Asn He Asp Val Pro Asn 
1B45 1850 1855 
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Arg Ala Arg Arg Lys Lys Ser Ser Ala Arg Lys Phe Gly Leu Gin Lys 

1860 1865 1870 

Leu Trp Glu Trp Cys Leu Gly Leu Val Gin Met Ser Ser Leu Pro Trp 

1875 1880 1885 

Arg Val Val lie Gly Arg Leu Gly Arg He Gly His Gly Glu Leu Lys 

1890 1895 1900 

Asp Trp Ser Cys Leu Leu Ser Arg Arg Asn Leu Gin Ser Leu Ser Lys 
1905 1910 1915 1920 

Arg Leu Lys Asp Met Cys Arg Met Cys Gly He Ser Ala Ala Asp Ser 

1925 1930 1935 

Pro Ser He Leu Ser Ala Cys Leu Val Ala Met Glu Pro Gin Gly Ser 

1940 1945 1950 

Phe Val He Met Pro Asp Ser Val Ser Thr Gly Ser Val Phe Gly Arg 

1955 1960 1965 

Ser Thr Thr Leu Asn Met Gin Thr Ser Gin Leu Asn Thr Pro Gin Asp 

1970 1975 1980 

Thr Ser Cys Thr His He Leu Val Phe Pro Thr Ser Ala Ser Val Gin 
1985 1990 1995 2000 

Val Ala Ser Ala Thr Tyr Thr Thr Glu Asn Leu Asp Leu Ala Phe Asn 

2005 2010 2015 

Pro Asn Asn Asp Gly Ala Asp Gly Met Gly He Phe Asp Leu Leu Asp 

2020 2025 2030 

Thr Gly Asp Asp Leu Asp Pro Asp He He Asn He Leu Pro Ala Ser 

2035 2040 2045 

Pro Thr Gly Ser Pro Val His Ser Pro Gly Ser His Tyr Pro His Gly 

2050 2055 2060 

Gly Asp Ala Gly Lys Gly Gin Ser Thr Asp Arg Leu Leu Ser Thr Glu 
2065 2070 2075 2080 

Pro His Glu Glu Val Pro Asn He Leu Gin Gin Pro Leu Ala Leu Gly 

2085 2090 2095 

Tyr Phe Val Ser Thr Ala Lys Ala Gly Pro Leu Pro Asp Trp Phe Trp 

2100 2105 2110 

Ser Ala Cys Pro Gin Ala Gin Tyr Gin Cys Pro Leu Phe Leu Lys Ala 

2115 2120 2125 

Ser Leu His Leu His Val Pro Ser Val Gin Ser Asp Glu Leu Leu His 

2130 2135 2140 

Ser Lys His Ser His Pro Leu Asp Ser Asn Gin Thr Ser Asp val Leu 
2145 2150 2155 2160 

Arg Phe Val Leu Glu Gin Tyr Asn Ala Leu Ser Trp Leu Thr Cys Asp 

2165 2170 2175 

Pro Ala Thr Gin Asp Arg Arg Ser Cys Leu Pro He His Phe Val Val 

2180 2185 2190 

Leu Asn Gin Leu Tyr Asn Phe He Met Asn Met Leu 
2195 2200 2204 



<210> 2139 

<211> 668 

<212> PRT 

<213> Homo sapiens 

<22l> mlsc_f eature 
<222> (1) . ; . (666) 

<223> xaa = any amino acid or nothing 



<400> 2139 
Thr Gly Thr Leu Thr Glu Asp Gly 

1 5 
Leu Lys Gly Gin Ala Phe Leu Pro 
20 

Pro Val Gly Pro Leu Leu Arg Ala 
35 40 



Leu Asp Val Met Gly Val Val Pro 

10 15 
Leu Val Pro Glu Pro Arg Arg Leu 

25 30 
Leu Ala Thr Cys His Ala Leu Ser 
45 
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Arg 


Leu 


Gin 


Asp 


Thr 


Pro 


Val 


Gly 


Asp 




50 










55 






Glu 


Ser 


Thr 


Gly 


Trp 


Val 


Leu 


Glu 


Glu 


65 










70 








Phe 


Gly 


Thr 


Gin 


Val 
85 


Leu 


Ala 


Val 


Met 


Gin 


Leu 


Gin 


Ala 


Met 


Glu 


Glu 


Pro 


Pro 








100 










105 


Arg 


Pne 


Pro 


Pne 


Ser 


Ser 


Ala 


Leu 


Gin 






TIC 

115 










120 




Trp 


Pro 


Gly 


Ala 


Thr 


Gin 


Pro 


Glu 


Hi mm 

Ala 




13 0 










135 






Leu 


Val 


Ala 


Gly 


Leu 


Cys 


Asn 


Pro 


Glu 


145 










150 








Gin 


Met 


Leu 


Gin 


Ser 


Tyr 


Thr 


Ala 


Ala 










165 










Ala 


Ser 


Lys 


Pro 


Leu 


Pro 


Ser 


Val 


Pro 








180 










185 


Leu 


Thr 


Arg 


Asp 


Thr 


Val 


Glu 


Gly 


Asp 






195 










200 




Val 


Met 


Arg 


Asn 


Leu 


Leu 


Lys 


Pro 


Gin 




210 










215 






Leu 


Arg 


Arg 


Thr 


Arg 


He 


Arg 


Ala 


Val 


225 










230 








Gin 


Thr 


Ala 


Val 


Thr 


Val 


Ala 


Arg 


Gly 










245 










Glu 


His 


Leu 


lie 


He 


Val 


His 


Ala 


Thr 








260 










265 


Ala 


Ser 


Leu 


Glu 


Phe 


Leu 


Pro 


Met 


Glu 






275 










280 




Val 


Lys 


Asp 


Pro 


Asp 


Gin 


Ala 


Ala 


Ser 




290 










295 






Arg 


Ser 


Arg 


His 


Leu 


Ala 


Leu 


Ser 


Gly 


305 










310 








Lys 


His 


Phe 


Pro 


Lys 


Leu 


Leu 


Pro 


Lys 










325 










Phe 


Ala 


Arg 


Met 


Ala 


Pro 


Glu 


Gin 


Lys 








340 










345 


Gin 


Lys 


Leu 


Gin 


Tyr 


Cys 


Val 


Gly 


Met 






355 










360 




Cys 


Gly 


Ala 


Leu 


Lys 


Ala 


Ala 


Asp 


Val 




370 










375 






Glu 


Ala 


Ser 


Val 


Val 


Ser 


Pro 


Phe' Thr 


385 










390 








Cys 


Val 


Pro 


Met 


Val 


He 


Arg 


Glu 


Gly 










405 










Phe 


Ser 


Val 


Phe 


Lys 


Tyr 


Met 


Ala 


lieu 








42 0 










425 


Ser 


Val 


Leu 


He 


Leu 


Tyr 


Thr 


He 


Asn 






435 










440 




Phe 


Leu 


Ala 


lie 


Asp 


Leu 


Val 


He 


Thr 




450 










455 






Ser 


Arg 


Thr 


Gly 


Pro 


Ala 


Leu 


Val 


Leu 












*± t u 








Ala 


Leu 


Leu 


Ser 


Val 


Pro 


Val 


Leu 


Ser 










485 










Leu 


Val 


Thr 


Gly 


Val 


Gin 


Leu 


Gly 


Gly 








500 










505 


Pro 


Trp 


Phe 


Val 


Pro 


Leu 


Asn 


Arg 


Thr 






515 










520 




Pro 


Asn 


Tyr 


Glu 


Asn 


Thr 


Val 


Val 


Phe 




530 










535 






Leu 


He 


Leu 


Ala 


Ala 


Ala 


Val 


Ser 


Lys 
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Pro 


Met 


Asp 
60 


Leu 


Lys 


Met 


vai 


GlU 


Pro 
75 


Aia 


Aia 


Asp 


Car 


Ala 

80 


Arg 


pro 


Pro 


Leu 


Trp 


fit »i 


Pro 


on 










QC 




vai 


Fro 


vai 


G DV 

ser 


vai 
110 


Leu 


ills 


Arg 


Met 


Ser 


vai 
125 


Vai 


Val 
VaJ. 


Aid 


Tyr 


vai 


Tim 

Lys 
140 


v»iy, 


Ser 


Pro 


ulu 


Thr 


vai 
155 


Pro 


Thr 


Asp 


rne 


Aia 
160 


Gly 


Tyr 


Arg 


Val 


vai 


Ala 


Leu 


170 










1/3 




Ser 


Leu 


Glu 


Ala 


Ala 
190 


Gin 


Gin 


Leu 


Ser 


Leu 


Leu 
205 


Gly 


Leu 


Leu 


Thr 


Thr 


Pro 
220 


Val 


He 


Gin 


Ala 


Met 


Val 
235 


Thr 


Gly 


Asp 


Asn 


Leu 
240 


Cys 


Gly 


Met 


Val 


Ala 


Pro 


Gin 


250 










255 




His 


Pro 


Glu 


Arg 


Gly 
270 


/Si mm 

Gin 


Pro 


Ser 


Pro 


Thr 


Ala 
285 


Val 


Asn 


Gly 


Tyr 


Thr 


Val 
300 


Glu 


Pro 


Asp 


Pro 


Pro 


Thr 
315 


Phe 


Gly 


lie 


lie 


Val 
320 


Val 


Leu 


Val 


Gin 


Gly 


Thr 


vai 


■a "> n 
330 














Thr 


Glu 


Leu 


Val 


Cys 
350 


GlU 


Leu 


Cys 


Gly 


Asp 


Gly 
365 


Ala 


Asn 


Asp 


Gly 


lie 


Ser 
380 


Leu 


Ser 


Gin 


Ala 


Ser 


Ser 
395 


Met 


Ala 


Ser 


lie 


valU 
400 


Arg 


cys 


ser 


Leu 


Asp 


Thr 


&er 


A 1 ft 

410 










A 1 C 

413 




Tyr 


ser 


Leu 


Thr 


r*l n 

vain 
430 


irne 


lie 


Thr 


Asn 


lieu 


tsiy 
445 


Asp 


Leu 


uin 


inr 


iur 


vai 
460 


Ala 


V a *l 


Leu 


rlri t- 


r*i +r 

Gly 


Arg 
475 


vai 


Arg 


Pro 


Pro 


\9±y 

480 


Ser 


Leu 


Leu 


Leu 


Gin 


Met 


Val 


490 










495 




Tyr 


Phe 


Leu 


Thr 


Leu 
510 


Ala 


Gin 


Val 


Ala 


Ala 


Pro 
525 


Asp 


Asn 


Leu 


Ser 


Leu 


Ser 
540 


Ser 


Phe 


Gin 


Tyr 


Gly 


Ala 
555 


Pro 


Phe 


Arg 


Arg 


Pro 
560 



1201 



WO 01/57188 



PCT/US01/03800 



Leu Thr 


Asn 


Asn Val Pro Phe 


Leu 






565 




Val Leu 


Val 


Val Leu Val Leu 


Ser 






SBO 




Ala Leu 


Arg 


Asn lie Thr Asp 


Thr 




595 




600 


Leu Val 


Thr 


Leu Asn Phe Val 


Gly 


610 




615 




Arg Pro 


Val 


Pro Pro Arg Leu 


Pro 


625 




630 




Ser Lys 


Lys 


Arg Phe Lys Gin 


Leu 






645 




Trp Pro 


Pro 


Leu Pro Ala Gly 


Pro 






660 





Leu 


Ala 


Ser Ala Leu Xaa Ser Ser 




570 


575 


Pro 


Gly 


Leu Leu His Gly Pro Leu 


585 




590 


Gly 


Phe 


Lys Leu Leu Leu Val Gly 






605 


Gly 


Leu 


His Ala Gly Glu Arg Ala 






620 


Ala 


Pro 


Pro Pro Ala Gin Ala Gly 






635 640 


Glu 


Arg 


Glu Leu Ala Glu Gin Pro 




650 


655 


Leu 


Arg 




665 


666 





<210> 2140 
<211> 330 
<212> PRT 

<213> Homo sapiens 

<221> raisc_feature 
<222> (1) . . . (327) 

<223> Xaa = any amino acid or nothing 



<400> 2140 

Ser Ser Ala Gly Ser Ala Arg Lys Leu Gin Val Met Ala Leu Ala Ala 

1 5 .10 .15 

Arg Leu Trp Arg Leu Leu Pro Phe Arg Arg Gly Ala Ala Pro Gly Ser 

20 25 30 

Arg Leu Pro Ala Gly Thr Ser Gly Ser Arg Gly His Cys Gly Pro Cys 

35 40 45 

Arg Phe Arg Gly Phe Glu Val Met Gly Asn Pro Gly Thr Phe Lys Arg 

50 55 60 

Gly Leu Leu Leu Ser Ala Leu Ser Tyr Leu Gly Phe Glu Thr Tyr Gin 
g 5 70 75 80 

Val lie Ser Gin Ala Ala Val Val His Ala Thr Ala Lys Val Glu Glu 

'85 90 95 

He Leu Glu Gin Ala Asp Tyr Leu Tyr Glu Ser Gly Glu Thr Glu Lys 

100 105 no 

Leu Tyr Gin Leu Leu Thr Gin Tyr Lys Glu Ser Glu Asp Ala Glu Leu 

115 120 125 

Leu Trp Arg Leu Ala Arg Ala Ser Arg Asp Val Ala Gin Leu Ser Arg 

130 13 5 140 

Thr Ser Glu Glu Glu Lys Lys Leu Leu Val Tyr Glu Ala Leu Glu Tyr 
145 150 155 150 

Ala Lys tag Ala Leu Glu Lys Asn Glu Ser Ser Phe Ala Ser His Lys 

165 170 175 

Trp Tyr Ala He Cys Leu Ser Asp Val Gly Asp Tyr Glu Gly He Lys 

180 185 190 

Ala Lys He Ala Asn Ala Tyr He He Lys Glu His Phe Glu Lys Ala 

195 200 205 

He Glu Leu Asn Pro Lys Asp Ala Thr Ser He His Leu Met Gly He 

210 215 220 

Trp Cys Tyr Thr Phe Ala Glu Met Pro Trp Tyr Gin Arg Arg He Ala 
225 230 235 " 240 

Xaa Asn Ala Cys Leu Gin Leu Pro Pro Xaa Phe Pro Pro Tyr Glu Lys 

245 250 255 

Ala Leu Gly Tyr Phe His Arg Ala Glu Gin Val Asp Pro Asn Phe Tyr 

260 265 270 

Ser Lys Asn Leu Leu Leu Leu Gly Lys Thr Tyr Leu Lys Leu His Asn 
275 280 285 
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Lys Lys Leu Ala Ala Phe Trp Leu Met Lys Ala Lys Asp Tyr Pro Ala 

290 295 300 

His Thr Glu Glu Asp Lys Gin He Gin Thr Glu Ala Ala Gin Leu Leu 
305 310 315 320 

Thr Ser Phe Ser Glu Lys Asn 
325 327 



<210> 2141 

<211> 490 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) .7. (4B4) 

<223> Xaa = any amino acid or nothing 



<400> 2141 

He Ala Leu Leu He Val Asp Gly Leu Ala Trp Asp Asp Gin Gly Gly 

15 10 15 

Leu Ala Leu Leu His He Ser Pro Ser Lys Leu lie Leu Xaa Gin Asp 

20 25 30 

Ser Ser Gly Met Ser Tyr Val Met Val Arg Cys Thr He Thr Arg Ala 

35 40 45 

Phe Phe Lys Ser Leu Leu Cys His He Cys Gin Tyr Ser He Gly Pro 

50 55 60 

Gin Xaa Val Thr Cys Pro Gly Gin Asp Ala Cys Lys Glu Xaa Lys Ser 
€5 70 75 80 

Thr Ala Asn Xaa Gly Gly Xaa Arg Glu Xaa Xaa Pro Gin Val Leu Phe 

85 90 95 

Phe Ala Phe Leu Ser Asn Pro Ala Val Lys Phe Gly Arg Met Ser Lys 

100 105 HO 

Lys Gin Arg Asp Ser Leu Tyr Ala Glu Val Gin Lys His Gin Gin Arg 

115 120 125 

Leu Gin Glu Gin Arg Gin Gin Gin Ser Gly Glu Ala Glu Ala Leu Ala 

130 135 140 

Arg Val Tyr Ser Ser Ser He Ser Asn Gly Leu Ser Asn Leu Asn Asn 
145 "* 150 155 160 

Glu Thr Ser Gly Thr Tyr Ala Asn Gly Ser Val He Asp Leu Pro Lys 

165 170 175 

Ser Glu Gly Tyr Tyr Asn Val Val Ser Gly Gin Pro Ser Pro Asp Gin 

180 185 190 

Ser Gly Leu Asp Met Thr Gly He Lys Gin He Lys Gin Glu Pro He 

195 200 205 

Tyr Asp Leu Thr Ser Val Pro Asn Leu Phe Thr Tyr Ser Ser Phe Asn 

210 215 220 

Asn Gly Gin Leu Ala Pro Gly He Thr Met Thr Glu He Asp Arg He 
225 230 235 240 

Ala Gin Asn He He Lys Ser His Leu Glu Thr Cys Gin Tyr Thr Met 

245 250 255 

Glu Glu Leu His Gin Leu Ala Trp Gin Thr His Thr Tyr Glu Glu He 

260 265 270 

Lys Ala Tyr Gin Ser Lys Ser Arg Glu Ala Leu Trp Gin Gin Cys Ala 

275 280 2B5 

He Gin He Thr His Ala He Gin Tyr Val Val Glu Phe Ala Lys Arg 

290 295 300 

He Thr Gly Phe Met Glu Leu Cys Gin Asn Asp Gin He Leu Leu Leu 
305 * 310 315 320 

Lys Ser Gly Cys Leu Glu Val Val Leu Val Arg Met Cys Arg Ala Phe 

325 330 335 

Asn Pro Leu Asn Asn Thr Val Leu Phe Glu Gly Lys Tyr Gly Gly Met 
340 345 350 
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Gin Met 


Phe 
355 


Lys 


Ala 


Leu 


Gly 


Ser Asp Asp 
360 


Leu Val 


Asn Glu Ala Phe 
365 


Asp Phe 


Ala 


Lys 


Asn 


Leu 


Cys 


Ser Leu Gin 


Leu Thr 


Glu Glu Glu He 


370 










375 




380 




Ala Leu 


Phe 


Ser 


Ser 


Ala 


Val 


Leu He Ser 


Pro Asp Arg Ala Trp Leu 


385 








390 






395 


400 


lie Glu 


Pro 


Arg Lys 


Val 


Gin 


Lys Leu Gin 


Glu Lys 


He Tyr Phe Ala 








405 






410 




415 


Leu Gin 


His 


Val 


lie 


Gin 


Lys 


Asn His Leu 


Asp Asp Glu Thr Leu Ala 






420 








425 




430 


Lys Leu 


lie 
435 


Ala 


Lys 


He 


Pro 


Thr lie Thr 
440 


Ala Val 


Cys Asn Leu His 
445 


Gly Glu 


Lys 


Leu 


Gin 


Val 


Phe 


Lys Gin Ser 


His Pro 


Glu He Val Asn 


450 










455 




460 




Thr Leu 


Phe 


Pro 


Pro 


Leu 


Tyr 


Lys Glu Leu 


Phe Asn 


Pro Asp Cys Ala 


465 








470 






475 


480 


Thr Ala 


Cys 


Lys 
484 















<210> 2142 
<211> 231 
<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1) . . . (230) 

<223> Xaa = any amino acid or nothing 



<400> 2142 

Ser Arg Gly Thr Phe Arg Cys Phe Cys Arg Asp Phe Phe Pro Cys Phe 

1 5 10 15 

Ser Asn Met Arg Leu Phe Leu Trp Asn Ala Val Leu Thr Leu Phe Val 

20 25 30 

Thr ser Leu He Gly Ala Leu He Pro Glu Pro Glu Val Lys He Glu 

35 40 45 

Val Leu Gin Lys Pro Phe He Cys His Arg Lys Thr Lys Gly Gly Asp 

50 55 60 

Leu Met Leu Val His Tyr Glu Gly Tyr Leu Glu Lys Asp Gly Ser Leu 
65 70 75 80 

Phe His Ser Thr His Lys His Asn Asn Gly Gin Pro He Trp Phe Thr 

85 90 * 95 

Leu Gly He Leu Glu Ala Leu Lys Gly Trp Gly Pro Gly Ala Xaa Lys 

100 105 * HO 

Asp Met Cys Val Gly Glu Lys Arg Lys Leu He He Pro Pro Ala Leu 

115 120 125 

Gly Tyr Gly Lys Glu Gly Lys Gly Lys He Pro Pro Glu Ser Thr Leu 

130 135 140 

He Phe Asn He Asp Leu Leu Glu He Arg Asn Gly Pro Arg Ser His 
145 150 155 ~ 160 

Glu Ser Phe Gin Glu Met Asp Leu Asn Asp Asp Trp Lys Leu Ser Lys 

165 170 *" 175 

Asp Glu Val Lys Ala Tyr Leu Lys Lys Glu Phe Glu Lys His Gly Ala 

180 185 190 

Val Val Asn Glu Ser His His Asp Ala Leu Val Glu Asp lie Phe Asp 

195 200 205 

Lys Glu Asp Glu Asp Lys Asp Gly Phe He Ser Ala Arg Glu Phe Thr 

210 215 220 

Tyr Lys His Asp Glu Leu 
225 230 
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<210> 2143 
<211> 1029 
<212> PRT 

<213> Homo sapiens 
<221> misc_feature 

<222> (1) . . . (1011) 

<223> Xaa « any amino acid or nothing 



<400> 2143 

Pro Arg Leu Lys Arg Leu Val Val Thr Glu Glu Asp Gly Gly Ala Arg 

1 5 10 15 

Pro Glu Ala Leu Gly Lys lie Ala Pro Arg Thr Pro Ala Glu Leu Gly 

20 25 30 

Ala Arg Ala Asp Gin Glu Leu Val Thr Ala Leu Met Cys Asp Leu Arg 

35 40 45 

Arg Pro Ala Ala. Gly Gly Met Met Asp Leu Ala Tyr Val Cys Glu Trp 

50 55 60 

Glu Lys Trp Ser Lys Ser Thr His Cys Pro Ser Val Pro Leu Ala Cys 
65 " * 70 75 B0 

Ala Trp Ser Cys Arg Asn Leu He Ala Phe Thr Met Asp Leu Arg Ser 

85 90 95 

Asp Asp Gin Asp Leu Thr Arg Met He His He Leu Asp Thr Glu His 

100 105 HO 

Pro Trp Asp Leu His Ser He Pro Ser Glu His His Glu Ala He Thr 

115 120 125 

Cys Leu Glu Trp Asp Gin Ser Gly Phe Pro Gly Phe Leu Phe Ser Arg 

130 135 140 

Trp Pro Thr Gly Gin He Lys Cys Trp Ser Met Gly Val Ser Thr Leu 
145 * 150 155 ISO 

Ala Asn Ser Trp Glu Ser Ser Val Gly Ser Leu Val Glu Gly Gly Pro 

165 170 175 

His Leu Trp Ala Leu Ser Trp Leu His Asn Gly Val Lys Leu Ala Leu 

180 185 190 

His Val Glu Lys Ser Gly Ala Ser Ser Phe Gly Glu Lys Phe Ser Arg 

195 200 205 

Val Lys Phe Ser Pro Ser Leu Thr Leu Phe Gly Gly Asn Ala Met Glu 

210 215 220 

Gly Trp He Ala Val Thr Val Ser Gly Leu Val Thr Val Ser Leu Leu 
225 230 235 240 

Gin Pro Ser Gly Gin Val Leu Thr Ser Thr Glu Ser Leu Cys Arg Leu 

245 250 255 

Arg Ala Arg Val Ala Leu Ala Asp He Ala Phe Thr Gly Gly Gly Asn 

260 265 270 

lie Val Val Ala Thr Ala Asp Gly Ser Ser Ala Ser Pro Val Gin Phe 

275 280 235 

Tyr Lys Val Cys Val Ser Val Val Ser Glu Lys Cys Arg He Asp Thr 

290 295 300 

Asp He Leu Pro Ser Leu Phe Met Arg Cys Thr Thr Asp Leu Asn Arg 
305 310 315 320 

Lys Asp Lys Phe Pro Ala He Thr His Leu Lys Phe Leu Ala Arg Asp 

325 330 335 

Met ser Glu Gin Val Leu Leu Cys Ala Ser Ser Gin Thr Ser Ser He 

340 345 350 

Val Glu Cys Trp Ser Leu Arg Lys Glu Gly Leu Pro Val Asn Asn He 

355 360 365 

Phe Gin Gin He Ser Pro Val Val Gly Asp Lys Gin Pro Thr He Leu 

370 375 380 

Lys Trp Arg He Leu Ser Ala Thr Asn Asp Leu Asp Arg Val Ser Ala 
385 390 395 400 

Val Ala Leu Pro Lys Leu Pro He Ser Leu Thr Asn Thr Asp Leu Lys 
405 410 415 
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Val Ala Ser Asp Thr Gin Phe Tyr Pro Gly Leu Gly Leu Ala Leu Ala 

420 . 425 430 

Phe His Asp Gly Ser Val His lie Val His Arg Leu Ser Leu Gin Thr 

435 440 445 

Met Ala Val Phe Tyr Ser Ser Ala Ala Pro Arg Pro Val Asp Glu Pro 
450 455 4eo 

Ala Met Lys Arg Pro Arg Thr Ala Gly Pro Ala Val His Leu Lys Ala 
465 470 475 480 

Met Gin Leu Ser Trp Thr Ser Leu Ala Leu Val Gly lie Asp Ser His 

485 490 495 

Gly Lye Leu Ser Val Leu Arg Leu Ser Pro Ser Met Gly His Pro Leu 

500 505 510 

Glu Val Gly Leu Ala Leu Arg His Leu Leu Phe Leu Leu Glu Tyr Cys 

515 520 525 

Met Val Thr Gly Tyr Asp Trp Trp Asp lie Leu Leu His Val Gin Pro 

530 535 540 

Ser Met Val Gin Ser Leu Val Glu Lys Leu His Glu Glu Tyr Thr Arg 
545 550 ~ 555 560 

Gin Thr Ala Ala Leu Gin Gin Val Leu Ser Thr Arg lie Leu Ala Met 

565 570 ~ 575 

Lys Ala Ser Leu Cys Lys Leu Ser Pro Cys Thr Val Thr Arg Val Cys 

580 585 590 

Asp Tyr His Thr Lys Leu Phe Leu lie Ala He Ser Ser Thr Leu Lys 

595 600 605 

Ser Leu Leu Arg Pro His Phe Leu Asn Thr Pro Asp Lys Ser Pro Gly 

610 615 620 

Asp Arg Leu Thr Glu He Cys Thr Lys He Thr Asp Val Asp He Asp 
625 630 635 640 

Lys Val Met He Asn Leu Lys Thr Glu Glu Phe Val Leu Asp Met Asn 

645 650 655 

Thr Leu Gin Ala Leu Gin Gin Leu Leu Gin Trp Val Gly Asp Phe Val 

660 665 670 

Leu Tyr Leu Leu Ala Ser Leu Pro Asn Gin Pro Cys Pro Thr Ser Glu 

675 680 685 

Pro Cys Pro Thr Ser Glu Pro Ser Pro Thr Ser Glu Pro Ser Pro Thr 

690 695 700 

ser Glu Pro Ser ser Pro Xaa Ser Leu Cys Gly ser Leu Leu Arg Pro 
705 710 715 720 

Gly His Ser Phe Leu Arg Asp Gly Thr Ser Leu Gly Met Leu Arg Glu 

725 730 735 

Leu Met Val Val He Arg He Trp Gly Leu Leu Lys Pro Ser Cys Leu 

740 745 750 

Pro Val Tyr Thr Ala Thr Ser Asp Thr Gin Asp Ser Met Ser Leu Leu 

755 760 765 

Phe Arg Leu Leu Thr Lys Leu Trp He Cys Cys Arg Asp Glu Gly Pro 

770 775 780 

Ala Ser Glu Pro Asp Glu Ala Leu Val Asp Glu Cys cys Leu Leu Pro 
785 790 795 800 

Ser Gin Leu Leu He Pro Ser Leu Asp Trp Leu Pro Ala Ser Asp Gly 

805 810 815 

Leu Val Ser Arg Leu Gin Pro Lys Gin Pro Leu Arg Leu Gin Phe Gly 

820 825 830 

Arg Ala Pro Thr Leu Pro Gly Ser Ala Ala Thr Leu Gin Leu Asp Gly 

835 840 845 

Leu Ala Arg Ala Pro Gly Gin Pro Lys He Asp His Leu Arg Arg Leu 

850 855 860 

His Leu Gly Ala Cys Pro Thr Glu Glu Cys Lys Ala Cys Thr Arg Cys 
865 870 875 * 880 

Gly Cys Val Thr Met Leu Lys Ser Pro Asn Arg Thr Thr Ala Val Lys 

885 890 895 

Gin Trp Glu Gin Arg Trp He Lys Asn Cys Leu Val Arg Trp Ala Leu 

900 90S 910 

Val Ala Gly Ala Pro Gin Leu Pro Leu Ser Pro Ala Ala Pro Gin Leu 
915 920 925 
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Leu Leu Ser Tyr Pro Ser Ala Ala 

930 935 
His Arg Ser Pro Trp Thr Leu Leu 
945 550 
Cys Arg Ala Val Glu Gly Arg Gly 
965 

Ala Ser Glu Glu Ala Pro Ala Phe 
980 

His His Ser' Pro Arg Thr Pro Arg 
995 1000 
Asp Arg Pro 
10101011 



pro Glu Pro Gly Cys Cys Lys Ser 
940 

Gly Ala Val Asn Leu Ser Pro Pro 
955 560 
Pro Asp Ala Cys Val Thr Ser Arg 

970 975 
Val Gin Leu Gly Pro Gin Ser Thr 
985 

Ser Leu Asp His Leu His Pro Glu 
1005 



<210> 2144 

<211> 56 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (55) 

<223> Xaa ■ any amino acid or nothing 



<400> 2144 _ 
Asn Gly Asp Lys Ala Asp Leu Glu Asn Glu Ser Cys Arg Ala Gin Val 

1 5 10 15 

Leu Met Pro Val Val Pro Ala Leu Trp Glu Ala Glu Gly Gly Gly Ser 

20 25 30 

He Glu Pro Arg Asp Leu Arg Leu Gin Xaa Ala Val He Thr Pro Leu 

35 40 45 

Thr Pro Ala Trp Val Thr Gin 
50 55 



<210> 2145 
<211> 215 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1)... (211) 

<223> Xaa = any amino acid or nothing 



<400> 2145 



Lys Leu 


Leu 


Trp Leu Pro 


Pro 


His 


1 




5 






Tyr His 


Pro 


Gin Gly Pro 


Ser 


Gly 




20 






Ser His 


Ser 


Pro Pro Pro 


Ser 


Leu 




35 






40 


Phe Leu 


Arg 


Thr His Gly 


His 


He 


50 






55 




Pro Phe 


Pro 


His His Xaa 


Asn 


Ala 


65 




70 






Arg Ser 


Gin 


Leu Thr Ser 


Pro 


Ser 




85 






Pro Asp 


His 


His His His 


Leu 


Cys 




100 






Leu Phe 


His 


His Arg Val 


Leu 


Phe 




115 






120 



Ser 


Glu 


Gin 


Lys Arg Ser Pro 


Leu 




10 




15 




Thr 


Thr 


Pro 


Ser Ala Pro Phe 


Ser 


25 






30 




Leu 


Gin 


Ala 


Pro Ser He Ala 


Ala 








45 




Ser 


Ala 


Ser 


Gly Pro Leu Arg 


Met 








60 




Phe 


Leu 


Leu 


Val Phe Pro Gly 


Gin 






75 




80 


His 


Tyr 


Leu 


Cys Arg Glu Val 


Phe 




90 




95 




Arg 


Leu 


Ser 


Leu Glu Ser Ser 


Pro 


105 






110 




Cys 


Val 


Pro 


Lys Gin Asn Val 


Asn 



125 
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Ser Thr 


Arg 


Ala Gin He Phe Cys 


130 




135 


Arg Cys 


He 


Asn Thr Phe Pro Leu 


145 




150 


Leu His 


Phe 


Leu Gin He Pro Leu 






165 


Leu Gly 


Lys 


Thr Val Val Gly Arg 






180 


Asp Thr 


Arg 


Val Arg Ala Ala Val 




195 


200 


Pro Leu 


Val 




210 


211 





Leu Phe Val His He Val Gly Cys 
140 

His Leu Phe Arg Leu His Leu Trp 
155 i$0 
Cys Lys Lys Asn Lys Ser Val Lys 

170 175 
Gly Cys Gin Ser Ala Ala Gly Ser 
IBS ISO 
Gly Ala Pro Gly Leu Pro Val Glu 
205 



<210> 2146 

<211> 291 

<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1) . . . (289) 

<223> Xaa « any amino acid or nothing 



<400> 2146 

His Ser Ala Leu Leu Thr His Ser Ser Phe Cys Val Phe Thr Leu Cys 

1 5 io 15 

Gin Asp Phe Phe Thr Tyr Ser Ser Met Ser Glu Glu Val Thr Tyr Ala 

20 25 30 

Asp Leu Gin Phe Gin Asn Ser Ser Glu Met Glu Lys He Pro Glu lie 

35 40 45 

Gly Lys Phe Gly Glu Lys Ala Pro Pro Ala Pro Ser His Val Trp Arg 

50 55 SO 

Pro Ma Ala Leu Phe Leu Thr Leu Leu Cys Leu Leu Leu Leu He Gly 
65 70 75 80 

Leu Gly Val Leu Ala Ser Met Phe His Val Thr Leu Lys He Glu Met 

85 90 ~ 95 

Lys Lys Met Asn Lys Leu Gin Asn He Ser Glu Glu Leu Gin Arg Asn 

100 105 no 

He Ser Leu Gin Leu Met Ser Asn Met Asn He Ser Asn Lys 'He Arg 

115 120 125 

Asn Leu Ser Thr Thr Leu Gin Thr He Ala Thr Lys Leu Cys Arg Glu 

130 135 140 

Leu Tyr Ser Lys Glu Gin Glu His Lys Cys Lys Pro Cys Pro Arg Arg 
14 5 150 155 " 160 

Trp He Trp His Lys Asp Ser Cys Tyr Phe Leu Ser Asp Asp Val Gin 

165 170 175 

Thr Trp Gin Glu Ser Lys Met Ala Cys Ala Ala Gin Asn Ala Ser Leu 

180 185 190 

Leu Lys He Asn Asn Lys Asn Ala Leu Glu Phe He Lys Ser Gin Ser 

195 200 205 

Arg Ser Tyr Asp Tyr Trp Leu Gly Leu Ser Pro Glu Glu Asp Ser Tyr 

210 215 220 

Ser Trp Tyr Glu Ser Gly Xaa Tyr Asn Gin Pro Ser Ala Trp Val He 
22 5 230 • 235 *" 240 

Arg Asn Ala Pro Asp Leu Asn Asn Met Tyr Cys Gly Tyr lie Asn Arg 

245 250 255 

Leu Tyr Val Gin Tyr Tyr His Cys Thr Tyr Lys Gin Arg Met He Cys 

260 265 270 

Glu Lys Met Ala Asn Pro Val Gin Leu Gly Ser Thr Tyr Phe Arg Glu 
275 280 285 

Ala 
289 
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<210> 2147 

<211> 604 

<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1) . . . (602) 

<223> Xaa » any amino acid or nothing 





<400> 2147 
















Pro 


Glv 
wxy 




XI XX 


His 


Ala 


Ser 


Ala Arg 


Ser 


Gin Val 


Pro Arg Ser Ala 


J. 








c 
o 








XVJ 




15 




Gltl 


Ala 


Ala 


irtO 


ills 


Ser 


/urg ivx y 


rlu 


Pro Gly 










20 














30 


A3 a 


Pro 


Arg 


Ala 


Ala 
nXd 


ser 


Ala 


Gl n T if^i i 


Glu 


Glu Arg 


Met Ara Aed Pro 
















An 

4U 








illS 


Pro 


ux jr 


Met 


inr 


Leu 


v?xn 


ulu vixy 


Asp 


f*\ra Ivct 

V-rys /ixy 


Glv Gin Thr* 
vjxy ocx uxu xm 




50 
















fin 




Vdi 


Ser 


Leu 


X XIX 




m v 

10X jr 


X XXX 


AXa Hop 


Ser 


Afin Gl 13 

rio V7X. u 


Met Ala Pi*o Glu 


65 










ill 








r 3 


80 




XriO 


gi n 


His 


Tnr 


riXS 


J.ie 


2V an *\f a 1 

ASP Veil 


IlXD 


He His 


f-1 n Gl 11 QcaT* a 










Q C 








on 






LeU 


ai a 

Hid 






Leu 


Leu 


Tnr 


v_y a Lys 


Ser 


Ala Leu 


iro pro Arcr Ala 








100 














110 

XX U 


Thr 


Gin 


Ala 




Glv 


Ser 


Ser 


Arg Leu 


Leu 


Val Ala 


Ser Trp Val Met 






115 










i on 






125 


Gl n 


lie 


Val 


Leu 


Glv 


Tie 


Leu 


Ser Ala 


Val 


Leu Gly 


Glv Phe Phe Tvr 




130 










AO J 






140 




lie 


Ara 


Asp 


Tvx 

xyx 


Thr 


Leu 


Leu 


Val Thr 


Ser 


Gly Ala 


Ala He Trp Thr 


14 3 










15 0 








155 


160 


Gly 


Ala 


Val 


Ala 


Val 


Leu 


Ala 


Gly Ala 


Ala 


Ala Phe 


He Tyr Glu Lys 










165 








170 




175 


Arcr 


Gly 


Gly 


Thr 


Tvx 


Trp 


Ala 


Leu Leu 


Arg 


Thr Leu 


Leu Ala Leu Ala 








180 








185 






190 


Ala 


Phe 


Ser 


Thr 


Ala 


lie 


Ala 


Ala Leu 


Lys 


Leu Trp 


Asn Glu Asp Phe 






195 










200 






205 


Aarcf 


Tyr 


Gly 


Tyr 


Ser 


Tvr 


Tvr 


Asn Ser 


Ala 


Cvs Arcj 


He Ser Ser Ser 




210 










215 






220 




Ser 


Asp 


Trp 


Asn 


Thr 


Pro 


Ala 


Pro Thr 


Gin 


Ser Pro 


Glu Glu val Arg 


225 








230 








235 


240 


Arg 


Leu 


His 


Leu 


Cys 


Thr 


Ser 


Phe Met 


Asp 


Met Leu 


Lys Ala Leu Phe 










245 








250 




255 


Arg 


Thr 


Leu 


Gin 


Ala 


Met 


Leu 


Leu Gly 


Val 


Trp lie 


Leu Leu Leu Leu 








260 








265 






- 270 


Ala 


Ser 


Leu 


Thr 


Pro 


Leu 


Trp 


Leu Ser 


Leu 


Arg Gly 


Glu Cys Ser Gin 






275. 










280 






285 


Pro 


Lys 


Gly 


Xaa 


Val 


Pro 


Lys 


Lys Arg 


Asp 


Gin Lys 


Glu Met Leu Glu 




290 










295 






300 




Val 


Ser 


Gly 


lie 


Xaa 


Pro 


Gly 


Ser Thr 


His 


Ala Ser 


Ala Arg Ser Gin 


305 










310 








315 


320 


Val 


Pro 


Arg 


Ser 


Ala 


Gly 


Glu 


Ala Ala 


Pro 


His Ser 


Arg Arg Pro Pro 










325 








330 




335 


Gly 


Leu 


Leu 


Pro 


His 


Ala 


Pro 


Arg Ala 


Ala 


Ser Ala 


Gin Leu Glu Glu 






340 








345 






350 


Arg 


Met 


Arg 


Asp 


Pro 


His 


Pro 


Gly Met 


Thr 


Leu Gin 


Glu Gly Asp Cys 






355 










360 






365 


Arg 


Gly 


Ser 


Gin 


Thr 


Val 


Ser 


Leu Thr 


Met 


Gly Thr 


Ala Asp Ser Asp 




370 










375 






380 




Glu 


Met 


Ala 


Pro 


Glu 


Ala 


Pro 


Gin His 


Thr 


His lie 


Asp Val His He 


385 










390 








395 


400 
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His Gin 


Glu 


Ser Ala 


Leu Ala Lys 






405 




Leu Arg 


Pro 


Arg Ala 


Thr Gin Ala 






420 




Ala Ser 


Trp 


Val Met 


Gin He Val 




435 




440 


Qly Gly 


Phe 


Phe Tyr 


He Arg Asp 


450 






455 


Ala Ala 


He 


Trp Thr 


Gly Ala Val 


465 






470 


Phe lie 


Tyr 


Glu Lys 


Arg Gly Gly 






485 




Leu Leu 


Ala 


Leu Ala 


Ala Phe Ser 






500 




Trp Asn 


Glu 


Asp Phe 


Arg Tyr Gly 




515 




520 


Arg lie 


Ser 


Ser Ser 


Ser Asp Trp 


530 






535 


Pro Glu 


Glu 


Val Arg 


Arg Leu His 


545 






550 


Leu Lys 


Ala 


Leu Phe 


Arg Thr Leu 






565 




He Leu 


Leu 


Leu Leu 


Ala Ser Leu 






580 




Arg Met 


Phe 


Pro Thr 


Lys Gly Val 




595 




600 



Leu 


Leu 


Leu Thr Cys Cys Ser Ala 




410 


415 


Arg 


Gly 


Ser Ser Arg Leu Leu Val 


425 




430 


Leu 


Gly 


He Leu Ser Ala Val Leu 






445 


Tyr 


Thr 


Leu Leu Val Thr Ser Gly 






460 


Ala 


Val 


Leu Ala Gly Ala Ala Ala 






475 480 


Thr 


Tyr 


Trp Ala Leu Leu Arg Thr 




490 


495 


Thr 


Ala 


He Ala Ala Leu Lys Leu 


505 




510 


Tyr 


Ser 


Tyr Tyr Asn Ser Ala Cys 






525 


Asn 


Thr 


Pro Ala Pro Thr Gin Ser 






540 


Leu 


Cys 


Thr Ser Phe Met Asp Met 






555 " 560 


Gin 


Ala' 


Met Leu Leu Gly Val Trp 




570 


575 


Thr 


Pro 


Leu Trp Leu Tyr Cys Trp 


585 




590 


Ser 


Pro 






602 





<210> 2148 

<211> 460 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) .7. (458) 

<223> Xaa = any amino acid or nothing 



<400> 2148 



Val Pro 


Asn 


Tyr Leu Pro 


Ser Val Ser 


Ser 


Ala He Gly Gly Glu Val 


1 




5 




10 


15 


Pro Gin 


Arg 


Tyr Val Trp 


Arg Phe Cys 


He 


Gly Leu His Ser Ala Pro 






20 


25 




30 


Arg Phe 


Leu 


Val Ala Phe 


Ala Tyr Trp 


Asn 


His Tyr Leu Ser Cys Thr 




35 




40 




45 


Ser Pro 


Cys 


Ser Cys Tyr 


Arg Pro Leu 


Cys 


Arg Leu Asn Phe Gly Leu 


50 






55 




60 


Asn Val 


Val 


Glu Asn Leu 


Ala Leu Leu 


Val 


Leu Thr Tyr Val Ser Ser 


65 




70 






75 80 


Ser Glu 


Asp 


Phe Thr Trp 


Val Pro Gly 


Xaa 


Gly Arg Ser Gly Glu Val 






85 




90 


95 


Phe Pro 


Glu 


Gly Thr Gly 


Leu Pro Leu 


Pro 


His Ser Asp Leu Pro Thr 






100 


105 




110 


Ser Trp 


Cys 


Gly His Ser 


Leu Gin cys 


Gly 


Ser Gin Ser Ser Phe Pro 




115 




120 




125 


Pro Ala 


lie 


His Glu Asn 


Ala Phe He 


Val 


Phe He Ala Ser Ser Leu 


13 0 






135 




140 


Gly His 


Met 


Leu Leu Thr 


Cys He Leu 


Trp 


Arg Leu Thr Lys Lys His 


145 




150 






155 " 160 


Thr Val 


Ser 


Gin Glu Asp 


Gly Leu Ser 


Leu 


Ala Gly Ala Pro Arg Gin 






165 




170 


175 


Pro Arg 


Arg 


Lys Ser Arg 


Thr Ser Val 


Leu 


Arg He Arg Val Met Val 






180 


185 




190 
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Arg Trp Glu 
195 

Leu Gly Leu 

210 
Gly Leu Xaa 
225 

Arg Trp Arg 

Gin Xaa Val 

Ala Pro Pro 
275 

Gly Val Gly 

290 
Val Glu Ala 
305 

Arg Gin Gly 

Ala Pro Phe 

Pro Xaa Glu 
355 

Ser Cys Arg 

370 
Ser Trp Lys 
385 

Ala Leu Ala 



Leu Ser 

Gly Leu 

His Cys 

Leu Gin 
245 
Arg Asn 
260 

Met Tyr 

Gly Xaa 

Ala Gly 

Arg Glu 
325 
His Asp 
340 

Leu Gly 
Val lie 
Gin Arg 



Ser Asn Gly Asn Pro Gly Arg 
200 

Lys Leu 



Val Tyr 
405 

Tyr Thr lie Phe Ala 
420 

Met Thr 



Ala Phe His 
435 

He Thr Ser 
450 



Gin Pro 



Gly Asn 
215 
Val Trp 
230 

Met Gly 

Ser Val 

Met Gly 

Leu His 
295 
He Pro 
310 

His He 

Arg Xaa 

Leu Arg 

Arg Gin 
375 
Leu Phe 
390 

Phe Arg 

He Leu 

Ala Trp 

Glu Glu 
455 



Val Val 

He Glu 

Arg Gly 
265 
Phe Phe 
280 

Val Thr 

Leu Leu 

Val Val 

Trp Glu 
345 
Gly Glu 
360 

Pro He 

He lie 

His Asn 

Glu Tyr 
425 
Trp Asp 
440 

Lys Arg 



Arg Val Val 
220 

Trp Glu Thr 

235 
Xaa Gly Val 
250 

Leu Val Cys 

Ser Pro Thr 

Phe He Leu 
300 

Leu Gly Pro 

315 
He Leu Ala 
330 

Pro Arg Glu 

Pro Thr Leu 

Pro Xaa 'Asp 
3B0 

Asn Phe He 

395 
Met Tyr Cys 
410 

Thr Val Val 

Phe Gly Asn 

Phe 
458 



Gly Val 
205 

Gly Gin 

Gly Glu 

Ala Ser 

His Asn 
270 
Val Phe 
285 

His Pro 

Ser Leu 

Ala Pro 

lie Arg 
350 
Ser Tyr 
365 

Arg Lys 
Ser Phe 
Glu Ala 



Leu Thr 
430 
Lys Glu 
445 



Leu Gly 

Asn Leu 

Xaa Lys 
240 
Arg Arg 
255 

Ser Ser 

Gly Gly 

Pro Glu 

Pro Gin 
320 
Ala Cys 
335 

Pro Ser 

Pro Ala 

Ser Tyr 

Phe Ser 
400 
Gly Val 
415 

Asn Met 



Leu Leu 



<210> 2149 
<211> 294 
<212> PRT 

<213> Homo sapiens 



<400> 2149 


Phe Phe 


Phe 


Phe Gin Arg He Asn 


1 




5 


Ser Leu 


Leu 


Ala Leu Ala Cys Asp 






20 


Cys Cys 


Leu 


Val Gin Gly Gly Gly 


35 


40 


Asn His 


Gly 


Glu Asp Glu Ala Gly 


50 




55 


Ala Arg 


Cys 


Lys Glu Ser Gin Gin 


65 




70 


Asp Leu 


Cys 


Leu Glu Ser Phe Ala 




85 


Glu Gly 


Ser 


Glu Arg Glu His Glu 






100 


Leu Asp 


Gly 


Glu Pro Leu Gly Gly 


115 


120 


His Pro 


Ser 


Lys Glu Gin Gin Gly 


130 




135 


Gly Ala 


Arg 


Thr His His Trp Arg 


145 




150 



Phe He Glu His Ser Gly Ser Val 

10 15 
Leu Gly Trp Cys Glu Asp Trp Ser 

25 30 
Asp Leu Val Asp Val Val Gin Thr 
45 

Gly Asp Thr Asp Ser Val Asp Glu 
60 

Glu Ala Gin Glu Asn Leu Arg Glu 
75 80 
Lys Asp Lys He Leu Gin He He 

90 95 
Glu Thr Arg Thr Lys Gin Ala Ala 
105 ~ HO 

Gly Gin Leu Thr Ala Val His Leu 
125 

Gin Glu Gly Gly Glu Arg Gin Arg 
140 

Gly Trp Glu Lys Gly Arg Arg val 
155 160 
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Arg Leu 


Arg 


Pro Pro Ser Gly Lys 






165 


Lya Leu 


Gly 


Gly Pro Thr Pro Ser 






180 


Bis Ala 


Pro 


Thr Pro His Thr Ala 




155 


200 


Ala Pro 


Asp 


Thr Pro Asn Pro Pro 


210 




215 


Val Glu 


Pro 


Arg Thr Arg Gin Leu 


225 




230 


Cys Pro 


Pro 


Lys Pro Arg Pro Pro 






245 


Gly Pro 


Val 


Thr His His Ala Pro 






260 


Gly Gin 


Glu 


Arg Arg Ala Glu Pro 




275 


280 


Ser Ala 


Thr 


Lys 


290 




292 



Leu Arg Ala Asp Gin Pro Val Arg 

170 175 
Thr Glu Leu Pro Gly Leu Gin Pro 
185 190 
Pro Ala Thr Pro Thr Tyr Ser Pro 
205 

Val Arg Trp Lys Cys Pro Leu Pro 
220 

Cys Arg Glu Arg Thr Arg Lys Ala 
235 240 
Leu Gly Leu Pro Gly Asp Pro Thr 

250 " 255 

Pro Val Ser Pro Thr Gly Ala Ser 
265 270 
Gly Ala Val Ser Tyr Ala His Ala 
285 



<210> 2150 

<211> 222 

<212> PRT 

<213> Homo sapiens 



<400> 2150 

Ser Ala Gin Arg Trp Ala Ala Val Ala Gly Arg Trp Gly Cys Arg Leu 

1 5 io " is 

Leu Ala Leu Leu Leu Leu Val Pro Gly Pro Gly Gly Ala Ser Glu lie 

20 25 30 

Thr Phe Glu Leu Pro Asp Asn Ala Lys Gin Cys Phe Tyr Glu Asp lie 

35 40 * 45 

Ala Gin Gly Thr Lys Cys Thr Leu Glu Phe Gin Val He Thr Gly Gly 

50 55 60 

His Tyr Asp Val Asp Cys Arg Leu Glu Asp Pro Asp Gly Lys Val Leu 
55 70 75 80 

Tyr Lys Glu Met Lys Lys Gin Tyr Asp ser Phe Thr Phe Thr Ala ser 

85 90 95 

Lys Asn Gly Thr Tyr Lys Phe Cys Phe Ser Asn Glu Phe Ser Thr Phe 

100 105 no 

Thr His Lys Thr Val Tyr Phe Asp Phe Gin Val Gly Glu Thr His Leu 

115 120 125 

Cys Phe Leu Val Arg Asp Arg Val Ser Ala Leu Thr Gin Met Glu Ser 

130 135 140 

Ala Cys Val Ser He His Glu Ala Leu Lys Ser Val He Asp Tyr Gin 
"5 150 155 160 

Thr His Phe Arg Leu Arg Glu Ala Gin Gly Arg Ser Arg Ala Glu Asp 

165 170 ~ 175 

Leu Asn Thr Arg Val Ala Tyr Trp Ser Val Gly Glu Ala Leu He Leu 

180 185 190 

Leu Val Val Ser He Gly Gin Val Phe Leu Leu Lys Ser Phe Phe Ser 

195 200 205 

Asp Lys Arg Thr Thr Thr Thr Arg Val Gly Ser 
210 215 219 



<210> 2151 

<211> 440 

<212> PRT 

<213> Homo sapiens 
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<400> 2151 

Thr Pro Cys Met Glu Cys lie Lys Gly Glu Gly Leu Arg Glu Pro Gin 

15 10 15 

Asn Leu Ser Gly Ser Gin Arg Glu Pro Gin Thr Glu Gly Ser Met Asp 

20 25 30 

Gly Trp Arg Arg Met Pro Arg Trp Gly Leu Leu Leu Leu Leu Trp Gly 

35 40 45. 

Ser Cys Thr Phe Gly Leu Pro Thr Asp Thr Thr Thr Phe Lys Arg lie 

50 55 €0 

Phe Leu Lys Arg Met Pro Ser He Arg Glu Ser Leu Lys Glu Arg Gly 
65 * 70 75 80 

Val Asp Met Ala Arg Leu Gly Pro Glu Trp Ser Gin Pro Met Lys Arg 

85 90 95 

Leu Thr Leu Gly Asn Thr Thr Ser Ser Val He Leu Thr Asn Tyr Met 

100 105 HO 

Asp Thr Gin Tyr Tyr Gly Glu He Gly He Gly Thr Pro Pro Gin Thr 

115 120 ' 125 

'Phe Lys Val Val Phe Asp Thr Gly Ser Ser Asn Val Trp Val Pro Ser 

13 0 135 140 

Ser Lys Cys Ser Arg Leu Tyr. Thr Ala Cys Val Tyr His Lys Leu Phe 
145 * 150 155 160 

Asp Ala Ser Asp Ser Ser Ser Tyr Lys His Asn Gly Thr Glu Leu Thr 

165 170 175 

Leu Arg Tyr Ser Thr Gly Thr Val Ser Gly Phe Leu Ser Gin Asp He 

180 185 190 

He Thr Val Gly Gly He Thr Val Thr Gin Met Phe Gly Glu Val Thr 

195 200 205 

Glu Met Pro Ala Leu Pro Phe Met Leu Ala Glu Phe Asp Gly Val Val 

210 215 220 

Gly Met Gly Phe He Glu Gin Ala He Gly Arg Val Thr Pro He Phe 
225 ~ 230 235 240 

Asp Asn He He Ser Gin Gly Val Leu Lys Glu Asp Val Phe Ser Phe 

245 250 255 

Tyr Tyr Asn Arg Asp Ser Glu Asn Ser Gin Ser Leu Gly Gly Gin He 

260 265 270 

Val Leu Gly Gly Ser Asp Pro Gin His Tyr Glu Gly Asn Phe His Tyr 

275 280 285 

He Asn Leu He Lys Thr Gly Val Trp Gin He Gin Met Lys Gly Val 

290 295 300 

Ser Val Gly Ser Ser Thr Leu Leu Cys Glu Asp Gly Cys Leu Ala Leu 
305 310 315 320 

Val Asp Thr Gly Ala Ser Tyr He Ser Gly Ser Thr Ser Ser He Glu 

325 330 335 

Lys Leu Met Glu Ala Leu Gly Ala Lys Glu Lys Arg Leu Phe Asp Tyr 

340 345 350 

Val Val Lys Cys Asn Glu Gly Pro Thr Leu Pro Pro Thr Phe Leu Phe 

355 360 3S5 

Leu Leu Gly Gly Lys Asp Thr Pro Leu Thr Ser Ala Asp Tyr Leu Phe 

370 *" 375 380 

Gin Glu Ser Tyr Ser Ser Lys Lys Leu Ser Thr Leu Ala lie His Ala 

385 " 390 395 400 

Met Tyr He Pro Pro Pro Thr Gly Pro Thr Leu Ala Leu Gly Ala Thr 

405 0 410 415 

Phe He Arg Lys Phe Tyr Thr Glu Phe Asp Arg Gly Asn Asn Pro His 

420 425 430 

Gly Phe Ala Leu Ala Arg 
435 438 



<210> 2152 
<211> 2045 
<212> PRT 
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<213> Homo sapiens 



<400> 2152 

Met Cys Leu Gly Arg Met Gly Ala Ser Ser Pro Arg Ser Pro Gin Pro 

15 10 15 

Val Gly Pro Pro Ala Pro Gly Leu Pro Phe Cys Cys Gly Gly Ser Leu 

20 25 30 

Leu Ala Val Val Val Leu Leu Ala Leu Pro Val Ala Trp Gly Gin Cys 

35 40 45 

Asn Ala Pro Glu Trp Leu Pro Phe Ala Arg Pro Thr Asn Leu Thr Asp 

50 55 60 

Glu Phe Glu Phe Pro lie Gly Thr Tyr Leu Asn Tyr Glu Cys Arg Pro 
65 70 75 80 

Gly Tyr Ser Gly Arg Pro Phe Ser He He Cys Leu Lys Asn Ser Val 

85 90 95 

Trp Thr Gly Ala Lys Asp Arg Cys Arg Arg Lys Ser Cys Arg Asn Pro 

100 105 no 

Pro Asp Pro Val Asn Gly Met Val His Val He Lys Gly He Gin Phe 

115 120 125 

Gly Ser Gin He Lys Tyr Ser Cys Thr Lys Gly Tyr Arg Leu He Gly 

130 135 140 

Ser Ser Ser Ala Thr Cys He He Ser Gly Asp Thr Val He Trp Asp 
145 150 155 160 

Asn Glu Thr Pro He Cys Asp Arg He Pro Cys Gly Leu Pro Pro Thr 

165 170 175 

He Thr Asn Gly Asp Phe He Ser Thr Asn Arg Glu Asn Phe His Tyr 

180 185 190 

Gly Ser Val Val Thr Tyr Arg Cys Asn Pro Gly Ser Gly Gly Arg Lys 

195 200 205 

Val Phe Glu Leu Val Gly Glu Pro Ser He Tyr Cys Thr Ser Asn Asp 

210 215 220 

Asp Gin Val Gly He Trp Ser Gly Pro Ala Pro Gin Cys He He Pro 
225 230 235 240 

Asn Lys Cys Thr Pro Pro Asn Val Glu Asn Gly He Leu Val Ser Asp 

245 250 255 

Asn Arg Ser Leu Phe Ser Leu Asn Glu Val Val Glu Phe Arg Cys Gin 

260 265 270 

Pro Gly Phe Val Met Lys Gly Pro Arg Arg Val Lys Cys Gin Ala Leu 

275 280 285 

Asn Lys Trp Glu Pro Glu Leu Pro Ser Cys Ser Arg Val Cys Gin Pro 

290 295 300 

Pro Pro Asp Val Leu His Ala Glu Arg Thr Gin Arg Asp Lys Asp Asn 
30S 310 315 * 320 

Phe Ser Pro Gly Gin Glu Val Phe Tyr Ser Cys Glu Pro Gly Tyr Asp 

325 330 335 

Leu Arg Gly Ala Ala Ser Met Arg Cys Thr Pro Gin Gly Asp Trp Ser 

340 345 350 

Pro Ala Ala Pro Thr Cys Glu Val Lys Ser Cys Asp Asp Phe Met Gly 

355 360 365 ' 

Gin Leu Leu Asn Gly Arg Val Leu Phe Pro Val Asn Leu Gin Leu Gly 

370 375 380 

Ala Lys Val Asp Phe Val Cys Asp Glu Gly Phe Gin Leu Lys Gly Ser 
385 390 395 400 

Ser Ala Ser Tyr Cys Val Leu Ala Gly Met Glu Ser Leu Trp Asn Ser 

405 410 415 

Ser Val Pro Val Cys Glu Gin He Phe Cys Pro Ser Pro Pro Val He 

420 425 430 

Pro Asn Gly Arg His Thr Gly Lys Pro Leu Glu Val Phe Pro Phe Gly 

435 440 445 

Lys Ala Val Asn Tyr Thr Cys Asp Pro His Pro Asp Arg Gly Thr Ser 

450 455 460 

Phe Asp Leu He Gly Glu Ser Thr He Arg Cys Thr Ser Asp Pro Gin 
465 470 475 " 480 
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Gly Asn Gly Val Trp Ser Ser Pro Ala Pro Arg Cys Gly He Leu Gly 

485 490 495 

His Cys Gin Ala Pro Asp His Phe Leu Phe Ala Lys Leu Lys Thr Gin 

500 505 510 

Thr Asn Ala Ser Asp Phe Pro lie Gly Thr Ser Leu Lys Tyr Glu Cys 

515 520 525 

Arg Pro Glu Tyr Tyr Gly Arg Pro Phe Ser He Thr Cys Leu Asp Asn 

530 535 540 

Leu Val Trp Ser Ser Pro Lys Asp Val Cys Lys Arg Lys Ser Cys Lys 
545 550 555 560 

Thr Pro Pro Asp Pro Val Asn Gly Met Val His Val lie Thr Asp He 

565 570 575 

Gin Val Gly Ser Arg He Asn Tyr Ser Cys Thr, Thr Gly His Arg Leu 

580 ^ 5B5 590 

He Gly His Ser Ser Ala Glu Cys He Leu Ser Gly Asn Ala Ala His 

595 600 605 

Trp Ser Thr Lys Pro Pro He Cys Gin Arg He Pro Cys Gly Leu Pro 

610 615 620 

Pro Thr lie Ala Asn Gly Asp Phe He Ser Thr Asn Arg Glu Asn Phe 
625 630 635 640 

His Tyr Gly Ser Val Val Thr Tyr Arg Cys Asn Pro Gly Ser Gly Gly 

645 650 655 

Arg Lys Val Phe Glu Leu Val Gly Glu Pro Ser He Tyr Cys Thr Ser 

660 665 • 670 

Asn Asp Asp Gin Val Gly He Trp Ser Gly Pro Ala Pro Gin Cys He 

675 680 685 

He Pro Asn Lys Cys Thr Pro Pro Asn Val Glu Asn Gly He Leu Val 

690 695 700 

Ser Asp Asn Arg Ser Leu Phe Ser Leu Asn Glu Val Val Glu Phe Arg 
705 710 715 720 

Cys Gin Pro Gly Phe Val Met Lys Gly Pro Arg Arg Val Lys Cys Gin 

725 730 735 

Ala Leu Asn Lys Trp Glu Pro Glu Leu Pro Ser Cys Ser Arg Val Cys 

740 745 750 

Gin Pro Pro Pro Asp Val Leu His Ala Glu Arg Thr Gin Arg Asp Lys 

755 760 765 

Asp Asn Phe Ser Pro Gly Gin Glu Val Phe Tyr Ser Cys Glu Pro Gly 

770 775 780 

Tyr Asp Leu Arg Gly Ala Ala Ser Met Arg Cys Thr Pro Gin Gly Asp 
785 790 795 800 

Trp Ser Pro Ala Ala Pro Thr Cys Glu Val Lys Ser Cys Asp Asp Phe 

80S 810 B15 

Met Gly Gin Leu Leu Asn Gly Arg Val Leu Phe Pro Val Asn Leu Gin 

820 B25 830 

Leu Gly Ala Lys Val Asp Phe Val Cys Asp Glu Gly Phe Gin Leu Lys 

835 840 845 

Gly Ser Ser Ala Ser Tyr Cys Val Leu Ala Gly Met Glu Ser Leu Trp 

850 855 860 

Asn Ser Ser Val Pro Val Cys Glu Gin He Phe Cys Pro Ser Pro Pro 
865 870 875 880 

Val He Pro Asn Gly Arg His Thr Gly Lys Pro Leu Glu Val Phe Pro 

885 890 895 

Phe Gly Lys Ala Val Asn Tyr Thr Cys Asp Pro His Pro Asp Arg Gly 

900 905 510 

Thr Ser Phe Asp Leu He Gly Glu Ser Thr He Arg Cys Thr Ser Asp 

915 920 925 

Pro Gin Gly Asn Gly Val Trp Ser Ser Pro Ala Pro Arg Cys Gly He 

930 * 935 940 

Leu Gly His Cys Gin Ala Pro Asp His Phe Leu Phe Ala Lys Leu Lys 
945 550 955 960 

Thr Gin Thr Asn Ala Ser Asp Phe Pro He Gly Thr Ser Leu Lys Tyr 

965 970 975 

Glu Cys Arg Pro Glu Tyr Tyr Gly Arg Pro Phe Ser He Thr Cys Leu 
980 985 990 
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Asp Asn Leu Val Trp Ser Ser Pro Lys Asp Val Cys Lys Arg Lys Ser 

995 1000 1005 

Cys Lys Thr Pro Pro Asp Pro Val Asn Gly Met Val His Val lie Thr 

1010 1015 1020 

Asp lie Gin Val Gly Ser Arg lie Asn Tyr Ser Cys Thr Thr Gly His 
1025 1030 1035 1040 

Arg Leu lie Gly His Ser Ser Ala Glu Cys He Leu Ser Gly Asn Thr 

1045 1050 1055 

Ala His Trp Ser Thr Lys Pro Pro He Cys Gin Arg lie Pro Cys Gly 

1060 1065 1070 

Leu Pro Pro Thr He Ala Asn Gly Asp Phe He Ser Thr Asn Arg Glu 

1075 1080 1085 

Asn Phe His Tyr Gly Ser Val Val Thr Tyr Arg Cys Asn Leu Gly Ser 

1090 1095 1100 

Arg Gly Arg Lys Val Phe Glu Leu Val Gly Glu Pro Ser He Tyr Cys 
1105 1110 ' 1115 1120 

Thr Ser Asn Asp Asp Gin Val Gly He Trp Ser Gly Pro Ala Pro Gin 

1125 1130 1135 

Cys He He Pro Asn Lys Cys Thr Pro Pro Asn Val Glu Asn Gly He 

1140 1145 1150 

Leu Val Ser Asp Asn Arg Ser Leu Phe Ser Leu Asn Glu Val Val Glu 

1155 1160 1165 

Phe Arg Cys Gin Pro Gly Phe Val Met Lys Gly Pro Arg Arg Val Lys 

1170 1175 1180 

Cys Gin Ala Leu Asn Lys Trp Glu Pro Glu Leu Pro Ser Cys Ser Arg 
1185 1190 1195 1200 

Val Cys Gin Pro Pro Pro Glu He Leu His Gly Glu His Thr Pro Ser 

1205 1210 1215 

His Gin Asp Asn Phe Ser Pro Gly Gin Glu Val Phe Tyr Ser Cys Glu 

1220 1225 1230 

Pro Gly Tyr Asp Leu Arg Gly Ala Ala Ser Leu His Cys Thr Pro Gin 

1235 1240 1245 

Gly Asp Trp Ser Pro Glu Ala Pro Arg Cys Ala Val Lys Ser Cys Asp 

1250 1255 12S0 

Asp Phe Leu Gly Gin Leu Pro His Gly Arg Val Leu Phe Pro Leu Asn 
1265 1270 1275 1280 

Leu Gin Leu Gly Ala Lys Val Ser Phe val Cys Asp Glu Gly Phe Arg 

1285 1290 1295 

Leu Lys Gly Ser Ser Val Ser His Cys Val Leu Val Gly Met Arg Ser 

1300 1305 1310 

Leu Trp Asn Asn Ser Val Pro Val Cys Glu His He Phe Cys Pro Asn 

1315 1320 1325 

Pro Pro Ala He Leu Asn Gly Arg His Thr Gly Thr Pro Ser Gly Asp 

1330 1335 1340 

He Pro Tyr Gly Lys Glu He Ser Tyr Thr Cys Asp Pro His Pro Asp 
1345 1350 1355 1360 

Arg Gly Met Thr Phe Asn Leu He Gly Glu Ser Thr He Arg Cys Thr 

1365 1370 1375 

Ser Asp Pro His Gly Asn Gly Val Trp Ser Ser Pro Ala Pro Arg Cys 

13B0 1385 1390 

Glu Leu Ser Val Arg Ala Gly His Cys Lys Thr Pro Glu Gin Phe Pro 

1395 1400 1405 

Phe Ala Ser Pro Thr He Pro He Asn Asp Phe Glu Phe Pro Val Gly 

1410 1415 1420 

Thr Ser Leu Asn Tyr Glu Cys Arg Pro Gly Tyr Phe Gly Lys Met Phe 
1425 1430 1435 1440 

Ser He Ser Cys Leu Glu Asn Leu Val Trp Ser Ser Val Glu Asp Asn 

1445 1450 1455 

Cys Arg Arg Lys Ser Cys Gly Pro Pro Pro Glu Pro Phe Asn Gly Met 

1460 1465 1470 

Val His He Asn Thr Asp Thr Gin Phe Gly Ser Thr Val Asn Tyr Ser 

1475 1480 1485 

Cys Asn Glu Gly Phe Arg Leu He Gly Ser Pro Ser Thr Thr Cys Leu 
1490 1495 1500 
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Val Ser Gly Asn Asn Val Thr Trp Asp Lys Lys Ala Pro lie Cys Glu 
1505 1510 1515 1520 

lie lie Ser Cys Glu Pro Pro Pro Thr lie Ser Asn Gly Asp Phe Tyr 

1525 1530 1535 

Ser Asn Asn Arg Thr Ser Phe His Asn Gly Thr Val Val Thr Tyr Gin 

1540 1545 1550 

Cys His Thr Gly Pro Asp Gly Glu Gin Leu Phe Glu Leu Val Gly Glu 

1555 1560 1565 

Arg Ser lie Tyr Cys Thr Ser Lys Asp Asp Gin Val Gly Val Trp Ser 

1570 1575 1580 

Ser Pro Pro Pro Arg CyB He Ser Thr Asn Lys Cys Thr Ala Pro Glu 
1585 1530 1595 1600 

Val Glu Asn Ala He Arg Val Pro Gly Asn Arg Ser Phe Phe Ser Leu 

1605 1610 1615 

Thr Glu He He Arg Phe Arg Cys Gin Pro Gly Phe Val Met Val Gly 

1620 ~ 1625 1630 

Ser His Thr Val Gin Cys Gin Thr Asn Gly Arg Trp Gly Pro Lys Leu 

1635 1640 1545 

Pro His Cys Ser Arg Val Cys Gin Pro Pro Pro Glu He Leu His Gly 

1650 1655 1660 

Glu His Thr Leu Ser His Gin Asp Asn Phe Ser Pro Gly Gin Glu Val 
1665 1670 1675 1680 

Phe Tyr Ser Cys Glu Pro Ser Tyr Asp Leu Arg Gly Ala Ala Ser Leu 

1685 1690 1695 

Eis Cys Thr Pro Gin Gly Asp Trp Ser Pro Glu Ala Pro Arg Cys Thr 

1700 1705 1710 

Val Lys Ser Cys Asp Asp Phe Leu Gly Gin Leu Pro His Gly Arg Val 

1715 1720 1725 

Leu Leu Pro Leu Asn Leu Gin Leu Gly Ala Lys Val Ser Phe Val Cys 

1730 1735 1740 

Asp Glu Gly Phe Arg Leu Lys Gly Arg Ser Ala Ser His Cys Val Leu 
1745 " 1750 1755 1760 

Ala Gly Met Lys Ala Leu Trp Asn Ser Ser Val Pro Val Cys Glu Gin 

1765 1770 1775 

He Phe Cys Pro Asn Pro Pro Ala He Leu Asn Gly Arg His Thr Gly 

1780 1785 1790 

Thr Pro Leu Gly Asp He Pro Tyr Gly Lys Glu Val Ser Tyr Thr Cys 

1795 1800 1805 

Asp Pro His Pro Asp Arg Gly Met Thr Phe Asn Leu He Gly Glu Ser 

1810 1315 1820 

Thr He Arg Arg Thr Ser Glu Pro His Gly Asn Gly Val Trp Ser Ser 
1825 ~ 1830 1835 1840 

Pro Ala Pro Arg Cys Glu Leu Pro Val Gly Ala Ala Cys Pro His Pro 

1845 1850 1855 

Pro Lys He Gin Asn Gly His Tyr He Gly Gly His Val Ser Leu Tyr 

I860 1865 1870 

Leu Pro Gly Met Thr He Ser Tyr Thr Cys Asp Pro Gly Tyr Leu Leu 

1875 1880 1885 

Val Gly Lys Gly Phe He Phe Cys Thr Asp Gin Gly He Trp Ser Gin 

1890 1895 1900 

Leu Asp His Tyr Cys Lys Glu Val Asn Cys Ser Phe Pro Leu Phe Met 
1905 1910 1915 1920 

Asn Gly He Ser Lys Glu Leu Glu Met Lys Lys Val Tyr His Tyr Gly 

1925 1930 1935 

Asp Tyr Val Thr Leu Lys Cys Glu Asp Gly Tyr Thr Leu Glu Gly Ser 

1940 1545 1950 

Pro Trp Ser Gin Cys Gin Ala Asp Asp Arg Trp Asp Pro Pro Leu Ala 

1955 I960 1965 

Lys Cys Thr Ser Arg Thr His Asp Ala Leu He Val Gly Thr Leu Ser 

1970 1975 1980 

Gly Thr He Phe Phe He Leu Leu He He Phe Leu Ser Trp He He 
1985 1990 1995 2000 

Leu Lys His Arg Lys Gly Asn Asn Ala His Glu Asn Pro Lys Glu Val 
2005 2010 2015 
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Ala He His Leu His Ser Gin Gly Gly Ser Ser Val His Pro Arg Thr 

2020 2025 2030 

Leu Gin Thr Asn Glu Glu Asn Ser Arg Val Leu Pro 
2035 2040 2044 



<210> 2153 
<211> 1080 
<212> PRT 

<213> Homo sapiens 



<400> 2153 

His Gly Arg Ser Ala Arg Leu Ala Ala val Pro Ala Glu Ala Met Pro 

1"5 10 15 

Gly Pro Arg Arg Pro Ala Gly Ser Arg Leu Arg Leu Leu Leu Leu Leu 

20 25 30 

Leu Leu Pro Pro Leu Leu Leu Leu Leu Arg Gly Ser His Ala Gly Asn 

35 40 45 

Leu Thr Val Ala Val Val Leu Pro Leu Ala Asn Thr Ser Tyr Pro Trp 

50 55 60 

Ser Trp Ala Arg Val Gly Pro Ala Val Glu Leu Ala Leu Ala Gin Val 
65 70 75 80 

Lys Ala Arg Pro Asp Leu Leu Pro Gly Trp Thr Val Arg Thr Val Leu 

85 90 ^ 95 

Gly Ser Ser Glu Asn Ala Leu Gly Val Cys Ser Asp Thr Ala Ala Pro 

100 105 no 

Leu Ala Ala Val Asp Leu Lys Trp Glu His Asn Pro Ala Val Phe Leu 

115 120 125 

Gly Pro Gly Cys Val Tyr Ala Ala Ala Pro Val Gly Arg Phe Thr Ala 

130 135 140 

Eis Trp Arg Val Pro Leu Leu Thr Ala Gly Ala Pro Ala Leu Gly Phe 
145 150 155 150 

Gly Val Lys Asp Glu Tyr Ala Leu Thr Thr Arg Ala Gly Pro Ser Tyr 

165 170 ~ 175 

Ala Lys Leu Gly Asp Phe Val Ala Ala Leu His Arg Arg Leu Gly Trp 

180 185 190 

Glu Arg Gin Ala Leu Met Leu Tyr Ala Tyr Arg Pro Gly Asp Glu Glu 

195 200 205 

His Cys Phe Phe Leu Val Glu Gly Leu Phe Met Arg Val Arg Asp Arg 

210 215 220 

Leu Asn He Thr Val Asp His Leu Glu Phe Ala Glu Asp Asp Leu Ser 
225 230 * 235 240 

His Tyr Thr Arg Leu Leu Arg Thr Met Pro Arg Lys Gly Arg Val He 

245 250 255 

Tyr He Cys Ser Ser Pro Asp Ala Phe Arg Thr Leu Met Leu Leu Ala 

260 265 270 

Leu Glu Ala Gly Leu Cys Gly Glu Asp Tyr Val Phe Phe His Leu Asp 

275 280 285 

He Phe Gly Gin Ser Leu Gin Gly Gly Gin Gly Pro Ala Pro Arg Arg 

290 295 300 

Pro Trp Glu Arg Gly Asp Gly Gin Asp val Ser Ala Arg Gin Ala Phe 
305 310 315 320 

Gin Ala Ala Lys He He Thr Tyr Lys Asp Pro Asp Asn Pro Glu Tyr 

325 330 335 

Leu Glu Phe Leu Lys Gin Leu Lys His Leu Ala Tyr Glu Gin Phe Asn 

340 345 350 

Phe Thr Met Glu Asp Gly Leu Val Asn Thr He Pro Ala Ser Phe His 

355 360 365 

Asp Gly Leu Leu Leu Tyr He Gin Ala Val Thr Glu Thr Leu Ala His 

370 375 380 

Gly Gly Thr Val Thr Asp Gly Glu Asn He Thr Gin Arg Met Trp Asn 
385 390 395 400 
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Arg Ser Phe Gin Gly Val Thr Gly Tyr Leu Lys lie Asp Ser Ser Gly 

405 410 415 

Asp Arg Glu Thr Asp Phe Ser Leu Trp Asp Met Asp Pro Glu Asn Gly 

420 425 430 

Ala Phe Arg Val Val Leu Asn Tyr Asn Gly Thr Ser Gin Glu Leu Val 

435 440 445 

Ala Val Ser Gly Arg Lys Leu Asn Trp Pro Leu Gly Tyr Pro Pro Pro 

450 455 460 

Asp He Pro Lys Cys Gly Phe Asp Asn Glu Asp Pro Ala Cys Asn Gin 
465 470 475 480 

Asp His Leu Ser Thr Leu Glu Val Leu Ala Leu Val Gly Ser Leu Ser 

485 490 495 

Leu Leu Gly He Leu He Val Ser Phe Phe He Tyr Arg Lys Met Gin 

500 505 510 

Leu Glu Lys Glu Leu Ala Ser Glu Leu Trp Arg Val Arg Trp Glu Asp 

515 520 525 

Val Glu Pro Ser Ser Leu Glu Arg His Leu Arg Ser Ala Gly Ser Arg 

530 535 540 

Leu Thr Leu Ser Gly Arg Gly Ser Asn Tyr Gly Ser Leu Leu Thr Thr 
545 550 555 560 

Glu Gly Gin Phe Gin Val Phe Ala Lys Thr Ala Tyr Tyr Lys Gly Asn 

565 570 575 

Leu Val Ala Val Lys Arg Val Asn Arg Lys Arg He Glu Leu Thr Arg 

580 585 590 

Lys Val Leu Phe Glu Leu Lys His Met Arg Asp Val Gin Asn Glu His 

595 600 605 

Leu Thr Arg Phe Val Gly Ala Cys Thr Asp Pro Pro Asn He Cys He 

610 615 620 

Leu Thr Glu Tyr Cys Pro Arg Gly Ser Leu Gin Asp He Leu Glu Asn 
625 * 630 635 640 

Glu Ser He Thr Leu Asp Trp Met Phe Arg Tyr Ser Leu Thr Asn Asp 

645 * 650 655 

He Val Lys Gly Met Leu Phe Leu His Asn Gly Ala He Cys Ser His 

660 665 670 

Gly Asn Leu Lys Ser Ser Asn Cys Val Val Asp Gly Arg Phe Val Leu 

675 680 685 

Lys He Thr Asp Tyr Gly Leu Glu Ser Phe Arg Asp Leu Asp Pro Glu 

690 695 700 

Gin Gly His Thr Val Tyr Ala Lys Lys Leu Trp Thr Ala Pro Glu Leu 
705 710 715 720 

Leu Arg Met Ala Ser Pro Pro Val Arg Gly Ser Gin Ala Gly Asp Val 

725 730 735 

Tyr Ser Phe Gly He He Leu Gin Glu He Ala Leu Arg Ser Gly Val 

740 745 750 

Phe His Val -Glu Gly Leu Asp Leu Ser Pro Lys Glu He He Glu Arg 

755 760 765 

Val Thr Arg Gly Glu Gin Pro Pro Phe Arg Pro Ser Leu Ala Leu Gin. 

770 775 780 

Ser His Leu Glu Glu Leu Gly Leu Leu Met Gin Arg Cys Trp Ala Glu 
785 790 795 800 

Asp Pro Gin Glu Arg Pro Pro Phe Gin Gin He Arg Leu Thr Leu Arg 

805 810 815 

Lys Phe Asn Arg Glu Asn Ser Ser Asn lie Leu Asp Asn Leu Leu Ser 

820 825 830 

Arg Met Glu Gin Tyr Ala Asn Asn Leu Glu Glu Leu Val Glu Glu Arg 

835 840 845 

Thr Gin Ala Tyr Leu Glu Glu Lys Arg Lys Ala Glu Ala Leu Leu Tyr 

850 855 860 

Gin He Leu Pro His Ser Val Ala Glu Gin Leu Lys Arg Gly Glu Thr 
865 870 875 880 

Val Gin Ala Glu Ala Phe Asp Ser Val Thr He Tyr Phe Ser Asp He 

885 890 895 

Val Gly Phe Thr Ala Leu Ser Ala Glu Ser Thr Pro Met Gin Val Val 
900 905 910 
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Thr 


Leu 


Leu 


Asn 


Asp 


Leu Tyr Thr 


Cys 


Phe 


Asp 


Ala Val 


He Asp Asn 






915 






920 








925 




Phe 


Asp 


Val 


Tyr 


Lys 


Val Glu Thr 


He 


Gly 


Asp 


Ala Tyr 


Met Val Val 




930 








935 








940 




Ser 


Gly 


Leu 


Pro 


Val 


Arg Asn Gly 


Arg 


Leu 


His 


Ala Cys 


Glu Val Ala 


945 










950 






955 




960 


Arg 


Met 


Ala 


Leu 


Ala 


Leu Leu Asp 


Ala 


Val 


Arg 


Ser Phe 


Arg He Arg 










965 






970 






975 


His 


Arg 


Pro 


Gin 


Glu 


Gin Leu Arg 


Leu 


Arg 


He 


Gly He 


His Thr Gly 








980 






985 








990 


Pro 


Val 


Cys 


Ala 


Gly 


Val Val Gly 


Leu 


Lys 


Met 


Pro Arg 


Tyr Cys Leu 






995 






1000 








1005 




Phe 


Gly 


Asp 


Thr 


Val 


Asn Thr Ala 


Ser 


Arg 


Met 


Glu Ser 


Asn Gly Glu 


1010 








1015 






1020 




Ala 


Leu 


Lys 


He 


His 


Leu Ser Ser 


Glu 


Thr 


Lys 


Ala Val 


Leu Glu Glu 


1025 








1030 




1035 




1040 


Phe 


Gly 


Gly 


Phe 


Glu Leu Glu Leu 


Arg 


Gly Asp 


Val Glu 


Met Lys Gly 








1045 




1050 






1055 


Lys 


Gly 


Lys 


Val 


Arg Thr Tyr Trp 


Leu 


Leu Gly 


Glu Arg 


Gly Ser Ser 






1050 




1065 






1070 


Thr 


Arg 


Gly 




















1075 




















<210> 2154 


















<211> 1280 


















<212> PRT 


















<213> Homo 


sapiens 














<400> 2154 
















Asp 


Ala 


Pro 


Gly 


Arg 


Pro Pro Val 


Arg 


Leu 


Pro 


Thr Met 


Glu Leu Glu 


1 








5 






10 






15 


Asp 


Gly 


Val 


Val 


Tyr 


Gin Glu Glu 


Pro 


Gly Gly 


Ser Gly Ala Val Met 








20 






25 








30 


Ser 


Glu 


Arg 


Val 


Ser 


Gly Leu Ala 


Gly 


ser 


He 


Tyr Arg Glu Phe Glu 






35 






40 








45 




Arg 


Leu 


lie 


Val 


Arg 


Tyr Asp Glu 


Glu 


Val 


Val 


Lys Glu 


Leu He Pro 




50 








55 








60 




Leu 


Val 


Val 


Ala 


Val 


Leu Glu Asn 


Leu 


Asp 


Ser 


Val Phe Ala Gin Asp 


65 










70 






75 




80 


Gin 


Glu 


His 


Gin 


Val 


Glu Leu Glu 


Leu 


Leu Arg 


Asp Asp Asn Glu Gin 










85 






90 






95 


Leu 


lie 


Thr 


Gin 


Tyr 


Glu Arg Glu 


Lys 


Ala 


Leu 


Arg Lys His Ala Glu 








100 






105 








110 


Glu 


Lys 


Phe 


He 


Glu 


Phe Glu Asp 


Ser 


Gin 


Glu 


Gin Glu Lys Lys Asp 






115 






120 








125 




Leu 


Gin 


Thr 


Arg 


Val 


Glu Ser Leu 


Glu 


Ser 


Gin 


Thr Arg Gin Leu Glu 




130 








135 








140 




Leu 


Lys 


Ala 


Lys 


Asn 


Tyr Ala Asp 


Gin 


He 


Ser 


He Leu Glu Glu Arg 


145 










150 






155 




160 


Glu 


Ala 


Glu 


Leu 


Lys 


Lys Glu Tyr 


Asn 


Ala 


Leu 


His Gin Arg His Thr 










165 






170 






175 


Glu 


Met 


He 


His 


Asn 


Tyr Met Glu 


His 


Leu 


Glu 


Arg Thr Lys Leu His 








180 






185 








190 


Gin 


Leu 


Ser 


Gly 


Ser 


Asp Gin Leu 


Glu 


Ser 


Thr 


Ala His 


Ser Arg He 






195 






200 








205 




Arg 


Lys 


Glu 


Arg 


Pro 


He Ser Leu 


Gly 


He 


Phe 


Pro Leu Pro Ala Gly 




210 








215 








220 




Asp 


Gly 


Leu 


Leu 


Thr 


Pro Asp Ala 


Gin 


Lys Gly 


Gly Glu Thr Pro Gly 


225 










230 






235 




240 


Ser 


Glu 


Gin 


Trp 


Lys 


Phe Gin Glu 


Leu 


Ser Gin 


Pro Arg Ser His Thr 



245 250 255 
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Ser Leu Lys Asp Glu Leu Ser Asp Val Ser Gin Gly Gly Ser Lys Ala 

260 265 270 

Thr Thr Pro Ala Ser Thr Ala Asn Ser Asp Val Ala Thr lie Pro Thr 

275 280 285 

Asp Thr Pro Leu Lys Glu Glu Asn Glu Gly Phe Val Lys Val Thr Asp 

290 295 300 

Ala Pro Asn Lys Ser Glu lie Ser Lys His lie Glu Val Gin Val Ala 
305 310 315 320 

Gin Glu Thr Arg Asn Val Ser Thr Gly Ser Ala Glu Asn Glu Glu Lys 

325 330 335 

Ser Glu Val Gin Ala lie He Glu Ser Thr Pro Glu Leu Asp Met Asp 

340 345 350 

Lys Asp Leu Ser Gly Tyr Lys Gly Ser Ser Thr Pro Thr Lys Gly He 

355 * 360 365 

Glu Asn Lys Ala Phe Asp Arg Asn Thr Glu Ser Leu Phe Glu Glu Leu 

370 375 380 

Ser Ser Ala Gly Ser Gly Leu He Gly Asp Val Asp Glu Gly Ala Asp 
385 390 395 400 

Leu Leu Gly Met Gly Arg Glu Val Glu Asn Leu He Leu Glu Asn Thr 

405 ~ 410 415 

Gin Leu Leu Glu Thr Lys Asn Ala Leu Asn He Val Lys Asn Asp Leu 

420 " 425 430 

lie Ala Lys Val Asp Glu Leu Thr Cys Glu Lys Asp Val Leu Gin Gly 

435 440 445 

Glu Leu Glu Ala Val Lys Gin Ala Lys Leu Lys Leu Glu Glu Lys Asn 

450 455 460 

Arg Glu Leu Glu Glu Glu Leu Arg Lys Ala Arg Ala Glu Ala Glu Asp 
465 470 475 480 

Ala Arg Gin Lys Ala Lys Asp Asp Asp Asp Ser Asp He Pro Thr Ala 

485 490 495 

Gin tog Lys Arg Phe Thr Arg Val Glu Met Ala Arg Val Leu Met Glu 

500 505 510 

Arg Asn Gin Tyr Lys Glu Arg Leu Met Glu Leu Gin Glu Ala Val Arg 

515 520 525 

Trp Thr Glu Met He Arg Ala Ser Arg Glu Asn Pro Ala Met Gin Glu 

530 535 540 

Lys Lys Arg Ser ser He Trp Gin Phe Phe Ser Arg Leu Phe Ser Ser 
545 ~ 550 555 S60 

Ser Ser Asn Thr Thr Lys Lys Pro Glu Pro Pro Val Asn Leu Lys Tyr 

565 " 570 575 

Asn Ala Pro Thr Ser His Val Thr Pro Ser Val Lys Lys Arg Ser Ser 

580 585 590 

Thr Leu Ser Gin Leu Pro Gly Asp Lys Ser Lys Ala Phe Asp Phe Leu 

595 600 605 

Ser Glu Glu Thr Glu Ala Ser Leu Ala Ser Arg Arg Glu Gin Lys Arg 

610 615 620 

Glu Gin Tyr Arg Gin Val Lys Ala His Val Gin Lys Glu Asp Gly Arg 
S25 630 635 640 

Val Gin Ala Phe Gly Trp Ser Leu Pro Gin Lys Tyr Lys Gin Val Thr 

645 650 655 

Asn Gly Gin Gly Glu Asn Lys Met Lys Asn Leu Pro Val Pro Val Tyr 

660 665 670 

Leu Arg Pro Leu Asp Glu Lys Asp Thr Ser Met Lys Leu Trp Cys Ala 

675 680 685 

Val Gly val Asn Leu Ser Gly Gly Lys Thr Arg Asp Gly Gly Ser Val 

690 695 700 

Val Gly Ala Ser Val Phe Tyr Lys Asp Val Ala Gly Leu Asp Thr Glu 
70S 710 715 720 

Gly Ser Lys Gin Arg Ser Ala Ser Gin Ser Ser Leu Asp Lys Leu Asp 

725 730 735 . 

Gin Glu Leu Lys Glu Gin Gin Lys Glu Leu Lys Asn Gin Glu Glu Leu 

740 745 750 

Ser Ser Leu Val Trp He Cys Thr Ser Thr His Ser Ala Thr Lys Val 
755 760 765 
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Leu lie lie Asp Ala Val Gin Pro Gly Asn lie Leu Asp Ser Phe Thr 

770 775 780 

Val Cys Asn Ser His Val Leu Cys lie Ala Ser Val Pro Gly Ala Arg 
785 790 795 800 

Glu Thr Asp Tyr Pro Ala Gly Glu Asp Leu Ser Glu Ser Gly Gin Val 

805 810 815 

Asp Lys Ala Ser Leu Cys Gly Ser Met Thr Ser Asn Ser Ser Ala Glu 

820 825 830 

Thr Asp Ser Leu Leu Gly Gly lie Thr Val Val Gly Cys Ser Ala Glu 

835 840 845 

Gly Val Thr Gly Ala Ala Thr Ser Pro Ser Thr Asn Gly Ala Ser Pro 

850 855 860 

Val Met Asp Lys Pro Pro Glu Met Glu Ala Glu Asn Ser Glu Val Asp 
865 870 875 880 

Glu Asn Val Pro Thr Ala Glu Glu Ala Thr Glu Ala Thr Glu Gly Asn 

885 890 895 

Ala Gly Ser Ala Glu Asp Thr Val Asp lie Ser Gin Thr Gly Val Tyr 

900 905 910 

Thr Glu His Val Phe Thr Asp Pro Leu Gly Val Gin lie Pro Glu Asp 

915 920 925 

Leu Ser Pro Val Tyr Gin Ser Ser Asn Asp Ser Asp Ala Tyr Lys Asp 

' 930 935 940 

Gin lie Ser Val Leu Pro Asn Glu Gin Asp Leu val Arg Glu Glu Ala 
945 950 955 960 

Gin Lys Met Ser Ser Leu Leu Pro Thr Met Trp Leu Gly Ala Gin Asn 

965 970 975 

Gly Cys Leu Tyr Val His Ser Ser Val Ala Gin Trp Arg Lys Cys Leu 

980 985 990 

His Ser lie Lys Leu Lys Asp Ser He Leu Ser lie Val His Val Lys 

995 1000 1005 

Gly He Val Leu Val Ala Leu Ala Asp Gly Thr Leu Ala He Phe His 

1010 1015 1020 

Arg Gly Val Asp Gly Gin Trp Asp Leu Ser Asn Tyr His Leu Leu Asp 
1025 1030 1035 1040 

Leu Gly Arg Pro His His Ser He Arg Cys Met Thr Val Val His Asp 

1045 1050 1055 

Lys Val Trp cys Gly Tyr Arg Asn Lys He Tyr Val val Gin Pro Lys 

1060 1065 1070 

Ala Met Lys He Glu Lys Ser Phe Asp Ala His Pro Arg Lys Glu Ser 

1075 1080 1085 

Gin Val Arg Gin Leu Ala Trp Val Gly Asp Gly Val Trp Val Ser He 

1090 1095 1100 

Arg Leu Asp Ser Thr Leu Arg Leu Tyr His Ala His Thr Tyr Gin His 
1105 1110 1115 1120 

Leu Gin Asp Val Asp He Glu Pro Tyr Val Ser Lys Met Leu Gly Thr 

1125 1130 1135 

Gly Lys Leu Gly Phe Ser Phe Val Arg He Thr Ala Leu Met Val Ser 

1140 1145 1150 

Cys Asn Arg Leu Trp Val Gly Thr Gly Asn Gly Val He He Ser He 

1155 1160 1165 

Pro Leu Thr Glu Thr Val He Leu His Gin Gly Arg Leu Leu Gly Leu 

1170 1175 1180 

Arg Ala Asn Lys Thr Ser Gly Val Pro Gly Asn Arg Pro Gly Ser Val 
1185 1190 1195 " " 1200 

He Arg Val Tyr Gly Asp Glu Asn Ser Asp Lys Val Thr Pro Gly Thr 

1205 1210 1215 

Phe He Pro Tyr Cys Ser Met Ala His Ala Gin Leu Cys Phe His Gly 

1220 1225 1230 

His Arg Asp Ala Val Lys Phe Phe Val Ala Val Pro Gly Gin Val He 

1235 1240 1245 

Ser Pro Gin Ser Ser Ser Ser Gly Thr Asp Leu Thr Gly Asp Lys Gly 

1250 1255 1260 

Arg Gly His Leu His Arg Ser Leu Val Val Arg Arg Pro 
3-265 1270 1275 1277 
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<210> 2155 
<211> 711 
<212> PRT 

<213> Homo sapiens 



<400> 2155 

Phe Gly Arg Leu Leu Trp Gly Thr Ala Phe Lys Ser Trp Lys Met Lys 

1 5 10 15 

Ala Pro He Pro His Leu He Leu Leu Tyr Ala Thr Phe Thr Gin Ser 

20 25 30 

Leu Lys Val Val Thr Lys Arg Gly Ser Ala Asp Gly Cys Thr Asp Trp 

35 40 45 

Ser He Asp He Lys Lys Tyr Gin Val Leu Val Gly Glu Pro Val Arg 

50 55 60 

He Lys Cys Ala Leu Phe Tyr Gly Tyr He Arg Thr Asn Tyr Ser Leu 
65 70 75 80 

Ala Gin Ser Ala Gly Leu Ser Leu Met Trp Tyr Lys Ser Ser Gly Pro 

85 90 95 

Gly Asp Phe Glu Glu Pro He Ala Phe Asp Gly Ser Arg Met Ser Lys 

100 105 HO 

Glu Glu Asp Ser He Trp Phe Arg Pro Thr Leu Leu Gin Asp Ser Gly 

115 * 120 125 

Leu Tyr Ala Cys Val He Arg Asn Ser Thr Tyr Cys Met Lys val Ser 

130 135 140 

He Ser Leu Thr Val Gly Glu Asn Asp Thr Gly Leu Cys Tyr Asn Ser 
145 150 155 ISO 

Lys Met Lys Tyr Phe Glu Lys Ala Glu Leu Ser Lys Ser Lys Glu He 

165 170 175 

Ser Cys Arg Asp He Glu Asp Phe Leu Leu Pro Thr Arg Glu Pro Glu 

180 185 190 

He Leu Trp Tyr Lys Glu Cys Arg Thr Lys Thr Trp Arg Pro Ser He 

195 200 205 

Val Phe Lys Arg Asp Thr Leu Leu He Arg Glu Val Arg Glu Asp Asp 

210 215 220 

He Gly Asn Tyr Thr Cys Glu Leu Lys Tyr Gly Gly Phe Val Val Arg 
225 230 235 240 

Arg Thr Thr Glu Leu Thr Val Thr Ala Pro Leu Thr Asp Lys Pro Pro 

245 250 255 

Lys Leu Leu Tyr Pro Met Glu Ser Lys Leu Thr He Gin Glu Thr Gin 

260 265 270 

Leu Gly Asp Ser Ala Asn Leu Thr Cys Arg Ala Phe Phe Gly Tyr Ser 

275 2B0 285 

Gly Asp Val Ser Pro Leu He Tyr Trp Met Lys Gly Glu Lys . Phe He 

290 295 300 

Glu Asp Leu Asp Glu Asn Arg Val Trp Glu Ser Asp He Lys He Leu 
305 310 315 320 

Lys Glu His Leu Gly Glu Gin Glu Val Ser He Ser Leu He Val Asp 

325 330 335 

Ser Val Glu Glu Gly Asp Leu Gly Asn Tyr Ser Cys Tyr Val Glu Asn 

340 345 350 

Gly Asn Gly Arg Arg His Ala Ser Val Leu Leu His Lys Arg Glu Leu 

355 360 365 

Met Tyr Thr Val Glu Leu Ala Gly Gly Leu Gly Ala He Leu Leu Leu 

370 375 380 

Leu Val Cys Leu Val Thr He Tyr Lys Cys Tyr Lys He Glu He Met 
385 " 390 395 400 

Leu Phe Tyr Arg Asn His Phe Gly Ala Glu Glu Leu Asp Gly Asp Asn 

405 410 415 

Lys Asp Tyr Asp Ala Tyr Leu Ser Tyr Thr Lys Val Asp Pro Asp Gin 
420 425 430 
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Trp Asn 


Gin 


Glu Thr 


Gly Glu Glu 




435 




440 


Pro Asp 


Met 


Leu Glu 


Lys His Tyr 


450 






455 


Arg Asp 


Leu 


He Pro 


Thr Gly Thr 


465 






470 


Val Asp 


Gin 


Ser Lys 


Arg Leu He 






485 




Val Arg 


Arg 


Gly Trp 


Ser He Phe 






500 




Met Leu 


Val 


Thr Gly 


Glu He Lys 




515 




520 


Leu Arg 


Gly 


He Met 


Asn Tyr Gin 


530 






535 


lie Lys 


Leu 


Leu Thr 


Val He Lys 


545 






550 


Leu Asn 


Ser 


Lys Phe 


Tro Lvs Ara 






565 




Arg lie 


Glu 


Pro He 


Thr His Glu 






580 




Qly Pro 


Phe 


Gly Glu 


Leu Gin Thr 




595 




600 


Ala Thr 


Ser 


Thr Ala 


Leu Ala Thr 


610 






615 


Phe His 


Asn 


Thr Tyr 


His Ser Gin 


625 






630 


Ser Tyr 


Glu 


Tyr Asp 


Val Pro Pro 






645 




lie Gly 


Asn 


Gin His 


Thr Tyr Cys 






660 




Gly Gin 


Arg 


Pro Gin 


Thr Lys Ser 




675 




680 


Ala His 


Thr 


Asn Ser 


Ala He Leu 


690 






695 


lie Ser 


Ser 


Val He 


Trp 


705 






710 



Glu Arg Phe Ala Leu 


Glu 


He Leu 


445 






Gly Tyr Lys Leu Phe 


He 


Pro Asp 


460 






Tyr He Glu Asp Val 


Ala 


Arg Cys 


475 




480 


He Val Met Thr Pro 


Asn 


Tyr Val 


490 




495 


Glu Leu Glu Thr Arg 


Leu 


Arg Asn 


505 


510 




Val He Leu He Glu 


Cys 


Ser Glu 


525 






Glu Val Glu Ala Leu 


Lys 


His Thr 


540 






Trp His Gly Pro Lys 


Cys 


Asn Lys 


555 




560 


Leu Gin Tyr Glu Met 


Pro 


Phe Lys 


570 




575 


Gin Ala Leu Asp Val 


Ser 


Glu Gin 


585 


590 




Val Ser Ala He Ser 


Met 


Ala Ala 


605 






Ala His Pro Asp Leu 




Ser Thr 


620 






Met Arg Gin Lys His 


Tyr 


Tyr Arq 


635 




640 


Thr Gly Thr Leu Pro 


Leu 


Thr Ser 


650 




655 


Asn He Pro Met Thr 


Leu 


He Asn 


665 


670 




Ser Arg Glu Gin Asn 


Pro 


Asp Glu 


685 






Pro Leu Leu Pro Arg 


Glu 


Thr Ser 



700 



<210> 2156 

<211> 530 

<212> PRT 

<213> Homo sapiens 



<400> 2156 



Asn Ser 


Ala 


Arg Gly 


Gly Val Gly 


1 




5 




Thr Val 


Gin 


Glu Lys 


Ala Ala Ala 






20 




Pro Ala 


His 


Arg Pro 


Pro Gly Phe 




35 




40 


Ala Thr 


Tyr 


Val Trp 


Ser Ser He 


50 






55 


Glu Val 


Lys 


Lys Arg 


Arg His Arg 


65 






70 


Val Gly 


Ser 


Glu Ala 


Val Asp Val 






85 




Lys Tyr 


Phe 


Gly Asp 


Val Asp He 






100 




Cys Gin 


Ala 


Leu Met 


Asp Tyr Lys 




115 




120 


Val Phe 


Gly 


Lys Asp 


Lys Lys Pro 


130 






135 



Val Arg Gly Ala Arg Ala Met Ala 

10 15 
Leu Asn Leu Ser Ala Leu His Ser 

25 30 
Ser Val Ala Gin Lys Pro Phe Gly 
45 

He Asn Thr Leu Gin Thr Gin Val 
60 

Leu Lys Arg His Asn Asp Cys Phe 
75 80 
He Phe Ser His Leu He Gin Asn 

90 95 
Pro Arg Ala Lys Val Val Arg Val 
105 110 
Val Phe Glu Ala Val Pro Thr Lys 
125 

Thr Phe Glu Asp Ser Ser Cys Ser 
140 
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Leu Tyr Arg Phe Thr Thr lie Pro Asn Gin Asp Ser Gin Leu Gly Lys 
145 150 155 160 

Glu Asn Lys Leu Tyr Ser Pro Ala Arg Tyr Ala Asp Ala Leu Phe Lys 

165 170 175 

Ser Ser Asp He Arg Ser Ala Ser Leu Glu Asp Leu Trp Glu Asn Leu 

180 185 190 

Ser Leu Lys Pro Ala Asn Ser Pro His Val Asn He Ser Thr Thr Leu 

195 200 205 

Ser Pro Gin Val He Asn Glu Val Trp Gin Glu Glu Thr lie Gly Arg 

210 215 220 

Leu Leu Gin Leu Val Asp Leu Pro Leu Leu Asp Ser Leu Leu Lys Gin 
225 230 235 240 

Gin Glu Ala Val Pro Lys He Pro Gin Pro Lys Arg Gin Ser Thr Met 

245 250 255 

Val Asn Ser Ser Asn Tyr Leu Asp Arg Gly He Leu Lys Ala Tyr Ser 

260 265 270 

Asp Ser Gin Glu Asp Glu Trp Leu Ser Ala Ala He Asp Cys Leu Glu 

275 280 285 

Tyr Leu Pro Asp Gin Met Val Val Glu He Ser Arg Ser Phe Pro Glu 

290 295 300 

Gin Pro Asp Arg Thr Asp Leu Val Lys Glu Leu Leu Phe Asp Ala He 
305 310 315 320 

Gly Arg Tyr Tyr Ser Ser Arg Glu Pro Leu Leu Asn His Leu Ser Asp 

325 330 335 

Val His Asn Gly He Ala Glu Leu Leu Val Asn Gly Lys Thr Glu He 

340 345 350 

Ala Leu Glu Ala Thr Gin Leu Leu Leu Lys Leu Leu Asp Phe Gin Asn 

355 360 365 

Arg Glu Glu Phe Arg Arg Leu Leu Tyr Phe Met Ala Val Ala Ala Asn 

370 375 380 

Pro Ser Glu Phe Lys Leu Gin Lys Glu Ser Asp Asn Arg Met Val Val 
385 390 395 400 

Lys Arg He Phe Ser Lys Ala He Val Asp Asn Lys Asn Leu Ser Lys 

405 410 415 

Gly Lys Thr Asp Leu Leu Val Leu Phe Leu Met Asp His Gin Lys Asp 

420 425 430 

Val Phe Lys He Pro Gly Thr Leu His Lys He Val Ser Val Lys Leu 

435 440 445 

Met Ala He Gin Asn Gly Arg Asp Pro Asn Arg Asp Ala Gly Tyr He 

450 455 460 

Tyr Cys Gin Arg He Asp Gin Arg Asp Tyr Ser Asn He Thr Glu Lys 
465 ~ 470 475 480 

Thr Thr He Asp Glu Leu Leu Tyr Leu Leu Lys Thr Leu Asp Glu Asp 

485 490 495 

Ser Lys Leu Ser Ala Lys Glu Lys Lys Lys Leu Leu Gly Gin Phe Tyr 

500 ** 505 510 

Lys Cys His Pro Asp He Phe He Glu His Phe Gly Asp 
515 520 525 



<210> 2157 

<211> 706 

<212> PRT 

<213> Homo sapiens 



<400> 2157 
Phe Gly He Val Gly Thr Phe Ala 

1 5 
Asp Arg Asp Pro Ala He Phe Ser 
20 

Pro Gin He Leu Leu Leu Leu Ala 
35 40 



Leu Glu Thr Asp Glu Leu Asp Ser 

10 15 
Leu Cys Asp Phe Gly Ala Met Arg 

25 30 
Leu Leu Thr Leu Gly Leu Ala Ala 
45 
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Gin His Gin Asp Lys Val Pro Cys Lys Met Val Lys Met Leu Cys Pro 

50 55 60 

Asp Arg Val Asp Lys Lys Val Ser Cys Gin Val Leu Gly Leu Leu Glri 
6S 70 75 80 

Val Pro Ser Val Leu Pro Pro Asp Thr Glu Thr Leu Asp Leu Ser Gly 

85 90 95 

Asn Gin Leu Arg Ser lie Leu Ala Ser Pro Leu Gly Phe Tyr Thr Ala 

100 105 110 

Leu Arg His Leu Asp Leu Ser Thr Asn Glu lie Ser Phe Leu Gin Pro 

115 120 125 

Gly Ala Phe Gin Ala Leu Thr His Leu Glu His Leu Ser Leu Ala His 

130 135 140 

Asn Arg Leu Ala Met Ala Thr Ala Leu Ser Ala Gly Gly Leu Gly Pro 
145 150 155 160 

Leu Pro Arg Val Thr Ser Leu Asp Leu Ser Gly Asn Ser Leu Tyr Ser 

165 170 175 

Gly Leu Leu Glu Arg Leu Leu Gly Glu Ala Pro Ser Leu His Thr Leu 

180 185 190 

Ser Leu Ala Glu Asn Ser Leu Thr Arg Leu Thr Arg His Thr Phe Arg 

195 200 205 

Asp Met Pro Ala Leu Glu Gin Leu Asp Leu His Ser Asn Val Leu Met 

210 215 220 

Asp He Glu Asp Gly Ala Phe Glu Gly Leu Pro Arg Leu Thr His Leu 
225 230 235 240 

Asn Leu Ser Arg Asn Ser Leu Thr Cys He Ser Asp Phe Ser Leu Gin 

245 250 255 

Gin Leu Arg Val Leu Asp Leu Ser Cys Asn Ser lie Glu Ala Phe Gin 

260 265 270 

Thr Ala Ser Gin Pro Gin Ala Glu Phe Gin Leu Thr Trp Leu Asp Leu 

275 280 285 

Arg Glu Asn Lys Leu Leu His Phe Pro Asp Leu Ala Ala Leu Pro Arg 

290 295 *" 300 

Leu He Tyr Leu Asn Leu Ser Asn Asn Leu He Arg Leu Pro Thr Gly 
305 310 315 320 

Pro Pro Gin Asp Ser Lys Gly lie His Ala Pro Ser Glu Gly Trp Ser 

325 330 335 

Ala Leu Pro Leu Ser Ala Pro Ser Gly Asn Ala Ser Gly Arg Pro Leu 

340 345 350 

Ser Gin Leu Leu Asn Leu Asp Leu Ser Tyr Asn Glu He Glu Leu He 

355 360 365 

Pro Asp Ser Phe Leu Glu His Leu Thr Ser Leu Cys Phe Leu Asn Leu 

370 375 380 

Ser Arg Asn Cys Leu Arg Thr Phe Glu Ala Arg Arg Leu Gly Ser Leu 
385 390 395 400 

Pro Cys Leu Met Leu Leu Asp Leu Ser His Asn Ala Leu Glu Thr Leu 

405 410 415 

Glu Leu Gly Ala Arg Ala Leu Gly Ser Leu Arg Thr Leu Leu Leu Gin 

420 425 430 

Gly Asn Ala Leu Arg Asp Leu Pro Pro Tyr Thr Phe Ala Asn Leu Ala 

435 440 445 

Ser Leu Gin Arg Leu Asn Leu Gin Gly Asn Arg Val Ser Pro Cys Gly 

450 455 460 

Gly Pro Asp Glu Pro Gly Pro Ser Gly Cys Val Ala Phe Ser Gly He 
465 470 475 480 

Thr Ser Leu Arg Ser Leu Ser Leu Val Asp Asn Glu He Glu Leu Leu 

485 490 495 

Arg Ala Gly Ala Phe Leu His Thr Pro Leu Thr Glu Leu Asp Leu Ser 

500 505 510 

Ser Asn Pro Gly Leu Glu Val Ala Thr Gly Ala Leu Gly Gly Leu Glu 

515 520 ' 525 

Ala Ser Leu Glu Val Leu Ala Leu Gin Gly Asn Gly Leu Met Val Leu 

530 535 540 

Gin Val Asp Leu Pro Cys Phe He Cys Leu Lys Arg Leu Asn Leu Ala 
545 550 555 560 



1226 



WO 01/57188 



PCT/USO 1/03800 



Glu Asn Arg Leu Ser His Leu Pro Ala Trp Thr Gin Ala Val Ser Leu 

565 570 575 

Glu Val Leu Asp Leu Arg Asn Asn Ser Phe Ser Leu Leu Pro Gly Ser 

580 585 590 

Ala Met Gly Gly Leu Glu Thr Ser Leu Arg Arg Leu Tyr Leu Gin Gly 

595 600 605 

Asn Pro Leu Ser Cys Cys Gly Asn Gly Trp Leu Ala Ala Gin Leu His 

610 615 620 

Gin Gly Arg Val Asp Val Asp Ala Thr Gin Asp Leu He Cys Arg Phe 
625 630 635 640 

Ser Ser Gin Glu Glu Val Ser Leu Ser His Val Arg Pro Glu Asp Cyo 

645 650 655 

Glu Lys Gly Gly Leu Lys Asn lie Asn Leu He He lie Leu Thr Phe 

660 665 670 

He Leu Val Ser Ala He Leu Leu Thr Thr Leu Ala Ala Cys Cys Cys 

675 680 685 

Val Arg Arg Gin Lys Phe Asn Gin Gin Tyr Lys Ala 
690 695 700 



<210> 2158 
<2ll> 571 
<212> PRT 

<213> Homo sapiens 



<400> 2158 

Phe Lys Ala Leu Ser Gin Tyr He Tyr Thr Asn Thr His Leu Glu Arg 

1 5 10 15 

Glu Ala Ala Phe Glu Val Ala He Leu Leu Arg Arg Met Glu Glu Gly 

20 25 30 

Ala Arg His Arg Asn Asn Thr Glu Lys Lys His Pro Gly Gly Gly Glu 

35 40 45 

Ser Asp Ala Ser Pro Glu Ala Gly Ser Gly Gly Gly Gly Val Ala Leu 

50 55 60 

Lys Lys Glu He Gly Leu Val ser Ala Cys Gly He He Val Gly Asn 
65 70 75 80 

He He Gly Ser Gly He Phe Val Ser Pro Lys Gly Val Leu Glu Asn 

85 90 95 

Ala Gly Ser Val Gly Leu Ala Leu He Val Trp He Val Thr Gly Phe 

100 105 110 

He Thr Val Val Gly Ala Leu Cys Tyr Ala Glu Leu Gly Val Asn He 

115 120 125 

Pro Lys Ser Gly Gly Asp Tyr Phe Tyr Val Lys Asp He Phe Gly Gly 

130 135 140 

Leu Ala Gly Phe Leu Arg Leu Trp He Ala Val Leu Val He Tyr Pro 
145 150 155 160 

Thr Asn Gin Ala Val He Ala Leu Thr Phe Ser Asn Tyr Val Leu Gin 

165 170 175 

Pro Leu Phe Pro Thr Cys Phe Pro Pro Glu Ser Gly Leu Arg Leu Leu 

180 185 190 

Ala Ala He Cys Leu Leu Leu Leu Thr Trp Val Asn Cys Ser Ser Val 

195 200 205 

Arg Trp Ala Thr Arg Val Gin Asp He Phe Thr Ala Gly Lys Leu Leu 

210 215 220 

Ala Leu Ala Leu He He He Met Gly He Val Gin He Cys Lys Gly 
225 230 235 240 

Glu Tyr Phe Trp Leu Glu Pro LyB Asn Ala Phe Glu Asn Phe Gin Glu 

245 250 255 

Pro Asp He Gly Leu Val Ala Leu Ala Phe Leu Gin Gly Ser Phe Ala 

260 265 270 

Tyr Gly Gly Trp Asn Phe Leu Asn Tyr Val Thr Glu Glu Leu Val Asp 
275 280 285 
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Pro Tyr Lys Asn Leu Pro Arg Ala lie Phe lie Ser lie Pro Leu Val 

290 295 300 

Thr Phe Val Tyr Val Phe Ala Asn Val Ala Leu Tyr Val Thr Ala Met 
305 310 315 320 

Ser Pro Gin Glu Leu Leu Ala Ser Asn Ala Val Ala Val Thr Phe Gly 

325 330 335 

Glu Lys Leu Leu Gly Val Met Ala Trp lie Met Pro lie Ser Val Ala 

340 345 350 

Leu Ser Thr Phe Gly Gly Val Asn Gly Ser Leu Phe Thr Ser Ser Arg 

355 360 365 

Leu Phe Phe Ala Gly Ala Arg Glu Gly His Leu Pro Ser Val Leu Ala 

370 375 380 

Met He His Val Lys Arg Cys Thr Pro He Pro Ala Leu Leu Phe Thr 
385 - 390 395 400 

Cys lie Ser Thr Leu Leu Met Leu Val Thr Ser Asp Met Tyr Thr Leu 

405 410 415 

He Asn Tyr Val Gly Phe He Asn Tyr Leu Phe Tyr Gly Val Tbx Val 

420 425 430 

Ala Gly Gin He Val Leu Arg Trp Lys Lys Pro Asp He Pro Arg Pro 

435 440 445 

He Lys He Asn Leu Leu Phe Pro He He Tyr Leu Leu Phe Trp Ala 

450 455 460 

Phe Leu Leu Val Phe Ser Leu Trp Ser Glu Pro Val Val Cys Gly He 
465 470 475 480 

Gly Leu Ala He Met Leu Thr Gly Val Pro Val Tyr Phe Leu Gly Val 

465 490 495 

Tyr Trp Gin His Lys Pro Lys Cys Phe Ser As'p Phe He Glu Leu Leu 

500 505 510 

Thr Leu Val Ser Gin Lys Met Cys Val Val Val Tyr Pro Glu Val Glu 

515 520 525 

Arg Gly Ser Gly Thr Glu Glu Ala Asn Glu Asp Met Glu Glu Gin Gin 

530 535 * 540 

Gin Pro Met Tyr Gin Pro Thr Pro Thr Lys Asp Lys Asp Val Ala Gly 
545 550 555 560 

Gin Pro Gin Pro 
564 



<210> 2159 

<211> 272 

<212> PRT 

<213> Homo sapiens 



<400> 2159 

Gin Asp Ser Arg Lys Met Leu Pro Ser Thr Ser Val Asn Ser Leu Val 

15 10 15 

Gin Gly Asn Gly Val Leu Asn Ser Arg Asp Ala Ala Arg His Thr Ala 

20 25 30 

Gly Ala Lys Arg Tyr Lys Tyr Leu Arg Arg Leu Phe Arg Phe Arg Gin 

35 40 45 

Met Asp Phe Glu Phe Ala Ala Trp Gin Met Leu Tyr Leu Phe Thr Ser 

50 55 60 

Pro Gin Arg Val Tyr Arg Asn Phe His Tyr Arg Lys Gin Thr Lys Asp 
65 70 75 80 

Gin Trp Ala Arg Asp Asp Pro Ala Phe Leu Val Leu Leu Ser He Trp 

85 90 95 

Leu Cys Val Ser Thr He Gly Phe Gly Phe Val Leu Asp Met Gly Phe 

100 105 ~ 110 

Phe Glu Thr He Lys Leu Leu Leu Trp Val Val Leu He Asp Cys Val 

115 120 12 5 

Gly Val Gly Leu Leu He Ala Thr Leu Met Trp Phe He Ser Asn Lys 
130 135 140 
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Tyr Leu 
145 

Ala Phe 

His Phe 

Phe He 

Tyr Tyr 
210 
Phe Ser 
225 

Phe Ala 
Asn Phe 



Val Lys 

Asp Val 

He Gin 
180 
Gly Tyr 
195 

He Tyr 

Ala Leu 

Pro Leu 

Thr His 
260 



Arg Gin 
150 
His Leu 
165 

Leu Phe 
Leu Val 
Val Thr 



Ser Arg Asp 

Asn Ala Phe 

Phe He Asn 
185 

Gly Asn Thr 

200 
Phe Leu Gly 
215 

Leu Lys Asn 



Pro Phe 
230 

He Leu Leu Tyr Gly 
245 

Thr Leu Cys Ser Phe 
265 



Tyr Asp 
155 
Tyr Pro 
170 

His Val 

Leu Trp 

Tyr Ser 

Thr Val 
235 
Leu Ser 
250 

Tyr Lys 



Val Glu 

Leu Leu 

He Leu 

Leu Val 
205 
Val Gly 
220 

He Leu 
Leu Ala 
Tyr Arg 



Trp Gly Tyr 
160 

Val He Leu 

175 
Thr Asp Thr 
190 

Ala Val Gly 

Leu Leu Phe 

Leu Tyr Pro 
240 

Leu Gly Trp 

255 
Val Lys 
270 271 



<210> 2160 

<211> 223 

<212> PRT 

<213> Homo sapiens 



<400> 2160 

Ser Pro Ala Ser Gly His Cys Arg Leu Asn Gly Ala Ala Val Ala Met 

1 5 10 15 

Phe Gly Cys Leu Val Ala Gly Arg Leu Val Gin Thr Ala Ala Gin Gin 

20 25 30 

Val Ala Glu Asp Lys Phe Val Phe Asp Leu Pro Asp Tyr Glu Ser He 

35 40 45 

Asn His Val Val Val Phe Met Leu Gly Thr He Pro Phe Pro Glu Gly 

50 55 60 

Met Gly Gly Ser Val Tyr Phe Ser Tyr Pro Asp Ser Asn Gly Met Pro 
65 70 75 80 

Val Trp Gin Leu Leu Gly Phe Val Thr Asn Gly Lys Pro Ser Ala lie 

85 90 95 

Phe Lys He Ser Gly Leu Lys Ser Gly Glu Gly Ser Gin His Pro Phe 

100 105 HO 

Gly Ala Met Asn He Val Arg Thr Pro Ser Val Ala Gin He Gly He 

115 120 125 

Ser Val Glu Leu Leu Asp Ser Met Ala Gin Gin Thr Pro Val Gly Asn 

13 0 135 140 

Ala Ala Val Ser Ser Val Asp Ser Phe Thr Gin Phe Thr Gin Lys Met 
145 150 15S 160 

Leu Asp Asn Phe Tyr Asn Phe Ala Ser Ser Phe Ala Val Ser Gin Val 

165 170 175 

Pro Asp Asp Thr Gin Arg Pro Ser Glu Met Phe He Pro Ala Asn Val 

180 185 130 

Val Leu Lys Trp Tyr Glu Asn Phe Gin Arg Arg Thr Ser Thr Glu -Pro 

195 200 205 

Ser Leu Leu Glu Asn He He Trp He Lys He Asn Phe 
210 215 220 221 



<210> 2161 

<211> 1118 

<212> PRT 

<213> Homo sapiens 



<r400> 2161 
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Leu Glu Gly Ser Leu Asn Thr Glu Arg Ala Lys Tyr Tyr Leu Thr lie 

15 10 15 

Thr Met Pro His Phe Thr Val Thr Lys Val Glu Asp Pro Glu Glu Gly 

20 25 30 

Ala Ala Ala Ser lie Ser Gin Glu Pro Ser Leu Ala Asp lie Lys Ala 

35 40 45 

Arg lie Gin Asp Ser Asp Glu Pro Asp Leu Ser Gin Asn Ser lie Thr 

50 55 60 

Gly Glu His Ser Gin Leu Leu Asp Asp Gly His Lys Lys Ala Arg Asn 
65 70 75 80 

Ala Tyr Leu Asn Asn Ser Asn Tyr Glu Glu Gly Asp Glu Tyr Phe Asp 

85 90 35 

Lys Asn Leu Ala Leu Phe Glu Glu Glu Met Asp Thr Arg Pro Lys Val 

100 105 110 

Ser Ser Leu Leu Asn Arg Met Ala Asn Tyr Thr Asn Leu Thr Gin Gly 

115 120 125 

Ala Lys Glu His Glu Glu Ala Glu Asn lie Thr Glu Gly Lys Lys Lys 

130 135 140 

Pro Thr Lys Thr Pro Gin Met Gly Thr Phe Met Gly Val Tyr Leu Pro 
145 150 155 ~ 160 

Cys Leu Gin Asn He Phe Gly Val He Leu Phe Leu Arg Leu Thr Trp 

165 170 175 

Val Val Gly Thr Ala Gly Val Leu Gin Ala Phe Ala He Val Leu He 

ISO 185 190 

Cys Cys Cys Cys Thr Met Leu Thr Ala He Ser Met Ser Ala He Ala 

195 200 205 

Thr Asn Gly Val Val Pro Ala Gly Gly Ser Tyr Phe Met lie Ser Arg 

210 215 220 

Ala Leu Gly Pro Glu Phe Gly Gly Ala Val Gly Leu Cys Phe Tyr Leu 
225 230 235 240 

Gly Thr Thr Phe Ala Ala Ala Met Tyr He Leu Gly Ala He Glu He 

245 250 255 

Phe Leu Val Tyr He Val Pro Arg Ala Ala He Phe His Ser Asp Asp 

260 265 270 

Ala Leu Lys Glu Ser Ala Ala Met Leu Asn Asn Met Arg Val Tyr Gly 

275 280 285 

Thr Ala Phe Leu val Leu Met Val Leu Val Val Phe He Gly Val Arg 

290 295 300 

Tyr Val Asn Lys Phe Ala Ser Leu Phe Leu Ala Cys Val He Val Ser 
305 310 315 320 

He Leu Ala He Tyr Ala Gly Ala He Lys Ser Ser Phe Ala Pro Pro 

325 330 335 

His Phe Pro Val Cys Met Leu Gly Asn Arg Thr Leu Ser Ser Arg His 

340 345 350 

He Asp Val Cys Ser Lys Thr Lys Glu He Asn Asn Met Thr Val Pro 

355 360 365 

Ser Lys Leu Trp Gly Phe Phe Cys Asn Ser Ser Gin Phe Phe Asn Ala 

370 375 380 

Thr Cys Asp Glu Tyr Phe Val His Asn Asn Val Thr Ser He Gin Gly 
385 390 395 400 

He Pro Gly Leu Ala Ser Gly lie He Thr Glu Asn Leu Trp Ser Asn 

405 410 415 

Tyr Leu Pro Lys Gly Glu He He Glu Lys Pro Ser Ala Lys Ser Ser 

420 425 430 

Asp Val Leu Gly Ser Leu Asn His Glu Tyr Val Leu Val Asp He Thr 

435 440 445 

Thr Ser Phe Thr Leu Leu Val Gly He Phe Phe Pro Ser Val Thr Gly 

450 455 * 460 

lie Met Ala Gly Ser Asn Arg Ser Gly Asp Leu Lys Asp Ala Gin Lys 
465 470 475 * ~ 480 

Ser He Pro He Gly Thr He Leu Ala He Leu Thr Thr Ser Phe Val 

485 490 495 

Tyr Leu Ser Asn Val Val Leu Phe Gly Ala Cys He Glu Gly Val Val 
500 505 510 
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Leu Arg Asp Lys Phe Gly Asp Ala Val Lys Gly Asn Leu Val Val Gly 

515 520 525 

Thr Leu Ser Trp Pro Ser Pro Trp Val He Val He Gly Ser Phe Phe 

530 535 540 

Ser Thr Cys Gly Ala Gly Leu Gin Ser Leu Thr Gly Ala Pro Arg Leu 
545 * 550 555 560 

Leu Gin Ala He Ala Lys Asp Asn He He Pro Phe Leu Arg Val Phe 

565 570 575 

Gly His Ser Lys Ala Asix Gly Glu Pro Thr Trp Ala Leu Leu Leu Thr 

580 585 590 

Ala Ala He Ala Glu Leu Gly He Leu He Ala Ser Leu Asp Leu Val 

535 600 605 

Ala Pro He Leu Ser Met Phe Phe Leu Met Cys Tyr Leu Phe Val Asn 

610 615 620 

Leu Ala Cys Ala Leu Gin Thr Leu Leu Arg Thr Pro Asn Trp Arg Pro 
625 630 635 640 

Arg Phe Arg Tyr Tyr His Trp Ala Leu Ser Phe Met Gly Met Ser He 

645 650 655 

Cys Leu Ala Leu Met Phe He Ser Ser Trp Tyr Tyr Ala He Val Ala 

660 665 670 

Met Val He Ala Gly Met He Tyr Lys Tyr He Glu Tyr Gin Gly Ala 

675 680 685 

Glu Lys Glu Trp Gly Asp Gly He Arg Gly Leu Ser Leu Ser Ala Ala 

690 695 700 

Arg Phe Ala Leu Leu Arg Leu Glu Glu Gly Pro Pro His Thr Lys Asn 
705 710 715 720 

Trp Arg Pro Gin Leu Leu Val Leu Leu Lys Leu Asp Glu Asp Leu His 

725 730 735 

Val Lys His Pro Arg Leu Leu Thr Phe Ala Ser Gin Leu Lys Ala Gly 

740 745 750 

Lys Gly Leu Thr He Val Gly Ser Val He Val Gly Asn Phe Leu Glu 

755 • 760 765 

Asn Tyr Gly Glu Ala Leu Ala Ala Glu Gin Thr He Lys His Leu Met 

770 775 780 

Glu Ala Glu Lys Val Lys Gly Phe Cys Gin Leu Val Val Ala Ala Lys 
765 790 795 800 

Leu Arg Glu Gly He Ser His Leu He Gin Ser Cys Gly Leu Gly Gly 

805 810 ' 815 

Met Lys His Asn Thr Val Val Met Gly Trp Pro Asn Gly Trp Arg Gin 

820 825 830 

Ser Glu Asp Ala Arg Ala Trp Lys Thr Phe He Gly Thr Val Arg Val 

835 840 845 

Thr Thr Ala Ala His Leu Ala Leu Leu Val Ala Lys Asn He Ser Phe 

850 855 860 

Phe Pro Ser Asn Val Glu Gin Phe Ser Glu Gly Asn He Asp Val Trp 
865 870 875 880 

Trp He Val His .Asp Gly Gly Met Leu Met Leu Leu Pro Phe Leu Leu 

885 890 895 

Lys Gin His Lys Val Trp Arg Lys Cys Ser He Arg Phe Phe Thr Val 

900 905 910 

Ala Gin Leu Glu Asp Asn Ser He Gin Met Lys Lys Asp Leu Ala Thr 

915 920 925 

Phe Leu Tyr His Leu Arg He Glu Ala Glu Val Glu Val Val Glu Met 

930 935 940 

His Asp Ser Asp He Ser Ala Tyr Thr Tyr Glu Arg Thr Leu Met Met 
945 950 955 960 

Glu Gin Arg Ser Gin Met Leu Arg His Met Arg Leu Ser Lys Thr Glu 

965 970 975 

Arg Asp Arg Glu Ala Gin Leu Val Lys Asp Arg Asn Ser Met Leu Arg 

980 985 990 

Leu Thr Ser He Gly Ser Asp Glu Asp Glu Glu Thr Glu Thr Tyr Gin 

995 1000 1005 

Glu Lys Val H1b Met Thr Trp Thr Lys Asp Lys Tyr Met Ala Ser Arg 
1010 1015 1020 
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Gly Gin Lys Ala Lys Ser Met Glu Gly Phe Gin Asp Leu Leu Asn Met 
1025 1030 1035 1040 

Arg Pro Asp Gin Ser Asn Val Arg Arg Met His Thr Ala Val Lys Leu 

1045 1050 1055 

Asn Glu Val lie Val Asn Lys Ser His Glu Ala Lys Leu Val Leu Leu 

1060 1065 ' 1070 

Asn Met Pro Gly Pro Pro Arg Asn Pro Glu Gly Asp Glu Asn Tyr Met 

1075 1080 1085 

Glu Phe Leu Glu Val Leu Thr Glu Gly Leu Glu Arg Val Leu Leu Val 

1090 1095 1100 

Arg Gly Gly Gly Ser Glu Val He Thr He Tyr Ser 
1105 1110 11151116 



<210> 2162 

<211> 192 

<212> PRT 

<213> Homo sapiens 



<400> 2162 

Ala Val Cys Thr Met Ser Glu Met Ala Glu Leu Ser Glu Leu Tyr Glu 

15 10 15 

Glu Ser Ser Asp Leu Gin Met Asp Val Met Pro Gly Glu Gly Asp Leu 

20 25 30 

Pro Gin Met Glu Val Gly Ser Gly Ser Arg Glu Leu Ser Leu Arg Pro 

35 40 45 

Ser Arg Ser Gly Ala Gin Gin Leu Glu Glu Glu Gly Pro Met Glu Glu 

50 55 60 

Glu Glu Ala Gin Pro Met Ala Ala Pro Glu Gly Lys Arg Ser Leu Ala 
65 70 75 80 

Asn Gly Pro Asn Ala Gly Glu Gin Pro Gly Gin Val Ala Gly Ala Asp 

85 90 95 

Phe Glu Ser Glu Asp Glu Gly Glu Glu Phe Asp Asp Trp Glu Asp Asp 

100 105 110 

Tyr Asp Tyr Pro Glu Glu Glu Gin Leu Ser Gly Ala Gly Tyr Arg Val 

115 120 125 

Ser Ala Ala Leu Glu Glu Ala Asp Lys Met Phe Leu Arg Thr Arg Glu 

130 135 140 

Pro Ala Leu Asp Gly Gly Phe Gin Met His Tyr Glu Lys Thr Pro Phe 
145 150 155 " 160 

Asp Gin Leu Ala Phe He Glu Glu Leu Phe Ser Leu Met Val Val Asn 

165 170 175 

Arg Leu Thr Glu Glu Leu Gly Cys Asp Glu He He Asp Arg Glu 
180 185 190 191 



<210> 2163 

<211> 217 

<212> PRT 

<213> Homo sapiens 



<400> 2163 

Ala Lys Met Gly Ala Tyr Lys Tyr He Gin Glu Leu Trp Arg Lys Lys 

1 5 10 15 

Gin Ser Asp Val Met Arg Phe Leu Leu Arg Val Arg Cys Trp Gin Tyr 

20 25 30 

Arg Gin Leu Ser Ala Leu His Arg Ala Pro Arg Pro Thr Arg Pro Asp 

35 40 45 

Lys Ala Arg Arg Leu Gly Tyr Lys Ala Lys Gin Gly Tyr Val Tyr He 
50 55 60 
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Tyr lis 


Glv 


Phe Val 


Phe Ala Val 


65 






70 


Glv Glv 


Arq 


Lvs Arq 


Pro Val Pro 






85 




val His 


His 


Gly Val 


Asn Gin Leu 






100 




Val Ala 


Glu 


Glu Arg 


Ala Gly Arg 




115 




120 


Asn Ser 


Tyr 


Trp Val 


Gly Glu Asp 


130 






135 


lie Leu 


lie 


Asp Pro 


Phe His Lys 


145 






150 


Gin Trp 


lie 


Thr Lys 


Pro Val His 






165 




Thr Ser 


Ala 


Gly Arg 


Lys Ser Arg 






1B0 




Eis His 


Thr 


lie Gly 


Gly Ser Arg 




195 




200 


Thr Leu 


Gin 


Leu His 


Arg Tyr Arg 


210 






215 216 



He Jfyr Arg He Arg. Val Arg Arg 
& 75 80 
Lys Gly Ala Thr Tyr Gly Lys Pro 

90 95 
Lys Phe Ala Arg Ser Leu Gin Ser 
105 110 
His Cys Gly Ala Leu Arg Val Leu 
125 

Ser Thr Tyr Lys Phe Phe Glu Val 
140 

Ala He Arg Arg Asn Pro Asp Thr 
155 160 
Lys His Arg Glu Met Arg Gly Leu 

170 175 
Gly Leu Gly Lys Gly His Lys Phe 
185 190 
Arg Ala Ala Trp Arg Arg Arg Asn 
205 



<210> 2164 
<211> 502 
<212> PRT 

<213> Homo sapiens 



<400> 2164 

Lys Gly Thr Glu Met Asn Lys Ser Arg Trp Gin Ser Arg Arg Arg His 

15 10 15 

Gly Arg Arg Ser His Gin Gin Asn Pro Trp Phe Arg Leu Arg Asp Ser 

20 25 30 

Glu Asp Arg Ser Asp Ser Arg Ala Ala Gin Pro Ala His Asp Ser Gly 

35 40 45 

Eis Gly Asp Asp Glu Ser Pro Ser Thr Ser Ser Gly Thr Ala Gly Thr 

50 *" 55 60 

Ser Ser Val Pro Glu Leu Pro Gly Phe Tyr Phe Asp Pro Glu Lys Lys 
65 70 75 80 

Arg Tyr Phe Arg Leu Leu Pro Gly His Asn Asn Cys Asn Pro Leu Thr 

85 90 95 

Lys Glu Ser He Arg Gin Lys Glu Met Glu Ser Lys Arg Leu Arg Leu 

100 105 HO 

Leu Gin Glu Glu Asp Arg Arg Lys Lys He Ala Arg Met Gly Phe Asn 

115 120 125 

Ala Ser Ser Met Leu Arg Lys Ser Gin Leu Gly Phe Leu Asn Val Tor 

130 135 140 

Asn Tyr Cys His Leu Ala His Glu Leu Arg Leu Ser Cys Met Glu Arg 
145 150 155 160 

Lys Lys Val Gin He Arg Ser Met Asp Pro Ser Ala Leu Ala Ser Asp 

165 170 175 

Arg Phe Asn Leu He Leu Ala Asp Thr Asn Ser Asp Arg Leu Phe Thr 

180 185 190 

Val Asn Asp Val Thr Val Gly Gly Ser Lys Tyr Gly He He Asn Leu 

195 200 205 

Gin Ser Leu Lys Thr Pro Thr Leu Lys Val Phe Met His Glu Asn Leu 

210 215 220 

Tyr Phe Thr Asn Arg Lys Val Asn Ser Val Cys Trp Ala Ser Leu Asn 
225 230 235 240 

His Leu Asp Ser His He Leu Leu Cys Leu Met Gly Leu Ala Glu Thr 

245 250 255 

Pro Gly Cys Ala Thr Leu Leu Pro Ala Ser Leu Phe Val Asn Ser His 
260 265 270 
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Pro 


Ala 


Gly 


He 


Asp 


Arg 


Pro 


Gly Met 






275 










280 


Gly 


Ala 


Trp 


Ser 


Cys 


Ala 


Trp 


Ser Leu 




290 










295 




Phe 


Ser 


Thr 


Gly 


Leu 


Ser 


Arg 


Arg Val 


305 










310 






Gly 


His 


Arg 


Gin 


Ser 


Phe 


Gly 


Thr Asn 










325 








Phe 


Ala 


Leu 


Met 


Ala 


Pro 


Leu 


Leu Phe 








340 








345 


lie 


Phe 


Ala 


He 


Asp 


Leu 


Arg 


Cys Gly 






355 










360 


Ala 


Thr 


Arg 


Leu 


Phe 


His 


Asp 


Ser Ala 




370 










375 




Gin 


Asp 


Glu 


Gin 


Tyr 


Leu 


Met 


Ala Ser 


385 










350 






Leu 


Trp 


Asp 


Leu 


Arg 


Thr 


Thr 


Lys Cys 










405 








Val 


Asn 


Glu 


Tyr 


Ala 


Tyr 


Leu 


Pro Leu 








420 








425 


Xle 


Leu 


Val 


Ala 


Val 


Gly 


Gin 


Asp Cys 






435 










440 


His 


Asp 


Ala 


Arg 


Leu 


Leu 


Arg 


Thr He 




450 










455 




Lys 


Ala 


Asp 


lie 


Pro 


Ser 


Val 


Ala Phe 


465 










470 






Arg 


Gly 


Ala 


Pro 


Gly 


Leu 


Leu 


Met Ala 










485 








Tyr 


Ser 


Tyr 


Ser 
















500 












<210> 2155 












<211> 874 
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As n 


Lys 


Asn 


He 


Leu 


Glu 


Val 


Pro Ser 


1 








5 








Gly 


Asp 


His 


Leu 


Asp 


Leu 


Leu 


Leu Gly 








20 








25 


Val 


Phe 


Gly 


He 


Pro 


Ser 


Cys 


Ser Phe 






35 










40 


Arg 


Phe 


Cys 


Asn 


Leu 


Thr 


Gin 


Val Pro 




50 










55 




Arg 


Leu 


Leu 


Leu 


Ser 


Phe 


Asn 


Tyr He 


65 










70 






Phe 


Pro 


Phe 


Leu 


Glu 


Gin 


Leu 


Gin Leu 










85 








Thx 


Pro 


Leu 


Thr 


He 


Asp 


Lys 


Glu Ala 








100 








105 


Arg 


lie 


Leu 


Asp 


Leu 


Gly 


Ser 


Ser Lys 






115 










120 


Ala 


Phe 


Gin 


Gly 


Leu 


Phe 


His 


Leu Phe 




13 0 










135 




Gly 


Leu 


Ser 


Asp 


Ala 


Val 


Leu 


Lys Asp 


145 










150 






Ala 


Leu 


Thr 


Arg 


Leu 


Asp 


Leu 


Ser Lys 










165 








Leu 


His 


Pro 


Ser 


Phe 


Gly 


Lys 


I*eu Asn 








180 
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Leu Cys Ser 


Phe Arg He 


Pro 




285 




Asn He Gin 


Ala Asn Asn 


Cys 


300 






Leu Leu Thr 


Asn Val Val 


Thr 


. 315 




320 


Ser Asp Val 


Leu Ala Gin 


Gin 


330 


335 




Asn Gly Cys 


Arg Ser Gly 


Glu 




350 




Asn Gin Gly 


Lys Gly Trp 


Lys 




365 




Val Thr Ser 


Val Arg He 


Leu 


380 






Asp Met Ala 


Gly Lys He 


Lys 


395 




400 


Val Arg Gin 


Tyr Glu Gly 


His 


410 


415 




His Val His 


Glu Glu Glu 


Gly 




430 




Tyr Thr Arg 


He Trp Ser 


Leu 




445 




Pro Ser Pro 


Tyr Pro Ala 


Ser 


460 






Ser Ser Arg 


Leu Gly Gly 


Ser 


475 




480 


Val Gly Gin 


Asp Leu Tyr 


Cys 


490 


495 





Ala Arg Thr 


Thr Arg lie 


Met 


10 


15 




Val Val Leu 


Met Ala Gly 


Pro 




30 




Asp Gly Arg 


lie Ala Phe 


Tyr 




45 




Gin Val Leu 


Asn Thr Thr 


Glu 


60 






Arg Thr Val 


Thr Ala Ser 


Ser 


75 




80 


Leu Glu Leu 


Gly Ser Gin 


Tyr 


90 


95 




Phe Arg Asn 


Leu Pro Asn 


Leu 




110 




He Tyr Phe 


Leu His Pro 


Asp 




125 




Glu Leu Arg 


Leu Tyr Phe 


Cys 


140 






Gly Tyr Phe 


Arg Asn Leu 


Lys 


155 




160 


Asn Gin He 


Arg Ser Leu 


Tyr 


170 


175 




Ser Leu Lys 


Ser He Asp 


Phe 




190 
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Ser 


Ser 


Asn 


Gin 


He 


Phe 


Leu 


Val 


Cys 






195 










200 




Gin 


Gly 


Lys 


Thr 


Leu 


Ser 


Phe 


Phe 


Ser 




210 










215 






Ser 


Arg 


Val 


Ser 


Val 


Asp 


Trp 


Gly 


Lys 


225 










230 








Met 


Val 


Leu 


Glu 


He 


Leu 


Asp 


Val 


Ser 










245 










lie 


Thr 


Gly 


Asn 


Phe 


Ser 


Asn 


Ala 


He 








260 










265 


Leu 


lie 


Leu 


Ala 


His 


His 


He 


Met 


Gly 






275 










280 




lie 


Lys 


Asp 


Pro 


Asp 


Gin 


Asn 


Thr 


Phe 




290 










295 






val 


Arg 


His 


Leu 


Asp 


Leu 


Ser 


His 


Gly 


305 










310 








Arg 


Val 


Phe 


Glu 


Thr 


Leu 


Lys 


Asp 


Leu 










325 










Asn 


Lys 


lie 


Asn 


Lys 


He 


Ala 


Asp 


Glu 






340 










345 


lieu 


Gin 


Val 


Leu 


Asn 


Leu 


Ser 


Tyr 


Asn 






355 










360 




Ser 


Asn 


Phe 


Tyr 


Gly 


Leu 


Pro 


Lys 


Val 




370 










375 






Asn 


His 


lie 


Ala 


He 


lie 


Gin 


Asp 


Gin 


385 










390 








Leu 


Gin 


Thr 


Leu 


Asp 


Leu 


Arg 


Asp 


Asn 










405 










lie 


Pro 


Ser 


He 


Pro 


Asp 


He 


Phe 


Leu 








420 










425 


Leu 


Pro 


Lys 


He 


Asn 


Leu 


Thr 


Ala 


Asn 






435 










440 




Arg 


Leu 


Glu 


Asn 


Leu 


Asp 


He 


Leu 


Tyr 




450 










455 






Leu 


Gin 


lie 


Leu 


He 


Leu 


Asn 


Gin 


Asn 


465 










470 








Asp 


Gin 


Thr 


Pro 


Ser 


G1U 


Asn 


Pro 


Ser 










485 










Glu 


Asn 


Met 


Leu 


Gin 


Leu 


Ala 


Trp 


Glu 








500 










505 


Phe 


Glu 


Gly 


Leu 


Ser 


His 


Leu 


Gin 


Val 






515 










520 




Leu 


Asn 


Ser 


Leu 


Pro 


Pro 


Gly 


Val 


Phe 




530 










535 






Gly 


Leu 


Ser 


Leu 


Asn 


Ser 


Asn 


Arg 


Leu 


545 










550 








Leu 


Pro 


Ala 


Asn 


Leu 


Glu 


He 


Leu 


Asp 










565 










Ala 


Pro 


Asn 


Pro 


Asp 


Val 


Phe 


Val 


Ser 








580 










585 


His 


Asn 


Lys 


Phe 


He 


Cys 


Glu 


cys 


Glu 






595 










600 




Ijeu 


Asn 


His 


Thr 


Asn 


Val 


Thr 


He 


Ala 




610 










615 






Cys 


Val 


Tyr 


Pro 


Asp 


Ser 


Leu 


ser 


Gly 


62 5 










630 








Thr 


Glu 


Gly 


Cys 


Asp 


Glu 


Glu 


Glu 


Val 










645 










Leu 


Phe 


He 


Val 


Cys 


Thr 


Val 


Thr 


Leu 








660 










665 


Leu 


Thr 


Val 


Thr 


Lys 


Phe 


Arg 


Gly 


Phe 






675 










680 




Ala 


Gin 


Arg 


Leu 


Val 


Phe 


Lys 


Asp 


His 




690 










695 
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Glu His 


Glu 


Leu 


Glu 


Pro 


Leu 






205 








Leu Ala 


Ala 


Asn 


Ser 


Leu 


Tyr 




220 










Cys Met 


Asn 


Pro 


Phe 


Arg 


Asn 


235 










240 


Gly Asn 


Gly 


Trp 


Thr 


Val 


Asp 


250 








255 




Ser Lys 


Ser 


Gin 


Ala 


Phe 


Ser 








270 






Ala Gly 


Phe 


Gly 


Phe 


His 


Asn 






285 








Ala Gly 


Leu 


Ala 


Arg 


Ser 


Ser 




300 










Phe Val 


Phe 


Ser 


Leu 


Asn 


Ser 


315 










320 


Lys Val 


Leu 


Asn 


Leu 


Ala 


Tyr 


330 








335 




Ala Phe 


Tyr 


Gly 


Leu 


Asp 


Asn 








350 






Leu Leu 


Gly 


Glu 


Leu 


Tyr 


Ser 






365 








Ala Tyr 


lie 


Asp 


Leu 


Gin 


Lys 




380 










Thr Phe 


Lys 


Phe 


Leu 


Glu 


Lys 


395 










400 


Ala Leu 


Thr 


Thr 


He 


His 


Phe 


410 








415 




Ser Gly 


Asn 


Lys 


Leu 


Val 


Thr 








430 






Leu He 


His 


Leu 


Ser 


Glu 


Asn 






445 








Phe Leu 


Leu 


Arg 


Val 


Pro 


His 




460 










Arg Phe 


Ser 


Ser 


Cys 


Ser 


Gly 


475 










480 


Leu Glu 


Gin 


Leu 


Phe 


Leu 


Gly 


490 








495 




Thr Glu 


Leu 


Cys 


Trp 


Asp 


Val 








510 






Leu Tyr 


Leu 


Asn 


His 


Asn 


Tyr 






525 








Ser His 


Leu 


Thr 


Ala 


Leu 


Arg 




540 










Thr Val 


Leu 


Ser 


His 


Asn 


Asp 


555 










560 


He Ser 


Arg 


Asn 


Gin 


Leu 


Leu 


570 








575 




Leu Ser 


Val 


Leu 


Asp 


He 


Thr 








590 






Leu Ser 


Thr 


Phe 


He 


Asn 


Trp 






605 








Gly Pro 


Pro 


Ala 


Asp 


He 


Tyr 




620 










Val Ser 


Leu 


Phe 


Ser 


Leu 


Ser 


635 










640 


Leu Lys 


Ser 


Leu 


Lys 


Phe 


Ser 


650 








655 




Thr Leu 


Phe 


Leu 


Met 


Thr 


He 








670 






Cys Phe 


He 


Cys 


Tyr 


Lys 


Thr 






685 








Pro Gin 


Gly 


Thr 


Glu 


Pro 


Asp 



700 
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Met 


Tyr 


Lys 


Tyr 


Asp 


Ala 


Tyr 


Leu 


70S 










710 






Trp 


Val 


Gin 


Asn 


Ala 


Leu 


Leu 


Lys 










725 








Gin 


Asn 


Arg 


Phe 


Asn 


Leu 


Cys 


Phe 








740 










Glu 


Asn 


Arg 


Pro 


Ala 


Asn 


lie 


Gin 






755 










760 


lie 


Val 


Cys 


Leu 


Val 


Ser 


Arg 


His 




770 










775 




Glu 


Ala 


Phe 


Ser 


Tyr 


Ala 


Gin 


Gly 


785 










790 






Ala 


Leu 


lie 


Met 


Val 


Val 


Val 


Gly 










805 








Lys 


His 


Gin 


ser 


lie 


Arg 


Gly 


Phe 








820 










Trp 


Pro 


Glu 


Asp 


Leu 


Gin 


Asp 


Val 






835 










840 


Gin 


Gin 


lie 


Leu 


Lys 


Lys 


Glu 


Lys 




850 










855 




Pro 


Leu 


Gin 


Thr 


Val 


Ala 


Thr 


He 


865 










870 
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Arg 


Asp 


Arg 


Ala 


Gly 


Val 


Arg 


Pro 


1 








5 








Ala 


Phe 


Tyr 


Asp 


Val 


Gly 


Gly 


ASp 








20 










Gin 


Leu 


Pro 


Pro 


Arg 


Asn 


Pro 


Val 






35 










40 


Gly 


Asp 


Glu 


Asp 


Asp 


Thr 


Asp 


Phe 




50 










55 




Leu 


Ala 


Ser 


Leu 


Phe 


Gly 


Leu 


Asp 


65 










70 






Glu 


Phe 


Phe 


Gin 


Tyr 


Thr 


Ala 


Pro 










85 








Thr 


Ala 


Ala 


Thr 


Gly 


Asn 


Gin 


Ala 








100 










Met 


Ser 


Thr 


Pro 


Thr 


lie 


Leu 


Val 






115 










120 


Tyr 


Thr 


Asn 


Gly 


Gin 


Tyr 


Val 


Lys 




130 










135 




Leu 


Gly 


Asn 


His 


Thr 


Thr 


Arg 


Glu 


145 










150 






Gin 


Gin 


Gin 


Pro 


Val 


Thr 


Val 


Ala 










165 








Met 


Val 


Arg 


Pro 


Asn 


Asn 


Tyr 


Ser 








180 










Asn 


Trp 


Ser 


lie 


Met 


Phe 


Glu 


Ser 






195 










200 


Lys 


Gin 


Val 


Cys 


lie 


Ala 


Lys 


Cys 




210 










215 




Val 


Leu 


Ser 


Gin 


Asp 


Leu 


He 


Val 


225 










230 






Gly 


Asp 


Ser 


Leu 


Glu 


Val 


Ala 


Tyr 



245 



Cys 


Phe. 


Ser 


Ser Lys Asp Phe 


Thr 






715 




720 


His 


Leu 


Asp 


Thr Gin Tyr Ser 


Asp 




730 




735 




Glu 


Glu 


Arg 


Asp Phe Val Pro 


Gly 


745 






750 




Asp 


Ala 


He 


Trp Asn Ser Arg 


Lys 








765 




Phe 


Leu 


Arg 


Asp Gly Trp Cys 


Leu 








780 




Arg 


Cys 


Leu 


Ser Asp Leu Asn 


Ser 






795 




800 


Ser 


Leu 


Ser 


Gin Tyr Gin Leu 


Met 




810 




815 




Val 


Gin 


Lys 


Gin Gin Tyr Leu 


Arg 


825 






830 




Gly 


Trp 


Phe 


Leu His Lys Leu 


Ser 








845 




Glu 


Lys 


Lys 


Lys Asp Asn Asn 


He 



860 



Ser 
873 



Ala 


Gly 


Lys 


Gin His Ala Ala 


Ala 




10 




15 




Arg 


Pro 


Trp 


Asp Ser Gly Asn 


Thr 


25 






30 




Lys 


Ala 


Asn 


Ala Met Phe Gly 


Ala 








45 




Leu 


Ser 


Pro 


Ser Gly Gly Ala 


Arg 








60 




Gin Ala 


Ala 


Ala Gly His Gly 


Asn 






75 




80 


Lys 


Gin 


Pro 


Lys Lys Gly Gin 


Gly 




90 




95 




Thr 


Pro 


Lys 


Thr Ala Pro Ala 


Thr 


105 






110 




Ala 


Thr 


Ala 


Val His Ala Tyr 


Arg 








125 




Gin 


Gly 


Lys 


Phe Gly Ala Ala 


Val 








140 




Tyr 


Arg 


He 


Leu Leu Tyr He 


Ser 






155 




160 


Arg 


lie 


His 


Val Asn Phe Glu 


Leu 




170 




175 




Thr 


Phe 


Tyr 


Asp Asp Gin Arg 


Gin 


185 






190 




Glu 


Lys 


Ala 


Ala Val Glu Phe 


Asn 








205 




Asn 


Ser 


Thr 


Ser Ser Leu Asp 


Ala 








220 




Ala 


Asp 


Gly 


Pro Ala Val Glu 


Val 






235 




240 


Thr 


Gly 


Trp 


Leu Phe Gin Asn 


His 




250 




255 
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Val Leu Gly Gin Val Phe Asp Ser Thr Ala Asn Lys Asp Lys Leu Leu 

260 265 270 

Arg Leu Lys Leu Gly Ser Gly Lys Val He Lys Gly Trp Glu Asp Gly 

275 280 285 

Met Leu Gly Met Lys Lys Gly Gly Lys Arg Leu Leu He Val Pro Pro 

290 295 300 

Ala Cys Ala Val Gly Ser Glu Gly Val He Gly Trp Thr Gin Ala Thr 
305 310 315 320 

Asp Ser He Leu Val Phe Glu Val Glu Val Arg Arg Val Lys He Ala 

325 330 335 

Lye Asp Ser Gly Ser Asp Gly His Ser Val Ser Ser Arg Asp Ser Ala 

340 345 350 

Ala Pro Ser Pro He Pro Gly Ala Asp Asn Leu Ser Ala Asp Pro Val 

355 360 365 

Val Ser Pro Pro Thr Ser He Pro Phe Lys Ser Gly Glu Pro Ala Leu 

370 375 3B0 

Arg Thr Lys Ser Asn Ser Leu Ser Glu Gin Leu Ala He Asn Thr Ser 
385 * 390 395 400 

Pro Asp Ala Val Lys Ala Lys Leu He Ser Arg Met Ala Lys Met Gly 

405 410 415 

Gin Pro Met Leu Pro He Leu Pro Pro Gin Leu Asp Ser Asn Asp Ser 

420 425 430 

Glu lie Glu Asp Val Asn Thr Leu Gin Gly Gly Gly Gin Pro Val Val 

435 440 445 

Thr Pro Ser Val Gin Pro Ser Leu Gin Pro Ala His Pro Ala Leu Pro 

450 455 460 

Gin Met Thr Ser Gin Ala Pro Gin Pro Ser Val Thr Gly Leu Gin Ala 
465 470 475 480 

Pro Ser Ala Ala Leu Met Gin Val Ser Ser Leu Asp Ser His Ser Ala 

485 490 495 

Val Ser Gly Asn Ala Gin Ser Phe Gin Pro Tyr Ala Gly Met Gin Ala 

500 505 510 

Tyr Ala Tyr Pro Gin Ala Ser Ala Val Thr Ser Gin Leu Gin Pro Val 

515 520 525 

Arg Pro Leu Tyr Pro Ala Pro Leu Ser Gin Pro Pro His Phe Gin Gly 

530 * 535 540 

Ser Gly Asp Met Ala Ser Phe Leu Met Thr Glu Ala Arg Gin His Asn 
545 ~ 550 555 560 

Thr Glu He Arg Met Ala Val Ser Lys Val Ala Asp Lys Met Asp His 

565 570 575 

Leu Met Thr Lys Val Glu Glu Leu Gin Lys His Ser Ala Gly Asn Ser 

580 585 590 

Met Leu He Pro Ser Met Ser Val Thr Met Glu Thr Ser Met He Met 

595 600 505 

Ser Asn He Gin Arg He He Gin Glu Asn Glu Arg Leu Lys Gin Glu 

610 615 620 

He Leu Glu Lys Ser Asn Arg lie Glu Glu Gin Asn Asp Lys He Ser 
625 " 630 635 640 

Glu Leu He Glu Arg Asn Gin Arg Tyr Val Glu Gin Ser Asn Leu Met 

645 650 655 

Met Glu Lys Arg Asn Asn Ser Leu Gin Thr Ala Thr Glu Asn Thr Gin 

660 665 670 

Ala Arg Val Leu His Ala Glu Gin Glu Lys Ala Lys Val Thr Glu Glu 

675 680 685 

Leu Ala Ala Ala Thr Ala Gin Val Ser His Leu Gin Leu Lys Met Thr 

690 695 700 

Ala His Gin Lys Lys Glu Thr Glu Leu Gin Met Gin Leu Thr Glu Ser 
70S 710 715 720 

Leu Lys Glu Thr Asp Leu Leu Arg Gly Gin Leu Thr Lys Val Gin Ala 

725 730 735 

Lys Leu Ser Glu Leu Gin Glu Thr Ser Glu Gin Ala Gin Ser Lys Phe 

740 745 750 

Lys Ser Glu Lys Gin Asn Arg Lys Gin Leu Glu Leu Lys Val Thr Ser 
755 760 765 
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Leu 


Glu 


Glu Glu 


Leu 


Thr 


Asp 


Leu Arg 


Val 


Glu 


Lys Glu Ser Leu 


Glu 




770 








775 








780 




Lys 


Asn 


Leu Ser 


Glu 


Arg 


Lys 


Lys Lys 


Ser 


Ala 


Gin Glu Arg Ser 


Gin 


785 








790 








795 


800 


Ala 


Glu 


Glu Glu 


He 


Asp 


Glu 


He Arg 


Lys 


Ser 


Tyr Gin Glu Glu 


Leu 








805 








610 




815 




Asp 


Lys 


Leu Arg 


Gin 


Leu 


Leu 


Lys Lys 


Thr 


Arg 


Val Ser Thr Asp 


Gin 






820 








825 






830 




Ala 


Ala 


Ala Glu 


Gin 


Leu 


Ser 


Leu Val 


Gin 


Ala 


Glu Leu Gin Thr 


Gin 






835 








840 






845 




Trp 


Glu 


Ala Lys 


Cys 


Glu 


His 


Leu Leu 


Ala 


Ser 


Ala Lys Asp Glu 


His 




850 








855 








860 




Leu 


Gin 


Gin Tyr 


Gin 


Glu 


Val 


Cys Ala 


Gin 


Arg 


Asp Ala Tyr Gin 


Gin 


865 








870 








875 


860 


Lys 


Leu 


Val Gin 


Leu 


Gin 


Glu 


Lys Ser 


Val 


Cys 


Phe Ala Cys Leu 


Ala 








885 








890 




895 




Leu 


Gin 


Ala Gin 


lie 


Thr 


Ala 


Leu Thr 


Lys 


Gin 


Asn Glu Gin His 


He 






900 








905 






910 




Lys 


Glu 


Leu Glu 


Lys 


Asn 


Lys 


Ser Gin 


Met 


Ser 


Gly Val Glu Ala 


Ala 






915 








920 






925 




Ala 


Ser 


Asp Pro 


Ser 


Glu 


Lys 


Val Lys 


Lys 


He 


Met Asn Gin Val 


Phe 




930 






Glu 


935 








940 




Gin 


Ser 


Leu Arg 


Arg 


Phe 


Glu Leu 


Glu 


Glu 


Ser Tyr Asn Gly 


Arc? 


945 








950 








955 


960 


Thr 


He 


Leu Gly 


Thr 


He 


Met 


Asn Thr 


He 


Lys 


Met Val Thr Leu 


Gin 








965 








970 




975 




Leu 


Leu 


Asn Gin 


Gin 


Glu 


Gin 


Glu Lys 


Glu 


Glu 


Ser Ser ser Glu 


Glu 






980 








985 






990 




Glu 


Glu 


Glu Lys 


Ala 


Glu 


Glu 


Arg Pro 


Arg 


Arg 


Pro Ser Gin Glu 


Gin 






995 






1000 






1005 




Ser 


Ala 


Ser Ala 


Ser 


Ser 


Gly Gin Pro 


Gin 


Ala 


Pro Leu Asn Arg 


Glu 


1010 






1015 






1020 




Arg Pro 


Glu Ser 


Pro 


Met 


Val 


Pro Ser 


Glu 


Gin 


Val Val Glu Glu 


Ala 


1025 






1030 






1035 


1040 


Val 


Pro 


Leu Pro 


Pro 


Gin Ala 


Leu Thr 


Thr Ser Gin Asp Gly His Arg 






1045 






1050 




1055 




Arg Lys 


Gly Asp Ser Glu Ala Glu Ala Leu Ser Glu lie Lys Asp Gly 






1060 








1065 






1070 




Ser 


Leu 


Pro Pro 


Glu 


Leu 


Ser 


Cys He 


Pro 


Ser 


His Arg Val Leu Gly 



1075 1080 1085 



Pro Pro Thr Ser He Pro Pro Glu Pro Leu Gly Pro Val Ser Met Asp 

1090 1095 1100 

Ser Glu Cys Glu Glu Ser Leu Ala Ala Ser Pro Met Ala Ala Lys Pro 
1105 mo 1115 1120 

Asp Asn Pro Ser Gly Lys Val Cys Val Arg Glu Val Ala Pro Asp Gly 

1125 1130 H35 

Pro Leu Gin Glu Ser Ser Thr Arg Leu Ser Leu Thr Ser Asp Pro Glu 

1140 . 1145 1150 

Glu Gly Asp Pro Leu Ala Leu Gly Pro Glu Ser Pro Gly Glu Pro Gin 

1155 1160 1165 

Pro Pro Gin Leu Lys Lys Asp Asp Val Thr Ser Ser Thr Gly Pro His 

1170 1175 H80 

Lys Glu Leu Ser Ser Thr Glu Ala Gly Ser Thr Val Ala Gly Ala Ala 
H85 ^ 1190 1195 1200 

Leu Arg Pro Ser His His Ser Gin Arg Ser Ser Leu Ser Gly Asp Glu 

1205 1210 1215 

Glu Asp Glu Leu Phe Lys Gly Ala Thr Leu Lys Ala Leu Arg Pro Lys 

1220 1225 1230 

Ala Gin Pro Glu Glu Glu Asp Glu Asp Glu Val Ser Met Lys Gly Arg 

1235 1240 1245 

Pro Pro Pro Thr Pro Leu Phe Gly Asp Asp Asp Asp Asp Asp Asp He 

1250 1255 1260 

Asp Trp Leu Gly 
1265 1268 



1238 



WO 01/57188 



PCT/US01/03800 



<210> 2167 

<211> 339 

<212> PRT 

<213> Homo sapiens 



<400> 2167 

Phe Phe Arg Ser Ser Ser Asp Asn Gly Ser Pro lie Arg Gin Tyr Glu 

15 10 15 

His Ser Thr Pro Ala His Gin Gly Pro Val Met Gly Leu Glu Gly Lys 

20 25 30 

Ser Ala Arg Asn Ser Gin Leu Arg He Val Leu Val Gly Lys Thr Gly 

35 40 45 

Ala Gly Lys Ser Ala Thr Gly Asn Ser He Leu Gly Arg Lys Val Phe 

50 55 60 

His Ser Gly Thr Ala Ala Lys Ser He Thr Lys Lys Cys Glu Lys Arg 
65 " 70 75 80 

Ser Ser Ser Trp Lys Glu Thr Glu Leu Val Val Val Asp Thr Pro Gly 

85 90 95 

He Phe Asp Thr Glu Val Pro Asn Ala Glu Thr Ser Lys Glu He He 

100 105 110 

Arg Cys He Leu Leu Thr Ser Pro Gly Pro His Ala Leu Leu Leu Val 

115 120 125 

Val Pro Leu Gly Arg Tyr Thr Glu Glu Glu His Lys Ala Thr Glu Lys 

130 135 140 

He Leu Lys Met Phe Gly Glu Arg Ala Arg Ser Phe Met He Leu He 
145 * 150 155 160 

Phe Thr Arg Lys Asp Asp Leu Gly Asp Thr Asn Leu His Asp Tyr Leu 

165 170 175 

Arg Glu Ala Pro Glu Asp He Gin Asp Leu Met Asp He Phe Gly Asp 

180 185 190 

Arg Tyr Cys Ala Leu Asn Asn Lys Ala Thr Gly Ala Glu Gin Glu Ala 

195 200 205 

Gin Arg Ala Gin Leu Leu Gly Leu He Gin Arg Val Val Arg Glu Asn 

210 215 220 

Lys Glu Gly Cys Tyr Thr Asn Arg Met Tyr Gin Arg Ala Glu Glu Glu 
225 230 235 240 

He Gin Lys Gin Thr Gin Ala Met Gin Glu Leu His Arg Val Glu Leu 

245 250 255 

Glu Arg Glu Lys Ala Arg He Arg Glu Glu Tyr Glu Glu Lys He Arg 

260 265 270 

Lys Leu Glu Asp Lys Val Glu Gin Glu Lys Arg Lys Lys Gin Met Glu 

275 2B0 285 

Lys Lys Leu Ala Glu Gin Glu Ala His Tyr Ala Val Arg Gin Gin Arg 

290 295 300 

Ala Arg Thr Glu Val Glu Ser Lys Asp Gly He Leu Glu Leu He Met 
305 310 315 320 

Thr Ala Leu Gin lie Ala Ser Phe He Leu Leu Arg Leu Phe Ala Glu 
325 330 335 

Asp 
337 
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Ala Pro Ser Gly Ser Trp Thr Arg Val Val Leu Thr Leu Asp Pro Cys 

15 10 15 

Ser Leu Arg Ser Arg Ser Pro Arg Ser Leu Leu Asp Pro Gly Met Pro 

20 25 30 

Gly lie Ser Ala Arg Gly Leu Ser His Glu Gly Arg Lys Gin Leu Ala 

35 40 45 

Val Asn Leu Thr Arg Val Leu Ala Leu Tyr Arg Ser lie Leu Asp Ala 

50 55 60 

Tyr lie He Glu Phe Phe Thr Asp Asn Leu Trp Asp Thr Leu Pro Cys 
65 70 75 80 

Ser Trp Gin Glu Ala Leu Asp Gly Leu Lys Pro Pro Gin Leu Ala Thr 

85 90 95 

Met Leu Leu Gly Met Pro Gly Glu Gly Glu Val Val Arg Tyr Arg Ser 

100 105 110 

Val Trp Pro Leu Thr Leu Leu Ala Leu Lys Ser Thr Ala Cys Ala Leu 

115 120 125 

Ala Phe Thr Arg Met Pro Gly Phe Gin Thr Pro Ser Glu Phe Leu Glu 

130 135 140 

Asn Pro Ser Gin Ser Ser Arg Leu Thr Ala Pro Phe Arg Lys His Val 
145 150 155 160 

Arg Pro Lys Lys Gin His Glu He Arg Arg Leu Gly Glu Leu Val Lys 

165 170 175 

Lys Leu Ser Asp Phe Thr Gly Leu His Pro Gly Cys Arg Arg Gly Leu 

180 185 190 

Arg Pro Gly His Leu Ser Arg Phe Met Ala Leu Gly Leu Gly Leu Met 

195 200 205 

Val Lys Ser He Glu Gly Asp Gin Arg Leu Val Glu Arg Ala Gin Arg 

210 215 220 

Leu Asp Gin Glu Leu Leu Gin Ala Leu Glu Lys Glu Glu Lys Arg Asn 
225 230 235 240 

Pro Gin Val Val Gin, Thr Ser Pro Arg His Ser Pro His His Val Val 

245 250 255 

Arg Trp Val Asp Pro Thr Ala Leu Cys Glu Glu Leu Leu Leu Pro Leu 

260 265 270 

Glu Asn Pro Cys Gin Gly Arg Ala Arg Leu Leu Leu Thr Gly Leu His 

275 280 285 

Ala Cys Gly Asp Leu Ser Val Ala Leu Leu Arg His Phe Ser Cys Cys 

290 295 300 

Pro Glu Val Val Ala Leu Ala Ser Val Gly Cys Cys Tyr Met Lys Leu 
305 310 315 J 320 

Ser Asp Pro Gly Gly Tyr Pro Leu Ser Gin Trp Val Ala Gly Leu Pro 

325 330 335 

Gly Tyr Glu Leu Pro Tyr Arg Leu Arg Glu Gly Ala Cys His Ala Leu 

340 345 350 

Glu Glu Tyr Ala Glu Arg Leu Gin Lys Ala Gly Pro Gly Leu Arg Thr 

355 360 365 

His Cys Tyr Arg Ala Ala Leu Glu Thr Val He Arg Arg Ala Arg Pro 

370 375 380 

Glu Leu Arg Arg Pro Gly Val Gin Gly He Pro Arg Val His Glu Leu 
385 390 395 400 

Lys He Glu Glu Tyr Val Gin Arg Gly Leu Gin Arg Val Gly Leu Asp 

405 410 415 

Pro Gin Leu Pro Leu Asn Leu Ala Ala Leu Gin Ala His Leu Ala Gin 

420 425 430 

Glu Asn Arg Val Val Ala Phe Phe Ser Leu Ala Leu Leu Leu Ala Pro 

435 440 445 

Leu Val Glu Thr Leu He Leu Leu Asp Arg Leu Leu Tyr Leu Gin Glu 

450 455 460 

Gin Ala Leu Ser Pro Gly Phe His Ala Glu Leu Leu Pro He Phe Ser 
465 470 475 480 

Pro Glu Leu Ser Pro Arg Asn Leu Val Leu Val Ala Thr Lys Met Pro 

485 490 495 

Leu Gly Gin Ala Leu Ser Val Leu Glu Thr Glu Asp Ser 

500 505 509 
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<210> 2169 
<211> 877 
<212> PRT 

<213> Homo sapiens 



<400> 2169 

Ser Qly Ser Gly His Cys Leu Ala Glu Ala Ala Ser Met Gly Pro Trp 

x 5 10 15 

Gly Trp Lys Leu Arg Trp Thr Val Ala Leu 'Leu Leu Ala Ala Ala Gly 

20 25 30 

Thr Ala Val Gly Asp Arg Cys Glu Arg Asn Glu Phe Gin Cys Gin Asp 

35 40 45 

Gly Lys Cys lie Ser Tyr Lys Trp Val Cys Asp Gly Ser Ala Glu Cys 

50 55 60 

Gin Asp Gly Ser Asp Glu Ser Gin Glu Thr Cys Leu Ser Val Thr Cys 
65 70 75 80 

Lys Ser Gly Asp Phe Ser Cys Gly Gly Arg Val Asn Arg Cys lie Pro 

85 50 95 

Gin Phe Trp Arg Cys Asp Gly Gin Val Asp Cys Asp Asn Gly Ser Asp 

100 105 HO 

Glu Gin Gly Cys Pro Pro Lys Thr Cys Ser Gin Asp Glu Phe Arg Cys 

115 120 125 

His Asp Gly Lys Cys He Ser Arg Gin Phe Val Cys Asp Ser Asp Arg 

130 135 140 

Asp Cys Leu Asp Gly Ser Asp Glu Ala Ser Cys Pro Val Leu Thr Cys 
145 150 155 160 

Gly Pro Ala Ser Phe Gin Cys Asn Ser Ser Thr Cys He Pro Gin Leu 

165 170 175 

Trp Ala Cys Asp Asn Asp Pro Asp Cys Glu Asp Gly Ser Asp Glu Trp 

180 185 190 

Pro Gin Arg Cys Arg Gly Leu Tyr Val Phe Gin Gly Asp Ser Ser Pro 

195 " 200 205 

Cys ser Ala Phe Glu Phe His Cys Leu Ser Gly Glu Cys He His Ser 

210 215 220 

Ser Trp Arg Cys Asp Gly Gly Pro Asp Cys Lys Asp Lys Ser Asp Glu 
225 " 230 235 240 

Glu Asn Cys Ala Val Ala Thr Cys Arg Pro Asp Glu Phe Gin Cys Ser 

245 250 255 

Asp Gly Asn Cys He His Gly Ser Arg Gin Cys Asp Arg Glu Tyr Asp 

260 265 270 

Cys Lys Asp Met Ser Asp Glu Val Gly Cys Val Asn Val Thr Leu Cys 
275 280 285 

Glu Gly Pro Asn Lys Phe Lys Cys His Ser Gly Glu Cys He Thr Leu 

290 295 300 

Asp Lys Val Cys Asn Met Ala Arg Asp Cys Arg Asp Trp Ser Asp Glu 
305 310 315 320 

Pro He Lys Glu Cys Gly Thr Asn Glu Cys Leu Asp Asn Asn Gly Gly 

325 330 335 

Cys Ser His Val Cys Asn Asp Leu Lys He Gly Tyr Glu Cys Leu Cys 

340 345 350 

Pro Asp Gly Phe Gin Leu Val Ala Gin Arg Arg Cys Glu Asp He Asp 

355 360 365 

Glu Cys Gin Asp Pro Asp Thr Cys Ser Gin Leu Cys Val Asn Leu Glu 

370 *" 375 380 

Gly Gly Tyr Lys Cys Gin Cys Glu Glu Gly Phe Gin Leu Asp Pro His 
385 390 395 400 

Thr Lys Ala Cys Lys Ala Val Gly Ser He Ala Tyr Leu Phe Phe Thr 

405 410 415 

Asn Arg His Glu Val Arg Lys Met Thr Leu Asp Arg Ser Glu Tyr Thr 
420 425 430 
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Ser Leu He Pro Asn Leu Arg Asn val Val Ala Leu Asp Thr Glu Val 

435 440 445 

Ala Ser Asn Arg He Tyr Trp Ser Asp Leu Ser Gin Arg Met He Cys 

450 455 460 

Ser Thr Gin Leu Asp Arg Ala His Gly Val Ser Ser Tyr Asp Thr Val 
465 470 475 480 

He Ser Arg Asp He Gin Ala Pro Asp Gly Leu Ala Val Asp Trp He 

48S 490 " 495 

His Ser Asn He Tyr Trp Thr Asp Ser Val Leu Gly Thr Val Ser Val 

500 505 510 

Ala Asp Thr Lys Gly Val Lys Arg Lys Thr Leu Phe Arg Glu Asn Gly 

515 520 525 

Ser Lys Pro Arg Ala He Val Val Asp Pro Val His Gly Phe Met Tyr 

530 535 " 540 

Trp Thr Asp Trp Gly Thr Pro Ala Lys He Lys Lys Gly Gly Leu Asn 
545 550 555 560 

Gly val Asp He Tyr Ser Leu Val Thr Glu Asn He Gin Trp Pro Asn 

565 570 575 

Gly He Thr Leu Asp Leu Leu Ser Gly Arg Leu Tyr Trp Val Asp Ser 

580 585 ^ 590 

Lys Leu His Ser He Ser Ser He Asp Val Asn Gly Gly Asn Arg Lys 

595 600 605 

Thr He Leu Glu Asp Glu Lys Arg Leu Ala His Pro Phe Ser Leu Ala 

610 615 620 

Val Phe Glu Asp Lys Val Phe Trp Thr Asp He He Asn Glu Ala He 
625 630 635 640 

Phe Ser Ala Asn Arg Leu Thr Gly Ser Asp Val Asn Leu Leu Ala Glu 

645 650 655 

Asn Leu Leu Ser Pro Glu Asp Met Val Leu Phe His Asn Leu Thr Gin 

660 665 670 

Pro Arg Gly Val Asn Trp Cys Glu Arg Thr Thr Leu Ser Asn Gly Gly 

675 680 685 

Cys Gin Tyr Leu Cys Leu Pro Ala Pro Gin He Asn Pro His Ser Pro 

690 695 700 

Lys Phe Thr Cys Ala Cys Pro Asp Gly Met Leu Leu Ala Arg Asp Met 
705 710 715 ~ 720 

Arg Ser Cys Leu Thr Glu Gly Glu Ala Ala Val Ala Thr Gin Glu Thr 

725 730 735 

Ser Thr Val Arg Leu Lys Val Ser Ser Thr Ala Val Arg Thr Gin His 

740 745 750 

Thr Thr Thr Arg Pro Val Pro Asp Thr Ser Arg Leu Pro Gly Ala Thr 

755 760 765 

Pro Gly Leu Thr Thr Val Glu He Val Thr Met Ser His Gin Ala Leu 

770 775 780 

Gly Asp Val Ala Gly Arg Gly Asn Glu Lys Lys Pro Ser Ser Val Arg 
785 790 795 800 

Ala Leu Ser He Val Leu Pro He Val Leu Leu Val Phe Leu Cys Leu 

805 810 815 

Gly Val Phe Leu Leu Trp Lys Asn Trp Arg Leu Lys Asn lie Asn Ser 

820 825 830 

He Asn Phe Asp Asn Pro Val Tyr Gin Lys Thr Thr Glu Asp Glu Val 

835 840 845 

His He Cys His Asn Gin Asp Gly Tyr Ser Tyr Pro Ser Arg Gin Met 

850 855 860 

Val Ser Leu Glu Asp Asp Val Ala 
865 870 872 
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<400> 2170 

Glu Arg Gly lie Ser Ser Gin lie Lys Gly Met Lys Ser Gly Ser Gly 

15 10 15 

Gly Gly Ser Pro Thr Ser Leu Trp Gly Leu Leu Phe Leu Ser Ala Ala 

20 25 30 

Leu Ser Leu Trp Pro Thr Ser Gly Glu lie Cys Gly Pro Gly He Asp 

35 40 45 

He Arg Asn Asp Tyr Gin Gin Leu Lys Arg Leu Glu Asn Cys Thr Val 

50 55 60 

lie Glu Gly Tyr Leu His He Leu Leu He Ser Lye Ala Glu Asp Tyr 
65 70 75 80 

Arg Ser Tyr Arg Phe Pro Lvs Leu Thr Val He Thr Glu Tyr Leu Leu 

85 90 95 

Leu Phe Arg Val Ala Gly Leu Glu Ser Leu Gly Asp Leu Phe Pro Asn 

100 105 110 

Leu Thr Val He Arg Gly Trp Lys Leu Phe Tyr Asn Tyr Ala Leu Val 

115 120 125 

He Phe Glu Met Thr Asn Leu Lys Asp He Gly Leu Tyr Aen Leu Arg 

130 135 140 

Asn He Thr Arg Gly Ala He Arg He Glu Lys Asn Ala Asp Leu Cys 
145 150 155 160 

Tyr Leu Ser Thr Val Asp Trp Ser Leu He Leu Asp Ala Val ser Asn 

165 170 175 

Asn Tyr He Val Gly Asn Lys Pro Pro Lys Glu Cys Gly Asp Leu Cys 

180 185 190 

Pro Gly Thr Met Glu Glu Lys Pro Met Cys Glu Lys Thr Thr He Asn 

155 200 205 

Asn Glu Tyr Asn Tyr Arg Cys Trp Thr Thr Asn Arg Cys Gin Lys Met 

210 " 215 220 

Cys Pro Ser Thr Cys Gly Lys Arg Ala Cys Thr Glu Asn Asn Glu Cys 
225 230 235 240 

Cys His Pro Glu Cys Leu Gly Ser Cys Ser Ala Pro Asp Asn Asp Thr 

245 250 255 

Ala Cys Val Ala Cys Arg His Tyr Tyr Tyr Ala Gly Val Cys Val Pro 

260 265 270 

Ala Cys Pro Pro Asn Thr Tyr Arg Phe Glu Gly Trp Arg Cys Val Asp 

275 280 285 

Arg Asp Phe Cys Ala Asn He Leu Ser Ala Glu Ser Ser Asp Ser Glu 

290 295 300 

Gly Phe Val He His Asp Gly Glu Cys Met Gin Glu Cys Pro Ser Gly 
305 310 315 320 

Phe He Arg Asn Gly Ser Gin Ser Met Tyr Cys He Pro Cys Glu Gly 

325 330 335 

Pro Cys Pro Lys Val Cys Glu Glu Glu Lys Lys Thr Lys Thr He Asp 

340 345 350 

Ser Val Thr Ser Ala Gin Met Leu Gin Gly Cys Thr He Phe Lys Gly 

355 360 365 

Aen Leu Leu He Asn He Arg Arg Gly Asn Asn He Ala Ser Glu Leu 

370 375 380 

Glu Asn Phe Met Gly Leu He Glu Val Val Thr Gly Tyr Val Lys He 
385 390 395 400 

Arg His Ser His Ala Leu Val Ser Leu Ser Phe Leu Lys Asn Leu Arg 

405 410 415 

Leu He Leu Gly Glu Glu Gin Leu Glu Gly Asn Tyr Ser Phe Tyr Val 

420 425 430 

Leu Asp Asn Gin Asn Leu Gin Gin Leu Trp Asp Trp Asp His Arg Asn 

435 440 445 

Leu Thr He Lys Ala Gly Lys Met Tyr Phe Ala Phe Asn Pro Lys Leu 

450 455 460 

Cys Val Ser Glu He Tyr Arg Met Glu Glu Val Thr Gly Thr Lys Gly 
465 470 475 480 

Arg Gin Ser Lys Gly Asp He Asn Thr Arg Asn Asn Gly Glu Arg Ala 
485 490 495 
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Gly 
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580 
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He 
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He 
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Ser 
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Ser 
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Ser 
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Ser 
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660 










665 
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He 
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He 


Arg Lys 
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Asp 


Gly 


Thr 


He 
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680 
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Asp 
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Glu 


Glu 
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Thr 


Glu 
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Pro Lys 


Thr 


Glu 
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Gly 
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Cys 
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Cys 


Pro Lys 
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Glu 
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Glu 
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705 










710 








715 
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Ala 


Glu 
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Glu 


Glu 
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Glu 
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Arg Lys 
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Glu 
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Arg 
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850 
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865 
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Glu 
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Ala 


Val Leu 
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He 


Val 
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Gly 
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lie 
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Phe 
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Arg Lys 


Arg 
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Gly 
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Gly 


Val 
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Tyr 
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Val Asn 


Pro 


Glu 


Tyr 


Phe 


Ser 
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980 985 990 

Ala Asp Val Tyr Val Pro Asp Glu Trp Glu Val Ala Arg Glu Lys He 



995 1000 1005 
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Thr Met Ser Arg Glu Leu Gly Gin Gly Ser Phe Gly Met Val Tyr Glu 

1010 1015 1020 

Gly Val Ala Lys Gly Val Val Lys Asp Glu Pro Glu Ifcr Arg Val Ala 
1025 * 1030 1035 1040 

lie Lys Thr Val Asn Glu Ala Ala Ser Met Arg Glu Arg He Glu Phe 

1045 1050 1055 

Leu Asn Glu Ala Ser Val Met Lys Glu Phe Asn Cys His His Val Val 

1060 1065 1070 

tog Leu Leu Gly Val Val Ser Gin Gly Gin Pro Thr Leu Val He Met 

1075 1080 1085 

Glu Leu Met Thr Arg Gly Aep Leu Lys Ser Tyr Leu Arg Ser Leu Arg 

1050 1035 1100 

Pro Glu Met Glu Asn Asn Pro Val Leu Ala Pro Pro Ser Leu Ser Lys 
1105 1110 H15 H20 

Met He Gin Met Ala Gly Glu He Ala Asp Gly Met Ala Tyr Leu Asn 

1125 1130 H35 

Ala Asn Lys Phe Val His Arg Asp Leu Ala Ala Arg Asn Cys Met Val 

1140 H45 1150 

Ala Glu Asp Phe Thr Val Lys He Gly Asp Phe Gly Met Thr Arg Asp 

1155 1160 1165 

He Tyr Glu Thr Asp Tyr Tyr Arg Lys Gly Gly Lys Gly Leu Leu Pro 

1170 1175 H80 

Val Arg Trp Met Ser Pro Glu Ser Leu Lys Asp Gly Val Phe Thr Thr 
1185 1190 1195 1200 

Tyr Ser Asp Val Trp Ser Phe Gly Val Val Leu Trp Glu He Ala Thr 

1205 1210 1215 

Leu Ala Glu Gin Pro Tyr Gin Gly Leu Ser Asn Glu Gin Val Leu Arg 

1220 1225 1230 

Phe Val Met Glu Gly Gly Leu Leu Asp Lys Pro Asp Asn Cys Pro Asp 

1235 1240 1245 

Met Leu Phe Glu Leu Met Arg Met Cys Trp Gin Tyr Asn Pro Lys Met 

1250 1255 1260 

Arg Pro Ser Phe Leu Glu He He Ser Ser He Lys Glu Glu Met Glu 
1265 1270 1275 1280 

Pro Gly Phe Arg Glu Val Ser Phe Tyr Tyr Ser Glu Glu Asn Lys Leu 

1285 1290 1295 

Pro Glu Pro Glu Glu Leu Asp Leu Glu Pro Glu Asn Met Glu Ser Val 

1300 1305 1310 

Pro Leu Asp Pro Ser Ala Ser Ser Ser Ser Leu Pro Leu Pro Asp Arg 

1315 1320 1325 

His Ser Gly His Lys Ala Glu Asn Gly Pro Gly Pro Gly Val Leu Val 

1330 1335 1340 

Leu Arg Ala Ser Phe Asp Glu Arg Gin Pro Tyr Ala His Met Asn Gly 
1345 1350 1355 1360 

Gly Arg Lys Asn Glu Arg Ala Leu Pro Leu Pro Gin Ser Ser Thr Cys 
1365 1370 13751376 



<210> 2171 

<211> 240 

<212> PRT 

<213> Homo sapiens 



<400> 2171 
Gly Arg Val Leu Phe Arg Gly Cys 

1 5 
Leu Met Gly Thr Phe He Leu Ala 
20 

His Val Phe Cys Val Ser Ser Met 
35 40 



Gly Val Gly His Lys Gly Gin Val 

10 15 
Gin Asp Trp Leu Ser Glu Ser Asn 

25 " ^ 30 
Leu Arg Leu Gin Lys Arg Leu Ala 
45 
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Ser Ser Val Leu Arg Cys Qly Lys Lys Lys Val Trp Leu Asp Pro Asn 

50 55 SO 

Glu Thr Asn Glu lie Ala Asn Ala Asn Ser Arg Gin Gin lie Arg Lys 
65 70 75 ^ 80 

Leu He Lys Asp Gly Leu He He Arg Lys Pro Val Thr Val His Ser 

85 90 95 

Arg Ala Arg Cys Arg Lys Asn Thr Leu Ala Arg Arg Lys Gly Arg His 

100 105 110 

Met Gly He Gly Lys Arg Lys Gly Thr Ala Asa Ala Arg Met Pro Glu 

115 120 125 

Lyo Val Thr Trp Met Arg Arg Met Arg He Leu Arg Arg Leu Leu Arg 

130 135 * 140 

Arg Tyr Arg Glu Ser Lys Arg Tyr Arg Glu Ser Lys Lys He Asp Arg 
145 150 155 160 

His Met Tyr His Ser Leu Tyr Leu Lys Val Lys Gly Asn Val Phe Lys 

165 ~ 170 175 

Asn Lys Arg He Leu Met Glu His He His Lys Leu Lys Ala Asp Lys 

180 185 190 

Ala Arg Lys Lys Leu Leu Ala Asp Gin Ala Glu Ala Arg Arg Ser Lys 

195 200 205 

Thr Lys Glu Ala Arg Lys Arg Arg Glu Glu Arg Leu Gin Ala Lys Lys 

210 215 220 

Glu Glu He He Lys Thr Leu Ser Lys Glu Glu Glu Thr Lys Lys 
225 230 235 239 



<210> 2172 

<211> 262 

<212> PRT 

<213> Homo sapiens 





<400> 2172 
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Leu I^eu 


Leu Pro Arg Lys Lys Lys 
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15 


Phe 
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Arg Ser He Glu Gly Cys 


Cys He Ser 








20 




25 


30 


Gly 


Ala 


Lys 


Ser Ser 


Ser Ser 


Arg Phe Thr Asp Ser Lys 


Arg Tyr Glu 






35 






40 45 




Lys 


Asp 


Phe 


Gin Ser 


Cys Phe 


Gly Leu His Glu Thr Arg 


Ser Gly Asp 




50 






55 


60 




He 


Cys 


Asn 


Ala Cys 


Val Leu 


Leu Leu Lys Arg Trp Lys 


Lys Leu Pro 


65 








70 


75 


80 


Ala 


Gly 


Ser 


Lys Lys 


Asn Trp 


Asn His Val Val Asp Ala 


Arg Ala Gly 








85 




90 


95 


Pro 


Ser 


Leu 


Lys Thr 


Thr Leu 


Lys Pro Lys Lys Val Lys 


Thr Leu Ser 








100 
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Gly 


Asn 


Arg 


He Lys 


Ser Thr 


Gin He Ser Lys Leu Gin 


Lys Glu Phe 
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120 125 




Lys 


Arg 


His 


Asn Ser 


Asp Ala 


His Ser Thr Thr Ser Ser 


Ala Ser Pro 




13 0 






135 


140 




Ala 


Gin 


Ser 


Pro Leu 


Phe Thr 


Val Asn Gin Phe Arg Trp 


Thr Gly Ser 


145 








150 
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160 


Asp 


Thr 


Gly 


Val Gly 


Phe Pro 


Gly Ser Asn Arg Asn His 


Pro Val Phe 








165 




170 
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Ser 


Phe 


Leu 


Asp Leu 


Thr Tyr 


Trp Lys Arg Gin Lys He 


Cys Cys Gly 








180 




185 
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lie 


He 


Tyr 


Lys Gly 


Arg Phe 


Gly Glu Val Leu He Asp 


Thr His Leu 






195 






200 205 




Phe 
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Cys Cys 


Ser Asn 
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Lys Pro Glu 




210 
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Gin 
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Pro Glu 


Pro Leu 
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Trp Val Thr 
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1246 



WO 01/57188 



PCT/US01/03800 



Glu Val Phe Met 
244 



<210> 2173 

<211> 1354 

<212> PRT 

<213> Homo sapiens 



<400> 2173 

Pro Tyr Leu Ala Thr Leu Gin Leu Asp Ser Ser Leu Leu lie Pro Pro 

15 10 15 

Lys Tyr Gin Thr Pro Pro Ala Ala Ala Gin Gly Gin Ala Thr Pro Gly 

20 25 30 

Asn Ala Gly Pro Leu Ala Pro Asn Gly Ser Ala Ala Pro Pro Ala Gly 

35 40 45 

Ser Ala Phe Asn Pro Thr Ser Asn Ser Ser Ser Thr Asn Pro Ala Ala 

50 55 60 

Ser Ser Ser Ala Ser Gly Ser Ser Val Pro Pro Val Ser Ser Ser Ala 
65 70 75 80 

Ser Ala Pro Gly He Ser Gin He Ser Thr Thr Ser Ser Ser Gly Phe 

85 90 95 

Ser Gly Ser Val Gly Gly Gin Asn Pro Ser Thr Gly Gly He Ser Ala 

100 105 HO 

Asp Arg Thr Gin Gly Asn He Gly Cys Gly Gly Asp Thr Asp Pro Gly 

115 120 125 

Gin Ser Ser Ser Gin Pro Ser Gin Asp Gly Gin Glu Ser Asn Val Pro 

130 135 140 

Ser Val Gly Ser Leu Ala Asp Pro Asp Tyr Leu Asn Thr Pro Gin Met 
145 150 ' 155 160 

Asn Thr Pro Val Thr Leu Asn Ser Ala Ala Pro Ala Ser Asn Ser Gly 

165 170 175 

Ala Gly Val Leu Pro Ser Pro Ala Thr Pro Arg Phe Ser Val Pro Thr 

180 185 190 

Pro Arg Thr Pro Arg Thr Pro Arg Thr Pro Arg Gly Gly Gly Thr Ala 

195 200 205 

Ser Gly Gin Gly Ser Val Lys Tyr Asp Ser Thr Asp Gin Gly Ser Pro 

210 215 220 

Ala Ser Thr Pro Ser Thr Thr Arg Pro Leu Asn Ser Val Glu Pro Ala 
225 230 235 240 

Thr Met Gin Pro He Pro Glu Ala His Ser Leu Tyr Val Thr Leu He 

245 250 255 

Leu Ser Asp Ser Val Met Asn He Phe Lys Asp Arg Asn Phe Asp Ser 

260 265 270 

Cys Cys He Cys Ala Cys Asn Met Asn He Lys Gly Ala Asp Val Gly 

275 280 285 

Leu Tyr He Pro Asp Ser Ser Asn Glu Asp Gin Tyr Arg Cys Thr Cys 

290 295 300 

Gly Phe Ser Ala He Met Asn Arg Lys Leu Gly Tyr Asn Ser Gly Leu 
305 310 315 320 

Phe Leu Glu Asp Glu Leu Asp He Phe Gly Lys Asn Ser Asp He Gly 

325 330 335 

Gin Ala Ala Glu Arg Arg Leu Met Met Cys Gin Ser Thr Phe Leu Pro 

340 345 350 

Gin Val Glu Gly Thr Lys Lys Pro Gin Glu Pro Pro He Ser Leu Leu 

355 360 365 

Leu Leu Leu Gin Asn Gin His Thr Gin Pro Phe Ala Ser Leu Asn Phe 

370 375 380 

Leu Asp Tyr He Ser Ser Asn Asn Arg Gin Thr Leu Pro Cys Val Ser 
385 390 395 400 

Trp Ser Tyr Asp Arg Val Gin Ala Asp Asn Asn Asp Tyr Trp Thr Glu 
405 410 415 
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Cys 


Phe 


Asn 


Ala 


Leu 


Glu Gin Gly 


Arg 


Gin Tyr Val 


Asp 


Asn Pro Thr 








420 






425 






430 


Gly 


Gly 


Lys 


Val 


Asp 


Glu Ala Leu 


Val 


Arg Ser Ala 


Thr 


Val His Ser 






435 






440 






445 




Trp 


Pro 


His 


Ser 


Asn 


Val Leu Asp 


He 


Ser Met Leu 


Ser 


Ser Gin Asp 




450 








455 




460 






Val 


Val 


Arg 


Met 


Leu 


Leu Ser Leu 


Gin 


Pro Phe Leu 


Gin 


Asp Ala He 


465 










470 




4 75 




480 


Gin 


Lys 


Lys 


Arg 


Thr 


Gly Arg Thr 


Trp 


Glu Asn He 


Gin 


His Val Gin 










485 






490 




495 


Gly 


Pro 


Leu 


Thr 


Trp 


Gin Gin Phe 


His 


Lys Met Ala 


Gly 


Arg Gly Thr 








500 






505 






510 


Tyr 


Gly 


Ser 


Glu 


Glu 


Ser Pro Glu 


Pro 


Leu Pro He 


Pro 


Thr Leu Leu 






515 






520 






525 




Val 


Gly 


Tyr 


Asp 


Lys 


Asp Phe Leu 


Thr 


He Ser Pro 


Phe 


Ser Leu Pro 




530 








535 




540 






Phe 


Trp 


Glu 


Arg 


Leu 


Leu Leu Asp 


Pro 


Tyr Gly Gly 


His 


Arg Asp Val 


545 










550 




555 




560 


Ala 


Tyr 


lie 


Val 


Val 


Cys Pro Glu 


Asn 


Glu Ala Leu 


Leu 


Glu Gly Ala 










565 






570 




575 


Lys 


Thr 


Phe 


Phe 


Arg 


Asp Leu Ser 


Ala 


Val Tyr Glu 


Met 


Cys Arg Leu 








580 






585 






590 


Gly 


Gin 


His 


Lys 


Pro 


He Cys Lys 


val 


Leu Arg Asp 


Gly 


He Met Arg 






595 






600 






605 




Val 


Gly 


Lys 


Thr 


Val 


Ala Gin Lys 


Leu 


Thr Asp Glu 


Leu 


Val Ser Glu 




610 








615 




620 






Trp 


Phe 


Asn 


Gin 


Pro 


Trp Ser Gly 


Glu 


Glu Asn Asp 


Asn 


His Ser Arg 


525 










630 




635 




640 


Leu 


Lys 


Leu 


Tyr 


Ala 


Gin Val Cys 


Arg 


His His Leu 


Ala 


Pro Tyr Leu 










645 






650 




655 


Ala 


Thr 


Leu 


Gin 


Leu 


Asp Ser Ser 


Leu 


Leu He Pro 


Pro 


Lys Tyr Gin 








660 






665 






670 


Thr 


Pro 


Pro 


Ala 


Ala 


Ala Gin Gly 


Gin 


Ala Thr Pro 


Gly 


Asn Ala Gly 






675 






680 






685 




Pro 


Leu 


Ala 


Pro 


Asn 


Gly Ser Ala 


Ala 


Pro Pro Ala 


Gly 


Ser Ala Phe 




690 








695 




700 






Asn 


Pro 


Thr 


Ser 


Asn 


Ser Ser Ser 


Thr 


Asn Pro Ala 


Ala 


Ser Ser ser 


705 










710 




715 




720 


Ala 


Ser 


Gly 


Ser 


Ser 


Val Pro Pro 


Val 


Ser Ser ser 


Ala 


Ser Ala Pro 










725 






730 




735 


Gly 


lie 


Ser 


Gin 


He 


Ser Thr Thr 


Ser 


Ser Ser Gly 


Phe 


Ser Gly .Ser 








740 






745 






750 


Val 


Gly 


Gly 


Gin 


Asn 


Pro Ser Thr 


Gly 


Gly He Ser 


Ala 


Asp Arg Thr 






755 






760 






765 




Gin 


Gly 


Asn 


He 


Gly 


Cys Gly Gly 


Asp 


Thr Asp Pro 


Gly 


Gin Ser Ser 




770 








775 




780 






Ser 


Gin 


Pro 


Ser 


Gin 


Asp Gly Gin 


Glu 


Ser Val Thr 


Glu 


Arg Glu Arg 


785 










790 




795 




800 


lie 


Gly 


lie 


Pro 


Thr 


Glu Pro Asp 


Ser 


Ala Asp Ser 


His 


Ala His Pro 










805 






810 




815 


Pro 


Ala 


Val 


Val 


lie 


Tyr Met Val 


Asp 


Pro Phe Thr 


Tyr 


Ala Ala Glu 








820 






825 






830 


Glu 


Asp 


Ser 


Thr 


Ser 


Gly Asn Phe 


Trp 


Leu Leu Ser 


Leu 


Met Arg Cys 






835 






840 






845 




Tyr 


Thr 


Glu 


Met 


Leu 


Asp Asn Leu 


Pro 


Glu His Met 


Arg 


Asn Ser Phe 




850 








855 




860 






He 


Leu 


Gin 


He 


Val 


Pro Cys Gin 


Tyr 


Met Leu Gin 


Thr 


Met Lys Asp 


865 










870 




875 




880 


Glu 


Gin 


Val 


Phe 


Tyr 


He Gin Tyr 


Leu 


Lys Ser Met 


Ala 


Phe Ser Val 










885 






890 




895 


Tyr 


Cys 


Gin 


Cys 


Arg 


Arg Pro Leu 


Pro 


Thr Gin He 


His 


He Lys Ser 








900 






905 




910 


Leu 


Thr 


Gly 


Phe 


Gly 


Pro Ala Ala 


Ser 


He Glu Met 


Thr 


Leu Lys Asn 






915 






920 






925 
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Pro Glu Arg Pro Ser Pro He Gin Leu Tyr Ser Pro Pro Phe He Leu 

930 935 940 

Ala Pro He Lys Asp Lys Gin Thr Glu Leu Gly Glu Thr Phe Gly Glu 
945 950 955 960 

Ala Ser Gin Lys Tyr Asn Val Leu Phe Val Gly Tyr Cys Leu Ser His 

965 970 975 

Asp Gin Arg Trp Leu Leu Ala Ser Cys Thr Asp Leu His Gly Glu Leu 

980 985 990 

Leu Glu Thr Cys Val Val Asn He Ala Leu Pro Asn Arg Ser Arg Arg 

995 1000 1005 

Ser Lys Val Ser Ala Arg Lys He Gly Leu Gin Lys Leu Trp Glu Trp 

1010 1015 1020 

Cys He Gly He Val Gin Met Thr Ser Leu Pro Trp Arg Val Val He 
1025 * 1030 1035 1040 

Gly Arg Leu Gly Arg Leu Gly His Gly Glu Leu Lys Asp Trp Ser He 

1045 1050 1055 

Leu Leu Gly Glu Cys Ser Leu Gin Thr He Ser Lys Lys Leu Lys Asp 

1060 1065 1070 

Val Cys Arg Met Cys Gly He Ser Ala Ala Asp Ser Pro Ser He- Leu 

1075 1080 1085 

Ser Ala Cys Leu Val Ala Met Glu Pro Gin Gly Ser Phe Val Val Met 

1090 1095 HOO 

Pro Asp Ala Val Thr Met Gly Ser Val Phe Gly Arg Ser Hir Ala Leu 
1105 1110 1H5 H20 

Asn Met Gin Ser Ser Gin Leu Asn Thr Pro Gin Asp Ala Ser Cys Thr 

1125 1130 1135 

His He Leu Val Phe Pro Thr Ser Ser Thr He Gin Val Ala Pro Ala 

1140 H45 H50 

Asn Tyr Pro Asn Glu Asp Gly Phe Ser Pro Asn Asn Asp Asp Met Phe 

1155 H60 H65 

val Asp Leu Pro Phe Pro Asp Asp Met Asp Asn Asp He Gly He Leu 

1170 1175 1180 

Met Thr Gly Asn Leu His Ser Ser Pro Asn Ser Ser Pro Val Pro Ser 
1185 1190 1195 1200 

Pro Gly Ser Pro Ser Gly He Gly Val Gly Ser His Phe Gin His Ser 

1205 1210 1215 

Arg Ser Gin Gly Glu Arg Leu Leu Ser Arg Glu Ala Pro Glu Glu Leu 

1220 1225 1230 

Lys Gin Gin Pro Leu Ala Leu Gly Tyr Phe val Ser Thr Ala Lys Ala 

1235 1240 1245 

Glu Asn Leu Pro Gin Trp Phe Trp Ser Ser Cys Pro Gin Ala Gin Asn 

1250 1255 1260 

Gin Cys Pro Leu Phe Leu Lys Ala Ser Leu His His His He Ser Val 
1265 1270 1275 1280 

Ala Gin Thr Asp Glu Leu Leu Pro Ala Arg Asn Ser Gin Arg Val Pro 

1285 1290 1295 

His Pro Leu Asp Ser Lys Thr Thr Ser Asp Val Leu Arg Phe Val Leu 

1300 1305 1310 

Glu Gin Tyr Asn Ala Leu Ser Trp Leu Thr Cys Asn Pro Ala Thr Gin 

1315 1320 1325 

Asp Arg Thr Ser Cys Leu Pro Val His Phe Val Val Leu Thr Gin Leu 

1330 1335 1340 

Tyr Asn Ala He Met Asn He Leu 
1345 1350 1352 



<210> 2174 

<211> 693 

<212> PRT 

<213> Homo sapiens 



<400> 2174 
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Val 


Glu 


Glu 


Gly 


Leu 


Gly 


Arg 


Arg 


Arg 


Thr 


Pro Pro 


Gly Gly 


Arg 


Arg 


l 








5 










10 






15 




Gly 


Pro 


Val 


Thr 


Pro 


Ala 


Arg 


Pro 


Gly 


Pro 


Asp Ser 


Val Arg 


Arg 


Arg 








20 










25 






30 






Leu 


Leu 


Pro 


Pro 


Ser 


Ser 


Ala 


Ala 


Ala 


Phe 


Ser Ser 


His Arg 


His 


Asn 






35 










40 








45 






Leu 


Leu 


Cys 


Ser 


Arg 


Arg 


Arg 


Gly 


Gly 


Gly 


Gly Gly 


Gly Gly 


Gly 


Gly 




50 










55 








60 








Gly 


Gly 


Gly 


Thr 


He 


Lys 


Arg 


Pro 


Gly 


He 


Thr Gly 


Pro Thr 


Ala 


Ala 


65 










70 










75 






80 


Thr 


Ser 


Pro 


Ser 


Gly 


Glu 


Pro 


Gly 


Asn 


Ala 


Ala Ser 


Ala Pro 


Leu 


Ser 










85 










90 






95 




I^eu 


Leu 


Ser 


Pro 


Phe 


Pro 


Gly 


Gin 


Thr 


Thr 


Tyr Gin 


His Pro 


Gly 


Val 








100 










105 






110 






Ala 


Glu 


Pro 


Ser 


Ala 


Tyr 


Gly 


Gly 


Arg 


Asp 


Val Ala 


Cys Ala 


ser 


Leu 






115 










120 








125 






Val 


Phe 


Gly 


Arg 


Leu 


Gin 


His 


Arg 


Gly 


Gly 


Asp Arg 


Lys Arg 


Gly 


Leu 




130 










135 








140 








Leu 


Gly 


Arg 


Ser 


Ser 


Gly 


Asp 


Ala 


Ala 


Ser 


Asp Gin 


Pro Phe 


Arg 


Cys 


145 










150 










155 






160 


Arg 


Ser 


Gly 


Ser 


Thr 


Ala 


Gly 


Arg 


Leu 


val 


Lys Gin 


Met Asp 


Phe 


Thr 










165 










170 






175 




Glu 


Ala 


Tyr 


Ala 


Asp 


Thr 


Cys 


Ser 


Thr 


Val 


Gly Leu 


Ala Ala 


Arg 


Glu 








180 










185 






190 






Gly 


Asn 


Val 


Lys 


Val 


Leu 


Arg 


Lys 


Leu 


Leu 


Lys Lys 


Gly Arg 


Ser 


Val 






195 










200 








205 






Asp 


Val 


Ala 


Asp 


Asn 


Arg 


Gly 


Trp 


Met 


Pro 


He His 


Glu Ala 


Ala 


Tyr 




210 










215 








220 








His 


Asn 


Ser 


Val 


Glu 


Cys 


Leu 


Gin 


Met 


Leu 


He Asn 


Ala Asp 


Ser 


Ser 


225 










230 










235 






240 


Glu 


Asn 


Tyr 


He 


Lys 


Met 


Lys 


Thr 


Phe 


Glu 


Gly Phe 


Cys Ala 


Leu 


His 










245 










250 






255 




Leu 


Ala 


Ala 


Ser 


Gin 


Gly 


His 


Trp 


Lys 


He 


Val Gin 


lie Leu 


Leu 


Glu 








260 










265 






270 






Ala 


Gly 


Ala 


Asp 


Pro 


Asn 


Ala 


Thr 


Thr 


Leu 


Glu Glu 


Thr Thr 


Pro 


Leu 






275 










280 








285 






Phe 


Leu 


Ala 


val 


GlU 


Asn 


Gly 


Gin 


He 


Asp 


Val Leu 


Arg Leu 


Leu 


Leu 




290 










295 








300 








Gin 


His 


Gly 


Ala 


Asn 


Val 


Asn 


Gly 


Ser 


His 


Ser Met 


Cys Gly 


Trp 


Asn 


305 










310 










315 






320 


Ser 


Leu 


His 


Gin 


Ala 


Ser 


Phe 


Gin 


Glu 


Asn 


Ala Glu 


He He 


Lys 


Leu 










325 










330 






335 




Leu 


Leu 


Arg 


Lys 


Gly 


Ala 


Asn 


Lys 


Glu 


Cys 


Gin Asp 


Asp Phe 


Gly 


He 








340 










345 






350 






Thr 


Pro 


Leu 


Phe 


Val 


Ala 


Ala 


Gin 


Tyr 


Gly 


Lys Leu 


Glu Ser 


Leu 


Ser 






355 










360 








365 






He 


Leu 


He 


Ser 


Ser 


Gly 


Ala 


Asn 


Val 


Asn 


Cys Gin 


Ala Leu 


Asp 


Lys 




370 










375 








380 








Ala 


Thr 


Pro 


Leu 


Phe 


He 


Ala 


Ala 


Gin 


Glu 


Gly His 


Thr Lys 


Cys 


Val 


385 










390 










395 






400 


Glu 


Leu 


Leu 


Leu 


Ser 


Ser 


Gly 


Ala 


Asp 


Pro 


Asp Leu 


Tyr Cys 


Asn 


Glu 










405 










410 






415 




Asp 


Ser 


Trp 


Gin 


Leu 


Pro 


lie 


His 


Ala 


Ala 


Ala Gin 


Met Gly 


His 


Thr 








420 










425 






430 






Lys 


lie 


Leu 


Asp 


Leu 


Leu 


lie 


Pro 


hen 


Thr 


Asn Arg 


Ala Cys 


Asp 


Thr 






435 










440 








445 






Gly 


Leu 


Asn 


Lys 


Val 


Ser 


Pro 


Val 


Tyr 


Ser 


Ala Val 


Phe Gly 


Gly 


His 




450 










455 








460 








Glu 


Asp 


Cys 


Leu 


Glu 


He 


Leu 


Leu 


Arg 


Asn 


Gly Tyr 


Ser Pro 


Asp 


Ala 


465 










470 










475 






480 


Gin 


Ala 


Cys 


Leu 


Val 


Phe 


Gly 


Phe 


Ser 


Ser 


Pro Val 


Cys Met 


Ala 


Phe 










485 










490 






495 




Gin 


Lys 


Asp 


Cys 


Glu 


Phe 


Phe 


Gly 


He 


Val 


Asn He 


Leu Leu 


Lys 


Tyr 








500 










505 






510 
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Gly Ala Gin lie Asn Glu Leu His Leu Ala Tyr Cys Leu Lys Tyr Glu 

515 520 525 

Lys Phe Ser lie Phe Arg Tyr Phe Leu Arg Lys Gly Cys Ser Leu Gly 

530 535 540 

Pro Trp Asn His lie Tyr Glu Phe Val Asn His Ala lie Lys Ala Gin 
545 550 555 560 

Ala Lys Tyr Lys Glu Trp Leu Pro His Leu Leu Val Ala Gly Phe Asp 
565 " 570 575 

. Pro Leu He Leu Leu Cys Asn Ser Trp He Asp Ser Val Ser He Asp 
580 585 590 

Thr Leu He Phe Thr Leu Glu Phe Thr Asn Trp Lys Thr Leu Ala Pro 

595 600 605 

Ala Val Glu Arg Met Leu Ser Ala Arg Ala Ser Asn Ala Trp He Leu 

610 ~ 615 620 

Gin Gin His He Ala Thr Val Pro Ser Leu Thr His Leu Cys Arg Leu 
525 630 635 640 

Glu He Arg Ser Ser Leu Lys Ser Glu Arg Leu Arg Ser Asp Ser Tyr 

645 650 655 

He Ser Gin Leu Pro Leu Pro Arg Ser Leu His Asn Tyr Leu Leu Tyr 

660 665 670 

Glu Asp Val Leu Arg Met Tyr Glu Val Pro Glu Leu Ala Ala He Gin 
675 680 685 

Asp Gly 
690 



<210> 2175 
<211> 326 
<212> PRT 

<213> Homo sapiens 



<400> 2175 

Arg He Met Gly Leu Phe Asp Arg Gly Val Gin Met Leu Leu Thr Thr 

! 5 10 15 

Val Gly Ala Phe Ala Ala Phe Ser Leu Met Thr He Ala Val Gly Thr 

20 25 30 

Asp Tyr Trp Leu Tyr Ser Arg Gly Val Cys Lys Thr Lys Ser Val Ser 

35 " 40 45 

Glu Asn Glu Thr Ser Lys Lys Asn Glu Glu Val Met Thr His Ser Gly 

50 55 60 

Leu Trp Arg Thr Cys Cys Leu Glu Gly Asn Phe Lys Gly Leu Cys Lys 
65 70 75 80 

Gin He Asp His Phe Pro Glu Asp Ala Asp Tyr Glu Ala Asp Thr Ala 

85 90 95 

Glu Tyr Phe Leu Arg Ala Val Arg Ala Ser Ser He Phe Pro He Leu 

100 105 110 

Ser Val He Leu Leu Phe Met Gly Gly Leu Cys He Ala Ala Ser Glu 

115 120 125 

Phe Tyr Lys Thr Arg His Asn He He Leu Ser Ala Gly He Phe Phe 

13 0 " 135 140 

Val Ser Ala Gly Leu Ser Asn He He Gly He He Val Tyr He Ser 
145 150 155 160 

Ala Asn Ala Gly Asp Pro Ser Lys Ser Asp Ser Lys Lys Asn Ser Tyr 

165 170 175 

Ser Tyr Gly Trp Ser Phe Tyr Phe Gly Ala Leu Ser Phe He He Ala 

180 185 190 

Glu Met Val Gly Val Leu Ala Val His Met Phe lie Asp Arg His Lys 

195 200 205 

Gin Leu Arg Ala Thr Ala Arg Ala Thr Asp Tyr Leu Gin Ala Ser Ala 

210 215 220 

He Thr Arg He Pro Ser Tyr Arg Tyr Arg Tyr Gin Arg Arg Ser Arg 
225 ~ 230 235 240 
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Ser 


Ser Ser 


Arg 


Ser 


Thr 


Glu 


Pro 


Ser 


His 


Ser 


Arg Asp 


Ala 


Ser 


Pro 








245 










250 










255 




val 


Gly lie 


Lys 


Gly 


Phe 


Asn 


Thr 


Leu 


Pro 


Ser 


Thr 


Glu 


lie 


Ser 


Met 






260 










265 










270 






Tyr 


Thr Leu 


Ser 


Arg 


Asp 


Pro 


Leu 


Lys 


Ala 


Ala 


Thr 


Thr 


Pro 


Thr 


Ala 




275 










280 










285 








Thr 


Tyr Asn 


Ser 


Asp 


Arg 


Asp 


Asn 


Ser 


Phe 


Leu 


Gin 


Val 


His 


Asn 


Cys 




290 








295 










300 










lie 


Gin Lys 


Glu 


Asn 


Lys 


Asp 


Ser 


Leu 


His 


Ser 


Asn 


Thr 


Ala 


Asn 


Arg 


305 








310 










315 










320 


Arg 


Thr Thr 


Pro 


Val 

























325 



<210> 2176 

<211> 1726 

<212> PRT 

<213> Homo sapiens 



<400> 2176 



Ser Asp 


Asp 


Leu 


Arg 


Thr 


Gly 


Leu 


Phe 


Gin Asp 


Val 


Gin 


Asp 


Ala 


Glu 








r 
3 










10 














Ser Leu 


Lys 


Leu 


pro 


Gly 


Val 


Tyr 


Glu 


val 


Leu 


Phe 


ryr 


Asn 


Glu 


Thr 




cys 


Pro 




net 


ncL 


Leu 


xrp 


Arg Tyr 


Pro 


Glu 


r*ro 


Arg 


























45 








Leu TTir* 


Leu 


Val 




Tie 


Wit* 


Pro 


Val 


Pro 


Phe 


Asn 


Thr 




f5l ii 
uxu 


Asp 


50 










33 










60 










Pro Asp 


lie 


Ser 


Thr 


Ala 


Asp 


i*eu 


uiy 


Asp Val 


Leu 


Gin 


Asp 




Cys 


65 








70 










75 












Ser Leu 


Glu 


Tyr 


Tip 
85 


Asp 


Glu 


Leu 


Gin 


Lys 
90 


Val 


Phe 


Val 


Ala 


Phe 


Arg 


Glu Phe 


Asn 


Leu 
100 


Ser 


Glu 


Ser 


Lys 


Val 
105 


Cys 


Glu 


Leu 


Gin 


Leu 
110 


Pro 


Asp 


lie Asn 


Leu 
115 


Val 


Asn 


Asp 


Gin 


Lys 
120 


Lys 


Leu 


Val 


Ser 


Ser 
125 


Asp 


Leu 


Trp 


Arg lie 


val 


Leu 


Asn 


Ser 


ser 


Gin 


Asn 


Gly Ala 


Asp Asp 


Gin 


Ser 


Ser 


130 










135 










140 










Ala Ser 


Glu 


Ser 


Gly 


Ser 


Gin 


Ser 


Thr 


Cys Asp 


Pro 


Leu 


Val 


Thr 


Pro 


145 








150 










155 










160 


Thr Ala 


Leu 


Ala 


Ala 


Cys 


Thr 


Arg 


Val 


Asp Ser 


Cys 


Phe 


Thr 


Pro 


Trp 








165 










170 










175 




Phe Val 


Pro 


Ser 
180 


Leu 


Cys 


Val 


Ser 


Phe 
185 


Gin 


Phe 


Ala 


His 


Leu 
190 


Glu 


Phe 


His Leu 


Cys 


His 


His 


Leu 


Asp 


Gin 


Leu 


Gly Thr 


Ala 


Ala 


Pro 


Gin 


Tyr 




195 










200 










205 








Leu Gin 


Pro 


Phe 


Val 


Ser 


Asp 


Arg 


Asn 


Met 


Pro 


Ser 


Glu 


Leu 


Glu 


Tyr 


210 










215 










220 










Met lie 


Val 


Ser 


Phe 


Arg 


Glu 


Pro 


His 


Met 


Tyr 


Leu Arg 


Gin 


Trp 


Asn 


225 








230 










235 










240 


Asn Gly 


Ser 


Val 


Cys 
245 


Gin 


Glu 


lie 


Gin 


Phe 
250 


Leu 


Ala 


Gin 


Ala 


Asp 
255 


Cys 


Lys Leu 


Leu 


Glu 
260 


Cys 


Arg 


Asn 


Val 


Thr 
265 


Met 


Gin 


Ser 


Val 


Val 
270 


Lys 


Pro 


Phe Ser 


lie 


Phe 


Gly 


Gin 


Met 


Ala 


Val 


Ser 


Ser 


Asp Val 


Val 


Glu 


Lys 




275 










280 










285 








Leu Leu 


Asp 


Cys 


Thr 


Val 


lie 


Val 


Asp 


Ser 


Val 


Phe 


Val 


Asn 


Leu 


Gly 


290 










295 










300 










Gin His 


Val 


Val 


His 


Ser 


Leu 


Asn 


Thr 


Ala 


lie 


Gin 


Ala 


Trp 


Gin 


Gin 


305 








310 










315 










320 


Asn Lys 


Cys 


Pro 


Glu 
325 


Val 


Glu 


Glu 


Leu 


Val 
330 


Phe 


Ser 


His 


Phe 


Val 
335 


lie 
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Cys Asn Asp Thr Gin Glu Thr Leu Arg Phe Gly Gin Val Asp Thr Asp 

340 345 350 

Glu Asn He Leu Leu Ala Ser Leu His Ser His Gin Tyr Ser Trp Arg 

355 360 365 

Ser His Lys Ser Pro Gin Leu Leu His He Cys He Glu Gly Trp Gly 

370 375 380 

Asn Trp Arg Trp Ser Glu Pro Phe Ser Val Asp His Ala Gly Thr Phe 
385 390 395 400 

lie Arg Thr He Gin Tyr Arg Gly Arg Thr Ala Ser Leu He He Lys 

405 410 415 

Val Gin Gin Leu Asn Gly Val Gin Lys Gin He He He Cys Gly Arg 

420 425 430 

Gin He He Cys Ser Tyr Leu Ser Gin Ser He Glu Leu Lys Val Val 

435 440 445 

Gin His Tyr He Gly Gin Asp Gly Gin Ala val val Arg Glu His Phe 

450 455 460 

Asp Cys Leu Thr Ala Lys Gin Lys Leu Pro Ser Tyr He Leu Glu Asn 
465 470 475 480 

Asn Glu Leu Thr Glu Leu Cys Val Lys Ala Lys Gly Asp Glu Asp Trp 

485 490 495 

Ser Arg Asp Val Cys Leu Glu Ser Lys Ala Pro Glu Tyr Ser He Val 

500 505 510 

lie Gin Val Pro Ser Ser Asn Ser Ser He lie Tyr Val Trp Cys Thr 

515 520 525 

Val Leu Thr Leu Glu Pro Asn Ser Gin Val Gin Gin Arg Met He Val 

530 535 540 

Phe Ser Pro Leu Phe He Met Arg Ser His Leu Pro Asp Pro He He 
545 550 555 560 

He His Leu Glu Lys Arg Ser Leu Gly Leu Ser Glu Thr Gin He He 

565 570 575 

Pro Gly Lys Gly Gin Glu Lys Pro Leu Gin Asn He Glu Pro Asp Leu 

580 585 590 

Val His His Leu Thr Phe Gin Ala Arg Glu Glu Tyr Asp Pro Ser Asp 

595 600 605 

Cys Ala Val Pro He Ser Thr Ser Leu He Lys Gin He Ala Thr Lys 

610 615 620 

Val His Pro Gly Gly Thr Val Asn Gin He Leu Asp Glu Phe Tyr Gly 
625 630 635 640 

Pro Glu Lys Ser Leu Gin Pro He Trp Pro Tyr Asn Lys Lys Asp Ser 

645 650 655 

Asp Arg Asn Glu Gin Leu Ser Gin Trp Asp Ser Pro Met Arg Val Lys 

660 665 670 

Leu Ser He Trp Lys Pro Tyr Val Arg Thr Leu Leu He Glu Leu Leu 

675 • 680 685 

Pro Trp Ala Leu Leu He Asn Glu Ser Lys Trp Asp Leu Trp Leu Phe 

690 695 700 

Glu Gly Glu Lys He Val Leu Gin Val Pro Ala Gly Lys He He He 
705 710 715 720 

Pro Pro Asn Phe Gin Glu Ala Phe Gin He Gly He Tyr Trp Ala Asn 

725 730 735 

Thr Asn Thr Val His Lys Ser Val Ala He Lys Leu Val His Asn Leu 

740 745 750 

Thr Ser Pro Lys Trp Lys Asp Gly Gly Asn Gly Glu Val Val Thr Leu 

755 760 765 

Asp Glu Glu Ala Phe Val Asp Thr Glu He Arg Leu Gly Ala Phe Pro 

770 775 780 

Gly His Gin Lys Leu Cys Gin Phe Cys He Ser Ser Met Val Gin Gin 
785 * 790 795 800 

Gly He Gin He He Gin He Glu Asp Lys Thr Thr He lie Asn Asn 

805 810 815 

Thr Pro Tyr Gin He Phe Tyr Lys Pro Gin Leu Ser Val Cys Asn Pro 

820 825 830 

His Ser Gly Lys Glu Tyr Phe Arg Val Pro Asp Ser Ala Thr Phe Ser 
835 840 845 
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lie Cys Pro Gly Gly Glu Gin Pro Ala Met Lys Ser Ser Ser Leu Pro 

850 855 860 

Cys Trp Asp Leu Met Pro Asp He Ser Gin Ser Val Leu Asp Ala Ser 
865 870 875 880 

Leu Leu Gin Lys Gin lie Met Leu Gly Phe Ser Pro Ala Pro Gly Ala 

885 890 895 

Asp Ser Ser Gin Cys Trp Ser Leu Pro Ala He Val Arg Pro Glu Phe 

900 905 910 

Pro Arg Gin Ser Val Ala Val Pro Leu Gly Asn Phe Arg Glu Asn Gly 

915 920 925 

Phe Cys Thr Arg Ala He Val Leu Thr Tyr Gin Glu His Leu Gly Val 

930 935 940 

Thr Tyr Leu Thr Leu Ser Glu Asp Pro Ser Pro Arg Val He He His 
945 950 " 955 ™ 960 

Asn Arg Cys Pro Val Lys Met Leu He Lys Glu Asn He Lys Asp lie 

965 970 975 

Pro Lys Phe Glu Val Tyr Cys Lys Lys He Pro Ser Glu Cys Ser He 

980 985 990 

His His Glu Leu Tyr His Gin He Ser Ser Tyr Pro Asp Cys Lys Thr 

995 1000 1005 

Lys Asp Leu Leu Pro Ser Leu Leu Leu Arg Val Glu Pro Leu Asp Glu 

1010 1015 1020 

Val Thr Thr Glu Trp Ser Asp Ala He Asp He Asn Ser Gin Gly Thr 
1025 1030 1035 1040 

Gin Val Val Phe Leu Thr Gly Phe Gly Tyr Val Tyr Val Asp Val Val 

1045 1050 1055 

His Gin Cys Gly Thr Val Phe He Thr Val Ala Pro Glu Gly Lys Ala 

1060 1065 1070 

Gly Pro He Leu Thr Asn Thr Asn Arg Ala Pro Glu Lys He Val Thr 
1075 1080 1085 

. Phe Lys Met Phe He Thr Gin Leu Ser Leu Ala Val Phe Asp Asp Leu 
1090 1095 1100 

Thr His His Lys Ala Ser Ala Glu Leu Leu Arg Leu Thr Leu Asp Asn 
1105 1110 1115 1120 

He Phe Leu Cys Val Ala Pro Gly Ala Gly Pro Leu Pro Gly Glu Glu 

1125 1130 1135 

Pro Val Ala Ala Leu Phe Glu Leu Tyr Cys val Glu He Cys Cys Gly 

1140 1145 1150 

Asp Leu Gin Leu Asp Asn Gin Leu Tyr Asn Lys Ser Asn Phe His Phe 

1155 1160 1165 

Ala Val Leu Val Cys Gin Gly Glu Lys Ala Glu Pro He Gin Cys Ser 

1170 1175 1180 

Lys Met Gin Ser Leu Leu He Ser Asn Lys Glu Leu Glu Glu Tyr Lys 
1185 1190 119S 1200 

Glu Lys Cys Phe lie Lys Leu Cys He Thr Leu Asn Glu Gly Lys Ser 

1205 1210 1215 

He Leu Cys Asp He Asn Glu Phe Ser Phe Glu Leu Lys Pro Ala Arg 

1220 1225 1230 

Leu Tyr Val Glu Asp Thr Phe Val Tyr Tyr He Lys Thr Leu Phe Asp 

1235 1240 1245 

Thr Tyr Leu Pro Asn Ser Arg Leu Ala Gly His Ser Thr His Leu Ser 

1250 1255 1260 

Gly Gly Lys Gin Val Leu Pro Met Gin Val Thr Gin His Ala Arg Ala 
1265 1270 1275 1280 

Leu Val Asn Pro Val Lys Leu Arg Lys Leu Val He Gin Pro Val Asn* 

1285 1290 1295 

Leu Leu Val Ser He His Ala Ser Leu Lys Leu Tyr He Ala Ser Asp 

1300 1305 1310 

His Thr Pro Leu Ser Phe Ser Val Phe Glu Arg Gly Pro He Phe Thr 

1315 1320 1325 

Thr Ala Arg Gin Leu Val His Ala Leu Ala Met His Tyr Ala Ala Gly 

1330 1335 1340 

Ala Leu Phe Arg Ala Gly Trp Val Val Gly Ser Leu Asp He Leu Gly 
1345 1350 1355 1360 
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Ser Pro Ala Ser Leu Val Arg Ser He Qly Asn Gly Val Ala Asp Phe 

1365 1370 1375 

Phe Arg Leu Pro Tyr Glu Gly Leu Thr Arg Gly Pro Gly Ala Phe Val 

1380 1385 1390 

Ser Gly Val Ser Arg Gly Thr Thr Ser Phe Val Lys His He Ser Lys 

1395 1400 1405 

Gly Thr Leu Thr Ser He Thr Asn Leu Ala Thr Ser Leu Ala Arg Asn 

1410 1415 1420 

Met Asp Arg Leu Ser Leu Asp Glu Glu His Tyr Asn Arg Gin Glu Glu 
1425 ~ 1430 1435 1440 

Trp Arg Arg Gin Leu Pro Glu Ser Leu Gly Glu Gly Leu Arg Gin Gly 

1445 1450 1455 

Leu Ser Arg Leu Gly He Ser Leu Leu Gly Ala He Ala Gly He Val 

1460 1465 1470 

Asp Gin Pro Met Gin Asn Phe Gin Lys Thr Ser Glu Ala Gin Ala Ser 

1475 1480 1485 

Ala Gly His Lys Ala Lys Gly Val He Ser Gly Val Gly Lys Gly He 

1490 1495 1500 

Met Gly Val Phe Thr Lye Pro He Gly Gly Ala Ala Glu Leu Val Ser 
1505 1510 1515 1520 

Gin Thr Gly Tyr Gly He Leu His Gly Ala Gly Leu Ser Gin Leu Pro 

1525 1530 1535 

Lys Gin Arg His Gin Pro Ser Asp Val His Ala Asp Gin Ala Pro Asn 

1540 1545 1550 

Ser His Val Lys Tyr Val Trp Lys Met Leu Gin Ser Leu Gly Arg Pro 

1555 1560 1565 

Glu Val His Met Ala Leu Asp Val Val Leu Val Arg Gly Ser Gly Gin 

1570 1575 1580 

Glu His Glu Gly Cys Leu Leu Leu Thr Ser Glu Val Leu Phe Val Val 
1585 1590 1595 1600 

Ser Val Ser Glu Asp Thr Gin Gin Gin Ala Phe Pro Val Thr Glu He 

1605 1610 1615 

Asp Cys Ala Gin Asp Ser Lys Gin Asn Asn Leu Leu Thr Val Gin Leu 

1620 1625 1630 

Lys Gin Pro Arg Val Ala Cys Asp Val Glu Val Asp Gly Val Arg Glu 

1635 * 1640 1645 

Arg Leu Ser Glu Gin Gin Tyr Asn Arg Leu Val Asp Tyr He Thr Lys 

1650 1655 1660 

thr Ser Cys His Leu Ala Pro Ser Cys Ser Ser Met Gin He Pro Cys 
1665 1670 1675 1680 

Pro Val Val Ala Ala Glu Pro Pro Pro Ser Thr Val Lys Thr Tyr His 

1685 1690 1695 

Tyr Leu Val Asp Pro His Phe Ala Gin Val Phe Leu Ser Lys Phe Thr 

1700 1705 1710 

Met Val Lys Asn Lys Ala Leu Arg Lys Gly Phe Pro 
1715 1720 1724 



<210> 2177 

<211> 555 

<212> PRT 

<213> Homo sapiens 



<400> 2177 



Phe 


Val Gly Ala 


Pro Arg Arg Gly 


Asn Pro Phe Gly 


Ser 


Pro 


Gly Asn 


1 




5 


10 






15 


Pro 


Gly Arg His 


Gin Gly Pro Cys 


His Arg Pro Arg 


Gly 


Thr 


Lys Ala 




20 




25 




30 




Ser 


Gly Val Ser 


Pro Thr Leu Trp 


Arg Pro Gin Ala 


Ala 


Ala 


Thr Gly 




35 


40 




45 






Leu 


Glu Met Pro 


Ser Ser Gly Arg 


Ala Leu Leu Asp 


Ser 


Pro 


Leu Asp 




50 


55 


60 
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Ser 


Glv 


Ser 


Leu 


Thr 


Ser 


Leu 


Asp 


Ser 


65 










70 








Glu 


Glv 


Glu 


Pro 


Leu 


Ala 


Leu 


Glv 


Asp 










85 










Gly 


Ser 


Ara 


Phe 


Val 


Leu 


Ser 


Gin 


Gin 








100 










105 


Thx 


Ara 


Leu 


Gly 


Lvs 


Leu 


Ala 


Val 


Val 






115 










120 




Gly 


Ala 


Leu 


Ala 


Ala 


Val 


Pro 


Ser 


Pro 




130 










135 






Asn 


Pro 


Val 


ASO 


Asn 


Glu 


Tvr 


Phe 


Phe 


145 










150 








Ara 


Tvr 


Val 


Leu 


His. 


Tvr 

1/X 


Tvr 
lyx 


Ara 


Thr 










165 










Gin 


Leu 


Cvs 


Ala 


Leu 


Ser 


Phe 


Leu 


Gin 








180 










185 


Sen 


Glu 


Leu 


Ser 


He 


Asp 


Ser 


Cys 


Cvs 






195 










200 




Lys 


Glu 


Leu 


Ser 


Glu 


Thr 


Leu 


Asp 


Phe 




aJLU 
















Glu 


Ser 


Gin 


Sis 


Glu 


Ser 


Glu 


Gin 


Asp 


225 










230 








Thx 


Val 




Gin 


Lys 


Leu 




Asn 


He 










?4.5 










Thr 


Ala 

Ala 


Ala 


«x3 


He 


Phe 


Glv 
vaxy 


Val 


He 








4b 3 V 












Car 


Tl ft 

X IB 


Tl ft 

lie 


H en 




Ala 

Aid 


utsu 




Gar 






4 to 














u6U 




Leu 


Leu 


VJ1U 


Tift 


Leu 




Tyr 














Z 33 






Glv 
vjxy 


Glu 


Phe 


Val 


Leu 


Ara 


Phe 


Leu 


Cvs 


3 v 3 










•Jin 
3 xu 








Leu 


Arg 


Lys 


Val 


Pro 


Asn 


He 


lie 


Asp 










3 <fi3 










xyt 


Tie 


11 IX 




T,pn 
JJCU 


Val 


Gl 1! 
OX 11 


Ser 


Leu 








340 










345 


Glu 


Leu 


Glu 


Asn 


Val 


Glv 
vsxy 


Ala 


His 


Cys 






•ice 










360 




Ara 


Ala 


Leu 


Ara 


Met 


Leu 


Lys 


Ala 


Tro 














3 / -3 






Ara 


Ser 


Leu 


Glv 


Met 


Thr 


He 


Thr 


Gin 












3 7U 








Leu 


Leu 


Leu 


Phe 


Leu 


Ser 


Val 


Gly 


He 










4 05 

** U 3 












Phe 


Ala 


Glu 


Gin 


Ser 


He 


Pro 


Aso 








420 










425 


Cvs 


Ala 


Trn 


Trp 


Trp 


Ala 


Thr 


Thr 


Ser 






435 










440 




ASO 
- 


lie 


Ara 


Pro 


Aso 


Thr 


Thr 


Thr 


Glv 




450 










455 






lie 


Leu 


Ser 


Gly 


He 


Leu 


Val 


Leu 


Ala 


465 










470 








Aso 


Ara 


Phe 


Ser 


Ala 


Cys 


Tvr 


Phe 


Thr 










485 










Val 


Arg 


Gin 


Arg 


Glu 


Ala 


Leu 


Lys 


Lys 








500 










505 


Asp 


Ser 


Tyr 


He 


Ser 


Val 


Asn 


Leu 


Arg 






515 










520 




Met 


Glu 


Met 


Leu 


Arg 


Leu 


Lys 


Gly 


Arg 




530 










535 






Ser 


Gly 


Gly 


Asp 


Asp 


Phe 


Trp 


Phe 




545 










550 




552 
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Ser 


Val 


Phe 


Cvs 
j 


Ser 


Glu 


Glv 




75 










B0 


Cvs 


Phe 


Thr 


Val 


Asn 


Val 


Glv 


90 










95 




Ala 


Leu 


Ser 


Cvs 


Phe 


Pro 


His 










110 






Val 


Ala 


Ser 


Tyr 


Arg 


Arg 


Pro 








125 








Leu 


Glu 


Leu 


Cys 


Asp 


Asp 


Ala 






140 










Asp 


Ara 


Ser 


Ser 


Gin 


Ala 


Phe 




155 










160 


Glv 


Ara 


Leu 


His 


Val 


Met 


Glu 


170 










175 




Glu 


He 


Gin 


Tvr 


Tro 


Gly 


He 










190 






Ara 
Axy 


Asp 


Ara 


Tvr 


Phe 


Ara 


Ara 








205 








Lys 


Lys 


Asp 


Thr 


Glu 


Asp 


Gin 






220 










Phe 


Ser 


Gin 


Glv 


Pro 


Cvs 


Pro 




235 










240 


Leu 


Glu 


Lvs 

uyo 


Pro 


Glv 


Ser 


Ser 


"> 5n 










<£3 3 




OCX 


Tl ft 
lie 


Tl ft 
lie 


Phft 


Val 

vdl 


(31 V 

k»xy 


Val 

VdX 










a / 1/ 






Ala 


Glu 


Leu 


Ser 


Axp 


Leu 


sen 








AO 3 








Val 


Pvs 
wye 


lie 


Ser 


Trn 


Phe 


Thr 
















Val 


«xy 


Asp 


Ara 


Cvs 


Ara 


Phe 




3X3 












Leu 


Leu 


Ala 


He 


Leu 


Pro 


Phe 












33 3 




OCX 


(31 v 


OCX 


Rl Tl 
wXU 


X11X 


X11X 


fil n 










350 






Pro 
ro 


Glv 


uys 


Leu 


arc 
*trg 


Leu 


Leu 








3D 3 








Glv 


Ara 


His 


Ser 


Thr 


Glv 


Leu 
















Cvs 


lyx 


Glu 


Glu 


Val 


Glv 
oxy 


Leu 




3 73 










400 


OCX 


He 


flic 


Ser 


X11X 


Val 


Glu 


410 










415 




Thr 


Thr 


Phe 


Thr 


Ser 


Val 


Pro 










430 






Met 


Thr 


Thr 


Val 


Glv 


Tvr 


Glv 








445 








Lvs 


He 


Val 


Ala 


Phe 


Met 


Cvs 






460 










Leu 


Pro 


lie 


Ala 


He 


He 


Asn 




475 










460 


Leu 


Lys 


Leu 


Lys 


Glu 


Ala 


Ala 


490 










495 




Leu 


Thr 


Lys 


Asn 


He 


Ala 


Thr 










510 






Asp 


Val 


Tyr 


Ala 


Arg 


Ser 


He 








525 








Glu 


Arg 


Ala 


Ser 


Thr 


Arg 


Ser 



540 
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<210> 2178 
<211> 1441 
<212> PRT 

<213> Homo sapiens 



<400> 2178 

Gly Thr His Pro Ala Ser Ser Gly Pro Val Pro Leu Pro Pro Ala Ala 

15 10 15 

Val Ser Ala Ala Thr Arg Glu Glu Leu Gly Glu Pro Val Pro Phe val 

20 25 30 

Thr Ala Ser Ser Gly Phe Gin Ser Met His Ser Ser Asn Pro Lys Val 

35 40 45 

Arg Ser Ser Pro Ser Gly Asn Thr Gin Ser Ser Pro Lys Ser Lys Gin 

50 55 60 

Glu Val Met Val Arg Pro Pro Thr Val Met Ser Pro Ser Gly Asn Pro 
65 70 75 80 

Gin Leu Asp Ser Lys Phe Ser Asn Gin Gly Lys Gin Gly Gly Ser Ala 

85 90 95 

Ser Gin Ser Gin Pro Ser Pro Cys Asp Ser Lys Ser Gly Gly His Thr 

100 105 HO 

'pro Lys Ala Leu Pro Gly Pro Gly Gly Ser Met Gly Leu Lys Asn Gly 

115 120 125 

Ala Gly Asn Gly Ala Lys Gly" Lys Gly Lys Arg Glu Arg Ser lie Ser 

130 135 140 

Ala Asp Ser Phe Asp Gin Arg Asp Pro Gly Thr Pro Asn Asp Asp Ser 
145 150 155 160 

Asp lie Lys Glu Cys Asn Ser Ala Asp His lie Lys Ser Gin Asp Ser 

165 170 175 

Gin His Thr Pro His Ser Met Thr Pro Ser Asn Ala Thr Ala Pro Arg 

180 185 190 

Ser Ser Thr Pro Pro His Gly Gin Thr Thr Ala Thr Glu Pro Thr Pro 

195 200 205 

Ala Gin Lys Thr Pro Ala Lys Val Val Tyr Val Phe Ser Thr Glu Met 

210 215 220 

Ala Asn Lys Ala Ala Glu Ala Val Leu Lys Gly Gin Val Glu Thr He 
225 230 235 240 

Val Ser Phe His He Gin Asn He Ser Asn Asn Lys Thr Glu Arg Ser 

245 250 255 

Thr Ala Pro Leu Asn Thr Gin He Ser Ala Leu Arg Asn Asp Pro Lys 

260 265 270 

Pro Leu Pro Gin Gin Pro Pro Ala Pro Ala Asn Gin Asp Gin Asn Ser 

275 280 285 

Ser Gin Asn Thr Arg Leu Gin Pro Thr Pro Pro He Pro Ala Pro Ala 

290 295 300 

Pro Lys Pro Ala Ala Pro Pro Arg Pro Leu Asp Arg Glu Ser Pro Gly 
305 310 . 315 320 

Val Glu Asn Lys Leu He Pro Ser Val Gly Ser Pro Ala Ser Ser Thr 

325 330 335 

Pro Leu Pro Pro Asp Gly Thr Gly Pro Asn Ser Thr Pro Asn Asn Arg 

340 345 350 

Ala Val Thr Pro Val Ser Gin Gly Ser Asn Ser Ser Ser Ala Asp Pro 

355 360 365 

Lys Ala Pro Pro Pro Pro Pro Val Ser Ser Gly Glu Pro Pro Thr Leu 

370 375 380 

Gly Glu Asn Pro Asp Gly Leu Ser Gin Glu Gin Leu Glu His Arg Glu 
385 390 395 400 

Arg Ser Leu Gin Thr Leu Arg Asp He Gin Arg Met t»eu Phe Pro Asp 

405 410 415 

Glu Lys Glu Phe Thr Gly Ala Gin Ser Gly Gly Pro Gin Gin Asn Pro 

420 425 430 

Gly Val Leu Asp Gly Pro Gin Lys Lys Pro Glu Gly Pro He Gin Ala 
435 ~ 440 445 
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Met 


Met 


Ala 


Gin 




450 






Asp 


Val 


Gly 


Ala 


465 








Ser 


Pro 


Asp 


Glu 


He 


Gly 


Pro 


Asp 








500 


Leu 


Lys 


Leu 


Gin 






515 




Gin 


val 


Val 


Val 




530 






His 


Gly 


Pro 


Arg 


545 








Thr 


Pro 


Ser 


Glu 


Gly 


He 


Asn 


Met 








con 


Pro 


Asn 


Met 


Pro 






595 




lie 


Asn 


Ser 


Glu 




610 






Pro 


Gly 


Leu 


Ser 


625 








Asp 


Gly 


Arg 


Asn 


Arg 


Gly 


Glu 


Arg 








660 


Gin 


Gin 


Gin 


Leu 






675 




Met 


Glu 


Gly 


He 




690 






Ser 


Gin 


Arg 


His 


705 








Pro 


Val 


Glu 


Gly 


He 


Pro 


Pro 


Gin 








740 


Pro 


Ser 


Gly 


Met 






755 




Asn 


Ser 


Gin 


Met 




770 






Glu 


Glu 


Met 


Leu 


785 








Gin 


Gin 


Lys 


Met 


Tyr 


Gly 


Met 


Gly 








q o n 


Ser 


Asn 


Ser 


Gly 






835 




Arg 


Thr 


Asn 


Ser 




850 






Ser 


Ser 


Asn 


Pro 


865 








Leu 


Gly 


Arg 


Lys 


Ser 


Pro 


Gly 


lie 








900 


Ser 


Pro 


Met 


Leu 






915 




Pro 


Ser 


Gin 


Leu 




930 






He 


Lys 


Ser 


Pro 



945 



Ser 


Gin 


Ser 


Leu 






455 




Pro 


Phe 


Gly 


Pro 




470 






Met 


Val 


Pro 


Pro 


485 








His 


Leu 


Asp 


His 


Gin 


Glu 


Phe 


Tyr 








C "5 rt 

520 


Gin 


Gin 


Cys 


Ser 






535 




Gly 


Val 


Val 


Arg 




550 






Gly 


Trp 


Ala 


Pro 


565 








Pro 


His 


Ser 


Leu 


Gly 


Ser 


Gin 


Met 








600 


Met 


Glu 


Gly 


Pro 






615 




Gly 


Val 


Ser 


Trp 




630 






Phe 


Pro 


Pro 


Gly 


645 








Phe 


Pro 


Asn 


Pro 


Ala 


Glu 


Lys 


Gin 








680 


Arg 


Pro 


Ser 


Met 






695 




Met 


Glu 


Pro 


Gly 




710 






Pro 


Leu 


Ser 


Pro 


725 








Met 


Gly 


Pro 


Gly 


Lys 


Gly 


Asp 


Val 








760 


He 


Pro 


Gin 


Lys 






775 




Lys 


Leu 


Arg 


Pro 




790 






Val 


Pro 


Leu 


Pro 


805 








Pro 


Arg 


Pro 


Phe 


Leu 


Arg 


Asn 


Leu 








o a a 
840 


Arg 


Leu 


Ser 


HiS 






855 




Thr 


Ser 


Leu 


Asn 




870 






Pro 


Leu 


Asp 


He 


885 








Asn 


Pro 


Leu 


Lys 


Gly 


Ser 


Pro 


Ser 








920 


Ala 


Gly 


Met 


Leu 






935 




Pro 


Val 


Leu 


Gly 




950 







Gly 


Lys 


Gly Pro 






a c n 


Gin 


Gly 


His Arg 






475 


Ser 


Met 


Asn Ser 




490 




Met 


Thr 


Pro Glu 


505 






Glu 


Glu 


Lys Arg 


Leu 


Gin 


Asp Met 








Gly 


Pro 


Pro Pro 






555 


Gly 


Gly 


Thr Glu 




570 




Pro 


Pro 


Arg Gly 


585 






Arg 


Leu 


Pro Gly 


Asn 


Val 


Pro Asn 






620 


Pro 


Asp 


Asp Val 






635 


Gin 


Gly 


He Phe 




650 




Gin 


Gly 


Leu Ser 


665 






Leu 


Gly 


Leu Pro 


Glu 


Met 


Asn Arg 






700 


Asn 


Asn 


Pro He 






715 


Ser 


Arg 


Gly Asp 




730 




Arg 


Glu 


Leu Glu 


745 






Asn 


Leu 


Asn Val 


Met 


Arg 


Glu Ala 






7B0 


Gly 


Gly 


Ser Asp 






795 


Phe 


Gly 


Glu His 




810 




Leu 


Pro 


Met Ser 


825 






Arg 


Glu 


Pro lie 


Met 


Pro 


Pro Leu 








Thr 


Ala 


Pro Pro 






875 


Ser 


Val 


Ala Gly 




890 




Ser 


Pro 


Thr Met 


905 






Gly 


Asn 


Leu Lys 


Ala 


Gly 


Pro Ala 






940 


Ser 


Ala 


Ala Ala 



955 



Gly Pro 


Arg Thr 


Asp Val 


Pro Phe 




480 


Gin Ser 


Gly Thr 




495 


Gin He 


Ala Trp 


510 




Arg Lys 


Pro Glu 


525 




Met Val 


His Gin 


Pro Tyr 


Gin Met 




560 


Pro Phe 


Ser Asp 




575 


Met Ala 


Pro His 


590 




Phe Ala 


Gly Met 


605 




Pro Ala 


Ser Arg 


Pro Lys 


He Pro 




640 


Ser Gly 


Pro Gly 




655 


Glu Glu 


Met Phe 


670 




Pro Gly 


Met Ala 


685 




Met He 


Pro Gly 


Phe Pro 


Arg He 




720 


Phe Pro 


Lys Gly 




735 


Phe Gly 


Met Val 


750 




Asn Met 


Gly Ser 


765 




Gly Ala 


Gly Pro 


Met Leu 


Pro Ala 




800 


Pro Gin 


Gin Glu 




815 


Gin Gly 


Pro Gly 


830 




Gly Pro 


Asp Gin 


845 




Pro Leu 


Asn Pro 


Val Gin 


Arg Gly 




880 


Ser Gin 


Val His 




895 


His Gin 


Val Gin 


910 




Ser Pro 


Gin Thr 


925 




Ala Ala 


Ala Ser 


Ser Pro 


Val «His 




960 
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Leu Lys Ser Pro Ser Leu Pro Ala Pro Ser Pro Gly Trp Thr Ser Ser 

965 970 975 

Pro Glu Pro Pro Leu Ola Ser Pro Gly lie Pro Pro Asa His Lys Ala 

980 965 990 

Pro Leu Thr Met Ala Ser Pro Ala Met Leu Gly Asn Val Glu Ser Gly 

995 1000 1005 

Gly Pro Pro Pro Pro Thr Ala Ser Gla Pro Ala Ser Val Asa lie Pro 

1010 1015 1020 

Gly Ser Leu Pro Ser Ser Thr Pro Tyr Thr Met Pro Pro Glu Pro Thr 
1025 1030 1035 1040 

Leu Ser Gla Asa Pro Leu Ser He Met Met Ser Arg Met Ser Lys Phe 

1045 1050 1055 

Ala Met Pro Ser Ser Asa Pro Gly Tyr Asn His Asp Ala He Lys Thr 

1060 1065 1070 

Val Ala Ser Ser Asp Asp Asp Ser Pro Pro Ala Arg Ser Pro Asa Leu 

1075 1080 1085 

Pro Ser Met Asa Asa Met Pro Gly Met Gly He Asn Thr Gla Asa Pro 

1090 1095 HOO 

Ara He Ser Gly Pro Asa Pro Val Val Pro Met Pro Thr Leu Ser Pro 
1105 1110 1H5 H20 

Met Gly Met Thr Gla Pro Leu Ser His Ser Asa Gla Met Pro Ser Pro 

1125 1130 H35 

Asa Ala Val Gly Pro Asa He Pro Pro His Gly Val Pro Met Gly Pro 

1140 H45 H50 

Gly Leu Met Ser His Asa Pro He Met Gly Hie Gly Ser Gla Glu Pro 

1155 H60 H65 

Pro Met Val Pro Gla Gly Arg Met Gly Phe Pro Gin Gly Phe Pro Pro 

1170 1175 H80 

Val Gin Ser Pro Pro Gla Gla Val Pro Phe Pro His Asn Gly Pro Ser 
1185 H90 H95 1200 

Gly Gly Gla Gly Ser Phe Pro Gly Gly Met Gly Phe Pro Gly Glu Gly 

1205 1210 1215 

Pro Leu Gly Arg Pro Ser Asn Leu Pro Gin Ser Ser Ala Asp Ala Ala 

1220 1225 1230 

Leu Cys Lys Pro Gly Gly Pro Gly Gly Pro Asp Ser Phe Thr Val Leu 

1235 1240 1245 

Gly Asn Ser Met Pro Ser Val Phe Thr Asp Pro Asp Leu Gin Glu Val 

1250 1255 1260 

He Arg Pro Gly Ala Thr Gly He Pro Glu Phe Asp Leu Ser Arg He 
1265 1270 1275 12B0 

He Pro Ser Glu Lys Pro Ser Gin Thr Leu Gla Tyr Phe Pro Arg Gly 

1285 1290 1295 

Glu Val Pro Gly Arg Lys Gla Pro Gla Gly Pro Gly Pro Gly Phe Ser 

1300 1305 1310 

His Met Gin Gly Met Met Gly Glu Gla Ala Pro Arg Met Gly Leu Ala 

1315 1320 1325 

Leu Pro Gly Met Gly Gly Pro Gly Pro Val Gly Thr Pro Asp He Pro 

133 0 1335 1340 

Leu Gly Thr Ala Pro Ser Met Pro Gly His Asa Pro Met Arg Pro Pro 
1345 1350 1355 1360 

Ala Phe Leu Gin Gla Gly Met Met Gly Pro His His Arg Met Met Ser 

1365 1370 1375 

Pro Ala Gin Ser Thr .Met Pro Gly Gla Pro Thr Leu Met Ser Asn Pro 

1380 13B5 1390 

Ala Ala Ala Val Gly Met He Pro Gly Lys Asp Arg Gly Pro Ala Gly 

1395 1400 1405 

Leu Tyr Thr His Pro Gly Pro Val Gly Ser Pro Gly Met Met Met Ser 

1410 1415 1420 

Met Gin Gly Met Met Gly Pro Asn Arg Thr Ser 
1425 * 1430 1435 
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<211> 145 
<212> PRT 

<213> Homo sapiens 



<400> 2179 



Ala 


Ser 


Phe 


Phe 


Asn 


Phe 


Ser 


He 


1 








5 








Val 


Gly 


Pro 


Pro 
20 


Val 


Gly 


His 


Pro 


His 


Gly 


Pro 
35 


Gly 


Gly 


Arg 


Gly 


Ser 
40 


Ala 


Pro 
50 


Gly 


Gly 


Gly 


Arg 


Arg 
55 


Ser 


Ala 


Ser 


Thr 


Cys 


Pro 


Pro 


Ser 


Pro 


65 










70 






Gly 


Pro 


Ser 


Pro 


Pro 
85 


Pro 


Pro 


Ser 


Ala 


Ala 


Ala 


Ser 
100 


Ser 


Thr 


Ser 


Ser 


Ala 


Ser 


Ser 
115 


Arg 


Trp 


Gly 


val 


Arg 
120 


Gly 


Glu 
130 


Arg 


Glu 


Pro 


Arg 


Asp 
135 


Arg 



<210> 2180 
<211> 643 
<212> PRT 

<213> Homo sapiens 



<400> 2180 



Leu 


Pro 


Glu 


Arg 


Ala 


Phe 


Gly 


Pro 


1 








5 








Arg 


Arg 


Arg 


Arg 


Leu 


Leu 


Leu 


Ser 








20 










Leu 


Asp 


Arg 


Glu 


Pro 


Arg 


Ala 


Pro 






35 










40 


Ala 


Gly 


Thr 


Ala 


Gin 


Asp 


Pro 


Ala 




50 










55 




Val 


Ala 


Gly 


Gly 


Ala 


Ala 


Gly 


Pro 


65 










70 






Trp 


Trp 


Leu 


Leu 


Cys 


Ala 


Ala 


Ala 










85 








Asp 


Pro 


Ala 


Ser 


Lys 


Ser 


Arg 


Ser 








100 










Gly 


Ala 


Lys 


Gly 


Phe 


Ser 


Ser 


Ser 






115 










120 


Gly 


Glu 


His 


Leu 


Arg 


lie 


Cys 


Pro 




130 










135 




Glu 


Met 


Glu 


Glu 


Asn 


Leu 


Ala 


Asn 


145 










150 






Ala 


Leu 


Arg 


Asp 


Ser 


Ser 


Arg 


Val 










165 








Leu 


Arg 


Ser 


Phe 


Asp 


Asp 


His 


Phe 








180 










Arg 


Thr 


Leu 


Gin 


Ala 


Thr 


Phe 


Pro 






195 










200 


Gin 


Asn 


Ala 


Arg 


Ala 


Phe 


Arg 


Asp 




210 










215 





Cys 


He 


Cys 


Lys 


He He 


Leu 


Glu 




10 








15 




Ala 


His 


Asd 


Asd 


Val Gly 


Glv 


Aro 


25 








30 






Arg 


Ser 


Pro 


Arg 


Ser Leu 


Gin 


Cys 










45 






Gly 


Cys 


Pro 


Ala 


Gly ser 


Ser 


Pro 








60 








Gly 


Gly 


Ser 


Gly 


Ala Asp 


Arg 


Phe 






75 








on 


Arg 


Glu 


Ala 


Ala 


Pro Thr 


Ala 


Gly 




90 








95 




Gly 


Ala 


Ser 


Cys 


Pro Pro 


Val 


Pro 


105 








110 






Ser 


Arg 


Thr 


Arg 


Ser Gly 


Ser 


Gly 










125 








OCI 


Glu 


Am 


Pro Arg 


Leu 


val 








i An 






1 A A 
144 


Arg 


J. ILL 




Arg 


Ala Pro 


Arg 


Arg 




10 








15 




Pro 


Pro 


Pro 


A5~cr 


Pro Pro 


Pro 


Pro 


25 








30 






Glv 


Pro 




Leu 


Cys Pro 


Ser 












45 








He 


Arc 


Glu 


Arg Arg 


Glv 










60 








Ala 


Met 


Glu 


lieu 


Arg Ala 




Glv 






75 








80 


Ala 


Leu 


Val 


Ala 


Cys Ala 


Arcr 


Glv 




90 












Cys 


Glv 


Glu 


Val 


Arg Gin 


lie 












1 1A 

11U 






Asp 


val 


Pro 


Gin 


Ala Glu 


He 


Ser 










125 






Gin 


Gly 


Tyr 


Thr 


Cys Cys 


Thr 


Ser 








140 








Arg 


Ser 


His 


Ala 


Glu Leu 


Glu 


Thr 






155 








160 


Leu 


Gin 


Ala 


Met 


Leu Ala 


Thr 


Gin 




170 








175 




Gin 


His 


Leu 


Leu 


Asn Asp 


Ser 


Glu 


185 








190 






Gly 


Ala 


Phe 


Gly 


Glu Leu 


Tyr 


Thr 










205 






Leu 


Tyr 


Ser 


Glu 


Leu Arg 


Leu 


Tyr 








220 









1260 



WO 01/57188 



PCT/US01/03800 



Tyr 


Arg 


Gly 


Ala 


Asn 


Leu 


His 


Leu 


Glu 


Glu 


Thr 


Leu 


Ala 


Glu 


Phe 


Trp 


225 










230 










Z Jb 












Ala 


Arg 


Leu 


Leu 


Glu 


Arg 


Leu 


Pne 


Lys 


Gin 


Leu 


rilS 


Fro 


bin 


Leu 


Leu 










245 










ZO\J 














Leu 


Pro 


Asp 


Asp 


Tyr 


Leu 


Asp 


Cys 


Leu 


Giy 


Lys 


i3j.n 


H-LSL 






Leu 








Zo U 










ZOO 










970 






Arg 


Pro 


Pne 


Gly 


Glu 


Ala 


Pro 


Arg 


Glu 


Leu 


Arg 


Lieu 


Arg 


Ala 


mr 


Arg 






2 to 










*j □ n 










AOS 








Ala 


Phe 


Val 


Ala 


Ala 


Arg 


Ser 


Tit, — 

Pne 


Val 


Gin 


Gly 


Lieu 


Qi y 


vai 








2 90 










2 95 










inn 










Aop 


Val 


val 


Arg 


Lys 


Val 


Ala 


rtl mm 

Gin 


val 


Pro 


Leu 


Giy 


pro 


uJ.u 


Cys 


Ser 


305 










310 










315 










jzu 


Arg 


Ala 


Val 


lie 


Glu 


Ala 


Gly 


Ser 


Tyr 


Cys 


Ala 


Lieu 


TT-5 -» 

HIS 


Cys 


Val 


«iy 










325 










330 










■a ■» c 




Val 


Pro 


Gly 


Ala 


Arg 


Pro 


Cys 


Pro 


Asp 


Tyr 


Cys 


Arg 


Asn 


vai 


Leu 


L»ys 








340 










345 
















Gly 


Cys 


Leu 


Ala 


Asn 


Gin 


Ala 


Asp 


Leu 


Asp 


Ala 


Glu 


Trp 


Arg 


Asn 


Leu 






355 










360 










JOS 








Leu 


Asp 


Ser 


Met 


Val 


Leu 


He 


Thr 


Asp 


Lys 


Phe 


Trp 


Gly 


Thr 


Ser 


Gly 




370 










375 










380 










Val 


Glu 


Ser 


Val 


He 


Gly 


Ser 


Val 


His 


Thr 


Trp 


Leu 


Ala 


Glu 


Ala 


He 


385 










390 










395 










400 


Asn 


Ala 


Leu 


Gin 


ASP 


Asn 


Arg 


Asp 


Thr 


Leu 


Thr 


Ala 


Lys 


Val 


lie 


Gin 










405 










410 










415 




Gly 


Cys 


Gly 


Asn 


Pro 


Lys 


Val 


Asn 


Pro 


Gin 


Gly 


Pro 


Gly 


Pro 


Glu 


Glu 








420 










425 










4 J u 






Lys 


Arg 


Arg 


Arg 


Gly 


Lys 


Leu 


Ala 


Pro 


Arg 


Glu 


Arg 


Pro 


Pro 


Ser 


Gly 






435 










440 










445 








Thr 


Leu 


Glu 


Lys 


Leu 


Val 


Ser 


Glu 


Ala 


Lys 


Ala 


Gin 


Leu 


Arg 


Asp 


Val 




450 










455 










460 










Gin 


Asp 


Phe 


Trp 


He 


Ser 


Leu 


Pro 


Gly 


Thr 


lieu 


Cys 


Ser 


Glu 


Lys 


Met 


465 










470 










475 










480 


Ala 


Leu 


Ser 


Thr 


Ala 


Ser 


Asp 


Asp 


Arg 


Cys 


Trp 


Asn 


Gly 


Met 


Ala 


Arg 










485 










490 










/l Q C 




Gly 


Arg 


Tyr 


Leu 


Pro 


Glu 


Val 


Met 


Gly 


Asp 


Gly 


Leu 


Ala 


Asn 


Gin 


lie 








500 










505 










510 






Asn 


Asn 


Pro 


Glu 


val 


Glu 


Val 


Asp 


He 


Thr 


Lys 


Pro 


Asp 


Met 


Thr 


lie 






515 










520 










525 








Arg 


Gin 


Gin 


lie 


Met 


Gin 


Leu 


Lys 


He 


Met 


Thr 


Asn 


Arg 


Leu 


Arg 


Ser 




530 










535 










540 










Ala 


Tyr 


Asn 


Gly 


Asn 


Asp 


Val 


Asp 


Phe 


Gin 


Asp 


Ala 


Ser 


Asp 


Asp 


Gly 


0*iO 




















ccc 

000 










560 


Ser 


Gly 


Ser 


Gly 


Ser 


Gly 


Asp 


Gly 


Cys 


Leu 


Asp 


Asp 


Leu 


Cys 


Gly 


Arg 










565 










570 










575 




Lys 


Val 


Ser 


Arg 


Lys 


Ser 


Ser 


Ser 


Ser 


Arg 


Thr 


Pro 


Leu 


Thr 


His 


Ala 








580 










585 










590 






Leu 


Pro 


Gly 


Leu 


Ser 


Glu 


Gin 


Glu 


Gly 


Gin 


Lys 


Thr 


Ser 


Ala 


Ala 


Ser 






595 










600 










605 








Cys 


Pro 


Gin 


Pro 


Pro 


Thr 


Phe 


Leu 


Leu 


Pro 


Leu 


Leu 


Leu 


Phe 


Leu 


Ala 




610 










615 










620 










Leu 


Thr 


Val 


Ala 


Arg 


Pro 


Arg 


Trp 


Arg 

















625 630 633 



<210> 2181 
<211> 507 
<212> PRT 

<213> Homo sapiens 



<400> 2181 

Ala Ser Arg His Gly Met Thr Pro Gly Ala Leu Leu Met Leu Leu Gly 
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Ala 


Leu 


Glv 


Pro 


Pro 


Leu 


Ala 


Pro 








20 










Gly 


Arg 


Leu 


Arq 


Glu 


Lys 


Leu 


Phe 






35 










40 


Pro 


Ala 


Arq 


Glu 


Val 


Gly 


Asp 


Arq 




50 










55 




Leu 


Ala 


Gin 


Leu 


lie 


Ser 


Leu 


Asn 


65 










70 






Lys 


Val 


Tyr 


Leu 


Asp 


Leu 


Glu 


Trp 










85 








Pro 


Ala 


Glu 


His 


Asp 


Gly 


He 


Asp 








100 










Val 


Trp 


Leu 


Pro 


Asp 


Val 


Val 


Leu 






115 










120 


Asd 

may 


Val 


Ala 


Leu 


Ben 


lie 


Ser 


Val 




130 










135 




Ara 


Trp 


Gin 


Pro 


Pro 


Glv 


He 


Tvr 

a yx 


145 










icn 






Thr 


Tvr 


Phe 


Pro 


Phe 


Asp 




Gin 










i £ c 








Tvr 


Ser 


Tvr 


Asp 


Ser 


Ser 


Glu 


Val 








180 










Asp 


Glv 


Gin 


Gly 


His 




Glu 


Tie 

IXC 






195 












Qlu 


As XI 


Glv 


Gin 




Glu 


As D 


lie 




210 










oi c 




Pro 


Pro 




>™ 

nop 




Arg 




fll Vf 


225 
















lie 


Phe 


lyr 


Leu 


Tl 0 




Arg 


Arg 










"> A C 








Val 


lie 


Ala 


Pro 


Cys 


XX c 


Leu 


Tl f» 
lie 


















Tvr 


Leu 


Pro 


Pro 


Asp 


2X1 a 


vjxy 


V9XU 
















zou 


Leu 


Leu 


Thr 




Thr 


Vdi 


Phe 






290 










5 QC. 




Glu 


Thx 


Ser 


Leu 


Ser 


Val 


Pro 


He 


















Met 


Val 


Leu 


Val 


Thx 


Phe 


Ser 


Val 


















Leu 


His 


Hi 3 


nxy 


Ser 


Pro 


His 


Thr 








340 










Gin 


lie 


Phe 


lie 


His 


Lys 


Leu 


Pro 






355 










360 


Lys 


Pro 


Glu 




Asp 


Leu 


Met 


Pro 




370 










37 5 




Gly 


Ser 


Glv 


Tro 


Glv 


Ara 


Glv 


Thr 


385 










390 






Pro 


Ser 


Asp 


Phe 


Lieu 


Phe 


Pro 


Lvs 










405 








Ser 


Ala 


Pro 


Asp 


Leu 


Arcr 


Ara 


Phe 








420 










Ala 


Leu 


Leu 


Pro 


Glu 


Leu 


Arq 


Glu 






435 










440 


Ala 


Arg 


Gin 


Leu 


Gin 


Glu 


Gin 


Glu 




450 










455 




Trp 


Gin 


Phe 


Val 


Ala 


Met 


Val 


Val 


465 










470 






lie 


lie 


Phe 


Thr 


Ser 


Val 


Gly 


Thr 










485 








Tyr 


His 


Leu 


Pro 


Pro 


Pro 


Asp 


Pro 



500 



Glv 


Val 


Ara 


Gly Ser Glu Ala 


Glu 


9 C 






O V 




Ser 


Glv 
uxy 




Art) fffi y" opr> Val 

A£>p OCX OCX VAX 


Ara 
Axrg 








45 




Val 


*ixg 


Val 


Ser Val Glv Leu 


lie 








60 




Glu 


Lys 


Asp 


Glu Glu Met Ser 


Thr 






75 




80 


Thr 


Asp 


Tvr 


Arg Leu Ser Trp 


Asp 




90 




95 




Ser 


Leu 


Ara 


He Thr Ala Glu 


Ser 


105 






110 




Leu 


Asn 


Asn 


Asn Asd Glv Asn 


Phe 












Val 


Val 


Ser 


C Tier** (31 v Cor 
0 ci /ta^f uij ocx 


Val 












Ara 


Ser 


Ser 


f*ve Opv Tl A f3l n 
^yo ocx xxc 0x11 


Val 






ICC 
133 




loU 


Asn 




XIXX 


Maf Val Phe* Cor* 

ric <— v ctx irilC OCX 


Cat* 

OCX 




x / \j 




1 *7 C 
l/D 




Oci 


T.on 
JjcU 


V9X11 


x ixL uiy Lieu uiy 


XT X VJ 


IOC 










ais 


Tl 0 

lie 


ais 


vjiu uriy inr rue 


Tl a 

lie 








one 






Lys 


T> rr > 

rro 


ocxT ATy LtcU lie 


en -n 
vjiu 












Arg 


VJlU 


rtl 


/Si »*, & wf f3l *», /ll 
vjxh Aiy uxu uiu 


Val 

VAX 










240 


Lys 




Leu 


"DVia Tvrr- T.caii Val 
flic lyx Lieu val 


Asn 








0 c e 




Thr 


Leu 


Leu 


Aia lie xrne vai 


Irfie 








/U 




Lys 






XJCU OCX XXC IT nc 


ai a 








AOS 




Leu 


Leu 


Leu 


Ala A cm TiVfl Val 

.fl i d AoU J AX 


Pro 








J Uu 




Tl A 

lie 


Tl A 

lie 


Lys 


1 yr xiexi weu irne 


inr 






^1 c 
Jib 






He 


Leu 


Ser 


Val Val Val T.aii 

VAX V 31 V AX UCU 


noil 












TT-5 « 


nl n 


ncl 


riu XJCU X XL/ VAX 


Arg 








^cn 




Leu 


Tvr 


Leu 


Irn T«»ii Tj\/s 21 ro 
jnx y us u ujr 0 #%x y 


Pro 








Iff C 
JOS 




Glu 


Pro 


Pro 


TT n 0 fH/e Cat* Qtf»T* 
AXo Lys OCX OCX 










380 




Asn 

may 


Glu 


Tvr 


Phe Tie Ara Lvs 


Pro 






395 




Ann 


Pro 


Asn 


Ara 


Pile Ql_ri Piro Qlu 


Leu 




4.1 n 




4X3 




lie 




Glv 


Pro Aen Ai?ct Ala 


Val 


425 










Val 


Val 


Ser 


Cay Tie Cat* TH/~r* 
ocx xxc ocx iyi 


Tl a 
xxc 








A AC 




Asp 


His 


Asp 


Ala Leu Lys Glu 


Asp 








460 




Asp 


Arg 


Leu 


Phe Leu Trp Thr 


Phe 






475 




480 


Leu 


Val 


He 


Phe Leu Asp Ala 


Thr 




490 




495 




Phe 


Pro 








505 


506 
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<210> 2182 
<211> 337 
<212> PRT 

<213> Homo sapiens 



<400> 2182 



Glu 


Thr 


Met 


Ala 


Lvs 


Asn 


Pro 


Pro 


Glu 


Asn 


Cvs 


Glu 


Asp 

AT 


Cvs 


His 


He 










5 










10 










15 




Leu 




Ala 


Glu 


Ala 


Phe 


Lvs 


Ser 


Lvs 


Lvs 


He 


Cvs 


LVS 


Ser 


Leu 


Lvs 








20 










25 










30 






lie 


^ys 


Gly 


Leu 


Val 


Phe 


Glv 
v*iy 


He 


Leu 


Ala 


Leu 


Thr 


Leu 


He 


Val 


Leu 






35 










40 










45 








file 


Him 

ixp 


vxy 


Cor 


Lys 


tli' a 
fllo 


lr He 


Trn 

irp 


prn 

f 1U 


Old 


Val 


Pro 


Lys 


Lys 


Ala 


Tvr 
xyi 




50 










55 










60 












Mat" 


VJlU. 


xx-t a 
ni a 


Thr 


Phe 


T\rr 


Ser 


Asn 


Glv 
uiy 


Glu 


Lys 


Lys 


Lys 


He 


Tvr 
ayx 


D 3 










70 










75 










80 


Meat- 
Wet- 


VjrlU 


lie 


Asp 


Pro 


val 




Arg 


1X11 


Glu 


Tie 
lie 


Phe 




Ser 


Glv 


Asn 










ft s; 










90 










95 




fl tr 

IJly 


Thr 


Asp 


OJ-U 


Thr 


Leu 


urlU 


Val 
Veil 


alb 


Asp 


Jr lie 


Lys 


Asn 


Gly 


Tyr 


Thr 








100 










105 










110 






uiy 


11c 


Tyr 


lr lltl 


Val 
Val 


rti v 


Leu 


fll n 


Lys 


Cys 


Phe 


He 


Lys 


Thr 


Gin 


He 






115 










120 










125 








Lys 


val 


Tl A 


Pro 


m ii 


IrHC 


Ser 


fX"\ ii 
ulU 


Pro 


m ii 

ulU 


m ii 


tv\ ti 

UlU 


Tie 
lie 


A 


Glu 


Asn 




13 0 










135 










140 












m ii 


Tl e» 
lie 


1 Hi 


1111 


iXil 


Jrile 


.flits 


m ii 

«1U 


V31U 


Car 
Oct 


Val 


He 




Val 


Pro 


145 










150 










155 










160 


ai a 

Hia 


fll n 




rlU 


Tl 
lie 


V3lU 


> en 

ABll 


A ITT 




Phe 


Leu 


Lys 


Asn 


Ser 


Lys 


He 










165 










170 










175 




L611 


m ii 


Tl o 
lie 


v^-ys 


Asp 


Asn 


Val 
veil 


l ill 


Met 




lip 


He 


Asn 


Pro 


Thr 


Leu 








180 










185 










190 






Tl <a 
lie 


OCl 


civ 
v^iy 


1UX 


£11 e 


Ala 


Lys 


Gin 


Leu 


His 


His 


Asn 


Phe 


Ala 


Phe 


He 






195 










2 00 










205 








He 


Leu 


Val 


Ser 


Glu 


Leu 


Gin 


Asp 


Phe 


Glu 


Glu 


Glu 


Gly 


Glu 


Asp 


Leu 




210 










215 










220 










His 


Phe 


Pro 


Ala 


Asn 


Glu 


Lys 


Lys 


Gly 


He 


Glu 


Gin 


Asn 


Glu 


Gin 


Trp 


225 










230 










235 










240 


Val 


Val 


Pro 


Gin 


Val 


Lys 


Val 


Glu 


Lys 


Thr 


Arg 


His 


Ala 


Arg 


Gin 


Ala 










245 










2.50 










255 




Ser 


Glu 


Glu 


Glu 


Leu 


Pro 


He 


Asn 


Asp 


Tyr 


Thr 


Glu 


Asn 


Gly 


He 


Glu 








260 










265 










270 






Phe 


Asp 


Pro 


Met 


Leu 


Asp 


Glu 


Arg 


Gly 


Tyr 


Cys 


Cys 


He 


Tyr 


Cys 


Arg 






275 










280 










285 








Arg 


Gly 


Asn 


Arg 


Tyr 


Cys 


Arg 


Arg 


Val 


Cys 


Glu 


Pro 


Leu 


Leu 


Gly 


Tyr 




290 










295 










300 










Tyr 


Pro 


Tyr 


Pro 


Tyr 


Cys 


Tyr 


Gin 


Gly 


Gly 


Arg 


Val 


He 


Cys 


Arg 


Val 


305 










310 










315 










320 


He 


Met 


Pro 


Cys 


Asn 


Trp 


Trp 


Val 


Ala 


Arg 


Met 


Leu 


Gly 


Arg 


Val 












325 










330 










335 





<210> 21B3 
<211> 162 
<212> PRT 

<213> Homo sapiens 



<400> 2183 

Glu Ala Glu Gly Glu Gin Val Cys Gly Ala Lys Cys Cys Gly Asp Ala 

15 10 15 

Pro His Val Glu Asn Arg Glu Glu Glu TTir Ala Arg He Gly Pro Gly 
20 25 30 
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sapiens 
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Lieu 




Tjf»u Tie Val Glu 

LCU 11C VCL1 V21LL 






45 


Asp 


Glu Lys 


Glu Gin Val Ala 




60 




Leu 


Asn Val 


S c»-»- Qln Tvr Cvs 




75 


80 


iro 


Val Arg 


Gin Piro lie Leu 








Leu 


Gly Glu 


Pro Gin Ala Arg 






110 


Gly 


Glu Glu 


Val Arg Gin Leu 






125 


Ser 


His Ser 


Leu Arg Ala Val 




140 




His 


Asp Glu 


Phe Cys Leu Met 




155 


160 



Pro 


Gly Ala 


Ala Val He Pro 


10 




15 


Leu 


Gly Gly 


Arg Ser Arg Gly 






30 


Arg 


Ala Pro 


Ala Ser Ala Ser 






45 


Ala 


Lys Met 


Ala Ala His Ala 




60 




Gin 


Ala Ala 


His Ala Glu Ala 




75 


80 


Gly 


Phe Ala 


Glu His Phe Arg 


90 




95 


Cys 


Val His 


Cys Leu Gin Ala 






110 


He 


Glu Ala 


Arg Thr His Leu 






125 


Thr 


Lys Asn 


Ser Glu Gin Ala 




140 




He 


Ser Gin 


Gin He Pro Gin 




155 


160 


Ser 


Leu Leu 


Ser Glu Leu Tyr 


170 




175 


Lys 


Pro Leu 


Leu Arg Lys Ala 






190 


Trp 


His Cys 


Arg Leu Leu Phe 






205 


Lys 


Asp Leu 


Val Ser Ala Cys 




220 




Ala 


Arg Val 


Val Gly Ser Glu 




235 


240 


Lys 


Gly Met 


Leu Leu Leu Met 


250 




255 


Leu 


Leu Thr 


Leu Cys Gly Gin 






270 


He 


Gin Lys 


Glu Ser Leu Arg 



285 
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Val Phe Phe Leu Val Leu Gin Val Thr His Tyr Leu Asp Ala Gly Gin 

290 295 300 

Val Lys Ser Val Lys Pro Cys Leu Lys Gin Leu Gin Gin Cys lie Gin 
305 310 315 320 

Thr lie Ser Thr Leu His Asp Asp Glu He Leu Pro Ser Asn Pro Ala 

325 330 335 

Asp Leu Phe His Trp Leu Pro Lys Glu His Met Cys Val Leu Val Tyr 

340 345 350 

Leu Val Thr Val Met His Ser Met Gin Ala Gly Tyr Leu Glu Lys Ala 

355 360 365 

Gin Lys Tyr Thr Asp Lys Ala Leu Met Gin Leu Glu Lys Leu Lys Met 

370 ^ 375 380 

Leu Asp Cys Ser Pro He Leu Ser Ser Phe Gin Val He Leu Leu Glu 
385 390 395 400 

His He He Met Cys Arg Leu Val Thr Gly His Lys Ala Thr Ala Leu 

405 410 415 

Gin Glu He Ser Gin Val Cys Gin Leu Cys Gin Gin Ser Pro Arg Leu 

420 425 430 

Phe Ser Asn His Ala Ala Gin Leu His Thr Leu Leu Gly Leu Tyr Cys 

435 440 445 

Val Ser Val Asn Cys Met Asp Asn Ala Glu Ala Gin Phe Thr Thr Ala 

450 455 460 

Leu Arg Leu Thr Asn His Gin Glu Leu Trp Ala Phe He Val Thr Asn 
465 470 475 480 

Leu Ala Ser Val Tyr He Arg Glu Gly Asn Arg His Gin Glu Val Val 

485 490 495 

Leu Tyr Ser Leu Leu Glu Arg He Asn Pro Asp His ser Phe Pro val 

500 505 510 

Ser Ser His Cys Leu Arg Ala Ala Ala Phe Tyr Val Arg Gly Leu Phe 

515 520 525 

Ser Phe Phe Gin Gly Arg Tyr Asn Glu Ala Lys Arg Phe Leu Arg Glu 

530 535 540 

Thr Leu Lys Met Ser Asn Ala Glu Asp Leu Asn Arg Leu Thr Ala Cys 
545 550 555 560 

Ser Leu Val Leu Leu Gly His He Phe Tyr Val Leu Gly Asn His Arg 

565 570 575 

Glu Ser Asn Asn Met Val Val Pro Ala Met Gin Leu Ala Ser Lys He 

580 585 590 

Pro Asp Met Ser Val Gin Leu Trp fier Ser Ala Leu Leu Arg Asp Leu 

595 600 605 

Asn Lys Ala Cys Gly Asn Ala Met Asp Ala His Glu Ala Ala Gin Met 

610 615 620 

His Gin Asn Phe Ser Gin Gin Leu Leu Gin Asp His He Glu Ala Cys 
625 630 635 640 

Ser Leu Pro Glu His Asn Leu He Thr Trp Thr Asp Gly Pro Pro Pro 

645 650 655 

Val Gin Phe Gin Ala Gin Asn Gly Pro Asn Thr Ser Leu Ala Ser Leu 
660 665 670 

Leu 
673 



<210> 2185 

<211> 312 

<212> PRT 

<213> Homo sapiens 



<400> 2185 

Pro Thr Arg Arg Pro He Leu Pro Leu Thr Ser Pro Lys Ala He Ser 

1 5 10 15 

Val Pro Ser Pro Leu Gin Gly Lys Gin His Thr Leu Val Lys Ser Cys 
20 25 30 
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Trp 
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250 




255 
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Lys Ala Pro Trp 


Arg 



300 



<210> 2186 
<211> 103 
<212> PRT 

<213> Homo sapiens 





<400> 2186 
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Pro 


Arg 


Ser 


Arg 


Pro 


Ser 


Cys 
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Arg 


Pro 
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Trp 
20 


Trp 


Gly 


Gly 
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He 


Arg 
35 
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Pro 
40 


Ala 
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Ser 
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Gly 
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Gly 
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Gly 
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Gly 


Ser 


Gly 


Arg 


Pro 


Pro 
100 


Pro 
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Arg 


Lys 


Lys Val Gly Pro 


Gly 




10 




15 




Gly 


Pro 


Pro 


Gly Gin Gly Arg 


Pro 


25 






30 




Met 
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Gly 


Ala Cys Gly Ala 


Val 








45 
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Ser Ser Leu Pro 


Asn 
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Ser 
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<211> 544 
<212> PRT 
<213> Homo sapiens 



<400> 2187 

Val Leu Arg Gly Gin Arg Gly Pro Ala Gly Gly Leu Ala Glu Glu Arg 

1 ~ 5 10 15 

Arg Arg Gly Arg Asn Glu Trp Arg lie His Asp Val Thr Thr Ala Pro 

20 25 30 

Phe Pro Gly Leu Val Gin Arg Arg Ser Arg Leu Leu lie Val Ser Gin 

35 40 45 

Val Arg Tyr Phe Leu Lys Asn Lys Val Ser Pro Asp Leu Cys Asn Glu 

50 " 55 60 

Asp Gly Leu Thr Ala Leu His Gin Cys Cys He Asp Asn Phe Glu Glu 
65 70 75 80 

He Val Lys Leu Leu Leu Ser His Gly Ala Asn Val Asn Ala Lys Asp 

85 90 95 

Asn Glu Leu Trp Thr Pro Leu His Ala Ala Ala Thr Cys Gly His lie 

100 105 110 

Asn Leu Val Lys He Leu Val Gin Tyr Gly Ala Asp Leu Leu Ala Val 

115 120 125 

Asn Ser Asp Gly Asn Met Pro Tyr Asp Leu Cys Glu Asp Glu Pro Thr 

130 ^ 135 140 

Leu Asp Val He Glu Thr Cys Met Ala Tyr Gin Gly He Tfcr Gin Glu 
145 150 155 160 

Lys He Asn Glu Met Arg Val Ala Pro Glu Gin Gin Met He Ala Asp 

165 170 175 

He His Cys Met He Ala Ala Gly Gin Asp Leu Asp Trp He Asp Ala 

180 185 190 

Gin Gly Ala Thr Leu Leu His He Ala Gly Ala Asn Gly Tyr Leu Arg 

195 200 205 

Ala Ala Glu Leu Leu Leu Asp His Gly Val Arg Val Asp Val Lys Asp 

210 215 220 

Trp Asp Gly Trp Glu Pro Leu His Ala Ala Ala Phe Trp Gly Gin Met 
225 230 235 240 

Gin Met Ala Glu Leu Leu Val Ser His Gly Ala Asn Leu Asn Ala Arg 

245 250 255 

Thr Ser Met Asp Glu Met Pro He Asp Leu Cys Glu Glu Glu Glu Phe 

260 265 270 

Lys Val Leu Leu Leu Glu Leu Lys His Lys His Asp Val He Met Lys 

275 280 285 

Ser Gin Leu Arg His Lys Ser Ser Leu Ser Arg Arg Thr Ser His Arg 

290 295 300 

Gin Ala Ser Ser Val Gly Lys Val Val Arg Arg Thr Gin Pro Val Gly 
305 310 315 320 

Thr Gly Pro Asn Leu Tyr Arg Lys Glu Tyr Glu Gly Glu Glu Ala He 

325 330 335 

Leu Trp Gin Arg Ser Ala Ala Glu Asp Gin Arg Thr Ser Thr Tyr Asn 

340 345 350 

Gly Asp He Arg Glu Thr Arg Thr Asp Gin Glu Asn Lys Asp Pro Asn 

355 360 365 

Pro tog Leu Glu Lys Pro Val Leu Leu Ser Glu Phe Pro Thr Lys He 

370 375 380 

Pro Arg Gly Glu Leu Asp Met Pro Val Glu Asn Gly Leu Arg Ala Pro 
385 390 395 400 

Val Ser Ala Tyr Gin Tyr Ala Leu Ala Asn Gly Asp Val Trp Lys Val 

405 410 415 

His Glu Val Pro Asp Tyr Ser Met Ala Tyr Gly Asn Pro Gly Val Ala 

420 425 430 

Asp Ala Thr Pro Pro Trp Ser Ser Tyr Lys Glu Gin Ser Pro Gin Thr 

435 440 445 

Leu Leu Glu Leu Lys Arg Gin Arg Ala Ala Ala Lys Leu Leu Ser His 
450 455 460 
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<210> 2188 

<211> 1851 

<212> PRT 

<213> Homo sapiens 



<400> 2188 
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295 
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Ser 


Ser 
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315 
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Val 
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330 
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Gly 


Thr Arg 


Glu 


Ala 
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480 


Arg 
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Pro 






495 
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510 






Met 
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GlU 
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525 









Ala Leu 


Gin 


Leu 




15 




Ala Ser 
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Arg 


30 






Leu Asn 
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Leu 


45 






Ala Val 
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Ala 


Thr 






80 
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95 
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110 
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125 
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160 


Pro Gly 


Gly 
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175 
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Gly 


He 


190 
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Ala 


Phe 


205 
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240 
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255 




Ser Tyr 


Leu 


Glu 


270 






Ala Ala 


Phe 


Gly 


285 
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335 
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Tyr Lys Pro Phe His Gly Asp He Gin Cys Gly Gly His Ala Pro Gly 

355 360 365 

Ser Ser Lys Ser Phe Pro Cys Gly Ser Glu His Leu Pro Tyr Pro Leu 

370 * 375 380 

Gly Ser Arg Asp Gly Leu Arg Gly Thr Ala Val Leu Gin Arg Gly Gly 
385* 390 395 400 

Leu Asn Leu Thr Ala Val Thr Val Ala Ala Glu Asn Asn His Thr Val 

405 410 415 

Ala Phe Leu Gly Thr Ser Asp Gly Arg He Leu Lys Val Tyr Leu Thr 

420 425 430 

Pro Asp Gly Thr Ser Ser Glu Tyr Asp Ser He Leu Val Glu He Asn 

435 440 445 

Lys Arg Val Lys Arg Asp Leu Val Leu Ser Gly Asp Leu Gly Ser Leu 

450 455 460 

Tyr Ala Met Thr Gin Asp Lys Val Phe Arg Leu Pro Val Gin Glu Cys 
465 470 475 . 480 

Leu Ser Tyr Pro Thr Cys Thr Gin Cys Arg Asp Ser Gin Asp Pro Tyr 

485 490 495 

Cys Gly Trp Cys Val Val Glu Gly Arg Cys Thr Arg Lys Ala Glu Cys 

500 505 510 

Pro Arg Ala Glu Glu Ala Ser His Trp Leu Trp Ser Arg Ser Lys Ser 

515 520 525 

Cys Val Ala Val Thr Ser Ala Gin Pro Gin Asn Met Ser Arg Arg Ala 

530 535 540 

Gin Gly Glu Val Gin Leu Thr Val Ser Pro Leu Pro Ala Leu Ser Glu 
545 550 555 560 

Glu Asp Glu Leu Leu Cys Leu Phe Gly Glu Ser Pro Pro His Pro Ala 

565 570 575 

Arg Val Glu Gly Glu Ala Val lie Cys Asn Ser Pro Ser Ser He Pro 

580 585 590 

Val Thr Pro Pro Gly Gin Asp His Val Ala Val Thr He Gin Leu Leu 

595 600 605 

Leu Arg Arg Gly Asn He Phe Leu Thr Ser Tyr Gin Tyr Pro Phe Tyr 

610 615 620 

Asp Cys Arg Gin Ala Met Ser Leu Glu Glu Asn Leu Pro Cys He Ser 
625 $30 635 640 

Cys Val Ser Asn Arg Trp Thr Cys Gin Trp Asp Leu Arg Tyr His Glu 

645 650 655 

Cys Arg Glu Ala Ser Pro Asn Pro Glu Asp Gly He Val Arg Ala His 

660 665 670 

Met Glu Asp Ser Cys Pro Gin Phe Leu Gly Pro Ser Pro Leu Val He 

675 680 685 

Pro Met Asn His Glu Thr Asp Val Asn Phe Gin Gly Lys Asn Leu Asp 

690 695 700 

Thr Val Lys Gly Ser Ser Leu His Val Gly Ser Asp Leu Leu Lys Phe 
705 " 710 715 720 

Met Glu Pro Val Thr Met Gin Glu Ser Gly Thr Phe Ala Phe Arg Thr 

725 730 735 

Pro Lys Leu Ser His Asp Ala Asn Glu Thr Leu Pro Leu His Leu Tyr 

740 745 750 

Val Lys Ser Tyr Gly Lys Asn He Asp Ser Lys Leu His Val Thr Leu 

755 760 765 

Tyr Asp Cys Ser Phe Gly Arg Ser Asp Cys Ser Leu Cys Arg Ala Ala 

770 775 780 

Asn Pro Asp Tyr Arg Cys Ala Trp Cys Gly Gly Gin Ser Arg Cys Val 
785 790 795 800 

Tyr Glu Ala Leu Cys Asn Thr Thr Ser Glu Cys Pro Pro Pro Val He 

B05 810 815 

Thr Arg He Gin Pro Glu Thr Gly Pro Leu Gly Gly Gly He Arg He 

820 825 830 

Thr He Leu Gly Ser Asn Leu Gly Val Gin Ala Gly Asp He Gin Arg 

835 840 845 

He Ser Val Ala Gly Arg Asn Cys Ser Phe Gin Pro Glu Arg Tyr Ser 
850 855 860 
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Val Ser Thr Arg lie Val Cys Val lie Glu Ala Ala Glu Thr Pro Phe 
865 870 875 880 

Thr Gly Gly Val Glu Val Asp Val Phe Gly Lys Leu Gly Arg Ser Pro 

685 690 895 

Pro Asn Val Gin Phe Thr Phe Gin Gin Pro Lys Pro Leu Ser Val Glu 

900 905 910 

Pro Gin Gin Gly Pro Gin Ala Gly Gly Thr Thr Leu Thr He His Gly 

915 920 925 

Thr His Leu Asp Thr Gly Ser Gin Glu Asp Val Arg Val Thr Leu Asn 

930 935 940 

Gly Val Pro Cys Lys Val Thr Lys Phe Gly Ala Gin Lsu Gin Cys Val 
945 950 955 960 

Thr Gly Pro Gin Ala Thr Arg Gly Gin Met Leu Leu Glu Val Ser Tyr 

965 970 975 

Gly Gly Ser Pro Val Pro Asn Pro Gly He Phe Phe Thr Tyr Arg Glu 

980 985 990 

Asn Pro Val Leu Arg Ala Phe Glu Pro Leu Arg Ser Phe Ala Ser Gly 

995 1000 . 1005 

Gly Arg Ser He Asn Val Thr Gly Gin Gly Phe Ser Leu He Gin Arg 

1010 1015 1020 

Phe Ala Met Val Val He Ala Glu Pro Leu Gin Ser Trp Gin Pro Pro 
1025 1030 1035 1040 

Arg Glu Ala Glu Ser Leu Gin Pro Met Thr Val Val Gly Thr Asp Tyr 

1045 1050 1055 

Val Phe His Asn Asp Thr Lys Val Val Phe Leu Ser Pro Ala Val Pro 

1060 1065 1070 

Glu Glu Pro Glu Ala Tyr Asn Leu Thr Val Leu He Glu Met Asp Gly 

1075 1080 1085 

His Arg Ala Leu Leu Arg Thr Glu Ala Gly Ala Phe Glu Tyr Val Pro 

1090 1095 1100 

Asp Pro Thr Phe Glu Asn Phe Thr Gly Gly Val Lys Lys Gin Val Asn 
1105 1110 1115 1120 

Lys Leu He Arg Ala Arg Gly Thr Asn Leu Asn Lys Ala Met Thr Leu 

1125 1130 1135 

Gin Glu Ala Glu Ala Phe Val Gly Ala Glu Arg Cys Thr Met Lys Thr 

1140 1145 1150 

Leu Thr Glu Thr Asp Leu Tyr Cys Glu Pro Pro Glu Val Gin Pro Pro 

1155 1160 1165 

Pro Lys Arg Arg Gin Lys Arg Asp Thr Thr. His Aen Leu Pro Glu Phe 

1170 1175 1180 

He Val Lys Phe Gly Ser Arg Glu Trp Val Leu Gly Arg Val Glu Tyr 
1185 1190 1195 1200 

Asp Thr Arg Val Ser Asp Val Pro Leu Ser Leu He Leu Pro Leu Val 

1205 1210 1215 

He Val Pro Met Val Val Val He Ala Val Ser Val Tyr Cys Tyr Trp 

1220 1225 1230 

Arg Lys Ser Gin Gin Ala Glu Arg Glu Tyr Glu Lys He Lys Ser Gin 

1235 1240 1245 

Leu Glu Gly Leu Glu Glu Ser Val Arg Asp Arg Cys Lys Lys Glu Phe 

1250 1255 1260 

Thr Asp Leu Met He Glu Met Glu Asp Gin Thr Asn Asp Val His Glu 
1265 1270 1275 1260 

Ala Gly He Pro Val Leu Asp Tyr Lys Thr Tyr Thr Asp Arg Val Phe 

1285 1290 1295 

Phe Leu Pro Ser Lys Asp Gly Asp Lys Asp Val Met He Thr Gly Lys 

1300 1305 1310 

Leu Asp He Pro Glu Pro Arg Arg Pro Val Val Glu Gin Ala Leu Tyr 

1315 1320 1325 

Gin Phe Ser Asn Leu Leu Asn Ser Lys Ser Phe Leu He Asn Phe He 

1330 1335 1340 

His Thr Leu Glu Asn Gin Pro Glu Phe Ser Ala Arg Ala Lys Val Tyr 
1345 1350 1355 1360 

Phe Ala Ser Leu Leu Thr Val Ala Leu His Gly Lys Leu Glu Tyr Tyr 
1365 1370 1375 
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Thr Asp lie Met His Thr Leu Phe Leu Glu Leu Leu Glu Gin Tyr Val 

1380 1385 1390 

Val Ala Lys Asn Pro Lys Leu Met Leu Arg Arg Ser Glu Thr Val Val 

1335 1400 1405 

Glu Arg Met Leu Ser Asn Trp Met Ser He Cys Leu Tyr Gin Tyr Leu 

1410 1415 1420 

Lys Asp Ser Ala Gly Glu Pro Leu Tyr Lys Leu Phe Lys Ala lie Lys 
1425 1430 1435 1440 

His Gin Val Glu Lys Gly Pro Val Asp Ala Val Gin Lys Lys Ala Lys 

1445 1450 1455 

Tyr Thr Leu Asn Asp Thr Gly Leu Leu Gly Asp Asp Val Glu Tyr Ala 

1460 1465 1470 

Pro Leu Thr Val Ser Val He Val Gin Asp Glu Gly Val Asp Ala He 

1475 1480 1485 

Pro Val Lys Val Leu Asn Cys Asp Thr He Ser Gin Val Lys Glu Lys 

1450 1495 1500 

He He Asp Gin Val Tyr Arg Gly Gin Pro Cys Ser Cys Trp Pro Arg 
1505 1510 1515 1520 

Pro Asp Ser Val Val Leu Glu Trp Arg Pro Gly Ser Thr Ala Gin He 

1525 1530 1535 

Leu Ser Asp Leu Asp Leu Thr Ser Gin Arg Glu Gly Arg Trp Lys Arg 

1540 1545 1550 

Val Asn Thr Leu Met His Tyr Asn Val Arg Asp Gly Ala Thr Leu He 

1555 1560 1565 

Leu Ser Lys val Gly Val Ser Gin Gin Pro Glu Asp Ser Gin Gin Asp 

1570 1575 1580 

Leu Pro Gly Glu Arg His Ala Leu Leu Glu Glu Glu Asn Arg Val Trp 
1585 1590 1595 1600 

His Leu Val Arg Pro Thr Asp Glu Val Asp Glu Gly Lys Ser Lys Arg 

1605 1610 1615 

Gly Ser Val Lys Glu Lys Glu Arg Thr Lys Ala He Thr Glu He Tyr 

1620 1625 1630 

Leu Thr Arg Leu Leu Ser Val Lys Gly Thr Leu Gin Gin Phe Val Asp 

1635 1640 1645 

Asn Phe Phe Gin Ser Val Leu Ala Pro Gly His Ala Val Pro Pro Ala 

1650 1655 1660 

Val Lys Tyr Phe Phe Asp Phe Leu Asp Glu Gin Ala Glu Lys His Asn 
1665 ' 1670 1675 16B0 

He Gin Asp Glu Asp Thr He His He Trp Lys Thr Asn Ser Leu Pro 

1685 1690 1695 

Leu Arg Phe Trp Val Asn lie Leu Lys Asn Pro His Phe He Phe Asp 

1700 1705 1710 

Val His Val His Glu Val Val Asp Ala Ser Leu Ser Val He Ala Gin 

1715 1720 1725 

Thr Phe Met Asp Ala Cys Thr Arg Thr Glu His Lys Leu Ser Arg Asp 

1730 " 1735 1740 

Ser Pro Ser Asn Lys Leu Leu Tyr Ala Lys Glu He Ser Thr Tyr Lys 
1745 1750 1755 1760 

Lys Met Val Glu Asp Tyr Tyr Lys Gly He Arg Gin Met Val Gin Val 

1765 1770 1775 

Ser Asp Gin Asp Met Asn Thr His Leu Ala Glu He Ser Arg Ala His 

1780 1785 1790 

Thr Asp Ser Leu Asn Thr Leu Val Ala Leu His Gin Leu Tyr Gin Tyr 

1795 1800 1805 

Thr Gin Lys Tyr Tyr Asp Glu He He Asn Ala Leu Glu Glu Asp Pro 

1810 1815 1820 

Ala Ala Gin Lys Met Gin Leu Ala Phe Arg Leu Gin Gin He Ala Ala 
1825 1830 1835 1840 

Ala Leu Glu Asn Lys Val Thr Asp Leu 
1845 1849 
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<400> 2189 



Arg 


Ala 


Arg 


Arg 


Leu 


Ala 


Leu 


Gin 


Cys 


1 








5 










Thr 


Pro 


Gly 


Glu 


Gin 


Ser 


Gly 


Arg 


Arg 








20 










25 


Met 


Phe 


Ser 


Cvs 


Phe 


Cys 


Phe 


Ser 


Leu 






35 










40 




Thr 


Thr 


Val 


Thr 


Glu 


Cvs 


Asp 


Glu 


Asp 




50 










55 






Gin 


Thr 


Asp 


Cvs 

2 


Ser 


Ser 


Leu 


Arq 


Asp 


65 










70 








Pro 


Asp 


Ala 


Glv 


Ala 


Leu 


Val 


Glu 


Glu 










85 










Pro 


Gin 


Gin 


Gin 


Asn 


Val 


Glu 


Ala 


Thr 








100 










105 


Arcr 


Pro 


Ser 


Met 


Glv 


Asn 


Phe 


LVS 


Ser 






115 










120 






Ala 


Glu 


Ser 


Glv 


y 


Ser 


His 


Glv 




13 0 










135 






Val 


Val 


Ser 


Ser 


Gin 


Ser 


Glu 


Cys 


Gin 


145 










ISO 








His 


Glu 


Ser 


Pro 


Gin 


Asn 


Asn 


Ala 


Phe 










165 










Leu 


Gin 


Pro 




lie 


Asp 


Gin 




Thr 








180 










185 


Phe 


Glu 


Thr 


Arxr 


Gin 


ASD 


Leu 


Asn 


Glu 
















200 




Glv 


Val 


Lys 




Pro 


Ala 


Pro 


Ala 


Ser 




210 










215 






Glv 


Thr 


Asp 


Ser 


Ala 


Asp 


Pro 


Ser 


Pro 


225 










230 








Glu 


Ala 


Asp 


Ser 


Ala 


Pro 


Glu 


Asp 


Leu 










245 










Leu 


Leu 


Leu 


Tyr 


His 


lie 


Thr 


Asp 


Gly 








260 










265 


His 


Gly 


Cvs 


Ser 


Leu 


Phe 


Ser 


Gly 


Gin 






275 










280 




Pro 


Glu 


Ser 


Ala 


Pro 


Ser 


Pro 


Pro 


Ser 




290 










295 






Arcr 


Ser 


Ser 


Ser 


Arg 


Cys 


Ser 


Cvs 


Gly 


305 










310 








lie 


Thr 


Gin 


Leu 


Thr 


Lys His 


He 


Gin 










325 










Lys 


Phe 


Glu 


Glu 


Lys 


Phe 


Glu 


Gin 


Glu 








340 










345 


Gly 


Asp 


Lys 


Thr 


Ser 


Asn 


Pro 


Glu 


Val 






355 










3 60 




Ala 


Lys 


Gly 


Arg 


Lys 


Gin 


Leu 


Lys 


Glu 




370 










375 






Glu 


Gin 


Gly 


Ser 


Ala 


Pro 


Lys 


Gly 


Pro 


385 










390 








Gin 


Pro 


Thr 


val 


Pro 


Arg 


Glu 


Asn 


Gly 










405 










Glu 


Pro 


Ser 


Ser 


Ser 


Gly 


Glu 


Glu 


Thr 








420 










425 


Leu 


Lys 


Glu 


Arg 


Arg 


Glu 


Gin 


Leu 


Pro 






435 










440 




Thr 


Lys 


Gin 


Asp 


Lys 


Asn 


Leu 


He 


Lys 




450 










455 
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His 


Val 


Cys 


Val 


Cys 


Ala 


Leu 


10 










15 




Leu 


Pro 


Gly 


Gin 


Thr 


Trp 


Leu 










30 






Gin 


Asp 


Asn 


Ser 


Phe 


Ser 


Ser 








45 








Pro 


Val 


Ser 


lieu 


His 


Glu 


Asp 






60 










Glu 


Asn 


Asn 


Lys 


Glu 


Asn 


Tyr 




75 










80 


His 


Ala 


Pro 


Pro 


Ser 


Trp 


Glu 


90 










95 




Val 


Leu 


Val 




Ser 


Val 


Leu 










110 






Arcr 


LVS 


Pro 


LVS 


Ser 


He 


Phe 








125 








GlU 


Ser 


Gin 


Glu 


Thr 


Glu 


His 






140 










Val 


Arg 


Ala 


Gly 


Thr 


Pro 


Ala 




155 










160 


Lys 


Cvs 


Gin 


Glu 


Thr 


Val 


Arcx 


170 










175 




Ala 


Thr 


Ser 


Pro 


Lys 


Asp 


Ala 










190 






Glu 


Glu 


Ala 


Ala 


Gin 


Val 


His 








205 








Thr 


Gin 


Ser 


Val 


Leu 


Ala 


Asp 






220 










Val 


His 


LVS 


Asp 


Gly 


Gin 


Asn 




235 










240 


His 


Ser 


Val 


Gly 


Thr 


Ser 


Arg 


250 










255 




Asp 


Asn 


Pro 


Thr 


Ala 


Val 


Arg 










270 






Ser 


Gin 


Arg 


Phe 


Asn 


Leu 


Asp 








285 








Thr 


Gin 


Gin 


Phe 


Met 


Met 


Pro 






300 










Asp 


Gly 


Lys 


Glu 


Pro 


Gin 


Thr 




315 










320 


Ser 


Leu 


Lys 


Arg 


Lys 


He 


Arg 


330 










335 




Lys 


Lys 


Tyr 


Arg 


Pro 


Ser 


His 










350 






Leu 


Lys 


Trp 


Met 


Asn 


Asp 


Leu 








365 








Leu 


Lys 


Leu 


Lys 


Leu 


Ser 


Glu 






380 










Pro 


Arg 


Asn 


Leu 


Leu 


Cys 


Glu 




395 










400 


Lys 


Pro 


Glu 


Ala 


Ala 


Gly 


Pro 


410 










415 




Pro 


Asp 


Ala 


Ala 


Leu 


Thr 


Cys 










430 






Pro 


Gin 


Glu 


Asp 


Ser 


Lys 


Val 








445 








Pro 


Leu 


Tyr. 


ASp 


Arg 


Tyr 


Arg 
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He He Lys Gin He Leu Ser Thr Pro Ser Leu lie Pro Thr lie Val 
465 470 475 480 

Ser Gin Asp Thr Cys Met Leu Leu Leu Cys Thr Asp Val 
485 490 493 



<210> 2190 

<211> 686 

<212> PUT 

<213> Homo sapiens 



<400> 2190 

Phe Phe Arg Phe Tyr Phe Ser Phe He Arg Leu Phe Ala Met Ser Leu 

1 5 10 15 

Ala Asp Leu Thr Lys Thr Asn lie Asp Glu His Phe Phe Gly Val Ala 

20 25 30 

Leu Glu Asn Asn Arg Arg Ser Ala Ala Cys Lys Arg Ser Pro Gly Thr 

35 40 45 

Gly Asp Phe Ser Arg Asn Ser Asn Ala Ser Asn Lys Ser Val Asp Tyr 

50 55 60 

Ser Arg Ser Gin Cys Ser Cys Gly Ser Leu Ser Ser Gin Tyr Asp Tyr 
65 ~ 70 75 80 

Ser Glu Asp Phe Leu Cys Asp Cys Ser Glu Lys Ala He Asn Arg Asn 

85 ^ 90 95 

Tyr Leu Lys Gin Pro Val val Lys Glu Lys Glu Lys Lys Lys Tyr Asn 

100 105 HO 

Val Ser Lys He Ser Gin Ser Lys Gly Gin Lys Glu He Ser Val Glu 

115 120 125 

Lys Lys His Thr Trp Asn Ala Ser Leu Phe Asn Ser Gin He His Met 

130 135 140 

He Ala Gin Arg Arg Asp Ala Met Ala His Arg He Leu Ser Ala Arg 
145 150 155 160 

Leu His Lys He Lys Gly Leu Lys Asn Glu Leu Ala Asp Met His His 

165 170 175 

Lys Leu Glu Ala He Leu Thr Glu Asn Gin Phe Leu Lys Gin Leu Gin 

180 185 190 

Leu Arg His Leu Lys Ala He Gly Lys Tyr Glu Asn Ser Gin Asn Asn 

195 200 205 

Leu Pro Gin He Met Ala Lys His Gin Asn Glu Val Lys Asn Leu Arg 

210 215 220 

Gin Leu Leu Arg Lys Ser Gin Glu Lys Glu Arg Thr Leu Ser Arg Lys 
225 230 235 240 

Leu Arg Glu Thr Asp Ser Gin Leu Leu Lys Thr Lys Asp He Leu Gin 

245 250 255 

Ala Leu Gin Lys Leu Ser Glu Asp Lys Asn Leu Ala Glu Arg Glu Glu 

260 265 270 

Leu Thr His Lys Leu Ser He He Thr Thr Lys Met Asp Ala Asn Asp 

275 . 280 285 

Lys Lys He Gin Ser Leu Glu Lys Gin Leu Arg Leu Asn Cys Arg Ala 

290 295 300 

Phe Ser Arg Gin Leu Ala He Glu Thr Arg Lys Thr Leu Ala Ala Gin 
305 " 310 315 320 

Thr Ala Thr Lys Thr Leu Gin Val Glu Val Lys His Leu Gin Gin Lys 

325 330 335 

Leu Lys Glu Lys Asp Arg Glu Leu Glu He Lys Asn He Tyr Ser His 

340 345 350 

Arg He Leu Lys Asn Leu His Asp Thr Glu Asp Tyr Pro Lys Val Ser 

355 " 360 365 

Ser Thr Lys Ser Val Gin Ala Asp Arg Lys He Leu Pro Phe Thr Ser 

370 375 380 

Met Arg His Gin Gly Thr Gin Lys Ser Asp Val Pro Pro Leu Thr Thr 
385 390 395 400 
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Lys 


Gly 


Lys 


Lys 


Ala 


Thr 










405 




Glu 


He 


Asn 


His 


Glu 


He 








420 






Glu 


Asp 


Ser 


Lys 


Arg 


Lys 






435 








Leu 


Glu 


Val 


Gin 


He 


Leu 




450 










Lys 


Glu 


Asp 


Gin 


Glu 


Lys 


465 










470 


Leu 


Pro 


Pro 


Lys 


lie 


He 










485 




Gin 


Glu 


Asp 


Val 


Leu 


Val 








500 






Asn 


Gly 


Val 


Asp 


Asp 


Thr 






515 








Gly 


Pro 


Leu 


Arg 


Gin 


Arg 




530 










Asn 


Leu 


His 


His 


Gly 


Leu 


545 










550 


Asn 


Met 


Arg 


Tyr 


Ser 


His 










565 




Glu 


Met 


Glu 


Leu 


Glu 


His 








580 






Lys 


Ser 


Ser 


Arg 


He 


Lys 






595 








Ser 


Ser 


Leu 


Met 


Glu 


GlU 




610 










Asp 


Gin 


Ser 


Ser 


Pro 


Gly 


525 










630 


Ser 


Lys 


Glu 


Ser 


His 


Pro 










645 




Ala 


Phe 


Gly 


Asp 


Ser 


Lys 








660 






Ser 


Pro 


Thr 


Glu 


Gly 


Lys 



675 
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<400> 2191 



Ser 


Ser 


Arg 


Thr 


Arg 


Glu 


1 








5 




He 


Arg 


Leu 


Leu 


Gin 


Gly 








20 






Asn 


Ala 


Pro 


Ala 


Pro 


Gly 






35 








Thr 


Tyr 


His 


Ser 


Gly 


Arg 




50 










Arg 


Arg 


Gly 


Tyr 


Ser 


Ser 


65 










70 


Ser 


Leu 


Val 


Asn 


Arg 


Pro 










85 




Ala 


Val 


Arg 


Pro 


Leu 


His 








100 






Gin 


Gin 


His 


Val 


Leu 


Glu 






115 








Val 


Val 


He 


Lys 


Val 


Lys 



130 



Gly 


Asn 


He 


Asp 


His 


Lys 








410 






Pro 


His 


Cys 


Val 


Asn 


Lys 






425 








Tyr 


Glu 


Asp 


Leu 


Ser 


Gly 




440 










Leu 


Glu 


Asn 


Thr 


Gly 


Arg 


455 










460 


Lys 


Asn 


He 


Phe 


Val 


Lys 










475 




Glu 


Val 


He 


His 


Pro 


Glu 








490 






Arg 


Glu 


Lys 


Phe 


Lys 


Arg 






505 








Leu 


Gly 


Lys 


Gly 


Thr 


Ala 




520 










Arg 


His 


Tyr 


Ser 


Phe 


Thr 


535 










540 


Pro 


Ala 


Ser 


Gly 


Gly 


Pro 










555 




Ser 


Thr 


Gly 


Lys 


His 


Leu 








570 






Ser 


Asp 


Ser 


Gly 


Tyr 


Glu 






585 








Val 


Lys 
* 


ASp 


Thr 


Thr 


Phe 




600 










Leu 


Phe 


Gly 


Ser 


Gly 


Tyr 


615 










620 


Val 


Ala 


Lys 


Gly 


Ser 


Glu 










635 




Leu 


Pro 


Pro 


Ser 


Gin 


Ala 








650 






Val 


Thr 


Val 


Val 


Asn 


Ser 






665 








Arg 


Lys 


He 


He 


He 






680 






683 




Met 


Glu 


Glu 


Lys 


Glu 


lie 








10 






Leu 


He 


Asp 


Asp 


Tyr 


Lys 






25 








Thr 


Pro 


Ala 


Ala 


Ser 


Gly 




40 










Ala 


Phe 


Ser 


Ala 


Arg 


Tyr 


55 










60 


His 


His 


Gly 


Pro 


Ser 


Trp 










75 




Pro 


Gly 


Pro 


Ser 


Asp 


Pro 








90 






Gly 


Ala 


Arg 


Gly 


Gly 


Gin 






105 








Arg 


Gin 


Val 


Gin 


Leu 


Ser 




120 










Pro 


Pro 


Ser 


Lys 


Ser 


Gly 
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Glu 


Lys 


Ser 


Thr 






415 




Leu 


Pro 


Lys 


Gin 




430 






Glu 


Glu 


Lys 


His 


445 








Gin 


Lys 


Asp 


Lys 


Glu 


GlU 


Gin 


GlU 








480 


Arg 


Glu 


Ser 


Asn 






495 




Ser 


Met 


Gin 


Arg 




510 






Pro 


Tyr 


Thr 


Lys 


525 








Glu 


Ala 


Thr 


GlU 


Ala 


Asn 


Ala 


Gly 








560 


Ser 


Asn 


Arg 


Glu 






575 




Pro 


Ser 


Phe 


Gly 




590 






Arcr 


Asp 


Lvs 


Lys 


605 








Val 


Leu 


Lys 


Thr 


Glu 


Pro 


Leu 


Gin 








640 


Ser 


Thr 


Ser 


His 






655 




lie 


Lys 


Pro 


Ser 




670 






Leu 


Arg 


Arg 


Gin 






15 




Thr 


Leu 


His 


Gly 




30 






Trp 


Gin 


Pro 


Pro 


45 








Pro 


Arg 


Pro 


Ser 




Lvs 

**I 


Lvs 


Tyr 








80 


Pro 


Ala 


Asp 


His 






95 




Pro 


Pro 


Val 


Pro 




110 






Gin 


Gly 


Gin 


Asn 


125 








Ser 


Ala 


Ser 


Ala 
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Ser Gly Ala Gin Arg Gly Ser Leu Glu Glu Phe Glu Asp Thr Pro Trp 
145 150 155 160 

Ser Asp Gin Arg Pro Arg Glu Gly Glu Gly Glu Pro Pro Arg Gly Gin 

165 170 175 

Leu Gin Pro Ser Arg Pro Thr Arg Ala Arg Gly Thr Cys Ser Val Glu 

180 185 190 

Asp Pro Leu Leu Val Cys Gin Lys Glu Pro Gly Lys Pro Arg Met Val 

195 200 205 

Lys Ser Val Gly Ser Val Gly Asp Ser Pro Arg Glu Pro Arg Arg Thr 

210 215 220 

Val Ser Glu Ser Val He Ala Val Lys Ala Ser Phe Pro Ser Ser Ala 
225 230 235 240 

Leu Pro Pro Arg Thr Gly Val Ala Leu Gly Arg Lys Leu Gly Ser His 

245 250 255 

Ser Val Ala Ser Cys Ala Pro Gin Leu Leu Gly Asp Arg Arg Val Asp 

260 265 270 

Ala Gly His Thr Asp Gin Pro Val Pro Ser Gly Ser Val Gly Gly Pro 

275 280 285 

Ala Arg Pro Ala Ser Gly Pro Arg Gin Ala Arg Glu Ala Ser Leu Val 

290 295 300 

Val Thr Cys Arg Thr Asn Lys Phe Arg Lys Asn Asn Tyr Lys Trp Val 
305 * ~ 310 315 320 

Ala Ala Ser Ser Lys Ser Pro Arg Val Ala Arg Arg Ala Leu Ser Pro 

325 330 335 

Arg Val Ala Ala Glu Asn Val Cys Lys Ala Ser Ala Gly Met Ala Asn 

340 345 350 

Lys Val Glu Lys Pro Gin Leu He Ala Asp Pro Glu Pro Lys Pro Arg 

355 " 360 365 

Lys Pro Ala Thr Ser Ser Lys Pro Gly Ser Ala Pro Ser Lys Tyr Lys 

370 375 380 

Trp Lys Ala Ser Ser Pro Ser Ala Ser Ser Ser Ser Ser Phe Arg Trp 
385 390 395 400 

Gin Ser Glu Ala Gly Ser Lys Asp His Ala Ser Gin Leu Ser Pro Val 

405 410 415 

Leu Ser Arg Ser Pro Ser Gly Asp Arg Pro Ala Leu Ala His Ser Gly 

420 425 430 

Leu Lys Pro Leu Ser Gly Glu Thr Pro Leu Ser Ala Tyr Lys Val Lys 

435 440 445 

Thr Arg Thr Lys He He Arg Arg Arg Gly Ser Thr Ser Leu Pro Gly 

450 455 460 

Asp Lys Lys Ser Gly Thr Ser Pro Ala Ala Thr Ala Lys Ser His Leu 
465 "* 470 475 480 

Ser Leu Arg Arg Arg Gin Ala Leu Arg Gly Lys Ser Ser Pro Val Leu 

485 490 495 

Lys Lys Thr Pro Asn Lys Gly Leu Val Gin Val Thr Lys His Arg Leu 

500 " 505 510 

Cys Arg Leu Pro Pro Ser Arg Ala His Leu Pro Thr Lys Glu Ala Ser 

515 520 525 

Ser Leu His Ala Val Arg Thr Ala Pro Thr Ser Lys Val He Lys Thr 

530 535 540 

Arg Tyr Arg He Val Lys Lys Thr Pro Ala Ser Pro Leu Ser Ala Pro 
545 550 555 560 

Pro Phe Pro Leu Ser Leu Pro Ser Trp Arg Ala Arg Arg Leu Ser Leu 

565 570 575 

Ser Arg Ser Leu Val Leu Asn Arg Leu Arg Pro Val Ala Ser Gly Gly 

580 585 590 

Gly Lys Ala Gin Pro Gly Ser Pro Trp Trp Arg Ser Lys Gly Tyr Arg 

595 600 605 

Cys He Gly Gly Val Leu Tyr Lys Val Ser Ala Asn Lys Leu Ser 'Lys 

610 615 620 

Thr Ser Gly Gin Pro Ser Asp Ala Gly Ser Arg Pro Leu Leu Arg Thr 
625 "* 630 635 640 

Gly Arg Leu Asp Pro Ala Gly Ser Cys Ser Arg Ser Leu Ala Ser Arg 
645 650 655 
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Pro Val Val Glu Arg Asn Asn His Gin Thr Glu Leu Glu Val Pro Arg 

130 135 140 

Thr Pro Arg Thr Pro Thr Thr Pro Gly Phe Ala Ala Gin Asn Leu Pro 
145 " 150 155 160 

Asn Gly Tyr Pro Arg Tyr Pro Ser Phe Gly Asp Ala Ser Ser His Pro 

165 ' 170 175 

Ser Ser Arg His Pro Ser Val Gly Ser Ala Arg Leu Pro Ser Val Gly 

180 185 ISO 

Glu Glu Ser Thr His Pro Leu Leu Val Ala Glu Glu Gin Val His Thr 

195 200 205 

Tyr Val Asn Thr. Thr Gly Val Gin Glu Glu Arg Lys Asn Arg Thr Ser 

210 215 220 

Val His Val Pro Leu Glu Ala Arg Val Ser Asn Ala Glu Ser Ser Thr 
225 230 235 240 

Pro Lys Glu Glu Pro Ser Ser He Glu Asp Arg Asp Pro Gin He Leu 

245 250 255 

Leu Glu Pro Glu Gly Val Lys Phe Val Leu Gly Pro Thr Pro Val Gin 

260 265 270 

Lys Gin Leu Met Glu Lys Glu Lys Leu Glu Gin Leu Gly Arg Asp Gin 

275 280 285 

Val Ser Gly Ser Gly Ala Asn Asn Thr Glu Trp Asp Thr Gly Tyr Asp 

290 295 300 

Ser Asp Glu Arg Arg Asp Ala Pro Ser Val Asn Lys Leu Val Tyr Glu 
305 310 315 320 

Asn He Asn Gly Leu Ser He Pro Ser Ala Ser Gly val Arg Arg Gly 

325 330 335 

Arg Leu Thr Ser Thr Ser Thr Ser Asp Thr Gin Asn He Asn Asn Ser 

340 • 345 350 

Ala Gin Arg Arg Thr Ala Leu Leu Asn Tyr Glu Asn Leu Pro Ser Leu 

355 360 365 

Pro Pro Val Trp Glu Ala Arg Lys Leu Ser Arg Asp Glu Asp Asp Asn 

370 375 380 

Leu Gly Pro Lys Thr Pro Ser Leu Asn Gly Tyr His Asn Asn Leu Asp 
385 * 390 395 400 

Pro Met His Asn Tyr Val Asn Thr Glu Asn Val Thr Val Pro Ala Ser 

405 410 415 

Ala His Lys He Glu Tyr Ser Arg Arg Arg Asp Cys Thr Pro Thr Val 

420 425 430 

Phe Asn Phe Asp He Arg Arg Pro Ser Leu Glu His Arg Gin Leu Asn 

435 440 445 

Tyr He Gin Val Asp Leu Glu Gly Gly Ser Asp Ser Asp Asn Pro Gin 

450 455 460 

Thr Pro Lys Thr Pro Thr Thr Pro Leu Pro Gin Thr Pro Thr Arg Arg 
465 470 475 480 

Thr Glu Leu Tyr Ala Val He Asp He Glu Arg Thr Ala Ala Met Ser 

485 490 495 

Asn Leu Gin Lys Ala Leu Pro Arg Asp Asp Gly Thr Ser Arg Lys Thr 

500 505 510 

Arg His Asn Ser Thr Asp Leu Pro Leu 
515 520 521 



<210> 2193 

<211> 224 

<212> PRT 

<213> Homo sapiens 



<400> 2193 

Ala Gly Arg Pro Gly Thr Thr His Ala Ser Gly Lys Met Ala Tyr Gin 

15 10 15 

Ser Leu Arg Leu Glu Tyr Leu Gin He Pro Pro Val Ser Arg Ala Tyr 
20 25 30 
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<210> 2194 
<211> 129 
<212> PRT 

<213> Homo sapiens 



<400> 2194 
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<210> 2195 

<211> 452 

<212> PRT 

<213> Homo sapiens 



. <400> 2195 

Leu Tyr Pro Glu Asn Leu Gly Glu Ser Leu Phe Pro He Leu Leu Leu 
1 5 10 15 
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<210> 2196 
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<212> PRT 

<213> Homo sapiens 



<400> 2196 
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Gly 


Arg Leu 


505 







Cys Cys 


Cys 


Arg 




15 




Pro Glu 


Glu 


Leu 


30 






He Leu 


Pro 


Arg 


45 






Asn Asp 


Pro 


Tyr 


Arg Arg 


Tyr 


Glu 






80 


Cys Thr 


Gly 


Leu 




95 




Thr Gin 


Leu 


Lys 


110 






Gin Lys 


Gly 


Cys 


125 






Leu Thr 


Phe 


Val 


Glu Ala 


Gly 


Ser 






160 


Gin Val 


Pro 


Gly 




175 




Gly Val 


Leu 


Leu 


190 






Pro Met 


He 


His 


205 






Gin Ser 


lie 


Ser 


Ser Asp 


Arg 


Tyr 






240 


Ala Ala 


Gly 


Val 




255 




Phe Ser 


Leu 


Glu 


270 






Lys Val 


Leu 


Phe 


285 






Arg Ser 


Gly 


He 


Leu Leu 


Asn 


Phe 






320 


His Leu 


Trp 


Thr 




335 




He Gly 


Gly 


Leu 


350 






Ala Lys 


Tyr 


Arg 


365 






Val Leu 


Glu 


Ser 


Val Ala 


Ser 


Met 






400 


Gin He 


Gly 


Asn 




415 




Ser Ser 


He 


Lys 


430 






Ala Thr 


Leu 


Phe 


445 






His Gin 


Asp 


Gly 


Leu Tyr 


Phe 


Leu 






480 


Gly Leu 


Phe 


Val 




495 




Val Ala 


Asn 


Val 



510 
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Leu Lys Ser Tyr lie Gly Leu Gly Hie He Tyr Ser Gly Thr Phe Ala 

515 520 525 

Leu He Gly Ala Ala Ala Phe Leu Gly Gly Val Val Arg Met Thr He 

530 535 540 

Ser Leu Thr Val He Leu He Glu Ser Thr Asn Glu He Thr Tyr Gly 
545 550 555 560 

Leu Pro He Met Val Thr Leu Met Val Gly Lys Trp Thr Gly Asp Phe 

565 570 575 

Phe Asn Lys Gly He Tyr Asp He His Val Gly Leu Arg Gly Val Pro 

580 585 590 

Leu Leu Glu Trp Glu Thr Glu Val Glu Met Asp Lys Leu Arg Ala Ser 

595 600 605 

Asp He Met Glu Pro Asn Leu Thr Tyr Val Tyr Pro His Thr Arg He 

610 615 620 

Gin Ser Leu Val Ser He Leu Arg Thr Thr Val His His Ala Phe Pro 
625 630 635 640 

Val Val Thr Glu Asn Arg Gly Asn Glu Lys Glu Phe Met Lys Gly Asn 

645 650 655 

Gin Leu He Ser Asn Asn He Lys Phe Lys Lys Ser Ser He Leu Thr 

660 665 670 

Arg Ala Gly Glu Gin Arg Lys Arg Ser Gin Ser Met Lys Ser Tyr Pro 

675 680 685 

Ser Ser Glu Leu Arg Asn Met Cys Asp Glu His He Ala Ser Glu Glu 

690 695 700 

Pro Ala Glu Lys Glu Asp Leu Leu Gin Gin Met Leu Glu Arg Arg Tyr 
705 710 715 720 

Thr Pro Tyr Pro Asn Leu Tyr Pro Asp Gin Ser Pro Ser Glu Asp Trp 

725 730 735 

Thr Met Glu Glu Arg Phe Arg Pro Leu Thr Phe His Gly Leu He Leu 

740 745 750 

Arg Ser Gin Leu Val Thr Leu Leu Val Arg Gly Val Cys Tyr Ser Glu 

755 760 765 

Ser Gin Ser Ser Ala Ser Gin Pro Arg Leu Ser Tyr Ala Glu Met Ala 

770 775 780 

Glu Asp Tyr Pro Arg Tyr Pro Asp He His Asp Leu Asp Leu Thr Leu 
•785 790 795 800 

Leu Asn Pro Arg Met He Val Asp Val Thr Pro Tyr Met Asn Pro Ser 

805 810 815 

Pro Phe Thr Val Ser Pro Asn Thr His Val Ser Gin Val Phe Asn Leu 

820 825 830 

Phe Arg Thr Met Gly Leu Arg His Leu Pro Val Val Asn Ala Val Gly 

835 840 845 

Glu He Val Gly He He Thr Arg His Asn Leu Thr Tyr Glu Phe Leu 

850 855 860 

Gin Ala Arg Leu Arg Gin His Tyr Gin Thr He 
865 870 875 



<210> 2197 
<211> 664 
<212> PRT 

<213> Homo sapiens 



<400> 2197 
Asn Thr Asn Ser Ser Ser Val Thr 

1 5 
Leu Asn He Val Gin Val Thr Val 
20 

Ser Ser He Glu Lys He Lys Gin 
35 40 
Phe Ser Arg Lys Phe Gly Glu Ala 
50 55 



Asn Ser Ala Ala Gly Val Glu Asp 

10 15 
Pro Asp Asn Glu Lys Glu Arg Leu 

25 30 
Leu Arg Glu Gin Val Asn Asp Leu 
45 

He Gly Val Asp Phe Pro Val Lys 
60 
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Val 


Pro 


Tyr 


Arg 


Lys 


lie 


Thr 


Phe 


Asn 


65 










70 








Gly 


Met 


Pro 


Pro 


Gly 


Val 


Val 


Phe 


Lys 










85 










Ser 


Ser 


Met 


Arg 


Arg 


He 


Leu Glu 


Ala 








100 










105 


Val 


He 


Arg 


Pro 


Leu 


Pro 


Gly 


Leu 


Glu 






115 










120 




Thr 


Val 


Gly 


Lys 


Arg 


Lys 


lie 


Asp 


Gin 




130 










135 






Lys 


Trp 


Glu 


Arg 


Ala 


Tyr 


Phe 


Phe 


Val 


145 










150 








Cys 


Leu 


He 


Cys 


Lys 


Arg 


Ser 


Met 


Ser 










16-5 










Arg 


Arg 


His 


Tyr 


Gin 


Thr 


Asn 


His 


Ser 








180 










185 


Glu 


Arg 


Met 


Arg 


Asp 


Glu 


Lys 


Leu 


His 






195 










200 




Lys 


Tyr 


Leu 


Leu 


Gly 


Leu 


Ser 


Asp 


Thr 




210 








. 


2i5 






Val 


Phe 


Ala 


Asn 


Pro 


Ser 


Pro 


Thr 


Gin 


225 










230 








Glu 


Asp 


Leu 


Ala 


Gly 


Asn 


Leu 


Trp 


Glu 










245 










Ser 


Phe 


Val 


Ala 


Tyr 


Ser 


He 


Ala 


lie 








260 










265 


Asn 


Thr 


Thr 


Gin 


Leu 


Ala 


He 


Phe 


He 






275 










280 




Asp 


Val 


Ser 


Glu 


Glu 


Leu 


Leu 


Asp 


Thr 




290 










295 






Ser 


Gly 


Asn 


Glu 


He 


Phe 


Ser 


Arg 


Val 


305 










310 








Cys 


He 


Asn 


Trp 


Ser 


Lys 


Leu 


Val 


Ser 










325 










Pro 


Met 


Val 


Asp 


Ala 


Asn 


Asn 


Gly 


Leu 








340 










345 


Val 


Ala 


Thr 


Phe 


Cys 


Lys 


Gly 


Ala 


Glu 






355 










360 




lie 


His 


Pro 


Glu 


Ser 


Leu 


Cys 


Ala 


Gin 




370 










375 






Met 


Asp 


Val 


Val 


Val 


Lys 


Ser 


Val 


Asn 


385 










390 








Abu 


His 


Ser 


Glu 


Phe 


Thr 


Thr 


Leu 


Leu 










405 










Gly 


Ser 


Leu 


Leu 


Tyr 


Tyr 


Thr 


Glu 


He 








420 










425 


Val 


Leu 


Lys 


Arg 


Phe 


Phe 


Glu 


Ser 


Leu 






435 










440 




Ser 


Ser 


Arg 


Gly 


Lys 


Pro 


Leu 


Pro 


Gin 




450 










455 






Arg 


Asp 


Leu 


Ala 


Phe 


Leu 


Val 


Asp 


Met 


465 










470 








Asn 


lie 


Ser 


Leu 


Gin 


Gly 


His 


Ser 


Gin 










485 










Leu 


He 


Arg 


Ala 


Phe 


Leu 


Ala 


Lys 


Leu 








500 










505 


Thr 


Arg 


Asn 


Asn 


Leu 


Ala 


His 


Phe 


Pro 






515 










520 




Asn 


Glu 


Ser 


Asp 


Gly 


Leu 


Asn 


Tyr 


He 




530 










535 






Thr 


GlU 


Phe 


Gin 


Lys 


Arg 


Leu 


Ser 


Asp 


545 










550 








Leu 


Thr 


Leu 


Phe 


Ser 


Ser 


Pro 


Phe 


Ser 
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Pro 


Gly 


Cys 


Val 


Val 


He 


Asp 




75 










80 


Ala 


Pro 


Gly 


Tyr 


Leu 


Glu 


He 


90 










95 




Ala 


Glu 


Phe 


He 


Lys 


Phe 


Thr 










110 






Leu 


Ser 


Asn 


Gly 


Glu 


Tyr 


Ser 








125 








Glu 


Gly 


Arg 


Val 


Phe 


Gin 


Glu 






140 










Glu 


Val 


Gin 


Asn 


He 


Ser 


Thr 




155 










160 


Val 


Ser 


Lys 


Glu 


Tyr 


Asn 


Leu 


170 










175 




Lys 


His 


Tyr 


Asp 


Gin 


Tyr 


Met 










190 






Glu 


Leu 


Lys 


Lys 


Gly 


Leu 


Arg 








205 








Glu 


Cys 


Pro 


Glu 


Gin 


Lys 


Gin 






220 










Lys 


Ser 


Pro 


Val 


Gin 


Pro 


Val 




235 










240 


Lys 


Leu 


Arg 


Glu 


Lys 


lie 


Arg 


250 










255 




Asp 


GlU 


He 


Thr 


Asp 


He 


Asn 










270 






Arg 


Gly 


Val 


Asp 


Glu 


Asn 


Phe 








285 








Val 


Pro 


Met 


Thr 


Gly 


Thr 


Lys 






300 










Glu 


Lys 


Ser 


Leu 


Lys 


Asn 


Phe 




315 










320 


Val 


Ala 


Ser 


Thr 


Gly 


Thr 


Pro 


330 










335 




Val 


Thr 


Lys 


Leu 


Lys 


Ser 


Arg 










350 






Leu 


Lys 


Ser 


He 


Cys 


Cys 


He 








365 








Lys 


Leu 


Lys 


Met 


Asp 


His 


val 






380 










Trp 


He 


Cys 


Ser 


Arg 


Gly 


Leu 




395 










400 


Tyr 


Glu 


Leu 


Asp 


Ser 


Gin 


Tyr 


410 










415 




Lys 


Trp 


Leu 


Ser 


Arg 


Gly 


Leu 










430 






Glu 


Glu 


He 


Asp 


Ser 


Phe 


Met 








445 








Leu 


Ser 


Ser 


He 


Asp 


Trp 


He 






460 










Thr 


Met 


His 


Leu 


Asn 


Ala 


Leu 




475 










480 


He 


Val 


Thr 


Gin 


Met 


Tyr 


Asp 


490 










495 




Cys 


Leu 


Trp 


Glu 


Thr 


His 


Leu 










510 






Thr 


Leu 


Lys 


Leu 


Val 


Ser 


Arg 








525 








Pro 


Lys 


He 


Ala 


Glu 


Leu 


Lys 






540 










Phe 


Lys 


Leu 


Tyr 


Glu 


Ser 


Glu 




555 










560 


Thr 


Lys 


He 


Asp 


ser 


Val 


His 


570 
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GlU 


Glu 


Leu 


ulu net 


(Zln Val Tie 

UJLU VO.J. iiC 








580 




Lys 


Thr 


Lys 


T^r-*- ft on 
J. yi Jnjs^ 


T.vs Val Glv 






595 




600 


Trp Gly 


Ser 


Tyr Pro 


Lys Tyr Lys 




510 






615 


Met 


Phe 


Gly 


Ser Thr 


Tyr lie Cys 


625 








630 


Leu 


ser 


Lys 


Thr Lys 


Tyr Cys Ser 








645 




Ser 


Val 


Leu 


His lie 


Ala Thr 








660 


663 



Asp Leu Gin Cys Asn Thr Val Leu 
585 590 
lie Pro Glu Phe Tyr Lys Tyr Leu 
605 

His His Cys Ala Lys He Leu Ser 
620 

Glu Gin Leu Phe Ser lie Met Lys 
635 640 
Gin Leu Lys Asp Ser Gin Trp Asp 
650 655 



<210> 2198 

<211> 96 

<212> PRT 

<213> Homo sapiens 



<400> 2198 

Ser Val Gin Tyr Leu Pro Gly Arg Pro Thr Arg Thr His Ala Ser Thr 

1 5 10 15 

Asp Ala Pro Leu Met Leu Lys Phe Thr Pro Leu Pro Ser Lys Thr Lys 

20 25 30 

Ala Ser Ala Pro Val Gin Cys Leu Leu Leu Met Ala Ala Thr Phe Ser 

35 40 45 

Pro Gin Gly Leu Ala Lys Pro His Ser Gly Thr He Pro He Thr Cys 

50 55 60 

Cys Phe Asn Ala He Asn Thr Lys He Pro He Gin Arg Leu Glu Ser 
65 70 75 80 

Tyr Thr Arg He Thr Asn He Gin Cys Pro Lys Glu Ala Val Met 
85 90 95 



<210> 2199 

<211> 320 

<212> PRT 

<213> Homo sapiens 



<400> 2199 

Leu Asp Phe Leu Cys His Arg Asp Met Gly Asp Asn He Thr Ser He 

15 10 15 

Thr Glu Phe Leu Leu Leu Gly Phe Pro Val Gly Pro Arg He Gin Met 

20 25 30 

Leu Leu Phe Gly Leu Phe Ser Leu Phe Tyr Val Phe Thr Leu Leu Gly 

35 40 45 

Asn Gly Thr He Leu Gly Leu He Ser Leu Asp Ser Arg Leu His Ala 

50 55 60 

Pro Met Tyr Phe Phe Leu Ser His Leu Ala Val Val Asp He Ala Tyr 
55 "* 70 75 80 

Ala Cys Asn Thr Val Pro Arg Met Leu Val Asn Leu Leu His Pro Ala 

85 90 95 

Lys Pro He Ser Phe Ala Gly Arg Met Met Gin Thr Phe Leu Phe Ser 

100 105 HO 

Thr Phe Ala Val Thr Glu Cys Leu. Leu Leu Val Val Met Ser Tyr Asp 

115 120 125 

Leu Tyr Val Ala He Cys His Pro Leu Arg Tyr Leu Ala He Met Thr 

130 135 140 

Trp Arg Val Cys He Thr Leu Ala Val Thr Ser Trp Thr Thr Gly Val 
145 150 155 160 
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L<eu 


Leu 


Ser 


Leu 


lie 


His 










165 




Ara 


Pro 


Gin 


Lys 


lie 


Tvr 








180 






Lvs 


Leu 


Ala 


Cvs 


Ala 


Asp 






195 








Glv 


Ala 


lie 


Sex 


Glv 


Leu 




210 










Tvr 


Met 


Cys 


lie 


Leu 


Cvs 


225 










230 


Gin 




Lvs 


Ala 


Phe 


Cvs 










245 




Leu 


Phe 


Tyr 


Gly 


Thr 


Ala 








260 






Asn 


Pro 


Lys 


Glu 


Gin 


Lys 






275 








Asn 


Pro 


Met 


Leu 


Asn 


Pro 




290 










Lys 


Asn 


Thr 


Leu 


Lys 


Arg 


305 










310 



<210> 2200 
<211> 339 
<212> PRT 

<213> Homo sapiens 



<400> 2200 



Met 


Gly 


Asn 


Asp 


Ser 


Val 


1 








5 




Ser 


Asp 


Arg 


Pro 


Val 


Asp 








20 






Pro 


Leu 


Arg 


Val 


Ala 


Pro 






35 








Gly 


Val 


Pro 


Gly 


Asn 


Ala 




50 










Arg 


Arg 


Arg 


Val 


Gly 


Ala 


65 










70 


lieu 


Leu 


Cys 


Cys 


Leu 


Ser 










85 




Gly 


Gly 


His 


Trp 


Pro 


Tyr 








100 






lie 


lie 


Leu 


Leu 


Thr 


Met 






115 








Ser 


Ala 


Asp 


Leu 


Cys 


Phe 




130 










Phe 


Ser 


Gly 


Ala 


Cys 


Gly 


145 










150 


Leu 


Ala 


Leu 


Leu 


Leu 


Thr 










165 




Gin 


Glu 


His 


Phe 


Pro 


Ala 








180 






Ser 


Ser 


Ser 


Thr 


Glu 


Asn 






195 








Phe 


Leu 


Gly 


Pro 


Leu 


Val 




210 










Cys 


Trp 


Ala 


Ala 


Arg 


Arg 


225 










230 


Gly 


Phe 


Phe 


Val 


Cys 


Trp 










245 




Thr 


Val 


Ala 


Ala 


Pro 


Asn 



260 



Leu 


v a. J. 




T .oil 










170 




His 


Phe 


Phe 




Glu lie 






185 






Thr 


His 


lie 


Asn 


Glu Asn 




200 








Val 


Glv 


Pro 


Leu 


Ser Thr 


215 








220 


Ala 


lie 


Leu 


Gin 


lie Gin 










235 


Thr 


Cvs 


Phe 


Ser 


His Leu 








250 




lie 


lie 


Met 


Tyr 


Val Gly 






265 






Lys 


Tyr 


Leu 


Leu 


Leu Phe 




280 








Leu 


Tl *» 
lie 


Cys 


Ser 


Leu Arg 


295 








300 


Val 


Leu 


Gly 


Val 


Glu Arg 










315 


Ser 


Tyr 




Tyr 














Cys 


Leu 


Asp 


laiy 


Ala Cys 














Pro 


Leu 


lyr 


&1 a Ala 












Mat- 
net 


Val 


Al a 
Aid 


irp 


Va 1 Ala 
Val Aid 












Thr 


rrp 


Leu 


Leu 


His Leu 










75 




jr ±.\J 


Tie 


TiQll 
iJCU 


Ala Val 
Hla v di 








Qft 




uiy 




Val 


V31 jf 


Pvb A Y*ft 






1 ftC 








Ala 


Ser 


Val 














Leu 


Ala 


Leu 


Glv 
vaiy 


Pro Ala 


j. j «> 








1 Aft 


Val 


Gin 


Val 


Ala 


fve Ol v 










155 


Val 


Pro 


Ser 


Ala 


lie Tyr 








170 




*tiy 


Leu 


Gin 




Val Val 






185 






Ala 


Val 


Thr 


Ala 


lie Arg 




200 








Ala 


Val 


Ala 


Ser 


Cys His 


215 








220 


Cys 


Arg 


Pro 


Leu 


Gly Thr 










235 


Ala 


Pro 


Tyr 


His 


Leu Leu 








250 




Ser 


Ala 


Leu 


Leu 


Ala Arg 



265 
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lieu 


riO 


*DVt A 


Cys 






1 TC 
1 / 3 




Leu 


Ala 


Val 


Leu 




190 






Met 


Val 


Leu 


Ala 


205 








lie 


Val 


Val 


Ser 


Ser 


Arg 


Glu 


Val 








240 


C\7Q 

eye 


Val 
veil 


lie 


uiy 






255 




Pro 


Arg 


Tyr 


Gly 




270 






His 


Ser 


Leu 


Phe 


285 








Asn 


Car 
OCX 


ulU 


Val 
Vol 


Ala 


Leu 








318 






Tyr 


Cot* 
del 


Asp 


Leu 






1 C 
ij 




Leu 


Ala 


lie 


Asp 




"Jft 






Tl a 


QUA 

xrne 


Leu 


Val 










r"l ir 


Lys 


vaj. 


Al a 
Ala 


Ala 


Val 


Ala 


Asp 








80 


Pro 


lies 


Al a 

Aid 


Arg 










Ala 
Aid 


Xj€U 




Del 




lift 
liU 






Leu 


Ala 


Ala 


Leu 










Trn 


C\/^ 


Leu 




Ala 


Ala 


Trp 


Thr 








160 


Arg 


Ar*fr 


JJCU 


His 






175 




Asp 


1 Jr* 


Glv 


Glv 
oiy 




1 Qft 

17U 






rac 


Leu 


rxic 


uiy 










Ser 


Ala 


Leu 


Leu 


Ala 


He 


Val 


Val 








240 


Gly 


Leu 


Val 


Leu 






255 




Ala 


Leu 


Arg 


Ala 




270 
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Glu Pro 


Leu 


He Val 


Gly 


Leu 


Ala 


Leu 




275 








280 




Met Leu 


Phe 


Leu Tyr 


Phe 


Gly 


Arg 


Ala 


290 








295 






Ala Ala 


Cys 


His Trp 


Ala 


JJCU 


Arg 




305 














Val Asp 


Ser 


Lys Lys 


Ser 






mo 






325 










val 














337 














<210> 2201 










<211> ' 


770 










<212> PRT 










<213> Homo sapiens 








<400> 2201 










Ala Ala 


Ala 


Ser Pro 


Leu 


Arg 


nee 


Ser 






D 










Val Cys 


Ala 


Asp Cys 


Ser 


71 1 a 


Pro 


ASp 






20 










Arg Gly 


vai 


lieu vai 


Cys 


Asp 


Glu 


Cys 
















_ 

Gly Arg 


nis 


x±e ser 


ne 


vai 


Lys 


HIS 


50 








55 






tro mr 


Leu 


_ 

Leu Gin 


Met 


vai 
vai. 


HIS 


Tnr 


D 9 






70 








del J.xc 


irp 


vjiu ms 


Ser 


Leu 


Leu 


Asp 






O -» 










- 

FTO AX a 


Leu 


T ,^ ye fll ti 
ijys oJ.il 


Tnr 


rro 


Lys 


ASp 






100 








1 ft C 


Glu Phe 


lie 


Arg Ala 


Lys 


Tyr 


r»l w 
Gin 


Met 




115 












Pro Cys 


Arg 


Asp Asp 


Asp 


vxiy 


Val 

vai 


Tnr 


13 0 








Tit? 






Leu His 


Ser 


Ser Val 


Arg 


inr 


PI m- 
Vj-Ly 


Asn 


145 






150 








Leu Ser 


Leu 


Gly Ala 


Gin 




Asn 


foe 






165 










Thr Pro 


Leu 


His Val 


Ala 


ai a 
Ala 


Lys 


Ala 






180 








IRC? 


Leu Leu 


Val 


Val Tyr 


Gly 


Ala 


Asp 


Pro 




195 








2 00 




Arg Thr 


Pro 


He Asp 


Tyr 


Ala 




Gin 


210 








215 






Glu Arg 


Leu 


Val Glu 


Cys 


Gin 


Tvr 


Glu 


225 






23 0 








Tyr Leu 


Cys 


Gly Arg 


Lys 


Pro 


Asp 


His 






245 










Pro Gin 


Met 


Ala Asp 


Ser 


Leu 


Asp 


Leu 






260 








265 


Lys Lys 


Lys 


Leu Gin 


Ala 


Leu 


Ser 


Asn 




275 








280 




Met Asp 


Val 


Tyr Asp 


Glu 


Val 


Asp 


Arg 


290 








295 






Leu Ala 


Thr 


Gin Asn 


His 


Ser 


Thr 


Leu 


305 






310 








Pro Phe 


Leu 


Pro Val 


Asn 


Pro 


Glu 


Tyr 






325 










Arg Gin 


Lys 


Leu Ala 


Arg 


Phe 


Asn 


Ala 
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Ala 


His 


Ser 


Cys 


Leu 


Asn 


Pro 








285 








Gin 


Leu 


Arg 


Arg 


Ser 


Leu 


Pro 






300 












Gin 


Gly 


G1t\ 


A on 


Glu 


Ser 




315 










320 


Asp 


Leu 


Val 


Ser 


Glu 


Met 


Glu 


330 










335 




Arg 


Lys 


yiy 


Pro 


Arg 


ai a 
Ala 


VjIu 


T ft 










13 




Pro 


v»iy 


Trp 


Aia 


Ser 


Tl a 

lie 


Ser 










J u 






Cys 


Ser 


vai 


Mrs 


Arg 


Ser 


















Leu 


Arg 


nxS 


OCX 


al a 
Aia 


Trp 


Fro 






60 










Leu 


M a 

Ala 


Car 


Asn 


✓Si *r 

viiy 


Jvl a 
Ala 


Asn 




/ O 










on 
o u 


fro 


Til a 


uin 


Val 

vax 


r«i ti 
bin 




\»iy 












qc 




Lys 


Val 


alS 


rtu 


ne 


Lys 


osr 










Tin 

ilu 






Leu 


Ala 
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Arg lie Ser Lys He Gin Val Tyr Tyr ser Thr Gly Tyr Ser ser Arg 

15 10 15 

Lys Met Asn Pro Thr Leu Gly lieu Ala He Phe Leu Ala Val Leu Leu 

20 25 30 

Thr Val Lys Gly Leu Leu Lys Pro Ser Phe Ser Pro Arg Asn Tyr Lys 

35 40 45 

Ala Leu Ser Glu Val Gin Gly Trp Lys Gin Arg Met Ala Ala Lys Glu 

50 55 60 

Leu Ala Arg Gin Asn Met Asp Leu Gly Phe Lys Leu Leu Lys Lys Leu 
65 70 75 80 

Ala Phe Tyr Asn Pro Gly Arg Asn He Phe Leu Ser Pro Leu Ser He 

85 90 95 

Ser Thr Ala Phe Ser Met Leu Cys Leu Gly Ala Gin Asp Ser Thr Leu 

100 105 HO 

Asp Glu He Lys Gin Gly Phe Asn Phe Arg Lys Met Pro Glu Lys Asp 

115 ~ 120 125 

Leu His Glu Gly Phe His Tyr He He His Glu Leu Thr Gin Lys Thr 

130 * 135 140 

Gin Asp Leu Lys Leu Ser He Gly Asn Thr Leu Phe He Asp Gin Arg 
145 ** 150 155 160 

Leu Gin Pro Gin Arg Lys Phe Leu Glu Asp Ala Lys Asn Phe Tyr Ser 

165 * 170 175 

Ala Glu Thr He Leu Thr Asn Phe Gin Asn Leu Glu Met Ala Gin Lys 

180 185 190 

Gin He Asn Asp Phe lie Glu Ser Lys Thr His Gly Lys He Asn Asn 

195 200 205 

Leu He Glu Asn He Asp Pro Gly Thr Val Met Leu Leu Ala Asn Tyr 

210 215 220 

He Phe Phe Arg Ala Arg Trp Lys His Glu Phe Asp Pro Asn Val Thr 
225 230 235 240 

Lys Glu Glu Asp Phe Phe Leu Glu Lys Asn Ser Ser Val Lys Val Pro 

245 250 255 

Met Met Phe Arg Ser Gly He Tyr Gin Val Gly Tyr Asp Asp Lys Leu 

260 265 270 

Ser Cys Thr He Leu Glu He Pro Tyr Gin Lys Asn He Thr Ala He 

275 280 285 

Phe He Leu Pro Asp Glu Gly Lys Leu Lys His Leu Glu Lys Gly Leu 

290 295 300 

Gin Val Asp Thr Phe Ser Arg Trp Lys Thr Leu Leu ser Arg Arg Val 
305 310 315 320 

Val Asp Val Ser Val Pro Arg Leu His Met Thr Gly Thx Phe Asp Leu 

325 330 335 

Lys Lys Thr lieu Ser Tyr He Gly Val Ser Lys lie Phe Glu Glu His 

340 345 350 

Gly Asp Leu Thr Lys He Ala Pro His Arg Ser Leu Lys Val Gly Glu 

355 360 365 

Ala Val Asn Lys Ala Glu Leu Lys Met Asp Glu Arg Gly Thr Glu Gly 

370 375 380 

Ala Ala Gly Thr Gly Ala Gin Thr Leu Pro Met Glu Thr Pro Leu Val 
385 390 395 400 

Val Lys He Asp Lys Pro Tyr Leu Leu Leu He Tyr Ser Glu Lys He 

405 410 415 

Pro Ser Val Leu Phe Leu Gly Lys He Val Asn Pro He Gly Lys 
420 425 430 431 
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Pro Leu Gin Leu Phe Cys Ala Asp Gly Glu Tyr Asn Ser Met Ala Ala 

515 520 525 

Ala Phe Phe Asn Thr Pro Glu Lys Ser Val Val Ser Leu Phe His Asp 

530 535 540 

pro Pro Gly Ser Tyr Asn Pro Leu Thr Leu Gly Leu Phe Thr Leu Val 
545 550 555 560 

Tyr Phe Phe Leu Ala Cys Trp Thr Tyr Gly Leu Thr Val Ser Ala Gly 

565 570 575 

Val Phe lie Pro Ser Leu Leu lie Gly Ala Ala Trp Gly Arg Leu Phe 

580 585 590 

Gly He Ser Leu Ser Tyr Leu Thr Gly Ala Ala He Trp Ala Asp Pro 

535 600 505 

Gly Lys Tyr Ala Leu Met Gly Ala Ala Ala Gin Leu Gly Gly He Val 

610 615 620 

Arg Met Thr Leu ser Leu Thr Val He Met Met Glu Ala Thr Ser Asn 
625 630 635 640 

Val Thr Tyr Gly Phe Pro He Met Leu Val Leu Met Thr Ala Lys He 

645 650 655 

Val Gly Asp Val Phe He Glu Gly Leu Tyr Asp Met His He Gin Leu 

660 665 670 

Gin Ser Val Pro Phe Leu His Trp Glu Ala Pro Val Thr Ser His Ser 

' 675 680 685 

Leu Thr Ala Arg Glu Val Met Ser Thr Pro Val Thr Cys Leu Arg Arg 

690 695 700 

Arg Glu Lys Val Gly Val He Val Asp Val Leu Ser Asp Thr Ala Ser 
705 710 715 720 

Asn His Asn Gly Phe Pro Val Val Glu His Ala Asp Asp Thr Gin Pro 

725 730 735 

Ala Arg Leu Gin Gly Leu He Leu Arg Ser Gin Leu He Val Leu Leu 

740 745 750 

Lys His Lys Val Phe Val Glu Arg Ser Asn Leu Gly Leu Val Gin Arg 

755 760 765 

Arg Leu Arg Leu Lys Asp Phe Arg Asp Ala Tyr Pro Arg Phe Pro Pro 

770 775 780 

He Gin Ser He His Val Ser Gin Asp Glu Arg Glu Cys Thr Met Asp 
785 790 795 800 

Leu Ser Glu Phe Met Asn Pro Ser Pro Tyr Thr Val Pro Gin Glu Ala 

805 810 815 

Ser Leu Pro Arg Val Phe Lys Leu Phe Arg Ala Leu Gly Leu Arg His 

820 825 830 

Leu Val Val Val Asp Asn Arg Asn Gin Val Val Gly Leu Val Thr Arg 

835 840 845 

Lys Asp Leu Ala Arg Tyr Arg Leu Gly Lys Arg Gly Leu Glu Glu Leu 

850 855 850 

Ser Leu Ala Gin Thr Gly Pro Lys Ala Gin Ala Thr Ala Glu Gly Arg 
865 870 875 880 

Val Ala Gly Ala Ala Gin Gin Pro Cys Gin Leu Arg Ala Val Thr Leu 

885 890 895 

Glu Asp Leu Gly Leu Leu Leu Ala Gly Gly Leu Ala Ser Pro Glu Pro 

900 905 910 

Leu Ser Leu Glu Glu Leu Ser Glu Arg Tyr Glu Ser Ser His Pro Thr 

915 920 925 

Ser Thr Ala Ser Val Pro Glu Gin Asp Thr Ala Lys His Trp Asn Gin 

930 935 940 

Leu Glu Gin Trp Val Val Glu Leu Gin Ala Glu Val Ala Cys Leu Arg 
945 950 955 960 

Glu His Lys Gin Arg Cys Glu Arg Ala Thr Arg Ser Leu Leu Arg Glu 

965 970 975 

Leu Leu Gin Val Arg Ala Arg Val Gin Leu Gin Gly Ser Glu Leu Arg 

980 985 990 

Gin Leu Gin Gin Glu Ala Arg Pro Ala Ala Gin Ala Pro Glu Lys Glu 

995 1000 1005 

Ala Pro Glu Phe Ser Gly Leu Gin Asn Gin Met Gin Ala Leu Asp Lys 
1010 1015 1020 
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Arg Leu Val Glu Val Arg Glu Ala Leu Thr Arg Leu Arg Arg Arg Gin 
1025 1030 1035 1040 

Val Gin Gin Glu Ala Glu Arg Arg Gly Ala Glu Gin Glu Ala Gly Leu 

1045 1050 1055 

Arg Leu Ala Lys Leu Thr Asp Leu Leu Gin Gin Glu Glu Gin Gly Arg 

1060 1065 1070 

Glu Val Ala Cys Gly Ala Leu Gin Lys Asn Gin Glu Asp Ser Ser Arg 

1075 1080 1085 

Arg Val Asp Leu Glu Val Ala Arg Met 
1090 1095 1097 
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Ala 


Tyr 


Leu 


Cys 




430 
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Ser Arg Val Pro Leu Pro Cys Arg Arg Lys Pro Arg Asp Tyr Thr He 

435 440 445 

Lys Val His Met Asn Leu Leu Leu Ala Val Phe Leu Leu Asp Thr Ser 

450 455 460 

Phe Leu Leu Ser Glu Pro Val Ala Leu Thr Gly Ser Glu Ala Gly Cys 
465 470 475 480 

Arg Ala Ser Ala He Phe Leu His Phe Ser Leu Leu Thr Cys Leu Ser 

485 490 . 435 

Trp Met Gly Leu Glu Gly Tyr Asn Leu Tyr Arg Leu Val Val Glu Val 

500 " 505 510 

Phe Gly Thr Tyr Val Pro Gly Tyr Leu Leu Lys Leu Ser Ala Met Gly 

515 520 525 

Trp Gly Phe Pro He Phe Leu Val Thr Leu Val Ala Leu Val Asp Val 

530 535 540 

Asp Asn Tyr Gly Pro He He Leu Ala Val His Arg Thr Pro Glu Gly 
545 "* 550 555 560 

Val He Tyr Pro Ser Met Cys Trp He Arg Asp Ser Leu Val Ser Tyr 

565 570 575 

lie Thr Asn Leu Gly Leu Phe Ser Leu Val Phe Leu Phe Asn Met Ala 

580 585 590 

Met Leu Ala Thr Met Val Val Gin He Leu Arg Leu Arg Pro His Thr 

595 600 605 

Gin Lys Trp Ser His Val Leu Thr Leu Leu Cys Leu Ser Leu Val Leu 

610 615 620 

Gly Leu Pro Trp Ala Leu He Phe Phe Ser Phe Ala Ser Gly Thr Phe 
625 630 635 640 

Gin Leu Val Val Leu Tyr Leu Phe Ser He He Thr Ser Phe Gin Gly 

645 650 655 

Phe Leu He Phe He Trp Tyr Trp Ser Met Arg Leu Gin Ala Arg Gly 

660 665 670 

Gly Pro Ser Pro Leu Lys Ser Asn Ser Asp Ser Ala Arg Leu Pro He 

675 680 685 

Ser Ser Gly Ser Thr Ser Ser Ser Arg He 
690 695 698 



<210> 2208 
<211> 76 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (76) 

<223> Xaa m any amino acid or nothing 



<400> 2208 

Asp Ala Gly Ala Val Lys Ser Ser Asp Thr Asn He Trp Phe Arg Gly 

1 5 10 15 

Met Cys Asp Asp Lys Lys Gly His Arg Cys Pro Ser Xaa Gly Gin Pro 

20 25 30 

Gin His Phe His Val Ala Phe His Thr Glu Ala Glu Gly Ala Met Phe 

35 40 45 

Tyr Phe Arg Leu His Val He His Arg Val Met Gin Ser Gin Gin Gin 

50 55 60 

Leu Phe Pro Ser Thr Leu Phe Ser Trp Leu Leu Glu 
65 70 75 76 



<210> 2209 
<211> 99 
<212> PRT 
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<213> Homo sapiens 

<221> mis cofeature 
<222> (1) . . . (99) 

<223> Xaa =» any amino acid or nothing 



<400> 2209 

Phe Phe Phe Trp Arg Gin Ser Leu Ala Leu Leu Pro Arg Lieu Glu Cys 

15 10 15 

Ber Gly Ala Thr Gly Ala His Cys Asn Leu His Phe Pro Gly Ser Ser 

20 25 30 

Asp Cys Pro Thr Ser Ala Ser Xaa lie Ala Gly lie Thr Gly Ala Cys 

35 40 45 

Tyr His Ala Trp Leu Leu Phe Val Phe Leu Ala Glu Thr Gly Phe His 

50 55 60 

His Val Gly Gin Gly Gly Leu Glu Leu Leu Thr Ser Ser Asp Pro Ser 
65 70 75 80 

Gly Ser Ala Ser Gin Ser Ala Gly He Thr Gly Val Ser His Cys Thr 
85 90 95 

Trp Pro He 
99 



<210> 2210 

<211> 189 

<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1) . . . (189) 

<223> Xaa = any amino acid or nothing 



<400> 2210 



Ala 


Leu 


Ser 


Thr 


Glu 


Thr 


Arg 


Thr 


Pro 


Asp 


Met Arg Arg 


Leu Leu Leu 


1 








5 










10 




15 


Val 


Thr 


Ser 


Leu 


val 


Val 


Val 


Leu 


Leu 


Trp 


Glu Ala Gly 


Ala Val Pro 








20 










25 






30 


Ala 


Pro 


Lys 


Val 


Pro 


He 


Lys 


Met 


Gin 


Val 


Lys His Trp 


Pro Ser Glu 






35 










40 






45 




Gin 


Asp 


Pro 


Glu 


Lys 


Ala 


Trp 


Gly 


Ala 


Arg 


Val Val Glu 


Pro Pro Glu 




50 










55 








60 




Lys 


Asp 


Asp 


Gin 


Leu 


Val 


Val 


Leu 


Phe 


Pro 


Val Gin Lys 


Pro Lys Leu 


65 










70 










75 


80 


Leu 


Thr 


Thr 


Glu 


Glu 


Lys 


Pro 


Arg 


Gly 


Gin 


Gly Arg Gly 


Pro He Leu 










85 










90 




95 


Pro 


Gly 


Thr 


Lys 


Ala 


Trp 


Met 


Glu 


Thr 


Glu 


Asp Thr Leu 


Gly Arg Val 








100 










105 






110 


Leu 


Ser 


Pro 


Glu 


Pro 


Asp 


His 


Asp 


Ser 


Leu 


Tyr His Pro 


Pro Pro Glu 






115 










120 






125 




Glu 


Asp 


Gin 


Gly 


Glu 


Glu 


Arg 


Pro 


Arg 


Leu 


Trp Val Met 


Pro Asn His 




130 










135 








140 




Glu 


val 


Leu 


Leu 


Gly 


Pro 


Glu 


Glu 


Asp 


Gin 


Asp His He 


Tyr His Pro 


145 










150 










155 


160 


Gin 


Xaa 


Gly 


Ser 


Arg 


Gly 


His 


His 


Cys 


Pro 


Arg Pro Val 


Pro Arg Pro 










165 










170 




175 


Arg 


Leu 


Leu 


Gly 


Leu 


Gly 


Pro 


Ser 


Leu 


Pro 


Cys Pro Ser 










180 










IBS 




189 





<210> 2211 
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<211> 72 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) ... (72) 

<223> Xaa = any amino acid or nothing 



<400> 2211 



Asn 


Tyr Val Cya Thr 


He 


Ala 


Phe 


Xaa 


Glu Lys Lys Met Gly Phe Xaa 


1 


5 










10 15 


Leu 


Ser Leu Ser Cys 


Leu 


Val 


Leu 


Leu 


Phe Val Leu Phe Leu Asp Cys 




20 








25 


30 


He 


Leu Thr Thr Thr 


Thr 


Arg 


He 


Met 


Phe His Cys Thr Tyr Leu Phe 




35 






40 




45 


Ala 


Ser Val Cys Leu 


Ser 


Leu 


Leu 


Asn 


Thr Leu Leu Ser Pro Asn Cys 




50 




55 






60 


Leu 


Lys Ser Ala Met 


He 


Leu 


Gin 






65 




70 




72 







<210> 2212 

<211> 60 

<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1) . . . (60) 

<223> Xaa a any amino acid or nothing 



<400> 2212 
Leu Lys Tyr Tyr His He Thr Met 

1 5 
Val He Leu Xaa Lys Ser Ser Met 
20 

Tyr Lys Asn He Gin Lys Leu ser 
35 40 
Asn Tyr Val Phe Ser Ser Asp Trp 
50 55 



Gly He Tyr Lys Thr Gly Lys Lys 

10 15 
Ser Asn Arg Phe Ser Val He Phe 

25 30 
Phe Ser Asn Tyr Val Tyr His Gin 
45 

Ser Tyr Asp Phe 
60 



<210> 2213 

<211> 116 

<212> PRT 

<213> Homo sapiens 

<221> raisc_feature 

<222> (1) . . . (116) 

<223> Xaa = any amino acid or nothing 



<400> 2213 

His Gly Ser Ser Cys Ala Leu Gly Asp Leu Ala Pro Gly Xaa Leu Pro 

15 10 15 

Ser Gly Pro Val Leu Ser Ser Pro Ala Val Arg Leu Xaa Arg Lys Pro 

20 25 30 

Leu Val Trp Asp Ser Pro Ser Cys Leu Pro Ala Thr Gly Pro Thr Xaa 

35 40 45 

Gly Leu Val Leu Val Leu Gly Gly Pro Asp Cys Thr Xaa Trp Ala Arg 
50 55 60 
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Gly 


Gin His 


Glu 


His 


Lys 


Arg 


Met 


Arg 


Ala Pro Xaa 


Ser Cys 


Arg 


Val 


65 








70 








75 






80 


Thr 


Val Asn 


Leu 


Ala 


Lys 


Lys 


Lys 


Lys 


Lys Thr Asp 


Gin Cys 


lie 


Lys 








85 










90 




95 




Pro 


Asn Tyr 


Gin 


Ser 


Pro 


Pro 


Lys 


Glu 


Cys Asp Tyr 


Asn lie 


Leu 


Ala 






100 










105 




110 







Asn Ser Val Ala 
115 116 



<210> 2214 

<211> 258 

<212> PRT 

<213> Homo sapiens 



<400> 2214 



Ser 


Asp 


Lys 


Gly 


Gly 


Lys 


Lys 


Ala 


1 








5 








Ala 


Phe 


Pro 


Leu 


Leu 


Pro 


His 


Arg 








20 










Lys 


Val 


Pro 


Val 


Asp 


Ala 


Asp 


His 






35 










40 


Ala 


Ala 


His 


Asp 


lie 


His 


Gly 


Glu 




50 










55 




Asp 


Pro 


Leu 


Ala 


Pro 


Asp 


Glu 


Val 


65 










70 






Arg 


His 


Gly 


His 


Arg 


Glu 


Val 


Gly 










85 






Glu 


Val 


Ala 


Tyr 


Glu 


Glu 


Arg 


Ala 








100 










Val 


Glu 


Val 


Thr 


Asp 


Lys 


Pro 


Val 






115 










120 


Pro 


Lys 


Val 


Ala 


Lys 


Tyr 


Ala 


Gly 




13 0 










135 




Met 


Gly 


Met 


Thr 


Val 


Pro 


lie 


Ser 


145 










150 






Gly 


Ser 


Leu 


Gin 


Lys 


Lys 


Leu 


Lys 










165 








Phe 


Gin 


Ser 


Asp 


Pro 


Pro 


Ala 


Pro 








180 










Glu 


Arg 


Glu 


Gly 


He 


Thr 


Val 


Tyr 






195 










200 


Lys 


Glu 


Ala 


Asp 


Tyr 


Val 


Ala 


Gin 




210 










215 




Glu 


Gly 


Thr 


Ala 


Thr 


Tyr 


Arg 


Gly 


225 










230 






Asp 


Pro 


Pro 


Met 


Lys 


Pro 


Tyr 


Gly 



245 



Lys Thr 
258 



Asp 


Arg Lys Asn 


His Leu Arg 


His 




10 


15 




Val 


Arg Glu Arg 


Leu His Asp 


Pro 


25 




30 




Val 


Gin Gly Gin 


Asp Pro Gly 


Arg 






45 




Asp 


Val Thr Glu 


Lys Val Ser 


Lys 




60 






Gly 


Asp Thr Asp 


Glu Gly His 


Asp 




75 




80 


Gin 


Arg His Gly 


His Asp Gin 


Glu 




90 


95 




Cys 


Glu Gly Gly 


Lys Phe Ala 


Thr 


105 




110 




Asp 


Glu Ala Leu 


Arg Glu Ala 


Met 






125 




Gly 


Thr Asn Asp 


Lys Gly He 


Gly 




140 






Phe 


Ala Val Phe 


Pro Asn Glu 


Asp 




155 




160 


Val 


Trp Phe Arg 


lie Pro Asn 


Gin 




170 


175 




Ser 


Asp Lys Ser 


Val Lys He 


Glu 


185 




190 




Ser 


Met Gin Phe 


Gly Gly Tyr 


Ala 






205 




Ala 


Thr Arg Leu 


Arg Ala Ala 


Leu 




220 






Asp 


He Tyr Phe 


Cys Thr Gly 


Tyr 




235 




240 


Arg 


Arg Asn Glu 


He Trp Leu 


Leu 




250 


255 





<210> 2215 

<211> 41 

<212> PRT 

<213> Homo sapiens 

<221> misc_f eature 
<222> (1) . . . (41) 

<223> Xaa = any amino acid or nothing 
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<400> 2215 

Arg Arg Leu Gly Ala Val Ala His Ala Tyr Thr Ser Ser Thr Leu Gly 

15 10 15 

Gly Arg Gly Gly Trp lie Thr Xaa Gly Gin Glu Leu Gin Thr Ser Leu 

20 25 30 

Ala Asn Met Ala Lys Pro Arg Leu Tyr 
35 40 41 



<210> 2216 

<211> 223 

<212> PRT 

<213> Homo sapiens 



<400> 2216 

Thr Cys Thr Tyr Lys Tyr Leu Met Gly Trp He Arg Gly Arg Arg Ser 

15 10 15 

Arg His Ser Trp Glu Met Ser Glu Phe His Asn Tyr Asn Leu Asp Leu 

20 . 25 30 

Lys Lys Ser Asp Phe Ser Thr Arg Trp Gin Lys Gin Arg Cys Pro Val 

35 40 45 

Val Lys Ser Lys Cys Arg Glu Asn Ala Ser Pro Phe Phe Phe Cys Cys 

50 55 60 

Phe He Ala Val Ala Met Gly He Arg Phe He He Met Val Ala He 
65 70 75 80 

Trp Ser Ala Val Phe Leu Asn Ser Leu Phe Asn Gin Glu Val Gin He 

85 90 95 

Pro Leu Thr Glu Ser Tyr Cys Gly Pro Cys Pro Lys Asn Trp He Cys 

100 105 HO 

Tyr Lys Asn Asn Cys Tyr Gin Phe Phe Asp Glu Ser Lys Asn Trp Tyr 

115 120 125 

Glu Ser Gin Ala Ser Cys Met Ser Gin Asn Ala Ser Leu Leu Lys Val 

130 135 140 

Tyr Ser Lys Glu Asp Gin Asp Leu Leu Lys Leu Val Lys Ser Tyr His 
145 150 155 160 

Trp Met Gly Leu Val His He Pro Thr Asn Gly Ser Trp Gin Trp Glu 

165 170 175 

Asp Gly Ser He Leu Ser Pro Asn Leu Leu Thr He lie Glu Met Gin 

180 185 190 

Lys Gly Asp Cys Ala Leu Tyr Ala Ser Ser Phe Lys Gly Tyr He Glu 

195 200 205 

Asn Cys Ser Thr Pro Asn Thr Tyr He Cys Met Gin Arg Thr Val 
210 215 220 223 



<210> 2217 

<211> 82 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) .7. (82) 

<223> Xaa = any amino acid or nothing 



<400> 2217 

Ser He Lys He He Glu Ala Phe Gly Ser Asn Gly Pro Asp Phe Trp 

1 5 10 15 

Phe Phe Arg Tyr Trp Ser Pro Xaa Leu Phe Arg Gin Gin Val Val Phe 
20 25 30 
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lie Met Pro Phe Phe Gin Thr Leu Trp Leu Met Asn Ala Asn Arg Phe 

35 40 45 

Cys Ser He Phe Thr Thr Thr Asn Val Ala Asn Asn Cys Trp Trp Thr 

50 55 60 

Pro Tyr His Cys Trp Leu Ser Val Val Val Cys Arg Cys Glu Ser His 
65 70 75 80 

Gly He 
82 



<210> 2218 
<211> 85 
<212> POT 

<213> Homo sapiens 

<22l> misc_feature 
<222> (1) . . . (89) 

<223> Xaa » any amino acid or nothing 





<400> 2218 








Pro 


Asp 


Thr Val He 


Gly 


Gly 


Arg 


1 




5 








Arg 


Trp 


Val Leu Trp 


Xaa 


Val 


Phe 






20 








Gly 


Ser 


Cys Pro Ala 


Gly 


Gly 


Ser 






35 






40 


Glu 


Gly 


Arg Gly Cys 


Xaa 


Ala 


Ser 




50 






55 




Ser 


Xaa 


Trp Arg Xaa 


Gly 


Ser 


Arg 


65 






70 






Arg 


Ser 


Leu Ser His 


Ala 


Arg 


Pro 



85 



Gly 


Ser 


Gly Gly Lye Glu Phe Gly 




10 


15 


Glu 


Xaa 


Arg Leu Gly Thr Pro Lys 


25 




30 


Arg 


Met 


Val Ser Glu Ser Asp Xaa 






45 


Tyr 


Pro 


Cys Ala Cys Xaa Ala Gly 






60 


Pro 


Ala 


Gly Arg Gly Thr Pro Pro 






75 80 


Pro 






89 







<210> 2219 

<211> 297 

*212> PRT 

<213> Homo sapiens 

<22l> misc_feature 
<222> (1)...(297) 

<223> Xaa = any amino acid or nothing 



<400> 2219 



Pro 


Arg 


Arg 


Asp 


Ala 


Glu 


Asp 


Arg 


1 








5 








Phe 


Pro 


He 


Gly 
20 


Leu 


Leu 


His 


Pro 


Phe 


Leu 


Thr 
35 


Leu 


Cys 


Thr 


Trp 


Leu 
40 


Ala 


Thr 
50 


Val 


Arg 


Ala 


Glu 


Cys 
55 


Ser 


Arg 


Leu 


Val 


Arg 


Pro 


Ala 


Asp 


He 


65 










70 






Cys 


Glu 


Gly 


Lys 


Leu 
85 


Pro 


Ser 


Leu 


Leu 


Leu 


Gin 


Leu 
100 


Ser 


Lys 


Pro 


Glu 


Leu 


Arg 


Glu 
115 


Asn 


Ser 


Lys 


Pro 


Glu 
120 



Asp 


Glu 


Ser Cys Leu Asn Pro Ala 




10 


15 


Asn 


Ser 


Val Asn Ser Met Ala Arg 


25 




30 


Leu 


Leu 


Leu Gly Pro Gly Leu Leu 






45 


Gin 


Asp 


Cys Ala Thr Cys Ser Tyr 






60 


Asn 


Phe 


Leu Ala Cys Val Met Glu 






75 * 80 


Lys 


He 


Trp Glu Thr Cys Lys Glu 




90 


95 


Leu 


Pro 


Gin Asp Gly Thr Ser Thr 


105 




110 


Glu 


Ser 


His Leu Leu Ala Lys Arg 



125 
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Tyr 


Gly 


Gly 


Phe 


Met 


Lys 


Arg 


Tyr Gly 


Gly 


Phe Met 


Lys Lys Met Asp 




130 










135 






140 




Glu 


Leu 


Tyr 


Pro 


Met 


Glu 


Pro 


Glu Glu 


Glu 


Ala Asn 


Gly Ser Glu He 


145 








150 








155 


160 


Leu 


Ala 


Lys 


Arg 


Tyr 


Gly 


Gly 


Phe Met 


Lys 


Lys Asp 


Ala Glu Glu Asp 






165 








170 




175 


Asp 


Ser 


Leu 


Ala 


Asn 


Ser 


Ser 


Asp Leu 


Leu 


Lys Glu 


Leu Leu Glu Thr 






180 








185 






1 OA 

190 


Gly 


Asp 


Asn 


Arg 


Glu 


Arg 


Ser 


His His 


Gin 


Asp Gly 


Ser Asp Asn Glu 




195 










200 






205 


Glu 


Glu 


Val 


Ser 


Lys 


Arg 


Tyr 


Gly Gly 


Phe 


Met Arg 


Gly Leu Lys Arg 




210 










J. J>z> 






220 




Ser 


Pro 


Gin 


Leu 


Lys 


Glu 


Lys 


Ala Lys 


Glu 


Leu Gin 


Lys Arg Tyr Gly 


225 










230 








235 


240 


Gly 


Phe 


Met 


Arg 


Arg 


Val 


Gly 


Pro Gin 


Lys 


Trp Xaa 


Met Thr Ser Pro 








245 








250 




255 


Gin 


Asn 


Arg 


Tyr 


Gly 


Gly 


Phe 


Leu Lys 


Arg 


Phe Ala 


Glu Ala Leu Pro 








260 








265 






270 


Ser 


Asp 


Glu 


Glu 


Gly 


Glu 


Ser 


Tyr Ser 


Lys 


Glu Val 


Pro Glu Met Glu 






275 










280 






285 


Lys 


Arg 


Tyr 


Gly 


Gly 


Phe 


Met 


Arg Phe 









290 295 297 



<210> 2220 
<211> 267 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) .7. (267) 

<223> Xaa « any amino acid or nothing 



<400> 2220 



Glu lie 


His 


Gin 


Arg 


Leu 


Thr 


Glu 


1 






5 








Arg Lys 


Asn 


Pro 


Asn 


Ser 


Xaa 


Gin 






20 










Ala Gly 


Gin 


Gly 


Arg 


Gly 


Arg 


Glu 




35 










40 


Gly Glu 


Gly 


Pro 


Gly 


Ser 


Asp 


Gly 


50 










55 




Trp Ser 


Pro 


Arg 


Ser 


Gin 


Arg 


Arg 


65 








70 






Arg Pro 


Glu 


Ala 


Met 


Glu 


Asn 


Gly 








85 








Glu Asp 


Pro 


Gly 


Pro 


Ala 


Arg 


Gly 






100 










Phe Phe 


Met 


Gly 


Arg 


Leu 


Pro 


Leu 




115 










120 


Gin Leu 


Leu 


Leu 


Ser 


Leu 


Leu 


Ala 


130 










135 




Gin Cys 


Thr 


Leu 


Cys 


Gly 


Gly 


Leu 


145 








150 






Ser Ala 


Phe 


Leu 


Leu 


Ser 


Leu 


Leu 








165 








Phe Tyr 


Glu 


Arg 


Val 


Asp 


Thr 


Thr 






180 










He Thr 


Leu 


Gly 


Thr 


Gly 


Cys 


Val 




195 










200 


Val Ser 


Thr 


His 


Asp 


Arg 


Thr 


Ser 


210 










215 





Arg 


Thr 


Gin Phe Leu Asp Glu Ser 




10 


15 


Ala 


Asn 


Leu Leu Arg Gly Gly Gly 


25 




30 


Gly 


Ala 


Glu Ser Gly Gly Ser Arg 






45 


Arg 


Leu 


Pro Ala Thr Gly Asp Phe 






60 


Gly 


Cys 


Cys Gly Arg Arg Ala Pro 






75 80 


Ala 


val 


Tyr Ser Pro Thr Thr Glu 




90 


95 


Pro 


Arg 


Ser Gly Leu Ala Ala Tyr 


105 




110 


Leu 


Arg 


Arg Val Leu Lys Gly Leu 






125 


Phe 


He 


Cys Glu Glu Val Val Ser 






140 


Tyr 


Phe 


Phe Glu Phe Val Ser Cys 






155 160 


lie 


Leu 


He Val Tyr Cys Thr Pro 




170 


175 


Lys 


Val 


Lys Ser Ser Asp Phe Tyr 


185 




190 


Phe 


Leu 


Leu Ala Ser He He Phe 






205 


Ala 


Glu 


He Ala Ala lie Val Phe 



220 
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Gly Phe lie Ala Ser Phe Met Phe 
225 230 
Tyr Glu Lys Arg Gin Glu Ser Gin 
245 

Arg Ala Glu Ala Leu Thr Glu Pro 
260 



Leu Leu Asp Phe lie Thr Met Leu 
235 240 
Leu Arg Lys Pro Glu Asn Thr Thr 

250 255 
Leu Asn Ala 
265 267 



<210> 2221 

<211> 129 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (129) 

<223> Xaa « any amino acid or nothing 



<400> 2221 



Ser 


Cys 


Ala 


Met 


Cys 


Ser 


Gly 


Leu 


1 








5 








Leu 


Ser 


Trp 


Thr 
20 


Leu 


Gly 


Thr 


Arg 


Asp 


Pro 


Gly 
35 


Asn 


Met 


Ser 


Phe 


Val 
40 


Thr 


Gly 
50 


Phe 


Arg 


Cys 


Phe 


Arg 
55 


Glu 


Leu 


Arg 


Gly 


Ala 


Ala 


Leu 


Pro 


Gly 


65 










70 






Ser 


Leu 


Arg 


Ser 


Ser 
85 


Val 


Asn 


Ala 


Trp 


Glu 


Ala 


Glu 
100 


Val 


Ser 


Thr 


Pro 


Glu 


Cys 


Phe 
115 


Arg 


Thr 


Pro 


Gly 


Asn 
120 



Cys 
129 



Leu 


Xaa 


Leu Leu Leu Pro lie Trp 




10 


15 


Gly 


Ser 


Glu Pro Arg Ser Val Asn 


25 




30 


Lys 


Glu 


Thr Val Asp Lys Leu Leu 






45 


Arg 


Glu 


Ala Ala Pro Arg Arg Ala 






60 


Glu 


Ser 


Glu Ala Gly Asp Pro Glu 






75 80 


Asp 


Trp 


lie Gin Tyr Ser Asp Leu 




90 


95 


Arg 


Cys 


Glu Ala Gly Phe Cys Gin 


105 




110 


Gin 


Glu 


Lys Asp Gly Pro Phe lie 



125 



<210> 2222 

<211> 234 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (234) 

<223> Xaa = any amino acid or nothing 





<400> 2222 








Phe 


Val Asp He 


Val 


Ser 


Val Val 


1 




5 






Arg 


Phe Pro Ala 


Gin 


His 


Gly Gin 




20 








Pro 


Gly Gly Ser 


Xaa 


Pro 


Gin Ala 




35 






40 


Val 


Ser Ala Ser 


Pro 


Thr 


Lys Glu 




50 






55 


Gly 


Leu lie Lys 


Pro 


Cys 


Pro Ala 


65 






70 




Ser 


Gly Ala Ala 


Asn 


Val 


Val Gly 



85 



Glu 


Phe 


Pro His Cys Pro Glu Ala 




10 


15 


Asp 


Ser 


Lys Arg Leu Thr Leu Cys 


25 




30 


Thr 


Leu 


His Leu Asp Arg Met Arg 






45 


He 


Gin 


Val Lys Lys Tyr Lys Cys 






60 


Asn 


Tyr 


Phe Ala Phe Lys He Cys 






75 80 


Pro 


Thr 


Met Cys Phe Glu Asp Arg 




90 


95 
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Met lie 


Met 


Ser Pro 


Vai 


Lys 


Asn 






i no 








Ala Leu 


vax 


ash wiy 






Glv 




11C 
J. 13 








120 


Asp Met 


Tyr 


ser axy 


Asp 


V cUL 


Fit; l. 


JLO u 








135 




Tie Pro 


\sXy 


(3-Ly i-i-Lcl 


Leu 


Val 


Leu 


X*±D 






150 






Thr Lys 




noli ao^J 


Glu 


Ser 








165 








Ser Tyr 


Ala 


Lys Gin 


Leu 


Gly 


Phe 






ISO 








Ala Lys 


Asp 


Leu Arg. 


Gly 


Lys 


Ser 




195 








200 


C31n Pro 


Gin 


Thr Gin 


Asn 


Lys 


Tyr 


210 








215 




Met Glu 


Gly 


Cys Met 


Pro 


Pro 


Lys 


225 






230 







Asn 


Val 


Gly Arg Gly Leu Asn lie 


10S 




110 


Ala 


Val 


Leu Gly Gin Lys Ala Phe 






125 


His 


Leu 


Val Lys Phe Leu Lys Glu 






140 


Val 


Ala 


Ser Tyr Asp Asp Pro Gly 






155 160 


Lvs 


Leu 


Phe Ser Asp Leu Gly Ser 




170 


175 


Arg 


Asp 


Ser Trp Val Phe He Gly 


185 




190 


Pro 


Phe 


Glu Gin Phe Leu Lys Glu 






205 


Glu 


Gly 


Trp Pro Glu Leu Leu Glu 






220 


Pro 


Phe 






234 





<210> 2223 
<211> 51 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (51) 

<223> Xaa * any amino acid or nothing 



<400> 2223 
He Leu Lys Cys Ala Gly His Gly 

1 5 
Phe Gly Arg Leu Arg Trp Glu Asp 
20 

His Pro Gly Gin His Cys Glu Thr 
35 40 
Lys Leu Phe 
50 51 



Gly Ser Cys Leu Xaa Ser Gin His 

10 15 
Arg Leu Arg Leu Gly Val Gin Asp 

25 30 
Pro Ser Leu Leu Lys He Glu Arg 
45 



<210> 2224 
<211> 249 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) ... (249) 

<223> Xaa = any amino acid or nothing 



<400> 2224 
Pro Cys Thr Ser Cys Val Leu Trp 

1 " 5 
Thr Arg Lys Ala Pro Gin Ala Glu 
20 

Trp Gin Lys He Gly Val Gly He 
35 40 
Leu Phe Gly Thr Leu Leu Tyr Phe 

50 55 
Asn Leu Leu Phe Leu Thr Gly Leu 
65 70 



Ala Thr Leu His Leu Pro Ala Ser 

10 15 
Cys Gly Met He Ser He Thr Glu 

25 30 
Thr Gly Phe Gly He Phe Phe He 
45 

Asp Ser Val Leu Leu Ala Phe Gly 
60 

Ser Leu He He Gly Leu Arg Lys 
75 B0 
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Thr 


Phe 


Trp 


Phe 


Phe 


Phe 


Gin 


Arg His 


Lys 


Leu Lys Gly Thr Ser Phe 










85 








90 


95 


Leu 


Leu 


Gly 


Gly 


Val 


Val 


lie 


Val Leu 


Leu 


Arg Trp Pro Leu Leu Gly 








100 








105 




110 


Met 


Phe 


Leu 


Glu 


Thr 


Tyr 


Gly 


Phe Phe 


Ser 


Leu Phe Lys Gly Phe Phe 






115 










120 




125 


Pro 


Val 


Ala 


Phe 


Gly 


Phe 


Leu 


Gly Asn 


Val 


Cys Asn He Pro Phe Leu 




130 










135 






140 


Gly 


Ala 


Leu 


Phe 


Arg 


Arg 


Leu 


Gin Gly 


Thr 


Ser Ser Met Val Xaa Lys 


145 










150 








155 160 


Thr 


Glu 


Met 


Ser 


Ser 


Leu 


Asn 


Leu Asp 


His 


Trp Leu Lys Gly. Ala Lys 










165 








170 


175 


Arg 


Glu 


Glu 


Trp 


Glu 


Pro 


Pro 


Pro Gin 


Ser 


Pro Ala Leu Thr His Ser 








1B0 








185 




190 


Pro 


Thr 


Tyr 


Pro 


Gly 


Pro 


Pro 


Gin Val 


Gin 


Lys Glu Arg Asn Gly Ala 






195 










200 




205 


Glu 


Gin 


Leu 


Thr 


Ser 


Asn 


Pro 


Gin Val 


Asp 


Ser Arg Gly Cys Gin Glu 




210 










215 






220 


Ala 


Glu 


Met 


Gin 


Thr 


Pro 


Arg 


Arg Leu 


Gly 


Trp Gly Trp Tyr His Thr 


225 










230 








235 240 


Leu 


Thr 


Leu 


Tyr 


Leu 


Trp 


Glu 


Glu Lys 














245 






249 







<210> 2225 
<211> 53 
<212> PRT 

<213> Homo sapiens 

<2 2l> misc_f eature 
<222> (1) . . . (53) 

<223> Xaa = any amino acid or nothing 



<400> 2225 

Gly Glu Lys Pro Val Pro Thr Trp Leu Gin Asp Glu Ala Gly Gin Trp 

1 5 10 15 

Leu Leu Gly Phe Val Ala Gin Pro Trp Gly Trp Pro Gly Ser Glu Arg 

20 25 30 

His Glu Pro Xaa His Gly Gly Val Leu Phe Arg Leu Gly Pro Ser Ala 

35 40 45 

Pro Pro Gly Lys Leu 
50 53 



<210> 2226 

<211> 61 

<212> PRT 

<213> Homo sapiens 

<221> misc_£ eature 

<222> (1) . . . (61) 

<223> Xaa = any amino acid or nothing 



<400> 2226 

Tyr Ser Cys Leu Cys Phe Leu Phe LyB His lie Thr Ser Phe Lys Asn 

15 10 15 

Ser Val His He Trp Leu Gly Thr Val Val His Ala Tyr Asn Pro Asn 

20 25 30 

He Leu Gly Gly Gin Gly Gly Trp He Ala Xaa Gly Gin Glu Phe Lys 
35 40 45 
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Thr Ser Leu Gly Asn Thr 
50 



Val 
55 



Arg 



Pro Cys Leu Tyr 
60 



Lys 
61 



<210> 2227 

<211> 312 

<212> PRT 

<213> Homo sapiens 



<400> 2227 

Gly Cys Ala Pro Asp Thr Arg Phe Phe Val Pro Glu Pro Gly Gly Arg 

1 5 10 15 

Gly Ala Ala Pro Trp val Ala Leu val Ala Arg Gly Gly Cys Thr Phe 

20 25 30 

Lys Asp Lys Val Leu Val Ala Ala Arg Arg Asn Ala Ser Ala Val Val 

35 40 45 

Leu Tyr Asn Glu Glu tog Tyr Gly Asn lie Thr Leu Pro Met Ser His 

50 55 60 

Ala Gly Thr Gly Asn lie Vai Val lie Met He Ser Tyr Pro Lys Gly 
65 70 75 m 80 

Arg Glu He Leu Glu Leu Val Gin Lys Gly He Pro Val Thr Met Thr 

85 90 95 

He Gly Val Gly Thr Arg His Val Gin Glu Phe He Ser Gly Gin Ser 

100 105 110 

Val Val Phe Val Ala He Ala Phe He Thr Met Met He He Ser Leu 

115 120 125 

Ala Trp Leu He Phe Tyr Tyr He Gin Arg Phe Leu Tyr Thr Gly Ser 

13 0 135 140 

Gin He Gly Ser Gin Ser His Arg Lys Glu Thr Lys Lys Val He Gly 
145 150 155 160 

Gin Leu Leu Leu His Thr Val Lys His Gly Glu Lys Gly He Asp Val 

165 170 175 

Asp Ala Glu Asn Cys Ala Val Cys He Glu Asn Phe Lys Val Lys Asp 

180 185 190 

He He Arg He Leu Pro Cys Lys His He Phe His Arg He Cys He 

195 200 205 

Asp Pro Trp Leu Leu Asp His Arg Thr Cys Pro Met Cys Lys Leu Asp 

210 215 220 

Val He Lys Ala Leu Gly Tyr Trp Gly Glu Pro Gly Asp Val Gin Glu 
225 230 235 240 

Met Pro Ala Pro Glu Ser Pro Pro Gly Arg Asp Pro Ala Ala Asn Leu 

245 250 255 

Ser Leu Ala Leu Pro Asp Asp Asp Gly Ser Asp Glu Ser Ser Pro Pro 

260 265 270 

Ser Ala Ser Pro Ala Glu Ser Glu Pro Gin Cys Asp Pro Ser Phe Lys 

275 280 285 

Gly Asp Ala Gly Glu Asn Thr Ala Leu Leu Glu Ala Gly Arg Ser Asp 

290 295 300 

Ser Arg His Gly Gly Pro He Ser 
305 310 312 



<210> 2228 

<211> 305 

<212> PRT 

<213> Homo sapiens 



<400> 2228 

Glu Arg Ser Leu Leu Cys Lys Val Asp Val Arg Trp He Tyr Val Ser 
15 10 15 
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Glu 


Gly 


Thr 


Lys 
20 


Thr 


Gin 


Arg 


Arg 


His 
25 


Arg 


Gin 


Gly 


ser 


Leu Arg Arg 
30 


Gly 


Arg 


Met 
35 


Gin 


Ala 


Ala 


Cys 


Trp 
40 


Tyr 


Val 


Leu 


Phe 


Leu 
45 


Leu Gin Pro 


Thr 


Val 
50 


Tyr 


Leu 


Val 


Thr 


CyB 
55 


Ala 


Asn 


Leu 


Thr 


Asn 
60 


Gly 


Gly Lys Ser 


Glu 


Leu 


Leu 


Lys 


Ser 


Gly 


Ser 


Ser 


Lys 


Ser 


Thr 


Leu 


Lys 


His He Trp 


65 










70 










75 






80 


Thr 


Glu 


Ser 


Ser 


Lys 
85 


Asp 


Leu 


Ser 


He 


Ser 
90 


Arg 


Leu 


Leu 


Ser Gin Thr 
95 


Phe 


Arg 


Gly 


Lys 

100 


Glu 


Asn 


Asp 


Thr 


Asp 
105 


Leu 


Asp 


Leu 


Arg 


Tyr Asp Thr 
110 


Pro 


Glu 


Pro 
115 


Tyr 


Ser 


Glu 


Gin 


Asp 
120 


Leu 


Trp 


Asp 


Trp 


Leu 
125 


Arg Asn Ser 


Thr 


Asp 
130 


Leu 


Gin 


Glu 


Pro 


Arg 
135 


Pro 


Arg 


Ala 


Lys 


Arg 
140 


Arg 


Pro He Val 


Lys 


Thr 


Gly 


Lys 


Phe 


Lys 


Lys 


Met 


Phe 


Gly 


Trp 


Gly 


Asp 


Phe His Ser 


145 










150 










155 






160 


Asn 


lie 


Lys 


Thr 


Val 
165 


Lys 


Leu 


Asn 


Leu 


Leu 
170 


He 


Thr 


Gly 


Lys He Val 
175 


Asp 


His 


Gly 


Asn 
180 


Gly 


Thr 


Phe 


Ser 


Val 
185 


Tyr 


Phe 


Arg 


His 


Asn Ser Thr 
190 


Gly 


Gin 


Gly 
195 


Asn 


Val 


Ser 


Val 


Ser 
200 


Leu 


Val 


Pro 


Pro 


Thr 
205 


Lys He Val 


Glu 


Phe 
210 


Asp 


Leu 


Ala 


Gin 


Gin 
215 


Thr 


Val 


He 


Asp 


Ala 
220 


Lys 


Asp Ser Lys 


Ser 


Phe 


Asn 


Cys 


Arg 


He 


Glu 


Tyr 


Glu 


Lys 


val 


Asp 


Lys 


Ala Thr Lys 


225 










230 










235 






240 


Asn 


Thr 


Leu 


Cys 


Asn 
245 


Tyr 


Asp 


Pro 


Ser 


Lys 
250 


Thr 


Cys 


Tyr 


Gin Glu Gin 
255 


Thr 


Gin 


Ser 


His 
260 


Val 


Ser 


Trp 


Leu 


Cys 
265 


Ser 


Lys 


Pro 


Phe 


Lys Val He 
270 


Cys 


lie 


Tyr 
275 


He 


Ser 


Phe 


Tyr 


Ser 
280 


Thr 


Asp 


Tyr 


Lys 


Leu 
285 


Val Gin Lys 


Val 


Cys 
290 


Pro 


Asp 


Tyr 


Asn 


Tyr 
295 


His 


Ser 


Asp 


Thr 


Pro 
300 


Tyr 


Phe Pro Ser 



Gly 
305 



<210> 222S 
<211> 29 
<212> PRT 

<213> Homo sapiens 



<400> 2229 

Thr Glu Ser Trp Lys Leu Lys Trp Trp Ser Pro Thr Cys Leu Asp Gin 

1 5 10 15 

Leu Asn Gly Ser Ala' Pro Gly Asn Val Phe He His Gly 
20 25 29 



<210> 2230 
<211> 188 
<212> PRT 

<213> Homo sapiens 



<400> 2230 

Asp Ala Ala Val Ala Met Thr Ala Gin Gly Gly Leu Val Ala Asn Arg 
15 10 15 
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Gly 


Arg 


Arg 


Phe 


Lys 


Trp 


Ala 


He 


Glu 








20 




i 






25 


Ser 


Arg 


Gly 


Arg 


Ser 


Asp 


Arg 


Gly 


Ser 






35 










40 




Pro 


Val 


Gly 


Tyr 


Leu 


Asp 


Lys 


Gin 


Val 




50 










55 






Thr 


Asp 


Arg 


He 


Leu 


Val 


Glu 


Lys 


Arg 


65 










70 








Pro 


Leu 


Lys 


Gin 


He 


Pro 


Met 


Asn 


Leu 










85 










Asn 


Thr 


He 


Ser 


He 


Phe 


Pro 


Thr 


Met 








100 










105 


Arg 


Pro 


He 


Gin 


Ala 


Leu 


Met 


Ala 


He 






115 










120 




biu 


oer 


oer 


Ser 


bin 


Lys 


TjV a 

irjie 


Leu 


V9JLU 




130 










135 






Asn 


Leu 


Met 


Gly 


Leu 


Ala 


Leu 


Ala 


Val 


145 










150 








Leu 


Leu 


Pro 


Thr 


His 


Ala 


Ser 


Asp 


Trp 










165 










Glu 


Arg 


Met 


Glu 


Phe 


Ser 


Gly 


Gly 


Gly 








180 










185 




<210> 2231 














<211> 386 














<212> PRT 














<213> Homo 


sapiens 










<400> 2231 












Ser 


Pro 


Gin 


Lys 


Thr 


Met 


Arg 


Ser 


His 


1 








5 










Ser 


Val 


Ser 


Ser 


Trp 


Pro 


Tyr 


Ser 


Ser 








20 










25 


Asn 


His 


Ser 


Asp 


Gin 


Pro 


Pro 


Gin 


Asn 






35 










40 




Thr 


Thr 


Cys 


Pro 


Met 


Asp 


Glu 


Lys 


Leu 




50 










55 






Ser 


Tyr 


Ser 


Val 


He 


Phe 


lie 


Val 


Gly 


65 










70 








Leu 


Tyr 


Val 


Phe 


Leu 


Gly 


He 


His 


Arg 










85 










Tyr 


Leu 


Leu 


Asn 


Val 


Ala 


He 


Ala 


Asp 








100 










105 


Pro 


Phe 


Arg 


He 


Met 


Tyr 


His 


He 


Asn 






115 










120 




Val 


lie 


Leu 


Cys 


Lys 


Val 


Val 


Gly 


Thr 




13 0 










135 






lie 


Ser 


He 


He 


Leu 


Leu 


Gly 


Phe 


He 


145 










150 








He 


Asn 


Arg 


Ser 


He 


Gin 


Gin 


Arg 


Lys 










165 










He 


Tyr 


Val 


Cys 


Cys 


He 


Val 


Tra 


Met 








180 










185 


Thr 


Met 


He 


He 


Leu 


Thr 


Leu 


Lys 


Lys 






195 










200 




Cys 


Phe 


His 


Tyr 


Arg 


Asp 


Lys 


His 


Asn 




210 










215 






Asn 


Phe 


He 


Leu 


Val 


Val 


Met 


Phe 


Trp 


225 










230 








Leu 


Ser 


Tyr 


He 


Lys 


He 


Gly 


Lys 


Asn 
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Leu 


Ser 


Gly 


Pro Gly 
30 


Gly 


Gly 


Gly 


Gin 


Gly 


Asp Ser 
45 


Leu 


Tyr 


Pro 


Asp 


Thr 
60 


Ser Val 


Gin 


Glu 


Cys 


Trp 
75 


Asp 


He Ala 


Leu 


Gly 
80 


Phe 


He 


Met 


Tyr Met 


Ala 


Gly 


90 








95 




Met 


Val 


Cys 


Met Met 
110 


Ala 


Trp 


Ser 


Ala 


Thr 


Phe Lys 
125 


Met 


Leu 


Gly 


Leu 


Val 
140 


Tyr Leu 


He 


Gly 


Tyr 


Lys 
155 


Cys 


Gin Ser 


Met 


Gly 
160 


Leu 


Ala 


Phe 


He Glu 


Pro 


Pro 


170 








175 




Leu 


Leu 


Leu 









188 



Thr 


He 


Thr 


Met 


Thr 


Thr 


Thr 


10 










15 




His 


Arg 


Met 


Arg Phe 


He 


Thr 










30 






Phe 


Ser 


Ala 


Thr 
45 


Pro 


Asn 


Val 


Leu 


ser 


Thr 
60 


val 


Leu 


Thr 


Thr 


Leu 


Val 
75 


Gly 


Asn 


lie 


He 


Ala 
80 


Lys 


Arg 


Asn 


Ser 


He 


Gin 


He 


90 










95 




Leu 


Leu 


Leu 


He 


Phe 
110 


Cys 


Leu 


Gin 


Asn 


Lys 


Trp 
125 


Thr 


Leu 


Gly 


Leu 


Phe 


Tyr 

140 


Met 


Asn 


Met 


Tyr 


Ser 


Leu 


Asp 


Arg Tyr 


He 


Lys 




155 










160 


Ala 


He 


Thr 


Thr Lys 


Gin 


Ser 


170 










17S 




Leu 


Ala 


Leu 


Gly Gly 


Phe 


Leu 










190 






Gly 


Gly 


His 


Asn 
205 


Ser 


Thr 


Met 


Ala 


Lys 


Gly 


Glu Ala 


He 


Phe 






220 










Leu 


He 
235 


Phe 


Leu 


Leu 


He 


lie 
240 


Leu 


Leu 


Arg 


He 


Ser 


Lys 


Arg 


250 










255 
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Arg 


Ser 


Lys 
* 


Phe 


Pro 


Asn Ser 


Gly 


Lys 


Tyr Ala Thr 


Thr Ala Arg Asn 








260 








255 




270 


Ser 


Phe 


lie 


Val 


Leu 


He He 


Phe 


Thr 


He Cys Phe 


Val Pro Tyr His 






275 








280 






285 


Ala 


Phe 


Arg 


Phe 


He 


Tyr He 


Ser 


Ser 


Gin Leu Asn 


Val Ser Ser Cys 




290 








295 






300 




Tyr 


Tip 


Lys 


Glu 


He 


Val His 


Lys 


Thr 


Asn Glu He 


Met Leu Val Leu 


305 










310 






315 


320 


Ser 


Ser 


Phe 


Asn 


Ser 


Cys Leu 


Asp 


Pro 


Val Met Tyr 


Phe Leu Met Ser 










325 








330 


335 


Ser 


Asn 


lie 


Arg 


Lys 


He Met 


Cys 


Gin 


Leu Leu Phe 


Arg Arg Phe Gin 








340 








345 




350 


Gly 


Qlu 


Pro 


Ser 


Arg 


Ser Glu 


Ser 


Thr 


Ser Glu Phe 


Lys Pro Gly Tyr 






355 








360 






365 


Ser 


Leu 


His 


Asp 


Thr 


Ser Val 


Ala 


Val 


Lys He Gin 


Ser Ser Ser Lys 




370 








375 






380 





Ser Thr 



385 386 



<210> 2232 

<211> 104 

<212> PRT 

<213> Homo sapiens 





<400> 2232 














Arg 


Gin 


Met 


Ala 


Leu 


Leu Lys 


Ala 


Asn 


Lys Asp Leu 


He Ser Ala Gly 


1 








5 








10 


15 


Leu 


Lys 


Glu 


Phe 


Ser 


Val Leu 


Leu 


Asn 


Gin Gin Val 


Phe Asn Asp Pro 








20 








25 




30 


Leu 


Val 


Ser 


Glu 


Glu 


Asp Met 


Val 


Thr 


Val Val Glu 


Asp Trp Met Asn 






35 








40 






45 


Phe 


Tyr 


lie 


Asn 


Tyr 


Tyr Arg 


Gin 


Gin 


Val Thr Gly 


Glu Pro Gin Glu 




50 








55 






60 




Arg 


Asp 


Lys 


Ala 


Leu 


Gin Glu 


Leu 


Arg 


Gin Glu Leu 


Asn Thr Leu Ala 


65 










70 






75 


80 


Asn 


Pro 


Phe 


Leu 


Ala 


Lys Tyr 


Arg 


Asp 


Phe Leu Lys 


Ser His Glu Leu 










85 








90 


95 


Pro 


Ser 


His 


Pro 


Pro 


Pro ser 


Ser 














100 






104 









<210> 2233 
c211> 61 
<212> PRT 





<213> Homo 


sapiens 












<400> 2233 












Lys 


Val Lys Thr 


Cys Arg Tyr 


Asn 


Pro 


Lys Tyr Ser 


Ala Ala Asn Asp 


1 




5 






10 


15 


Thr 


Gly Phe Val 


Asp He Pro 


Ser 


Arg 


Glu Lys Asp 


Leu Ala Lys Ala 




20 






25 




30 


Val 


Ala Thr Val 


Gly Pro He 


Ser 


Val 


Ala Val Gly 


Ala Ser His Val 




35 




40 






45 


Phe 


Phe Gin Phe 


Tyr Lys Lys 


Gly 


Lys 


His Leu Ser 


Ser 




50 


55 






60 


61 



-<210> 2234 
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<211> 73 
<212> PRT 

<213> Homo sapiens 



<400> 2234 

Ala Pro Val Leu lie Leu Gin Met Val Lys Leu Ser He Val Leu Thr 

15 10 15 

Pro Gin Phe Leu Ser His Asp Gin Gly Gin Leu Thr Lys Glu Leu Gin 

20 25 30 

Gin His Val Lys Ser Val Thr Cys Pro Cys Glu Tyr Leu Arg Lys Val 

35 40 45 

Ser Glu Cys Arg Gin Met Gly Pro Gly Ala Leu Glu Gin Phe Pro Gly 

50 55 60 

Leu Ser Cys His Thr Ser His Ser Gly 
65 70 73 



<210> 2235 
<211> 84 
<212> PRT 

<213> Homo sapiens 



<400> 2235 

Pro Ser Arg Gly Lys Met Glu Leu Glu Ala Met Ser Arg Tyr Thr Ser 

1 5 10 15 

Pro Val Asn Pro Ala Val Phe Pro His Leu Thr Val Val Leu Leu Ala 

20 25 30 

He Gly Met Phe Phe Thr Ala Trp Phe Phe Val Tyr Glu Val Thr Ser 

35 40 45 

Thr Lys Tyr Thr Arg Asp He Tyr Lys Glu Leu Leu lie Ser Leu Val 

50 55 60 

Ala Ser Leu Phe Met Gly Phe Gly Val Leu Phe Leu Leu Leu Trp Val 
65 70 75 80 

Gly He Tyr Val 
84 



<210> 2236 

<211> 169 

<212> PRT 

<213> Homo sapiens 



<400> 2236 






Ala Pro 


Glu 


Asn 


Pro 


Phe Ser Arg 


1 






5 




Val Lys 


Leu 


Ser 


Leu 


Lys Thr Gly 






20 






Leu Gly 


Glu 


His 


Phe 


Ser Thr His 




35 






40 


Val Val 


Gly 


Phe 


Leu 


Val Lys Asn 


50 








55 


Gly Met 


Glu 


Thr 


Arg 


His Pro Gly 


65 








70 


Trp Asp 


Ser 


Arg 


Ala 


Glu Gin His 








85 




Val Pro 


Gin 


Gly 


Asp 


Glu Asp Ser 






100 






Phe Pro 


Asp 


Val 


Val 


Thr Cys Ala 




115 






120 



Gin His Phe Asn Ser Glu Thr Lys 

10 15 
Thr Trp Leu Gly Asn His Ala His 

25 30 
His Glu Leu Gly Leu Ser Gly Lys 
45 

He Leu Glu Val He Arg Asn Gly 
60 

Lys Val Ser Ser Trp Phe His Arg 
75 80 
Asn His Ala Glu His His Glu Asp 

90 95 
Lys Val Ser Glu Ala Gin Gin Glu 
105 . HO 
Gly Leu Pro Gly Leu Leu Pro Lys 
125 
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Ala 


Leu Arg Val 


Leu 


Leu 


Phe 


Gin 


Leu 


Lys 


Val 


Gin 


His 


Arg 


Pro Gly 




130 






135 










140 








lie 


His Gin Gin 


Arg Pro 


Glu 


Gin 


Gin 


Asp 


Val 


Ser 


Asp 


His 


Arg Tyr 


145 






150 










155 








160 


Gly 


Arg Ser Val 
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Val Asp Cys He Trp Thr He Lys Ala Thr Pro Lys Ala Lys He Tyr 
225 " 230 235 240 

Leu Arg Phe Leu Asp Tyr Gin Met Glu His Ser Asn Glu Cys Lys Arg 

245 250 255 

Asn Phe Val Ala Val Tyr Asp Gly Ser Ser Ser He Glu Asn Leu Lys 

260 265 270 

Ala Lys Phe Cys Ser Thr Val Ala Asn Asp Val Met Leu Lys Thr Gly 

275 * 280 285 

He Gly Val He Arg Met Trp Ala Asp Glu Gly Ser Arg Leu Asn Arg 

290 295 300 

Phe Arg Met Leu Phe Thr Ser Phe Gly Gly Ala Ser Pro Ala Gin Ala 
305 310 315 320 

Ala Leu Ser Phe Cys His Ser Asn Met Cys He Asn Asn Ser Leu Val 

325 330 335 

Cys Asn Gly Val Gin Asn Cys Ala Tyr Pro Trp Asp Glu Asn His Cys 
340 345 350 352 



<210> 2239 

<211> 908 

<212> PRT 

<213> Homo sapiens 



<400> 2239 

Cys His Tyr He Met Asn Pro Ser Thr His His Pro Ala Ser Ala Gly 

X S 10 15 

Gly Ser He Leu Gly Leu Phe Asp Phe Phe Gly Leu Gly. Leu Gly Glu 

20 25 .30 

Met Thr Met Asp Ala Leu Leu Ala Arg Leu Lys Leu Leu Asn Pro Asp 

35 40 45 

Asp Leu Arg Glu Glu He Val Lys Ala Gly Leu Lys Cys Gly Pro He 

50 55 50 

Thr Ser Thr Thr Arg Phe He Phe Glu Lys Lys Leu Ala Gin Ala Leu 
65 70 75 80 

Leu Glu Gin Gly Gly Arg Leu Ser Ser Phe Tyr His His Glu Ala Gly 

85 90 95 

Val Thr Ala Leu Ser Gin Asp Pro Gin Arg He Leu Lys Pro Ala Glu 

100 105 110 

Gly Asn Pro Thr Asp Gin Ala Gly Phe Ser Glu Asp Arg Asp Phe Gly 

115 120 125 

Tyr Ser Val Gly Leu Asn Pro Pro Glu Glu Glu Ala Val Thr Ser Lys 

130 135 140 

Thr Cys Ser Val Pro Pro Ser Asp Thr Asp Thr Tyr Arg Ala Gly Ala 
145 ^ 150 155 160 

Thr Ala Ser Lys Glu Pro Pro Leu Tyr Tyr Gly Val Cys Pro Val Tyr 

165 170 175 

Glu Asp Val Pro Ala Arg Asn Glu Arg He Tyr Val Tyr Glu Asn Lys 

180 185 190 

Lys Glu Ala Leu Gin Ala Val Lys Met He Lys Gly Ser Arg Phe Lys 

195 200 205 

Ala Phe Ser Thr Arg Glu Asp Ala Glu Lys Phe Ala Arg Gly He Cys 

210 215 220 

Asp Tyr Phe Pro Ser Pro Ser Lys Thr Ser Leu Pro Leu Ser Pro Val 
225 230 235 240 

Lys Thr Ala Pro Leu Phe Ser Asn Asp Arg Leu Lys Asp Gly Leu Cys 

245 250 255 

Leu Ser Glu Ser Glu Thr Val Asn Lys Glu Arg Ala Asn Ser Tyr Lys 

260 265 270 

Asn Pro Arg Thr Gin Asp Leu Thr Ala Lys Leu Arg Lys Ala Val Glu 
275 280 285 
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Val 
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Lys 
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He 
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Arg 
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Pro Ser 
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Gill Asp Val Leu 
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Val Asp 
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Pile Pro Ala val 
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Leu Cys 
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Ser Asp Arg Gin 




835 




840 


Lys Gly 


Arg 


Phe Lys 


Ser Gin Leu Pro 


850 






855 


Tyr Ser 


Pro 


Gly Arg 


Asn Ser Val Ala 
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Gly Arg Tyr Ser 
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Met 
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Ala Ala Leu Glu Cys Ala Asp 
-810 815 
His Arg Trp Lys Ser Ala Val 
830 

Ser Trp Pro Ser Pro Ala Val 
845 

Asp Leu Ser Gly Pro His Ser 
860 

Gly Ser Asn Pro Ala Lys Pro 
875 880 
Pro Val His Gly Ser Gin Leu 
890 895 
Ala Ala Leu 
908 



<210> 2240 

<211> 30 

<212> PRT 

<213> Homo sapiens 



<400> 2240 

Arg His Met Pro Val lie Pro Ala Leu Trp Glu Ala Glu Val Gly Gly 

15 10 15 

Leu Leu Glu Pro Arg Ser Ser Arg Ser Ala Trp Ala Thr Glu 
20 25 30 



<210> 2241 

<211> 371 

<212> PRT 

<213> Homo sapiens 



<400> 2241 

Lys Leu Pro Trp Glu Pro Ser Phe Leu He Lys Met Gin He He Arg 

15 10 15 

His Ser Glu Gin Thr Leu Lys Thr Ala Leu He Ser Lys Asn Pro Val 

20 25 30 

Leu Val Ser Gin Tyr Glu Lys Leu Asp Ala Gly Glu Gin Arg Leu Met 

35 40 45 

Asn Glu Ala Phe Gin Pro Ala Ser Asp Leu Phe Gly Pro He Thr Leu 

50 55 60 

His Ser Pro Ser Asp Trp He Thr Ser His Pro Glu Ala Pro Gin Asp 
65 70 75 80 

Phe Glu Gin Phe Phe Ser Asp Pro Tyr Arg Lys Thr Pro Ser Pro Asn 

85 90 95 

Lys Arg Ser He Tyr He Gin Ser He Gly Ser Leu Gly Asn Thr Arg 

100 105 HO 

He He Ser Glu Glu Tyr He Lys Trp Leu Thr Gly Tyr Cys Lys Ala 

115 120 125 

Tyr Phe Tyr Gly Leu Arg Val Lys Leu Leu Glu Pro Val Pro Val Ser 

130 135 140 

Val Thr Arg Cys Ser Phe Arg Val Asn Glu Asn Thr His Asn Leu Gin 
145 150 155 160 

He His Ala Gly Asp He Leu Lys Phe Leu Lys Lys Lys Lys Pro Glu 

165 170 175 

Asp Ala Phe Cys Val Val Gly He Thr Met He Asp Leu Tyr Pro Arg 

180 185 190 

Asp Ser Trp Asn Phe Val Phe Gly Gin Ala Ser Leu Thr Asp Gly Val 
195 200 205 
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Glu 
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Val 
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Trp 
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Asp 
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Pro 


Glu 
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340 
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Trp 
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Glu 
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370 
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Thr 
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Ala 
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Arg 
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Gly 
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Ala 


Gly 


Gly 


Lys 


Ala 
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Thr 


Met 
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Pro 


Arg 




130 
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Ser 


Arg 


Ser 


Leu 


Gin 


Thr 


Leu 


145 
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Pro 
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Pro 


Ala 


Met 


Pro 


Met 


Gin 










165 








Glu 


Leu 


Arg 


Ala 


Ala 


Val 


Leu 


Gin 








180 










Lys 


GlU 


Thr 
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Ala 


Ser 


Ala 


Arg 
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Ala 
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Glu 


Gly 


Leu 


Ala 




210 










215 
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Thr 


Gly 


Lys 


Asp 


Thr 


Met 


Gly 


225 










230 






Val 


val 


Glu 


Gin 


Leu 


Ser 


Arg 


Ser 



245 



Gly 


Ser 


Asp 


Phe 
220 


Tyr 


Ser 


Met 


His 


Lys 


Lys 


Thr 
235 


Ser 


Ser 


Ser 


Asp 


Tyr 
240 


Pro 


Glu 
250 


He 


Thr 


Ser 


val 


Leu 
255 


Leu 


His 


Glu 


He 


Gly 


His 


He 


Phe 


Gly 


265 
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Met 
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265 


Ser 
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His 


Leu 


Asn 


Leu 


Cys 
300 


Pro 


He 


Cys 


Leu 


Phe 


Ser 


He 
315 


Val 


Glu 


Arg 


Tyr 


Lys 
320 


Glu 


Ser 
330 


Ser 


Asp 


Thr 


Pro 


Gly 
335 


Ala 


Asn 


Gly 


Asn 


Leu 


Pro 


Lys 


Pro 


Val 


345 










350 






Trp 


He 


He 


Lys 


Cys 


Leu 


Ala 


Val 



365 



Pro 


Cys 
10 


Arg 


Ala 


Glu 


Arg 


Gly 
15 


Ser 


Ala 


Ala 


Ser 


Val 


Ala 


Leu 


Ala 


Val 


25 










30 






Ala 


Pro 


Gly 


Ser 


Arg 
45 


Phe 


Val 


Cys 


His 


Ala 


Gly 


Cys 
50 


Pro 


Leu 


Pro 


Ala 


ser 


Pro 


Glu 
75 


Glu 


Glu 


Leu 


Arg 


Ala 
80 


Val 


Val 
90 


Gin 


Gin 


Lys 


Glu 


Thr 
95 


Leu 


Leu 


Thr 


Gly 


Lys 


Leu 


Ala 


Arg 


Cys 


105 










110 






Arg 


Gly 


Ala 


Gly 


Ala 
125 


Thr 


Gly 


Lys 


Asp 


Pro 


Gly 


His 
140 


Val 


Val 


Glu 


Gin 


Lys 


Asp 


Arg 
155 


Leu 


Glu 


Ser 


Leu 


Glu 
160 


Gly 


Gly 
170 


Ala 


Gin 


Ser 


Pro 


Glu 
175 


Glu 


Leu 


Arg 


Glu 


Thr 


Val 


Val 


Gin 


Gin 


185 










190 






Ala 


He 


Arg 


Glu 


Leu 
205 


Thr 


Gly 


Lys 


Gly 


Gly 


Lys 


Ala 
220 


Arg 


Gly 


Ala 


Gly 


Asp 


Leu 


Pro 
235 


Arg 


Asp 


Pro 


Gly 


His 
240 


Leu 


Gin 
250 


Thr 


Leu 


Lys 


Asp 


Arg 
255 


Leu 
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Glu Ser 


Leu 


oxU XI -L to 






260 




Asp 






275 






iJCU 




230 






j_tc± u. nxo 


Asn 


Glu Thr 








Aon 111 a 


Leu 


T,<aii Gin 






325 


Pne Lys 


Oct 


Prn Ren 
JT i VJ noil 






340 


Tyr Leu 


iyr 


Gl v TiVS 




355 




JLJuX lie 


Cys 


•Lieu, a x 


370 






Pro Phe 


Cat* 
Oct 










Glu Trp 


GJ.y 


ASH ash 








Gin Leu 


Pro 


j-ieu rue 






420 


Thr Trp 


inr 


Tar Arg 




43 5 




Lys Leu 


Gly 


ml. ~— r~% T • • 

Tar Giy 








Gj.y e±y 


vai 


_ 

Leu lie 








Fixe Asp 


Til a 
AJ.a 


xar V3j.n 






485 


Trp Asp 


Arg 


Val Leu 






500 


Ser Thr 


Asn 


Met Pro 




515 




Asp Val 


Phe 


Gly Gly 


530 






Arg Leu 


Leu 


Asp lieu 


545 




549 



Gin Leu 

Glu Val 

Lys Gly 
295 
Ser Ala 
310 

Arg Val 

Ala Phe 

He Lys 

Leu Arg 
375 
Val Pro 
390 

Pro He 

Val Ser 

Asp Gly 

Glu Asn 
455 
Leu Gly 
470 

Ala Phe 

Arg Ala 

Gly Asn 

Ala Ser 
535 



Arg Ala Asn Val 
265 

Leu Gin Gin Arg 
2B0 

Ala Glu Leu Glu 

His Arg Gin Lys 
315 

Thr Glu Leu Glu 
330 

Lys Val Ser Leu 
345 

Lys Thr Leu Pro 
360 

Ser Ser Ala Ser 

Gly Gin Ala Asn 

395 

Glu Leu Leu He 
410 

Asp Gly Lys Trp 
425 

Met Trp Glu Ala 
440 

Leu Ala Pro Trp 

Gin Glu Gin Asp 
475 

Val Gly Glu Leu 
490 

Gin Glu He Val 
505 

He He Pro Trp 
520 

Lys Trp Pro Val 



Ser Asn Ala Gly Leu 
270 

Leu Gly Glu Leu Glu 
285 

Asp Glu Lys Ser Leu 
3 00 

Thr Glu Ser Thr Leu 
320 

Arg Gly Asn Ser Ala 
335 

Pro Leu Arg Thr Asn 
350 

Glu Leu Tyr Ala Phe 
365 

Pro Gly Met Gly Thr 
380 

Glu He Val Leu He 
400 

Asn Asp Lys Val Ala 
415 

His His He Cys Val 
430 

Phe Gin Asp Gly Lys 
445 

His Pro He Lys Pro 
460 

Thr Val Gly Gly Arg 
480 

Ser Gin Phe Asn He 
495 

Asn He Ala Asn Cys 
510 

Val Asp Asn Asn Val 
525 

Glu Thr Cys Glu Glu 
540 



<210> 2243 

<211> 378 

<212> PRT 

<213> Homo sapiens 



<400> 2243 



Leu Thr 


Ala 


Gly Thr 


Ala Met Asn 


1 




5 




Leu Glu 


Asn 


Leu Glu 


Asp Leu Phe 






20 




Tyr Asn 


Asp 


Thr Ser 


Leu Val Glu 




35 




40 


Gly Pro 


Leu 


Met Ala 


Ser Phe Lys 


50 






55 


Ser Leu 


lie 


Phe Leu 


Leu Gly Val 


65 






70 


He Leu 


Glu 


Arg His 


Arg Gin Thr 






85 




Phe His 


Leu 


Ala Val 


Ala Asp Leu 






100 




Ala Val 


Ala 


Glu Gly 


Ser Val Gly 




115 




120 



Tyr Pro Leu Thr Leu Glu Met Asp 

10 15 
Trp Glu Leu Asp Arg Leu Asp Asn 

25 30 
Asn His Leu Cys Pro Ala Thr Glu 
45 

Ala Val Phe Val Pro Val Ala Tyr 
60 

He Gly Asn Val Leu Val Leu Val 
75 80 
Arg Ser Ser Thr Glu Thr Phe Leu 

90 95 
Leu Leu Val Phe He Leu Pro Phe 
105 110 
Trp Val Leu Gly Thr Phe Leu Cys 
125 
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Lys 


Thr' 
130 


val 


lie 


Ala 


Leu 


His 
135 


Lys 


Val 


Asn 


Phe 


Tyr 
140 


Cys 


Ser 


Ser 


Leu 


Leu 


Leu 


Ala 


Cys 


lie 


Ala 


val 


Asp 


Arg 


Tyr 


Leu 


Ala 


He 


Val 


His 


Ala 


145 










150 










155 










160 


Val 


His 


Ala 


Tvr 


Arcr 
165 


His 


Aro 


Arcr 


Leu 


Leu 
170 


Ser 


He 


His 


lie 


Thr 
175 


Cvs 


Gly 


Thr 


He 


Trp 
180 


Leu 


Val 


Gly 


Phe 


Leu 
185 


Leu 


Ala 


Leu 


Pro 


Glu 
190 


lie 


Leu 


Phe 


Ala 


Lys 
195 


Val 


Ser 


Gin 


Gly 


His 
200 


His 


Asn 


Asn 


Ser 


Leu 
205 


Pro 


Arg 


Cys 


Thr 


Phe 
210 


Ser 


Gin 


Glu 


Asn 


Gin 
215 


Ala 


Glu 


Thr 


His 


Ala 

220 


Trp 


Phe 


Thr 


Ser 


Arg 


Phe 


Leu 


Tyr 


His 


Val 


Ala 


Gly 


Phe 


Leu 


Leu 


Pro 


Met 


Leu 


Val 


Met 


225 










230 










235 










240 


Glv 


Tro 






Val 
245 


Glv 


Val 


Val 


His 


250 


Leu 




Gin 


Ala 


Gin 
255 




Arg 


Pro 


Gin 


Arg 
260 


Gin 


Lys 


Ala 


Val 


Arg 
265 


Val 


Ala 


He 


Leu 


Val 
270 


Thr 


Ser 


lie 


Phe 


Phe 
275 


Leu 


Cys 


Trp 


Ser 


Pro 
280 


Tyr 


His 


He 


Val 


He 
285 


Phe 


Leu 


Asp 


Thr 


Leu 


Ala 


Arg 


Leu 


Lys 


Ala 

9 95 


val 




Asn 


Thr 


Cvs 
300 


Lys 


Leu 


Asn 


Glv 


Ser 


Leu 


Pro 


Val 


Ala 


He 


Thr 


Met 


Cys 


Glu 


Phe 


Leu 


Gly 


Leu 


Ala 


His 


ift c 






























190 


Cys 


Cys 


Leu- 


Asn 


Pro 
325 


Met 


Leu 


Tyr 


Thr 


Phe 
330 


Ala 


Gly 


Val 


Lys 


Phe 
335 


Arg 


Ser 


Asp 


Leu 


Ser 
340 


Arg 


Leu 


Leu 


Thr 


Lys 

345 


Leu 


Gly 


Cys 


Thr 


Gly 
350 


Pro 


Ala 


Ser 


Leu 


Cys Gin 


Leu 


Phe 


Pro 


Ser 


Trp 


Arg 


Arg 


Ser 


Ser 


Leu 


Ser 


Glu 






355 










360 










365 








Ser 


Glu 
370 


Asn 


Ala 


Thr 


Ser 


Leu 
375 


Thr 


Thr 


Phe 
378 















<210> 2244 
<211> 127 
<212> PRT 

<213> Homo sapiens 



<400> 2244 



Phe 


Val 


Thr 


Arg 


Ala 


Gly 


Arg 


Trp 


Gly 


Ala 


Gly 


Ala 


Arg 


Val 


Arg 


Gly 


1 








5 










10 










15 




Gly 


Ala 


Gly 


Gly 
20 


Met 


Ala 


Ser 


Gly 


Ala 
25 


Ala 


Arg 


Trp 


Leu 


Val 
30 


Leu 


Ala 


Pro 


Val 


Arg 
35 


Ser 


Gly 


Ala 


Leu 


Arg 
40 


Ser 


Gly 


Pro 


Ser 


Leu 
45 


Arg 


Lys 


ASp 


Gly 


Asp 
50 


Val 


Ser 


Ala 


Ala 


Trp 
55 


Ser 


Gly 


Ser 


Gly 


Arg 
60 


Ser 


Leu 


Val 


Pro 


Ser 


Arg 


Ser 


Val 


He 


Val 


Thr 


Arg 


Ser 


Gly 


Ala 


He 


Leu 


Pro 


Lys 


Pro 


65 










70 










75 










80 


Val 


Lys 


Met 


Ser 


Phe 
85 


Gly 


Leu 


Leu 


Arg 


Val 
90 


Phe 


Ser 


He 


Val 


He 
95 


Pro 


Phe 


Leu 


Tyr 


val 
100 


Gly 


Thr 


Leu 


He 


Ser 
105 


Lys 


Asn 


Phe 


Ala 


Ala 
110 


Leu 


Leu 


Glu 


Glu 


His 
115 


Asp 


He 


Phe 


Val 


Pro 
120 


Glu 


Asp 


Asp 


Asp 


Asp 
125 


Asp 


Asp 
127 





<210> 2245 
<211> 53 
<212> PRT 
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<213> Homo sapiens 



<400> 2245 

Ala Pro Tyr Ala His Ser Gin Val His Cys Leu Asp Lys Val Cys Gly 

15 10 15 

Leu Leu Pro Phe Leu Asa Pro Glu Val Pro Asp Gin Phe Tyr Arg Leu 

20 25 30 

Trp Leu Ser Leu Phe Leu His Ala Gly Lys Glu Ala Pro His Cys Pro 

35 40 45 

Arg Thr Arg Pro Leu 
50 53 



<210> 2246 

<211> 124 

<212> PRT 

<213> Homo sapiens 



<400> 2246 

Ser Pro Ala Trp Trp Asn Ser Gin Gin Arg Val Val Ser Pro Phe Leu 

15 10 15 

Ala Leu Leu Thr Leu Glu Pro Thr Phe His His Leu Leu Pro lie Met 

20 25 30 

Gin Val Ser Thr Ala Ala Leu Ala Val Leu Leu Cys Thr Met Ala Leu 

35 40 45 

Cys Asn Gin Val Leu Ser Ala Pro Leu Ala Ala Asp Thr Pro Thr Ala 

50 55 60 

Cys Cys Phe Ser Tyr Thr Ser Arg Gin lie Pro Gin Asn Phe lie Ala 
65 70 75 80 

Asp Tyr Phe Glu Thr Ser Ser Gin Cys Ser Lys Pro Ser Val lie Phe 

85 90 95 

Leu Thr Lys Arg Gly Arg Gin Val Cys Ala Asp Pro Ser Glu Glu Trp 

100 105 HO 

Val Gin Lys Tyr Val Ser Asp Leu Glu Leu Ser Ala 
115 120 124 



<210> 2247 

<211> 427 

<212> PRT 

<213> Homo sapiens 



<400> 2247 



Arg 


Pro 


Arg 


Arg Arg 


Gly 


Thr His 


1 






5 






Phe Arg 


Val 


Ser Ala 


Met 


Phe Pro 








20 






Arg 


Pro 


Leu 


Ser Arg 


His 


Pro Leu 






35 






40 


Ala 


Ala 


Ala 


lie Met 


Leu 


Leu Thr 




50 








55 


Arg 


Ser 


Ser 


Ala Leu 


Leu 


Ala Arg 


65 








70 




Phe Gly 


Thr 


Asn Ser 


Val 


lie Cys 








85 






Arg 


Thr 


Glu 


Glu Thr 


Ser 


Lys Glu 








100 






Lys 


Glu 


Asn 


Thr Lys 


Lys 


Asp Leu 






115 






120 



His Phe Ser Cys Val Leu Gly Ser 

10 15 
Arg Val Ser Thr Phe Leu Pro Leu 

25 30 
Ser Ser Gly Ser Pro Glu Thr Ser 
45 

Val Arg His Gly Thr Val Arg Tyr 
60 

Thr Lys Asn Asn lie Gin Arg Tyr 
75 80 
Ser Lys Lys Asp Lys Gin Ser Val 

90 * 95 
Thr Ser Glu Ser Gin Asp Ser Glu 
105 HO 
Leu Gly He He Lys Gly Met Lys 
125 
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Val 


Glu 


Leu 


Ser 


Thr 


Val 


Asn 


Val 


Ara 




130 










135 






Arg 


Pro 


Leu 


Lvs 


Ser 


Leu 


Glu 


Ala 


Thr 


145 










150 




0 




Thr 


Glu 


Tvr 


Ala 


Pro 


Lvs 


Lvs 


Ara; 


lie 










165 










Val 


Ala 


Ala 


Ala 


Ser 


Ala 


Val 


Ala 


Asn 
****** 








180 










185 


Thr 


Thr 


Lys 


Ser 


Glu 


Leu 


Leu 


Ser 


Gin 






195 










200 




Ser 


Arg 


Ala 


Gin 


Arg 


Asp 


Ala 


Lys 


Arg 




210 










215 






lie 


He 


Ser 


Asp 


Met 


Lvs 


Val 


Ala 


Ara 


225 










230 








Sqt 


Ara 


Pro 


Glu 


Leu 


Ara 


He 


Gin 


Phe 










245 










Pro 


Glv 


Gin 


Glu 


Lys 


Thr 


Asp 


As ID 


Leu 








260 












Thx 


Glv 


Lvs 


Ara 


Leu 


Asn 


He 


Phe 








97C 
X / 3 














Ala 


Pro 


Glu 


Thx 




Thr 


Ser 


Pro 


Ser 




290 

P \f 


















Gin 


Leu 


Ala 


Thr 


Val 


Asn 


Glu 


Gin 




















Glu 


Leu 


He 


Gin 


TTT5 


1 ILL, 


Lys 


Glu 


Gly 










J ^ 3 










As ii 


Asn 


Glu 


Ala 


Glv 


Phe 


Asp 


Asp 


Asp 




















He 


Phe 


Leu 


Glu 


Lys 


His 


Leu 


Glu 


Ser 






355 










360 




Arg 


His 


Phe 


Met 


Glu 


Leu 


Val 


Thr 


Cys 




370 










375 






Leu 


Ser 


Val 


Lys 


Gin 


Lys 


Val 


Glu 


His 


385 










3 90 








Phe 


Asn 


Glu 


Lys 


Lys 


Asp 


lie 


Leu 


Lys 










a n ^ 










Leu 


Arg 


Pro 


Trp 


Lys 


Phe 


Leu 


Phe 


Arg 








420 










425 




<210> 2248 














<211> 137 














<212> PRT 














<213> Homo 


sapiens 










<400> 2248 












Ser 


Cys 


Gin 


Thr 


Thr 


Gin 


Pro 


Pro 


Ala 


1 








5 










Met 


Arg 


He 


Met 


Leu 


Leu 


Phe 


Thr 


Ala 








20 










25 


Gin 


Ser 


Phe 


Gly 


Ala 


Val 


Cvs 


Lvs 


Glu 






35 










40 




Gly 


Gly 


Gly 


Arg 


Ser 


Lys 


Arg 


Asp 


Pro 




50 










55 






Arg 


Leu 


Phe 


Lys 


Ser 


His 


Ser 


Ser 


Leu 


65 










70 








Ser 


Gin 


Ala 


Ser 


Thr 


Asp 


Pro 


Lys 


Glu 










85 










Asp 


Met 


His 


Asp 


Phe 


Phe 


Val 


Gly 


Leu 








100 










105 


Pro 


Asp 


Ser 


Pro 


Thr 


Asp 


Val 


Asn 
i on 


Gin 



115 120 
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Thr 


Thr Lys 


Pro Prn T»v*5 


jurg 






140 






Leu 


Gly Arg 


Leu Arg Arg 


Ala 




155 






160 


Glu 


Pro 


Leu 


Ser Pro Glu 


Leu 


170 






175 




Ser 


Leu 


Pro 


Phe Asp Lys 


Gin 








190 




Leu 


Gin 


Gin 


His Glu Glu 


Glu 








205 




Pro 


Lys 


He 


Ser Phe Ser 


Asn 






220 






Ser 


Ala 


Thr 


Ala Arg Val 


Ara 




235 






240 


Asp 


Glu Gly 


Tvr Aso Asn 


Tvr 


250 






255 




Lys 


Lys Arg 


Lvs Asn Tie 


Phe 








57fl 




Met 


Met 


Ala 


Val Thr TjVS 


Glu 












Leu 


Trp Asp 


Val Glu Phe 


Ala 






300 






Pro 


Leu 


Gin 


Asn Glv Phe 


Glu 




315 








Lys 


Leu 


Trp 


VJ J. LL XTXIC lr X> U 


He 














Ser 


Glu 


IrXlG nxo <JXU 


Us 












fLIC 


Pro Lys 




lie 








365 




Gly 


Leu 


Ser 


Lys Asn Pro 


Tyr 






380 






He 


Glu 


Trp 


Phe Arg Asn 


Tyr 




395 






400 


uxu 


Ser 


Asn 


LAC KjJ.ll JrllC 


Lys 


410 






415 




Asn 


Asn 










427 








Gin 


Ser 


Cys 


Ser Thr Glv 


Thr 


10 






15 




He 


Leu Ala 


Phe Ser Leu 


Ala 








30 




Pro 


Gin 


Glu 


Glu Val Val 


Pro 








45 




Asp 


Leu Tyr 


Gin Leu Leu 


Gin 






60 






Glu 


Gly Leu 


Leu Lys Ala 


Leu 




75 






80 


Ser 


Thr 


Ser 


Pro Glu Lys 


Arg 


90 






95 




Met 


Gly Lys 


Arg Ser Val 


Gin 








110 




Glu 


Asn 


Val 


Pro Ser Phe 


Gly 



125 
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11c 


Leu Lys Tyr 


Pro 


Pro 


Arg 


Ala 




130 










135 






<210> 2249 












<211> 174 












<212> PRT 












<213> Homo 


sapiens 








<400> 2249 










rTTO 


Phe 


His 


Leu 


Gly 


Ala 


oer 


Ser 


i 
X 








5 








T*hr 


Gin 


Glu 


Ser 


Lys 


Ala 


fll n 
liJ.Il 


Lys 








20 










OCX 


Lys 


Ser 


Met 


Asn 


Glu 


Coy 

OC1 


wet 






35 










Art 


Met 


Asn 


Ala 


Arg 


Leu 


Gin 


Leu 


G1U 




50 














Met 


Arg 


Glu 


Arg 


Gin 


Met 


AJLa 


met 












70 






Leu 


Lys 


Tyr 


Phe 


Gly 


Thr 


pne 


Phe 










85 








Ala 


Gly 


Ala 


lie 


Lys 


Lys 


Lys 


Lys 








100 










Pro 


Leu 


Ser 


Phe 


He 


Leu 


Thr 


Tyr 






115 










120 


Leu 


Leu 


Glu 


Arg 


Met 


Lys 


Gly 


GlU 




130 










1 1 c 

135 




Lys 


Ser 


Lys 


Leu 


Gin 


Leu 


pro 


Arg 


145 










150 






UlU 


Lys 


Ala 


Arg 


Lys 


Glu 




Car 










165 










<210> 2250 












<211> 388 












<212> PRT 












<213> Homo 


sapiens 








<400> 2250 










vai 


Trp 


Leu 


Pro 


Leu 


Lys 


Car 


xyr 


J- 








5 








Cys 


Gin 


Cys 


Glu 


He 


Phe 


Arg 










20 










V31U 


Gly 


Arg 


Asp 


Lys 


Asp 




XT 11C 






35 










40 


Phi* 


Leu 


Lys 


Gin 


Ala 


Trp 


rile 






50 










55 






Thr 


Val 


Lys 


Ser 


Ser 


Lys 














70 






Tyr 


Pro 


Thr 


Phe 


Asn 


Pro 


Ser 


Ser 










85 








lie 


Met 


Val 


Lys 


Gly 


Val 


Asp 


Glu 








100 










Lys 


Arg 


Asn 


Asn 


Ala 


Gin 


Arg 


Gin 






115 










120 


Glu 


Thr 


Gly 


Lys 


Pro 


Leu 


Asp 


Glu 




130 










135 




His 


Leu 


Glu 


Glu 


Val 


Val 


Leu 


Ala 


145 










150 







Glu 
137 



Asn 


Thr 


Phe 


Arg Leu 


Gin 


Val 


Gin 




10 








15 




Glu 


Val 


Lys 


Met Gly 


Phe 


He 


Phe 


25 








30 






Lys 


Asn 


Gin 


Lys Glu 


Phe 


Met 


Leu 








45 








Arg 


Gin 


Leu 


He Met 


Gin 


Ser 


Glu 








SO 








Gin 


lie 


Ala 


Trp Ser 


Arg 


Glu 


Phe 






75 








80 


Gly 


Leu 


Ala 


Ala lie 


Ser 


Leu 


Thr 




90 








95 




Pro 


Ala 


Phe 


Leu Val 


Pro 


He 


Val 


105 








± J.U 






Gin 


Tyr 


Asp 


Leu Gly 


Tyr 


Gly Thr 
















Ala 


GlU 


Asp 






Thr 


Glu 
















Gxy 


Mat- 
net 


lie 


11X2. rue 


r*1 ii 

ulU 


Ser 


He 






ijj 








160 


Arg 


rae 


"D"ho 
rllfi 


Tl o a m-L 

± xe Asp 


Lys 














174 






Lys 


lie 


Arg 


Ser Pro 


Ser 


Leu 


His 




10 








15 




Glu 


Phe 


Leu 


Phe Ser 


Ser 


Leu 


Gin 


25 








30 






Ser 


Lys 


Met 


Ala Met 


Val 


Ser 


Glu 








45 








Glu 


Asn 


Glu 


Glu Gin 


Glu 


Tyr Val 








60 








Gly 


Pro 


Gly 


Ser Ala 


Val 


Ser 


Pro 






75 








80 


Asp 


Val 


Ala 


Ala Leu 


His 


Lys 


Ala 




90 








95 




Ala 


Thr 


He 


He Asp 


He 


Leu 


Thr 


105 








110 






Gin 


He 


Lys 


Ala Ala 


Tyr 


Leu 


Gin 








125 








Thr 


Leu 


Lys 


Lys Ala 


Leu 


Thr Gly 








140 








Leu 


Leu 


Lys 


Thr Pro 


Ala 


Gin 


Phe 



1SS 160 
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Asp 


Ala 


Asp 


Glu 


Leu 


Arg 


Ala 


Ala 


Met 


Lys 


Gly 


Leu Gly Thr 


Asp 


Glu 










165 










170 








175 




Asp 


Thr 


Leu 


He 


Glu 


He 


Leu 


Ala 


Ser 


Arg 


Thr 


Asn Lys Glu 


He 


Arg 








180 










185 








190 






Asp 


lie 


Asn 


Arg 


Val 


Tyr 


Arg 


Glu 


Glu 


Leu 


Lys 


Arg Asp Leu 


Ala 


Lys 






195 










200 










205 






Asp 


lie 


Thr 


Ser 


Asp 


Thr 


Ser 


Gly 


Asp 


Phe 


Arg 


Asn Ala Leu 


Leu 


Ser 




210 










215 










220 








Leu 


Ala 


Lys 


Gly 


Asp 


Arg 


Ser 


Glu 


Asp 


Phe 


Gly 


Val 


Asn Glu 


Asp 


Leu 


225 










230 










235 








240 


Ala 


Asp 


Ser 


Asp 


Ala 


Arg 


Ala 


Leu 


Tyr 


Glu 


Ala 


Gly Glu Arg 


Arg 


Lys 










245 










250 








255 




Gly 


Thr 


Asp 


val 


Asn 


Val 


Phe 


Asn 


Thr 


He 


Leu 


Thr Thr Arg 


Ser 


Tyr 








260 










265 








270 






Pro 


Gin 


Leu 


Arg 


Arg 


Val 


Phe 


Gin 


Lys 


Tyr 


Thr 


Lys 


Tyr Ser 


Lys 


His 






275 










280 










285 






Asp 


Met 


Asn 


Lys 


Val 


Leu 


Asp 


Leu 


Glu 


Leu 


Lys 


Gly Asp He 


Glu 


Lys 




290 










295 










300 








Cys 


Leu 


Thr 


Ala 


He 


Val 


Lys 


Cys 


Ala 


Thr 


Ser 


Lys 


Pro Ala 


Phe 


Phe 


305 










310 










315 








320 


Ala 


Glu 


Lys 


Leu 


His 


Gin 


Ala 


Met 


Lys 


Gly 


Val 


Gly Thr Arg 


His 


Lys 










325 










330 








335 




Ala 


Leu 


lie 


Arg 


lie 


Met 


Val 


Ser 


Arg 


Ser 


Glu 


He Asp Met 


Asn 


Asp 








340 










345 








350 






lie 


Lys 


Ala 


Phe 


Tyr 


Gin 


Lys 


Met 


Tyr 


Gly 


He 


Ser Leu Cys 


Gin 


Ala 






355 










360 










365 






lie 


Leu 


Asp 


Glu 


Thr 


Lys 


Gly 


Asp 


Tyr 


Glu 


Lys 


He 


Leu Val 


Ala 


Leu 




370 










375 










380 








Cys 


Gly 


Gly 


Asn 
























385 






388 


























<210> 2251 


























<211> 268 


























<212> PRT 


























<213> Homo 


sapiens 






















<400> 2251 
























Val 


Glu 


Phe 


His 


Pro 


Gin 


Arg 


Ala 


Arg 


Ala 


Gly 


Ala- Arg Ala 


Pro 


Ser 


1 








5 










10 








15 




Met 


Gly 


Val 


Leu 


Leu 


Thr 


Gin 


Arg 


Thr 


Leu 


Leu 


Ser 


Leu Val 


Leu 


Ala 








20 










25 








30 






Leu 


Leu 


Phe 


Pro 


Ser 


Met 


Ala 


Ser 


Met 


Ala 


Ala 


He 


Gly Ser 


Cys 


Ser 






35 










40 










45 






Lys 


Glu 


Tyr 


Arg 


Val 


Leu 


Leu 


Gly 


Gin 


Leu 


Gin 


Lys 


Gin Thr 


Asp 


Leu 




50 










55 










60 








Met 


Gin 


Asp 


Thr 


Ser 


Arg 


Leu 


Leu 


Asp 


Pro 


Tyr 


He 


Arg He 


Gin 


Gly 


65 










70 










75 








80 


Leu 


Asp 


val 


Pro 


Lys 


Leu 


Arg 


Glu 


His 


Cys 


Arg 


Glu 


Arg Pro 


Gly 


Ala 










85 










90 








95 




Phe 


Pro 


Ser 


Glu 


Glu 


Thr 


Leu 


Arg 


Gly 


Leu 


Gly 


Arg 


Arg Cys 


Phe 


Leu 








100 










105 








110 






Gin 


Thr 


Leu 


Asn 


Ala 


Thr 


Leu 


Gly 


Cys 


Val 


Leu 


His 


Arg Leu 


Ala 


Asp 






115 










120 










125 






Leu 


Glu 


Gin 


Arg 


Leu 


Pro 


Lys 


Ala 


Gin 


Asp 


Leu 


Glu 


Arg Ser 


Gly 


Leu 




130 










135 










140 








Asn 


lie 


Glu 


Asp 


Leu 


Glu 


Lys 


Leu 


Gin 


Met 


Ala 


Arg 


Pro Asn 


He 


Leu 


145 










150 










155 








160 


Gly 


Leu 


Arg 


Asn 


Asn 


lie 


Tyr 


Cys 


Met 


Ala 


Gin 


Leu 


Leu Asp 


Asn 


Ser 










165 










170 








175 




Asp 


Thr 


Ala 


Glu 


Pro 


Thr 


Lys 


Ala 


Gly 


Arg 


Gly 


Ala 


Ser Gin 


Pro 


Pro 








180 










185 








190 
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Thr Pro Thr Pro Ala Ser Asp Ala 
195 200 
Arg Phe Leu His Gly Tyr His Arg 

210 215 
Phe Ser Lys Trp Gly Glu Ser Pro 
225 230 
His Gin Ala Leu Arg Lys Gly Val 
245 

Gly Lys Arg Leu Met Thr Arg Gly 
2S0 



Phe Gin Arg Lys Leu Glu Gly Cys 
205 

Phe Met His Ser Val Gly Arg Val 
220 

Asn Arg Ser Arg Arg His Ser Pro 
235 240 
Arg Arg Thr Arg Pro Ser Arg Lys 

250 255 
Gin Leu Pro Arg 
265 258 



<210> 2252 
<211> 275 
<212> PRT 

<213> Homo sapiens 



<400> 2252 

Thr Ala Ala Arg Arg Arg Gin Lys Gly Thr Ala Ala Arg Arg Leu Gin 

15 10 15 

Lys Gly Thr Ala Ala Arg Arg Arg Gin Lys Gly Thr Ala Ala Arg Arg 

20 25 30 

Arg Gin Lys Gly Thr Ala Ala Arg Arg Pro Gin Lys Gly Thr Ala Ala 

35 40 45 

Arg Arg Arg Gin Lys Gly Thr Ala Ala Arg Arg Arg Gin Lys Gly Thr 

50 55 60 

Ala Ala Arg Arg Arg Gin Lys Gly Thr Ala Ala Arg Arg Pro Gin Lys 
65 70. 75 80 

Gly Thr Ala Ala Arg Arg Arg Gin Lys Gly Thr Ala Ala Arg Arg Arg 

85 90 95 

Gin Lys Gly Thr Ala Ala Arg Arg Arg Gin Lys Gly Leu Ala lie Ala 

100 105 HO 

Ser Arg Gly Cys Pro Cys Ala Ser Arg Ala Gly Gly Val Arg Gly Ala 

115 120 125 

Gly Ser Arg Leu Arg Ala Met Ala Pro Lys Val Phe Arg Gin Tyr Trp 

130 135 140 

Asp lie Pro Asp Gly Thr Asp cys His Arg Lys Ala Tyr Ser Thr Thr 
145 150 155 1*0 

Ser lie Ala Ser Val Ala Gly Leu Thr Ala Ala Ala Tyr Arg Val Thr 

165 170 175 

Leu Asn Pro Pro Gly Thr Phe Leu Glu Gly Val Ala Lys Val Gly Gin 

180 185 190 

Tyr Thr Phe Thr Ala Ala Ala Val Gly Ala Val Phe Gly Leu Thr Thr 

195 200 205 

Cys He Ser Ala His Val Arg Glu Lys Pro Asp Asp Pro Leu Asn Tyr 

210 215 220 

Phe Leu Gly Gly Cys Ala Gly Gly Leu Thr Leu Gly Ala Arg Thr His 
225 230 235 240 

Asn Tyr Gly He Gly Ala Ala Ala Cys Val Tyr Phe Gly He Ala Ala 

245 250 255 

Ser Leu Val Lys Met Gly Arg Leu Glu Gly Trp Glu Val Phe Ala Lys 
260 265 270 

Pro Lys Val 
275 



<210> 2253 
<211> 194 
<212> PRT 

<213> Homo sapiens 
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<400> 2253 










Pro 


Trp 


Leu 


Pro 


Trp 


Ser 


Asp 


Gly 


1 








5 








Cys 


Pro 


Arg 


Ser 


Arg 


Phe 


Pro 


Val 








20 










Thr 


val 


Phe 


Ser 


Thr 


Ser 


Ser 


Leu 






35 










40 


Leu 


Leu 


Ser 


Pro 


Leu 


Leu 


Ser 


Val 




50 










55 




Gly 


Asp 


Ser 


Pro 


Thr 


Asp 


Ser 


Gin 


65 










70 






Pro 


Pro 


Trp 


Gin 


Glu 


Arq 


Thr 


Asp 










85 








Arg 


Leu 


Leu 


Tyr 


Glu 


Ser 


Arg 


Lys 








100 










Leu 


Leu 


Ser 


Leu 


Phe 


Ala 


Lys 


Glu 






115 










120 


Gin 


Leu 


Asn 


Leu 


Tyr 


Asp 


Arg 


Leu 




130 










135 




Asp 


lie 


Tyr 


Tyr 


Trp 


Ala 


Thr 


Glu 


145 










150 






Glu 


Asn 


Glu 


Val 


Met 


Ala 


Leu 


Leu 










165 








Lys 


Glu 


Gin 


Arg 


Leu 


Aro 


Ala 


Pro 








180 










Pro 


Arg 
















194 
















c210> 2254 












<211> 260 












<212> PRT 












<213> Homo 


sapiens 








c400> 2254 










GlV 


Ala 


Gly 


Arg 


Ala 


Leu 


GlV 

j 


His 


l 








5 








Ala 


Ala 


Ala 


Leu 


Pro 


Ala 


Aro 


Lys 








20 










GT V 


Ala 


Arg 


Leu 


Thr 


Gly 


Tro 


Thr 






35 










40 


Asp 


Leu 


Ser 


His 


Leu 


Leu 


Ala 


Met 




50 










55 




Arg 


Ser 


Lys 


Cys 


Cys 


Lys 


Gly 


lie 


65 










70 






Ala 


Leu 


Val 


Phe. Thr 


Thr 


Arg 


Tyr 










85 








Ser 


lie 


Tyr 


Asn 


Thr 


Val 


Met 


Lys 








100 










Val 


Thr 


Val 


Tyr 


Met 


He 


Tyr 


Gly 






115 










120 


Glu 


Asn 


Asp 


Thr 


Phe 


Arg 


Leu 


Glu 




130 










135 




Leu 


Ser 


Phe 


Leu 


Glu 


Asn 


Tyr 


Ser 


145 










150 






Thr 


Phe 


Ser 


He 


Tyr 


Leu 


Glu 


Ser 










165 








Met 


He 


Ser 


Lys 


Thr 


Gly 


Glu 


Ala 








ISO 










Phe 


Phe 


Leu 


Gly 


Leu 


Tyr 


Arg 


Ala 






195 










200 



Arg 


Ala 


Ala 


Arg Ser 


Ser 


Arg 


Lys 




10 








15 




Gin 


Val 


Gly 


Lys Met 


Ala 


Val 


Ser 


25 








30 






Met 


Leu 


Ala 


Leu Ser 


Arg 


His 


Ser 








45 








Thr 


Ser 


Phe 


Arg Arg 


Phe 


Tyr 


Arg 








60 








Lys 


Asp 


Met 


He Glu 


He 


Pro 


Leu 






75 








80 


Glu 


Ser 


He 


Glu Thr 


Lys 


Arg 


Ala 




90 








95 




Arg 


Gly 


Met 


Leu Glu 


Asn 


Cys 


He 


105 








110 






His 


Leu 


Gin 


His Met 


Thr 


Glu 


Lys 








125 








lie 


Asn 


Glu 


Pro Ser 


Asn 


Asp 


Trp 








140 








Ala 


Lys 


Pro 


Ala Pro 


Glu 


He 


Phe 






155 








160 


Arg 


Asp 


Phe 


Ala Lys 


Asn 


Lys 


Asn 




170 








175 




Asp 


Leu 


Glu 


Tyr Leu 


Phe 


Glu 


Lys 


185 








190 






Leu 


Glu 


Thr 


Gly Ala 


Gly 


Asp 


val 




10 








15 




Phe 


Pro 


Arg 


Ser Leu 


Leu 


Gly 


Ala 


25 








30 






Met 


Asn 


Val 


Phe Arg 


He 


Leu 


Gly 








45 








He 


Leu 


Leu 


Leu Gly 


Lys 


He 


Trp 








60 








Ser 


Gly 


Lys 


Ser Gin 


He 


Leu 


Phe 






75 








80 


Leu 


Asp 


Leu 


Phe Thr 


Asn 


Phe 


He 




90 








95 




Val 


Val 


Phe 


Leu Leu 


Cys 


Ala 


Tyr 


105 








110 






Lys 


Phe 


Arg 


Lys Thr 


Phe 


Asp 


Ser 








125 








Phe 


Leu 


Leu 


Val Pro 


Val 


He 


Gly 








140 








Phe 


Thr 


Leu 


Leu Glu 


He 


Leu 


Trp 






155 








160 


Val 


Ala 


He 


Leu Pro 


Gin 


Leu 


Phe 




170 








175 




Glu 


Thr 


He 


Thr Thr 


His 


Tyr 


Leu 


185 








190 






Leu 


Tyr 


Leu 


Ala Asn 
one 


Trp 


He 


Arg 
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Arg Tyr Gin Thr Glu Asn Phe Tyr Asp Gin lie Ala Val Val Ser Gly 

210 215 220 

Val Val Gin Thr He Phe Tyr Cys Asp Phe Phe Tyr Leu Tyr Val Thr 
225 230 235 240 

Lys Gly Arg Ser Trp Asp Asp Ser Asn Ma Asp Thr Gly Leu Arg Ser 
245 250 255 

Tyr Ser Ser He 
260 



<210> 2255 

<211> 172 

<212> PRT 

<213> Homo sapiens 



<400> 2255 

Leu Ser Asn Lys Asp Val Leu Ser Pro Gin Leu Lys Asp Glu Asn Ser 

15 10 15 

Lys Leu Arg Arg Lys Leu Asn Glu Val Gin Ser Phe Ser Glu Ala Gin 

20 25 30 

Thr Glu Met Val Arg Thr Leu Glu Arg Lys Leu Glu Ala Lys Met He 

35 40 45 

Lys Glu Glu Ser" Asp Tyr His Asp Leu Glu Ser Val Val Gin Gin Val 

50 55 60 

Glu Gin Asn Leu Glu Leu Met Thr Lys Arg Ala Val Lys Ala Glu Asn 
65 70 75 BO 

His Val Val Lys Leu Lys Gin Glu He Ser Leu Leu Gin Ala Gin Val 

85 " 90 95 

Ser Asn Phe Gin Arg Glu Asn Glu Ala Leu Arg Cys Gly Gin Gly Ala 

100 105 110 

Ser Leu Thr Val Val Lys Gin Asn Ala Asp Val Ala Leu Gin Asn Leu 

115 120 125 

Arg Val Val Met Asn Ser Ala Gin Ala Ser He Glu Gin Leu Val Ser 

130 135 140 

Gly Ala Glu Thr Leu Asn Leu Val Ala Glu He Leu Lys Ser He Asp 
145 150 155 160 

Arg He Ser Glu Val Lys Asp Glu Glu Glu Asp Ser 
165 170 172 



<210> 2256 

<211> 486 

<212> PRT 

<213> Homo sapiens 





<400> 2256 




Asp 


Ser 


Pro 


Arg Asn 
5 


Arg Phe Glu 


1 

Pro 


Thr 


Arg 


Pro Gly 


Pro Arg Pro 








20 




Leu 


Ser 


Asp 


Leu Glu 


Thr Thr Thr 






35 




40 


Pro 


Lys 


GlU 


Arg Pro 


Ala Glu Pro 




50 






55 


His 


Gin 


Pro 


Gin Thr 


Gly Ser Gly 


65 








70 


Lys Asp 


His 


Leu Tyr 


Ser Thr Val 








85 




Ala 


Ala 


Pro 


Ala Ala 


Pro Pro Phe 








100 





He Leu Gly Arg Pro Thr Arg Thr 

10 15 
Ala Met Glu Asp Leu Asp Ala Leu 

25 30 
Ser His Met Pro Arg Ser Gly Ala 
45 

Leu Thr Pro Pro Pro Ser Tyr Gly 
60 

Glu Ser Ser Gly Ala Ser Gly Asp • 

75 80 
Cys Lys Pro Arg Ser Pro Lys Pro 

90 " 95 

Ser Ser Ser Ser Gly Val Leu Gly 
105 110 



1323 



WO 01/57188 



PCTAJS01/03800 



Thr 


Gly 


Leu 


Cys 


Glu 


Leu 


Asp 


Arg 






115 










120 


Gin 


Phe 


Asn 


lie 


Thr 


Asp 


Glu 


He 




130 










135 




Val 


Ala 


Ser 


Gly 


Glu 


Gin 


Lys 


Glu 


145 










150 






Pro 


Ser 


Leu 


Pro 


Ser 


Ser 


Pro 


Ser 










165 








Thr 


Ser 


Ala 


Thr 


Leu 


Glu 


Leu 


Asp 








180 










Phe 


Arg 


Val 


Gin 


Asn 


His 


Leu 


Pro 






195 










200 


Val 


Val 


Ser 


Ser 


Thr 


Asn 


Glu 


Gly 




210 










215 




Gly 


Lys 


Gly 


Ser 


Leu 


Asp 


Thr 


Met 


225 










230 






Ser 


Arg 


Arg 


Gly 


Val 


Pro 


Thr 


Gin 










245 








Asn 


Lys 


Pro 


lie 


Ala 


Gly 


Gin 


Val 








260 










His 


Pro 


Glu 


His 


Phe 


Val 


Cys 


Gly 






275 










280 


Ser 


Ser 


Phe 


Phe 


Glu 


Lys 


Asp 


Gly 




290 










295 




Phe 


Glu 


Arg 


Phe 


Ser 


Pro 


Arg 


Cys 


305 










310 






His 


Lys 

2 


Met 


Val 


Thr 


Ala 


Leu 


Gly 










325 








Cys 


Cys 


Val 


Ser 


Cys 


Gly 


Glu 


Pro 








340 










Arg 


Glu 


Gly 


Arg 


Pro 


Tyr 


Cys 


Arg 






355 










360 


Pro 


Arg 


Cys 


Gin 


Gly 


Cys 


Gin 


Gly 




370 










375 




Ala 


Leu 


Ser 


Ala 


Leu 


Trp 


His 


Pro 


385 










390 






Phe 


Ala 


Pro 


Phe 


Ser 


Gly 


Gly 


Ser 










405 








Leu 


Cys 


Glu 


Asn 


His 


Phe 


His 


Ala 








420 










Cys 


Gly 


Leu 


Pro 


Val 


Thr 


Gly 


Arg 






435 










440 


Phe 


His 


Pro 


Asp 


His 


Phe 


Thr 


Cys 




450 










455 




Lys 


Gly 


Ser 


Phe 


Gin 


Glu 


Arg 


Ala 


465 










470 






Phe 


Leu 


Lys 


Leu 


Phe 


Gly 














485 


486 







Leu 


Leu 


Gin 


Glu Leu Asn 


Ala Thr 








125 




Met 


Ser 


Gin 


Phe Pro Ser 


Ser Lys 








140 




Asp 


Gin 


Ser 


Glu Asp Lys 


Lys Arg 






155 




160 


Pro 


Gly 


Leu 


Pro Lys Ala 


Ser Ala 




170 






175 


Arg 


Leu 


Met 


Ala Ser Leu 


Ser Asp 


185 






190 




Ala 


Ser 


Gly 


Pro Thr Gin 


Pro Pro 








205 




Ser 


Pro 


Ser 


Pro Pro Glu 


Pro Thr 








220 




Leu 


Gly 


Leu 


Leu Gin Ser 


Asp. Leu 






235 




240 


Ala 


Lys 


Gly 


Leu Cys Gly 


Ser Cys 




250 






255 


Val 


Thr 


Ala 


Leu Gly Arg 


Ala Trp 


265 






270 




Gly 


Cys 


Ser 


Thr Ala Leu 


Gly Gly 








285 




Ala 


Pro 


Phe 


Cys Pro Glu 


Cys Tyr 








300 




Gly 


Phe 


Cys 


Asn Gin Pro 


He Arg 






315 




320 


Thr 


His 


Trp 


His Pro Glu 


His Phe 




330 






335 


Phe 


Gly 


Asp 


Glu Gly Phe 


His Glu 


345 






350 




Arg 


Asp 


Phe 


Leu Gin Leu 


Phe Ala. 








365 




Pro 


He 


Leu 


Asp Asn Tyr 


lie Ser 








380 




Asp 


Cys 


Phe 


Val Cys Arg 


Glu Cys 






395 




400 


Phe 


Phe 


Glu 


His Glu Gly 


Arg Pro 




410 






415 


Arg 


Arg 


Gly 


Ser Leu Cys 


Ala Thr 


425 






430 




Cys 


Val 


Ser 


Ala Leu Gly 


Arg Arg 








445 




Thr 


Phe 


Cys 


Leu Arg Pro 


Leu Thr 








460 




Gly 


Lys 


Pro 


Tyr Cys Gin 


Pro Cys 






475 




480 



<210> 2257 
<211> 40 
<212> PRT 

<213> Homo sapiens 



<400> 2257 



Phe 


He Tyr Val 


Asn 


Gin 


Ser 


Phe 


Ala 


Pro 


Ser 


Pro Asp Gin 


Glu Val 


1 




5 










10 






15 


Gly 


Thr Leu Tyr 
20 


Glu 


Cys 


Phe 


Gly 


Ser 
25 


Asp 


Gly 


Lys Leu Val 
30 


Leu His 


Tyr 


Cys Lys Ser 
35 


Gin 


Ala 


Trp 


Gly 
40 
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<210> 2258 
<211> 354 
<212> PRT 

<213> Homo sapiens 



<400> 2258 

Lys Leu Ser Cys Pro Cys Ser His Gly Thr Arg Val Thr Ala Val Arg 

15 10 15 

Gly Pro Arg lieu Lys Ala Gly Val Gin Trp His Asp Leu Gly Ser Leu 

20 25 30 

Gin Pro Pro Pro Ser Gly Leu Lys Gin Ser Ser His Leu Ser Leu Ser 

35 40 45 

Ser Ser Trp Asp Phe Arg His Ala Pro Thr His Pro Glu Thr Tyr Thr 

50 55 60 

Cys Pro Lys Met He Glu Met Glu Gin Ala Glu Ala Gin Leu Ala Glu 
65 70 75 80 

Leu Asp Leu Leu Ala Ser Met Phe Pro Gly Glu Asn Glu Leu He Val 

85 90 95 

Asn Asp Gin Leu Ala Val Ala Glu Leu Lys Asp Cys He Glu Lys Lys 

100 105 110 

Thr Met Glu Gly Arg Ser Ser Lys Val Tyr Phe Thr lie Asn Met Asn 

115 120 125 

Leu Asp Val Ser Asp Glu Lys Met Ala Met Phe Ser Leu Ala Cys He 

130 135 140 

Leu Pro Phe Lys Tyr Pro Ala Val Leu Pro Glu He Thr Val Arg Ser 
145 150 • 155 160 

Val Leu Leu Ser Arg Ser Gin Gin Thr Gin Leu Asn Thr Asp Leu Thr 

165 170 175 

Ala Phe Leu Gin Lys His Cys His Gly Asp Val Cys He Leu Asn Ala 

1B0 185 190 

Thr Glu Trp Val Arg Glu His Ala Ser Gly Tyr Val Ser Arg Asp Thr 

195 200 205 

Ser Ser Ser Pro Thr Thr Gly Ser Thr Val Gin Ser Val Asp Leu He 

210 215 220 

Phe Thr Arg Leu Trp He Tyr Ser His Hie He Tyr Asn Lys Cys Lys 
225 " 230 235 240 

Arg Lys Asn He Leu Glu Trp Ala Lys Glu Leu Ser Leu Ser Gly Phe 

245 250 255 

Ser Met Pro Gly Lys Pro Gly Val Val Cys Val Glu Gly Pro Gin Ser 

260 265 270 

Ala Cys Glu Glu Phe Trp Ala Arg Leu Arg Lys Leu Asn Trp Lys Arg 

275 280 285 

He Leu He Arg His Arg Glu Asp He Pro Phe Asp Gly Thr Asn Asp 

290 295 300 

Glu Thr Glu Arg Gin Arg Lys Phe Ser He Phe Glu Glu Lys Val Phe 
305 310 315 320 

Ser Val Asn Gly Ala Arg Gly Asn His Met Asp Phe Gly Gin Leu Tyr 

325 330 335 

Gin Phe Leu Asn Thr Lys Gly Cys Gly Asp Val Phe Gin Met Phe Leu 
340 345 350 

Trp Val 



354 



<210> 
<211> 
<212> 
<213> 



2259 

48 

PRT 

Homo sapiens 
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<400> 2259 



Glu 


Gly lie Cys 


Val 


Tyr 


Thr 


Phe 


1 








5 








Thr 


Cys 


Met 


His 


Thr 


Tvr 


Pro 


Tvr 
***** 








20 










Ser 


Ser 


Glu 


He 


Leu 


Leu 


He 


Pro 






35 










40 




<210> 2260 












<211> 1554 












<212> PRT 












<213> Homo 


sapiens 








<400> 2260 










Glv 




i_»eu 


Thr 


Trp 


Ser 


His 


Pro 


T 
X 








5 








Val 


Trp 


Leu 


Gly 


Ser 


Thr 


Pro 


Ser 








20 










Ser 


HIS 


f\ T.r. r 


vai 


Asn 


Ala 


GlU 


Pro 






35 












Ala 


£>er 


ft 

\3±y 


jrro 


Cys 


Pro 


Pro 


His 




50 










33 




Thr 


irne 


Ser 


Cys 


Thr 


Cys 


Gin 


Pro 












70 






Asp 




Cys 


Leu 


Leu 


Asn 


Pro 


Vr a 










85 








Leu 


Pro 


iaj.y 


Ala 


Pro 


HIS 


Glv 










1 AA 










Phe 


oj.y 


TT J — 

U16 


HIS 


Cys 


Glu 


His 








115 










120 




Trp 


Gly 


Ser 


Pro 


Thr 


Cys 


Glv 




130 










135 




Glv 


Phe 


Asp 


Pro 


Asn 


Cys 


Asn 


LVS 


14c 










150 






Glu 


Phe 


His 


Tyr 


Arg 


Pro 


Ara 


Glv 










165 








Cvs 


Tyr 


Pro 


Val 


Gly 


Ser 


Thr 


Ser 








180 










Gin 


Cys 


Pro 


Cys 


Arg 


Pro 


Gly 


Ala 






195 










200 


Asp 


Ser 


Pro 


Phe 


Ala 


Glu 


Val 


Thr 




210 










215 




Asp 


Ala 


Cys 


Pro 


Lys 


Ser 


Leu 


Aro 


225 










230 






Lvs 


Phe 


Gly 


Val 


Leu 


Ala 


Thr 


Val 










245 








Leu 


Arg 


Gly 


Ala 


Gly 


Ala 


Ala 


Val 








260 










Trp 


Leu 


Glu 


Pro 


Asp 


Leu 


Phe 


Asn 






275 










280 


Leu 


Ser 


Leu 


Leu 


Leu 


Asp 


Gly 


Leu 




290 










295 




Thr 


Met 


Glu 


Ala 


Lys 


Lys 


Leu 


Ala 


305 










310 






His 


Thr 


Asp 


His 


Tyr 


Phe 


Ser 


Gin 










325 








Leu 


Ala 


His 


Leu 


Leu 


Ala 


Phe 


Glu 



340 



He 


Tyr 


Val 


His 


Met 


Tyr 


Thr Arg 




10 










15 


Met 


Tyr 


Met 


Asn 


Ser 


Val 


lieu He 


25 










30 




Ser 


Lys 


Tyr 


Leu 


Phe 


Glu 


Ser Lys 










45 




48 


Leu 


Leu 


Ala 


Val 


Cvs 


Pro 


m 

Gin Gly 














"L5 


Glv 


Ser 


Pro 


Ala 


Leu 


X^eu 


Pro Pro 












3 u 




Glv 


Cvs 


Val 


Val 


Thr 


Asn 


Ala Cys 










45 






Ala 


Asn 


Cvs 


Am 


Asp 


Leu 


Trp Gin 








Cfl 
O U 








Glv 




Tvr 


Glv 


Pro 


Glv 


Cys Val 






75 








80 


Gin 


Asn 


Gin 


Glv 


Ser 


Cys 


Arg His 




on 










95 


Thr 




Asp 


Cys 


Val 


Glv 


fll V TVTT" 

V3J - y y 1 - 


105 










110 




Met 


Asp 


Gin 


Gin 


Cvs 


Pro 


Arg Gly 
















Pro 


Cvs 


Asn 


Cys 


Asp 


Val 


His Lys 








1 AO 








Thr 


Asn 


Glv 


Gin 


Cvs 


His 


Cvs Lvs 






155 










Ser 




Ser 


Cvs 


Leu 


Pro 


Cys Asp 




170 










175 


Arcr 


Ser 


Cvs 


Ala 


Pro 


His 


Ser Gly 


185 










190 




Leu 


Glv 


Ara 

m y 


Gin 


Cvs 


Asn 


Ser Cys 










205 






Ala 


Ser 


Glv 


Cvs 


Arcr 

***3 


Val 


Leu Tyr 








220 








Ser 


Gly 


Val 


Tro 


Trp 


Pro 


Gin Thr 






235 








240 


Pro 


Cvs 


Pro 


Arg 
3 


Gly 


Ala 


Leu Gly 




250 










255 


Ara 


Leu 


Cvs 


Asp 


Glu 


Ala 


Gin Gly 


265 










270 




Cys 


Thr 


Ser 


Pro 


Ala 


Phe 


Arg Glu 










285 






Glu 


Leu 


Asn 


Lys 


Thr 


Ala 


Leu Asp 








300 








Gin 


Arg 


Leu 


Arg 


Glu 


Val 


Thr Gly 






315 








320 


Asp 


Val 


Arg 


Val 


Thr 


Ala 


Arg Leu 




330 










335 


Ser 


His 


Gin 


Gin 


Gly 


Phe 


Gly Leu 


345 










350 
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Thr Ala Thr Gin Asp Ala His Phe Asn Glu Asn Leu Leu Trp Ala Gly 

355 360 365 

Ser Ala Leu Leu Ala Pro Glu Thr Gly Asp Leu Trp Ala Ala Leu Gly 

370 375 360 

Gin Arg Ala Pro Gly Gly Ser Pro Gly Ser Ala Gly Leu Val Arg His 
385 390 395 400 

Leu Glu Glu Tyr Ala Ala Thr Leu Ala Arg Asn Met Glu Leu Thr Tyr 

405 410 415 

Leu Asn Pro Met Gly Leu Val Thr Pro Asn lie Met Leu Ser lie Asp 

420 425 430 

Arg Met Glu His Pro Ser Ser Pro Arg Gly Ala Arg Arg Tyr Pro Arg 

435 440 445 

Tyr His Ser Asn Leu Phe Arg Gly Gin Asp Ala Trp Asp Pro His Thr 

450 455 4S0 

His Val Leu Leu Pro Ser Gin Ser Pro Arg Pro Ser Pro Ser Glu Val 
465 470 475 480 

Leu Pro Thr Ser Ser Ser lie Glu Asn Ser Thr Thr Ser Ser Val Val 

485 490 495 

Pro Pro Pro Ala Pro Pro Glu Pro Glu Pro Gly He Ser He He He 

500 505 510 

Leu Leu Val Tyr Arg Thr Leu Gly Gly Leu Leu Pro Ala Gin Phe Gin 

515 520 525 

Ala Glu Arg Arg Gly Ala Arg Leu Pro Gin Asn Pro Val Met Asn Ser 

530 ~ 535 540 

Pro Val Val Ser Val Ala val Phe His Gly Arg Asn Phe Leu Arg Gly 
545 550 555 560 

He Leu Glu Ser Pro He Ser Leu Glu Phe Arg Leu Leu Gin Thr Ala 

565 570 575 

Asn Arg Ser Lys Ala He Cys Val Gin Trp Asp Pro Pro Gly Leu Ala 

580 585 590 

Glu Gin His Gly Val Trp Thr Ala Arg Asp Cys Glu Leu Val His Arg 

595 600 605 

Asn Gly Ser His Ala Arg Cys Arg Cys Ser Arg Thr Gly Thr Phe Gly 

610 615 620 

Val Leu Met Asp Ala Ser Pro Arg Glu Arg Leu Glu Gly Asp Leu Glu 
625 630 635 640 

Leu Leu Ala Val Phe Thr His Val Val Val Ala Val Ser Val Ala Ala 

645 650 655 

Leu val Leu Thr Ala Ala He Leu Leu Ser Leu Arg Ser Leu Lys Ser 

660 665 670 

Asn Val Arg Gly He His Ala Asn Val Ala Ala Ala Leu Gly Val Ala 

675 680 685 

Glu Leu Leu Phe Leu Leu Gly He His Arg Thr His Asn Gin Leu Val 

690 .695 700 

Cys Thr Ala Val Val He Leu Leu His Tyr Phe Phe Leu Ser Thr Phe 
705 710 715 720 

Ala Trp Leu Phe Val Gin Gly Leu His Leu Tyr Arg Met Gin Val Glu 

725 730 735 

Pro Arg Asn Val Asp Arg Gly Ala Met Arg Phe Tyr His Ala Leu Gly 

740 745 750 

Trp Gly Val Pro Ala Val Leu Leu Gly Leu Ala Val Gly Leu Asp Pro 

755 760 755 

Glu Gly Tyr Gly Asn Pro Asp Phe Cys Trp He Ser Val His Glu Pro 

770 775 780 

Leu He Trp Ser Phe Ala Gly Pro Val Val Leu Val He Val Met Asn 
785 790 795 800 

Gly Hir Met Phe Leu Leu Ala Ala Arg Thr Ser Cys Ser Thr Gly Gin 

805 810 815 

Arg Glu Ala Lys Lys Thr Ser Ala Leu Thr Leu Arg Ser Ser Phe Leu 

820 825 830 

Leu Leu Leu Leu Val Ser Ala Ser Trp Leu Phe Gly Leu Leu Ala Val 

835 840 845 

Asn His Ser He Leu Ala Phe His Tyr Leu His Ala Gly Leu Cys Gly 
850 855 860 
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Leu Gin Gly Leu Ala Val Leu Leu Leu Phe Cys Val Leu Asn Ala Asp 
865 * 870 875 880 

Ala Arg Ala Ala Trp Met Pro Ala Cys Leu Gly Arg Lys Ala Ala Pro 

885 890 895 

Glu Glu Ala Arg Pro Ala Pro Gly Leu Gly Pro Gly Ala Tyr Asn Asn 

900 905 910 

Thr Ala Leu Phe Glu Glu Ser Gly Leu lie Arg lie Thr Leu Gly Ala 

915 920 925 

Ser Thr Val Ser Ser Val Ser Ser Ala Arg Ser Gly Arg Thr Gin Asp 

930 935 940 

Gin Asp Ser Gin Arg Gly Arg Ser Tyr Leu Arg Asp Asn Val Leu Val 
945 950 955 960 

Arg His Gly Ser Ala Ala Asp His Thr Asp His Ser Leu Gin Ala His 

965 970 975 

Ala Gly Pro Thr Asp Leu Asp Val Ala Met Phe His Arg Asp Ala Gly 

980 985 990 

Ala Asp Ser Asp Ser Asp Ser Asp Leu Ser Leu Glu Glu Glu Arg Ser 

995 1000 1005 

Leu Ser lie Pro Ser Ser Glu Ser Glu Asp Asn Gly Arg Thr Arg Gly 

1010 1015 1020 

Arg Phe Gin Arg Pro Leu Cys Arg Ala Ala Gin Ser Glu Arg Leu Leu 
.1025 1030 1035 1040 

Thr His Pro Lys Asp Val Asp Gly Asn Asp Leu Leu Ser Tyr Trp Pro 

1045 1050 1055 

Ala Leu Gly Glu Cys Glu Ala Ala Pro Cys Ala Leu Gin Thr Trp Gly 

1060 1065 1070 

Ser Glu Arg Arg Leu Gly Leu Asp Thr Ser Lys Asp Ala Ala Asn Asn 

1075 ^ 1080 10B5 

Asn Gin Pro Asp Pro Ala Leu Thr Ser Gly Asp Glu Thr Ser Leu Gly 

1090 1095 1100 

Arg Ala Gin Arg Gin Arg Lys Gly lie Leu Lys Asn Arg Leu Gin Tyr 
1105 ^ 1110 1115 1120 

Pro Leu Val Pro Gin Thr Arg Gly Ala Pro Glu Leu Ser Trp Cys Arg 

1125 1130 1135 

Ala Ala Thr Leu Gly His Arg Ala Val Pro Ala Ala Ser Tyr Gly Arg 

1140 1145 1150 

lie Tyr Ala Gly Gly Gly Thr Gly Ser Leu Ser Gin Pro Ala Ser Arg 

1155 * 1160 1165 

Tyr Ser Ser Arg Glu Gin Leu Asp Leu Leu Leu Arg Arg Gin Leu Ser 

1170 1175 1180 

Arg Glu Arg Leu Glu Glu Ala Pro Ala Pro val Leu Arg Pro Leu Ser 
1185 1190 1195 1200 

Arg Pro Gly Ser Gin Glu Cys Met Asp Ala Ala Pro Gly Arg Leu Glu 

1205 1210 1215 

Pro Lys Asp Arg Gly Ser Thr Leu Pro Arg Arg Gin Pro Pro Arg Asp 

1220 1225 1230 

Tyr Pro Gly Ala Met Ala Gly Arg Phe Gly Ser Arg Asp Ala Leu Asp 

1235 1240 1245 

Leu Gly Ala Pro Arg Glu Trp Leu Ser Thr Leu Pro Pro Pro Arg Arg 

1250 1255 1260 

Ikr Arg Asp Leu Asp Pro Gin Pro Pro Pro Leu Pro Leu Ser Pro Gin 
1265 1270 1275 1280 

Arg Gin Leu Ser Arg Asp Pro Leu Leu Pro Ser Arg Pro Leu Asp Ser 

1285 1290 1295 

Leu Ser Arg Ser Ser Asn Ser Arg Glu Gin Leu Asp Gin Val Pro Ser 

1300 1305 * 1310 

Arg His Pro Ser Arg Glu Ala Leu Gly Pro Leu Pro Gin Leu Leu Arg 

1315 1320 1325 

Ala Arg Glu Asp Ser Val Ser Gly Pro Ser His Gly Pro Ser Thr Glu 

1330 1335 1340 

Gin Leu Asp lie Leu Ser Ser lie Leu Ala Ser Phe Asn Ser Ser Ala 
1345 1350 1355 1360 

Leu Ser Ser Val Glh Ser Ser. Ser Thr Pro Leu Gly Pro His Thr Thr 
1365 1370 1375 
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Ala Thr Pro Ser Ala Thr Ala Ser Val Leu Gly Pro Ser Thr Pro Arg 

1380 1385 1390 

Ser Ala Thr Ser His Ser lie Ser Glu Leu Ser Pro Asp Ser Glu Pro 

1395 1400 1405 

Arg Asp Thr Gin Ala Leu Leu Ser Ala Thr Gin Ala Met Asp Leu Arg 

1410 1415 1420 

Arg Arg Asp Tyr His Met Glu Arg Pro Leu Leu Asn Gin Glu His Leu 
1425 1430 1435 1440 

Glu Glu Leu Gly Arg Trp Gly Ser Ala Pro Arg Thr His Gin Trp Arg 

1445 1450 1455 

Hit Trp Leu Gin Cys Ser Arg Ala Arg Ala Tyr Ala Leu Leu Leu Gin 

1460 1465 1470 

His Leu Pro Val Leu Val Trp Leu Pro Arg Tyr Pro Val Arg Asp Trp 

1475 1480 1485 

Leu Leu Gly Asp Leu Leu Ser Gly Leu Ser Val Ala lie Met Gin Leu 

1490 1495 1500 

Pro Gin Gly Leu Ala Tyr Ala Leu Leu Ala Gly Leu Pro Pro Val Phe 
1505 1510 1515 1520 

Gly Leu Tyr Ser Ser Phe Tyr Pro Val Phe lie Tyr Phe Leu Phe Gly 

1525 1530 1535 

Thr Ser Arg His lie Ser Val Glu Ser Leu Cys Val Pro Gly Pro Val 
1540 1545 1550 

Asp Thr 
1554 



<210> 2261 

<211> 261 

<212> PRT 

<213> Homo sapiens 



<400> 2261 



Glu 


Phe Gly Thr 


Ser Arg Ser Ser Arg 


Ser 


Met 


Ala 


Glu 


Asp 


Leu 


Gly 


1 




5 


10 










15 




Leu 


Ser Phe Gly 


Glu Thr Ala Ser Val 


Glu 


Met 


Leu 


Pro 


Glu 


His 


Gly 




20 


25 










30 






Ser 


Cys Arg Pro 


Lys Ala Arg Ser Ser 


Ser 


Ala 


Arg 


Trp 


Ala 


Leu 


Thr 




35 


40 








45 








Cys 


Cys Leu Val 


Leu Leu Pro Phe Leu 


Ala 


Gly 


Leu 


Thr 


Thr 


Tyr 


Leu 




50 


55 






60 










Leu 


Val Ser Gin 


Leu Arg Ala Gin Gly 


Glu 


Ala 


Cys 


val 


Gin 


Phe 


Gin 


65 




70 




75 










80 


Ala 


Leu Lys Gly 


Gin Glu Phe Ala Pro 


Ser 


His 


Gin 


Gin 


Val 


Tyr 


Ala 






85 


90 










95 




Pro 


Leu Arg Ala 


Asp Gly Asp Lys Pro 


Arg 


Ala 


His 


Leu 


Thr 


Val 


Val 




100 


105 










110 






Arg 


Gin Thr Pro 


Thr Gin His Phe Lys 


Asn 


Gin 


Phe 


Pro 


Ala 


Leu 


His 




115 


120 








125 








Trp 


Glu His Glu 


Leu Gly Leu Ala Phe 


Thr 


Lys 


Asn 


Arg 


Met 


Asn 


Tyr 




13 0 


135 






140 










Thr 


Asn Lys Phe 


Leu Leu lie Pro Glu 


Ser 


Gly 


Asp 


Tyr 


Phe 


lie 


Tyr 


145 




150 




155 










160 


Ser 


Gin Val Thr 


Phe Arg Gly Met Thr 


Ser 


Glu 


Cys 


Ser 


Glu 


lie 


Arg 






165 


170 










175 




Gin 


Ala Gly Arg 


Pro Asn Lys Pro Asp 


Ser 


lie 


Thr 


Val 


Val 


He 


Thr 




180 


185 










190 






Lys 


Val Thr Asp 


Ser Tyr Pro Glu Pro 


Thr 


Gin 


Leu 


Leu 


Met 


Gly 


Thr 




195 


200 








205 








Lys 


Ser Val Cys 


Glu Val Gly Ser Asn 


Trp 


Phe 


Gin 


Pro 


He 


Tyr 


Leu 




210 


215 






220 










Gly 


Ala Met Phe 


Ser Leu* Gin Glu Gly 


Asp 


Lys 


Leu 


Met 


Val 


Asn 


Val 


225 




230 




235 










240 
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Ser Asp lie Ser Leu Val Asp Tyr Thr Lys Glu Asp Lys Thr Phe Phe 

245 250 255 

Gly Ala Phe Leu Leu 
260 261 



<210> 2262 

<211> 383 

<212> PRT 

<213> Homo sapiens 



<400> 2262 



Ala 


Cys 


Gly 


lie 


Arg 


His 


Glu Gly Ala Leu 


Pro 


Gly 


Leu 


Thr 


Ala 


Thr 


1 








5 




10 










15 




Pro 


Glu 


Ala 


Met 


Leu 


Arg 


Phe Leu Pro Asp 


Leu 


Ala 


Phe 


Ser 


Phe 


Leu 








20 






25 








30 






Leu 


He 


Leu 


Ala 


Leu 


Gly 


Gin Ala Val Gin 


Phe 


Gin 


Glu 


Tyr 


Val 


Phe 






35 








40 






45 








Leu 


Gin 


Phe 


Leu 


Gly 


Leu 


Asp Lys Ala Pro 


Ser 


Pro 


Gin 


Lys 


Phe 


Gin 




50 










55 




60 










Pro 


Val 


Pro 


Tyr 


He 


Leu 


Lys Lys He Phe 


Gin 


Asp 


Arg 


Glu 


Ala 


Ala 


65 










70 




75 










80 


Ala 


Thr 


Thr 


Gly 


Val 


Ser 


Arg Asp Leu Cys 


Tyr 


val 


Lys 


Glu 


Leu 


Gly 










85 




90 










95 




Val 


Arg 


Gly 


Asn 


Val 


Leu 


Arg Phe Leu Pro 


Asp 


Gin 


Gly 


Phe 


Phe 


Leu 








100 






105 








110 






Tyr 


Pro 


Lys 


Lys 


He 


Ser 


Gin Ala Ser Ser 


Cys 


Leu 


Gin 


Lys 


Leu 


Leu 






115 








120 






125 








Tyr 


Phe 


Asn 


Leu 


Ser 


Ala 


He Lys Glu Arg 


Glu 


Gin 


Leu 


Thr 


Leu 


Ala 




130 










135 




140 










Gin 


Leu 


Gly 


Leu 


ASp 


Leu 


Gly Pro Asn Ser 


Tyr 


Tyr 


Asn 


Leu 


Gly 


Pro 


145 










150 




155 










160 


Glu 


Leu 


Glu 


Leu 


Ala 


Leu 


Phe Leu Val Gin 


Glu 


Pro 


His 


Val 


Trp 


Gly 










165 




17Q 










175 




Gin 


Thr 


Thr 


Pro 


Lys 


Pro 


Gly Lys Met Phe 


Val 


Leu 


Arg 


Ser 


Val 


Pro 








1B0 






185 








190 






Trp 


Pro 


Gin 


Gly 


Ala 


Val 


His Phe Asn Leu 


Leu 


Asp 


Val 


Ala 


Lys 


Asp 






195 








200 






205 








Trp 


Asn 


Asp 


Asn 


Pro 


Arg 


Lys Asn Phe Gly 


Leu 


Phe 


Leu 


Glu 


He 


Leu 




210 










215 




220 










Val 


Lys 


Glu 


ASp 


Arg 


Asp 


Ser Gly Val Asn 


Phe 


Gin 


Pro 


Glu 


Asp 


Thr 


225 










23 0 




235 










240 


Cys 


Ala 


Arg 


Leu 


Arg 


Cys 


Ser Leu His Ala 


Ser 


Leu 


Leu 


Val 


Val 


Thr 










245 




250 










255 




Leu 


Asn 


Pro 


Asp 


Gin 


Cys 


His Pro Ser Arg 


Lys 


Arg 


Arg 


Ala 


Ala 


He 








260 






265 








270 






Pro 


Val 


Pro 


Lys 


Leu 


Ser 


Cys Lys Asn Leu 


Cys 


His 


Arg 


His 


Gin 


Leu 






275 








280 






285 








Phe 


lie 


Asn 


Phe 


Arg 


Asp 


Leu Gly Trp His 


Lys 


Trp 


He 


He 


Ala 


Pro 




290 










295 




300 










Lys 


Gly 


Phe 


Met 


Ala 


Asn 


Tyr Cys His Gly 


Glu 


Cys 


Pro 


Phe 


Ser 


Leu 


305 










310 




315 










320 


Thr 


He 


Ser 


Leu 


Asn 


Ser 


Ser Asn Tyr Ala 


Phe 


Met 


Gin 


Ala 


Leu 


Met 










325 




330 










335 




His 


Ala 


Val 


Asp 


Pro 


Glu 


He Pro Gin Ala 


Val 


Cys 


He 


Pro 


Thr 


Lys 








340 






345 








350 






Leu 


Ser 


Pro 


He 


Ser 


Met 


Leu Tyr Gin Asp 


Asn 


Asn 


Asp 


Asn 


Val 


He 






355 








360 






365 








Leu 


Arg 


His 


Tyr 


Glu 


Asp 


Met Val Val Asp 


Glu 


Cys 


Gly 


Cys 


Gly 






370 










375 




380 






383 
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<210> 2263 

<211> 277 

<212> PRT 

<213> Homo sapiens 



<400> 2263 

Ala Ser Arg Leu Pro Arg Gly Pro Gly Cys Gly Ala Asp Met Arg Pro 

1 5 10 15 

Leu Leu Gly Leu Leu Leu Val Phe Ala Gly Cys Thr Phe Ala Leu Tyr 

20 25 30 

Leu Leu Ser Thr Arg Leu Pro Arg Gly Arg Arg Leu Gly Ser Thr Glu 

35 40 4S 

Glu Ala Gly Gly Arg Ser Leu Trp Phe Pro Ser Asp Leu Ala Glu Leu 
50 - ss 6Q 

Arg Glu Leu Ser Glu Val Leu Arg Glu Tyr Arg Lys Glu His Glu Ala 
65 70 75 80 

Tyr Val Phe Leu Leu Phe Cys Gly Ala Tyr Leu Tyr Lys Gin Gly Phe 

85 90 95 

Ala lie Pro Gly Ser Ser Phe Leu Asn Val Leu Ala Gly Ala Leu Phe 

100 105 110 

Gly Pro Trp Leu Gly Leu Leu Leu Cys Cys Val Leu Thr Ser Val Gly 

115 120 125 

Ala Thr Cys Cys Tyr Leu Leu Ser Ser lie Phe Gly Lys Gin Leu Val 

130 " 135 140 

Val Ser Tyr Phe Pro Asp Lys Val Ala Leu Leu Gin Arg Lys Val Glu 
145 150 155 160 

Glu Asn Arg Asn Ser Leu Phe Phe Phe Leu Leu Phe Leu Arg Leu Phe 

165 170 175 

Pro Met Thr Pro Asn Trp Phe Leu Asn Leu Ser Ala Pro He Leu Asn 

180 185 * 190 

He Pro He Val Gin Phe Phe Phe Ser Val Leu lie Gly Leu He Pro 

195 200 205 

Tyr Asn Phe He Cys Val Gin Thr Gly Ser He Leu Ser Thr Leu Thr 

210 215 220 

Ser Leu Asp Ala Leu Phe Ser Trp Asp Thr Val Phe Lys Leu Leu Ala 
225 230 235 240 

He Ala Met Val Ala Leu He Pro Gly Thr Leu He Lys Lys Phe Ser 

245 250 255 

Gin Lys His Leu Gin Leu Asn Glu Thr Ser Thr Ala Asn His He His 

260 265 270 

Ser Arg Lys Asp Thr 
275 277 



<210> 2264 
*211> 48 
<212> PRT 

<:213> Homo sapiens 



<400> 2254 
Lys Ser Gly Trp Val Trp Trp Leu 

15 
Glu Ala Gin Thr Glu Gly Ser Leu 
20 

Ser Asn He Thr Arg Pro Phe Phe 
35 40 



Thr Pro Leu He Pro Ala Leu Trp 

10 is 
Arg Pro Glu Val Lys Asn Arg Leu 

25 30 
Ser Lys Lys Lys Lys He Leu Val 
45 48 
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<210> 2265 

<211> 212 

<212> PRT 

<213> Homo sapiens 



<400> 2265 



His 
1 


Ala 


Ser 


Gly 


Pro 
5 


Gly 


Gly 


Leu 


Leu 


Ala 


Asn 


Met 


Pro 


Val 


Ala 


Arg 


Ser 


Trp 








20 










25 


Thr 


Pro 


Arg 


Arg 


Pro 


Phe 


Glu 


Lys 


Ser 






35 










40 




Leu 


He 


Gly 


Glu 


Tyr 


Gly 


Leu 


Arg 


Asn 




50 










55 






Lys 


Phe 


Thr 


Leu 


Ala 


Lys 


He 


Arg 


Lys 


65 










70 








Leu 


Asp 


Glu 


Lys 


Asp 


Pro 


Arg 


Arg 


Leu 










85 










Arg 


Arg 


Leu 


Val 


Arg 


He 


Gly 


Val 


Leu 








100 










105 


Asp 


Tyr 


lie 


Leu 


Gly 


Leu 


Lys 


He 


Glu 






115 










120 




Gin 


Thr 


Gin 


Val 


Phe 


Lys 


Leu 


Gly 


Leu 




130 










135 






His 


Val 


Leu 


He 


Gin 


Gin 


Cys 


His 


He 


145 










150 








Asn 


He 


Leu 


Phe 


Phe 


Thr 


Val 


Arg 


Leu 










165 










Phe 


Ser 


Leu 


Cys 


Phe 


Pro 


lie 


Gly 


Val 








180 










185 


Arg 


Lys 


Asn 


Ala 


Ser 


Lys 


Gly 


Gin 


Gly 






195 










200 




aiu 


Glu 


Glu 


Glu 














210 




212 













<210> 2266 

<211> 321 

<212> PRT 

<213> Homo sapiens 



<400> 2266 



Val 


Ala 


His 


Thr 


Gin 


Trp 


His 


Thr 


Cys 


1 








5 










His 


Arg 


Ser 


He 


Leu 


Lys 


Tyr 


Leu 


Leu 








20 










25 


Val 


Leu 


He 


Leu 


Lys 


His 


Thr 


His 


Ala 






35 










40 




Gin 


Glu 


Cys 


Phe 


Pro 


Ser 


Ser 


He 


Pro 




50 










55 






His 


Pro 


His 


Pro 


Pro 


Pro 


Ser 


Pro 


Arg 


65 










70 








Leu 


Pro 


Ala 


Ala 


Ser 


Pro 


Cys 


Gly 


Pro 










85 










Ser 


He 


Leu 


Pro 


Thr 


Gly 


Asp 


Ser 


Trp 








100 










105 


Thr 


Val 


Leu 


Trp 


His 


Leu 


Pro 


Ala 


Val 






115 










120 




Asp 


Pro 


Gly 


Pro 


Gly 


Pro 


Ser 


He 


Gin 



130 135 



PCT/US01/03800 



Arg 


Arg 


Arg 


Arg 


Gly 


Ser 


Gly 


10 










15 




Val 


Cys 


Arg 


Lys 


Thr 


Tyr 


Val 










30 






Arg 


Leu 


Asp 


Gin 


Glu 


Leu 


Lys 








45 








Lys 


Arg 


Glu 


Val 


Trp 


Arg 


Val 






60 










Ala 


Ala 


Arg 


Glu 


Leu 


Leu 


Thr 




75 










80 


Phe 


Glu 


Gly 


Asn 


Ala 


Leu 


Leu 


90 










95 




Asp 


Glu 


Gly 


Lys 


Met 


Lys 


Leu 










110 






Asp 


Phe 


Leu 


Glu 


Arg 


Arg 


Leu 








125 








Ala 


Lys 


Ser 


He 


His 


His 


Ala 






140 










Arg 


Val 


Arg 


Glu 


Gin 


Val 


Val 




155 










160 


Asp 


Ser 


Gin 


Lys 


His 


He 


Asp 


170 










175 




Ala 


Asn 


Pro 


Ser 


His 


Val 


Lys 










190 






Gly 


Ala 


Gly 


Ala 


Arg 


Asp 


Asp 








205 








Gin 


Arg 


Leu 


Ser 


Gin 


Leu 


Thr 
















He 


Asp 


Thr 


His 


Ala 


Cys 


Gin 










30 






Ser 


Leu 


Ser 


Leu 


Pro 


Ser 


Cys 








45 








Ser 


Ala 


Ser 


His 


Met 


Val 


Ser 






60 










Trp 


Gly 


Gin 


Thr 


Pro 


Glu 


Gly 




75 










80 


Gly 


Pro 


Arg 


Ser 


Cys 


Phe 


Ser 


90 










95 




Gly 


Met 


Leu 


Ala 


Cys 


Leu 


Cys 










110 






Pro 


Ala 


Leu 


Asn 


Arg 


Thr 


Gly 








125 








Lys 


Thr 


Tyr 
n a n 


Asp 


Leu 


Thr 


Arg 



140 
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Tyr Leu Glu His Gin Leu Arg Ser Leu Ala Gly Thr Tyr Leu Asn Tyr 
145 150 155 160 

Leu Gly Pro Pro Phe Asn Glu Pro Asp Phe Asn Pro Pro Arg Leu Gly 

165 170 175 

Ala Glu Thr Leu Pro Arg Ala Thr Val Asp Leu Glu Val Trp Arg Ser 

180 185 190 

Leu Asn Asp Lys Leu Arg Leu Thr Gin Asn Tyr Glu Ala Tyr Ser His 

195 200 205 

Leu Leu Cys Tyr Leu Arg Gly Leu Asn Arg Gin Ala Ala Thr Ala Glu 

210 215 220 

Leu Arg Arg Ser Leu Ala His Phe Cys Thr Ser Leu Gin Gly Leu Leu 
225 230 235 240 

Gly Ser He Ala Gly Val Met Ala Ala Leu Gly Tyr Pro Leu Pro Gin 

245 250 255 

Pro Leu Pro Gly Thr Glu Pro Thr Trp' Thr Pro Gly Pro Ala His Ser 

260 265 270 

Asp Phe Leu Gin Lys Met Asp Asp Phe Trp Leu Leu Lys Glu Leu Gin 

275 280 285 

Thr Trp Leu Trp Arg Ser Ala Lys Asp Phe Asn Arg Leu Lys Lys Lys 

290 295 300 

Met Gin Pro Pro Ala Ala Ala Val Thr Leu His Leu Gly Ala His Gly 
305 310 315 320 

Phe 
321 



<210> 2267 
<211> 388 
<212> PRT 

<213> Homo sapiens 



<400> 2267 

Arg Pro Arg Arg Gly Gin Gly Leu Val Gin Glu Val Gin Thr Glu Asn 

1 5 10 15 

Val Thr Val Ala Glu Gly Gly Val Ala Glu He Thr Cys Arg Leu His 

20 25 30 

Gin Tyr Asp Gly Ser He Val Val He Gin Asn Pro Ala Arg Gin Thr 

35 40 45 

Leu Phe Phe Asn Gly Thr Arg Ala Leu Lys Asp Glu Arg Phe Gin Leu 

50 55 60 

Glu Glu Phe Ser Pro Arg Arg Val Arg He Arg Leu Ser Asp Ala Arg 
65 70 ~ 75 80 

Leu Glu Asp Glu Gly Gly Tyr Phe Cys Gin Leu Tyr Thr Glu Asp Thr 

85 " 90 95 

His His Gin He Ala Thr Leu Thr Val Leu Val Ala Pro Glu Asn Pro 

100 105 110 

Val Val Glu Val Arg Glu Gin Ala Val Glu Gly Gly Glu Val Glu Leu 

115 120 125 

Ser Cys Leu Val Pro Arg Ser Arg Pro Ala Ala Thr Leu Arg Trp Tyr 

130 135 140 

Arg Asp Arg Lys Glu Leu Lys Gly Val Ser Ser Ser Gin Glu Asn Gly 
145 150 155 160 

Lys Val Trp Ser Val Ala Ser Thr Val Arg Phe Arg Val Asp Arg Lys 

165 170 175 

Asp Asp Gly Gly He He He Cys Glu Ala Gin Asn Gin Ala Leu Pro 

180 185 190 

Ser Gly His Ser Lys Gin Thr Gin Tyr Val Leu Asp Val Gin Tyr Ser 

195 200 205 

Pro Thr Ala Arg He His Ala Ser Gin Ala Val Val Arg Glu Gly Asp 

210 215 220 

Thr Leu Val Leu Thr Cys Ala Val Thr Gly Asn Pro Arg Pro Asn Gin 
225 230 235 240 



1333 



WO 01/57188 



He 


Arg 


Trp 


Asn 


Arg 
245 


Gly 


Val 


Gly 


Glu 


Thr 
260 


Leu 


Thr 


Thr 


Tyr 


Thr 
275 


Cys 


Glu 


Ala 


Tyr 


Val 
290 


Leu 


Val 


Val 


Tyr 


Gly 


Gly 


Gly 


Ala 


Pro 


Asp 


305 










310 


Val 


Pro 


Tyr 


Ala 


He 

325 


Val 


He 


He 


Cys 


Val 
340 


Leu 


Val 


Gly 


Ser 


Tyr 
355 


Leu 


Thr 


His 


Ala 


Arg 
370 


GlU 


Ala 


Phe 


Leu 


Glu 


Phe 


Phe 


He 






385 






388 







<210> 2268 
<211> 883 
<212> PRT 

<213> Homo sapiens 



<400> 2268 



Arg 


Arg 


Arg 


Leu 


Pro 


Pro 


1 








5 




Ser 


Leu 


Ser 


Pro 


Ser 


Ala 








20 






Glu 


Ser 


Pro 


Arg 


Trp 


Arg 1 






35 








Val 


Tyr 


Gly 


Asn 


Gly 


Ala 




50 










ser 


Gly 


val 


Ser 


Thr 


Ala 


65 










70 


Pro 


Ser 


Gly 


He 


He 


Thr 










85 




Lys 


He 


Asn 


Cys 


Ser 


Trp 








100 






Thr 


He 


Ser 


Phe 


Gin 


Asp 






115 








Leu 


Asp 


Trp 


Leu 


Thr 


He 




130 










Ala 


Cys 


Gly 


Ser 


Thr 


He 


145 










150 


He 


Trp 


He 


Arg 


Phe 


His 










165 




Arg 


Leu 


Ala 


Tyr 


Phe 


Ser 








180 






Asp 


Gin 


Phe 


Arg 


Cys 


Gly 






195 








Cys 


Asn 


Asn 


Met 


Asp 


Glu 




210 










Ala 


Lys 


Glu 


Ala 


Asn 


Pro 


225 










230 


Tyr 


Asn 


Gin 


Phe 


Gin 


Cys 










245 




Leu 


Pro 


Glu 


Ser 


Leu 


Lys 



260 



Asn 


GlU 


Ser 


Leu 


Pro Glu 








250 




Leu 


Pro 


Gly 


Leu 


Val Ser 






265 






Ser 


Asn 


Lys 


His 


Gly His 




280 








Gly 


Glu 


Ser 


Arg 


Leu Arg 


295 








300 


Pro 


Gly 


Ala 


Val 


Val Glu 










315 


Gly 


Gly 


He 


Leu 


Ala Leu 








330 




Gly 


Met 


Val 


Trp 


Cys Ser 






345 






Glu 


Ala 


Ser 


Gly 


Leu Asp 




360 








Asn 


Gly 


Ser 


Asp 


Gly His 


375 








3 80 


Ala 


Ser 


Pro 


Pro 


Ser Ser 








10 




Val 


Val 


Met 


Ala 


Cys Arg 






25 






Ser 


Ala 


Leu 


Leu 


Leu Leu 




40 








Leu 


Ala 


Glu 


His 


Ser Glu 


55 








50 


Cys 


Gly 


Glu 


Thr 


Pro Glu 










75 


Ser 


Pro 


Gly 


Trp 


Pro Ser 








90 




Phe 


He 


Arg 


Ala 


Asn Pro 






105 






Phe 


Asp 


He 


Gin 


Gly Ser 




120 








Glu 


Thr 


Tyr 


Lys 


Asn lie 


135 








140 


Pro 


Pro 


Pro 


Tyr 


He Ser 










155 


Ser 


Asp 


Asp 


Asn 


He Ser 








170 




Gly 


Lys 


Ser 


Glu 


Glu Pro 






185 






Asn 


Gly 


Lys 


Cys 


He Pro 




200 








Cys 


Gly 


Asp 


Arg 


Ser Asp 


215 








220 


Pro 


Thr 


Ala 


Ala 


Ala Phe 










235 


Leu 


Ser 


Arg 


Phe 


Thr Lys 








250 




cys 


Asp 


Gly 


Asn 


He Asp 



265 
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Arg 


Ala 


Glu 


Ala 






255 




Ala 


Asp 


Asn 


Gly 




270 






Ala 


Arg 


Ala 


Leu 


285 








Pro 


Thr 


Glu 


Gly 


Ala 


Gin 


Thr 


Ser 








320 


Leu 


Val 


Phe 


Leu 






335 




Val 


Arg 


Gin 


Lys 




350 






Glu 


Gin 


Gly 


Glu 


365 








Lys 


Arg 


Lys 


Glu 



Ser 


Val 


Ser 


Ser 






15 




Trp 


Ser 


Thr 


Lys 




30 






Phe 


Leu 


Ala 


Gly 


45 








Asn 


Val 


His 


He 


Gin 


He 


Arg 


Ala 








80 


Glu 


Tyr 


Pro 


Ala 






95 




Gly 


Glu 


He 


He 




110 






Arg 


Arg 


Cys 


Asn 


125 








Glu 


Ser 


Tyr 


Arg 


Ser 


Gin 


Asp 


His 








160 


Arg 


Lys 


Gly 


Phe 






175 




Asn 


Cys 


Ala 


Cys 




190 






Glu 


Ala 


Trp 


Lys 


205 








Glu 


Glu 


He 


Cys 


Gin 


Pro 


Cys 


Ala 








240 


val 


Tyr 


Thr 


Cys 






255 




Cys 


Leu 


Asp 


Leu 




270 
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Gly Asp Glu He Asp Cys Asp val Pro Thr Cys Gly Gin Trp Leu Lys 

275 280 285 

Tyr Phe Tyr Gly Thr Phe Asn Ser Pro Asn Tyr Pro Asp Phe Tyr Pro 

290 295 300 

Pro Gly Ser Asn Cys Thr Trp Leu He Asp Thr Gly Asp His Arg Lys 
305 310 315 320 

val He Leu Arg Phe Thr Asp Phe Lys Leu Asp Gly Thr Gly Tyr Gly 

325 330 335 

Asp Tyr Val Lys He Tyr Asp Gly Leu Glu Glu Asn Pro His Lys Leu 

340 345 350 

Leu Arg Val Leu Thr Ala Phe Asp Ser His Ala Pro Leu Thr Val Val 

355 360 355 

Ser Ser Ser Gly Gin He Arg Val His Phe Cys Ala Asp Lys Val Asn 

370 375 380 

Ala Ala Arg Gly Phe Asn Ala Thr Tyr Gin Val Asp Gly Phe Cys Leu 
385 390 395 400 

Pro Trp Glu He Pro Cys Gly Gly Asn Trp Gly Cys Tyr Thr Glu Gin 

405 410 415 

Gin Arg Cys Asp Gly Tyr Trp His Cys Pro Asn Gly Arg Asp Glu Thr 

420 425 430 

Asn Cys Thr Met Cys Gin Lys Glu Glu Phe Pro Cys Ser Arg Asn Gly 

435 * 440 445 

Val Cys Tyr Pro Arg Ser Asp Arg Cys Asn Tyr Gin Asn His Cys Pro 

450 455 460 

Asn Gly Ser Asp Glu Lys Asn Cys Phe Phe Cys Gin Pro Gly Asn Phe 
465 470 475 480 

His Cys Lys Asn Asn Arg Cys Val Phe Glu Ser Trp Val Cys Asp Ser 

485 490 495 

Gin Asp Asp Cys Gly Asp Gly Ser Asp Glu Glu Asn Cys Pro Val He 

500 505 510 

Val Pro Thr Arg Val He Thr Ala Ala Val He Gly Ser Leu He Cys 

515 520 525 

Gly Leu Leu Leu Val He Ala Leu Gly Cys Thr Cys Lys Leu Tyr Ser 

530 535 540 

Leu Arg Met Phe Glu Arg Arg Ser Phe Glu Thr Gin Leu Ser Arg Val 
545 550 555 560 

Glu Ala Glu Leu Leu Arg Arg Glu Ala Pro Pro Ser Tyr Gly Gin Leu 

565 570 575 

He Ala Gin Gly Leu He Pro Pro Val Glu Asp Phe Pro Val Cys Ser 

580 585 590 

Pro Asn Gin Ala Ser Val Leu Glu Asn Leu Arg Leu Ala Val Arg Ser 

595 600 605 

Gin Leu Gly Phe Thr Ser Val Arg Leu Pro Met Ala Gly Arg Ser Ser 

610 615 620 

Asn He Trp Asn Arg He Phe Asn Phe Ala Arg Ser Arg His Ser Gly 
625 " 630 635 640 

Ser Leu Ala Leu Val Ser Ala Asp Gly Asp Glu Val Val Pro Ser Gin 

645 650 655 

Ser Thr Ser Arg Glu Pro Glu Arg Asn His Thr His Arg Ser Leu Phe 

660 665 670 

Ser Val Glu Ser Asp Asp Thr Asp Thr Glu Asn Glu Arg Arg Asp Met 

675 680 685 

Ala Gly Ala Ser Gly Gly Val Ala Ala Pro Leu Pro Gin Lys Val Pro 

590 695 700 

Pro Thr Thr Ala Val Glu Ala Thr Val Gly Ala Cys Ala Ser Ser Ser 
705 710 715 720 

Thr Gin Ser Thr Arg Gly Gly His Ala Asp Asn Gly Arg Asp Val Thr 

725 730 735 

Ser Val Glu Pro Pro Ser Val Ser Pro Ala Arg His Gin Leu Thr Ser 

740 745 750 

Ala Leu Ser Arg Met Thr Gin Gly Leu Arg Trp Val Arg Phe Thr Leu 

755 ~ 760 765 

Gly Arg Ser Ser Ser Leu Ser Gin Asn Gin Ser Pro Leu Arg Gin Leu 
770 775 780 
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Asp 


Asn 


Gly 


Val 


Ser 


Gly 


Arg Glu Asp 


785 










790 




lie 


Pro 


He 


Ser 


Asp 


Gly 


Ser Ser Asp 










805 






Arg 


Pro 


Leu 


Leu 


Asp 


Leu 


Ala Ser Asp 








820 






825 


Pro 


Tyr 


Asn 


Ala 


Thr 


Asn 


Pro Gly Val 






835 








840 


Pro 


Cys 


Glu 


Arg 


Cys 


Gly 


He Val His 




850 










855 


Cys 


Leu 


Glu 


Val 


Thr 


Leu 


Lys Asn Glu 


865 










870 




Leu 


Leu 


Cys 














883 












<210> 2269 










<211> 54 










<212> PRT 










<213> Homo 


sapiens 






<400> 2269 








Val 


Val Arg Val 


Thr Cys 


Cys Pro Pro 


1 








5 






Thr 


Asn Ala Tyr 


Asp Glu 


Glu Asp Cys 








20 






25 


Gly 


Trp Asn Asp 


Val 


Ala 


Cys His Thr 






35 








40 


Phe 


Asp Lys Lys 


Asn 


Met 






50 








54 






<210> 2270 










<211> 175 










<212> PRT 










<213> Homo 


sapiens 






<400> 2270 








Gly 


Gly 


Arg 


Ala 


Ser 


Trp 


Pro Glu Gin 


1 








5 






Gly 


His 


Thr 


Asp 


Lys 


Gin 


Gin Thr Glu 








20 






25 


Arg 


Cys 


Leu 


Pro 


His 


Leu 


Pro Ala He 






35 








40 


Ala 


Phe 


Arg 


Ala 


Met 


Asp 


Val Glu Pro 




50 










55 


Glu 


Pro 


Phe 


Val 


His 


Gin 


Val Gly Gly 


65 










70 




Asn 


Glu 


Thr 


Thr 


Leu 


Cys 


Lye Pro Leu 










85 






Tyr 


Glu 


Thr 


Leu 


Pro 


Ala 


Glu Met Arg 








100 






105 


Gly 


Lys 


Ser 


Gin 


Leu 


Leu 


Glu Gly Leu 






115 








120 


Arg 


Asp 


Arg 


Gly 


His 


Gly 


Arg Pro Trp 




13 0 










135 


Leu 


Pro 


Pro 


Thr 


Leu 


Cys 


Phe Pro Ser 


145 










150 




Trp 


Pro 


Ser 


Ala 


Gin 


His 


Leu Thr Pro 










165 
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Asp 


Asp Asp 


Val 


GlU 


Met Leu 




795 






800 


Phe 


Asp Val 


Asn 


Asp 


Cys Ser 


810 








815 


Gin 


Gly Gin 


Gly 


Leu 


Arg Gin 








830 




Arg 


Pro Ser 


Asn 


Arg 


Asp Gly 






845 






Thr 


Ala Gin 


He 


Pro 


Asp Thr 




860 








Thr 


Ser Asp 


Asp 


Glu 


Ala Leu 




875 






880 


Ala 


Arg Ser 


Thr 


Thr 


Glu Arg 


10 








15 


Val 


Glu Met 


Val 


Ala 


Ser Gly 








30 




Thr 


Met Tyr 


Phe 


Met 


Cys Glu 






45 






Ala 


Lys Glu 


Pro 


Arg 


Arg Glu 


10 








15 


Asp 


Val Leu 


Ala 


Ala 


Gly Leu 








30 




Cys 


Ala Arg 


Arg 


Met 


Ser Pro 






45 






Arg 


Ala Lys 


Gly 


Val 


Leu Leu 




60 








His 


Ser Cys 


Val 


Leu 


Arg Phe 




75 






80 


Val 


Pro Arg 


Glu 


His 


Gin Phe 


90 








95 


Lys 


Phe Thr 


Pro 


Gin 


Tyr Lys 








110 




Pro 


His Trp 


Arg 


Gly 


Asp Val 






125 






Gin 


Pro Ser 


Leu 


Glu 


Pro Ser 




140 








Leu 


Ser Ser 


Phe 


Ser 


Ser Ser 




155 






160 


Ser 


val Phe 


Asn 


Pro 


Trp 



170 175 
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<210> 2271 
<211> 66 
<212> PRT 

<213> Homo sapiens 



<400> 2271 

Arg Ser Gly Arg Thr Val Val Thr Gly He Gly Tyr Ser Lys Ala Leu 

15 10 15 

Gin Ser Ser Asn Arg Asn Thr Lys Ser Leu Leu Gin Asn Glu Phe Met 

20 25 30 

Met Val Tyr Ser Phe Arg Ala Leu Ser Phe Lys Glu Ser Thr Trp Ala 

35 40 45 

Thr Phe Gin His Gly Gly Glu Ala Thr Lys Ser Arg Ser Leu Ser Ser 

50 55 60 

Thr Gin 
65 66 



<210> 2272 
<211> 72 
<212> PRT 

<213> Homo sapiens 



<400> 2272 






Glu Asn 


He Thr Glu 


Lys Trp 


Lys 


1 


5 






Lys Lys 


Ser Cys Cys 


Trp Thr 


Phe 




20 






Ser Cys 


Cys Lys Ser 


Lys Ser Gly 




35 




40 


Cys Ser 


Asn Leu Val 


Gly Phe 


Phe 


50 




55 




Asn Trp 


Glu Leu Val 


Lys Pro 


Asn 


65 




70 


72 



Glu He Trp Met Cys Arg Gly Asn 

10 15 
He Lys Asp Arg His Leu Thr Val 

25 30 
Glu Thr Leu Leu He Cys He Phe 
45 

Phe Phe Gly He Arg Gly Phe Ser 
60 



<210> 2273 

<211> 1007 

<212> PRT 

<213> Homo sapiens 



<4D0> 2273 

Gly Ser Ala Pro Arg Ala Ala Thr Ala Met Ala Arg Ala Arg Pro Pro 

15 10 15 

Pro Pro Pro Ser Pro Pro Pro Gly Leu Leu Pro Leu Leu Pro Pro Leu 

20 25 30 

Leu Leu Leu Pro Leu Leu Leu Leu Pro Ala Gly Cys Arg Ala Leu Glu 

35 40 45 

Glu Thr Leu Met Asp Thr Lys Trp Val Thr Ser Glu Leu Ala Trp Thr 

50 55 60 

Ser His Pro Glu Ser Gly Trp Glu Glu Val Ser Gly Tyr Asp Glu Ala 
65 70 75 80 

Met Asn Pro He Arg Thr Tyr Gin Val Cys Asn Val Arg Glu Ser Ser 

85 90 95 

Gin Asn Asn Trp Leu Arg Thr Gly Phe He Trp Arg Arg Asp Val Gin 
100 *105 HO 
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Arg 


Val 


Tyr 


Val 






115 




Pro 


Asn 


He 


Pro 




130 






Glu 


Ala 


Asp 


Ser 


145 








Asn 


Pro 


Tyr 


Val 


Arg 


Leu 


Asp 


Ala 








180 


Leu 


Ser 


Lys 


Ala 






195 




Met 


Ser 


Leu 


He 




210 






Thr 


Ala 


Gly 


Phe 


225 








Thr 


Ser 


Leu 


Val 


Val 


Ser 


Val 


Pro 








260 


Val 


Pro 


Val 


Gly 






275 




Lys 


Glu 


Ser 


Gin 




290 






Gin 


Gly 


GlU 


Gly 


305 








Ser 


Pro 


Ala 


Ala 


Asp 


Ser 


Asp 


Ser 








340 


Arg 


Gly 


Val 


He 






355 




Ser 


Glu 


Pro 


Arg 




370 






lie 


Cys 


Lys 


Lys 


385 








Cys 


Asp 


Asp 


Asn 


Pro 


Arg 


Val 


His 








420 


Glu 


Val 


Gin 


Ala 






435 




Arg 


.Tyr 


Ala 


Ala 




450 






Val 


Pro 


Thr 


Leu 


465 








Ser 


Trp 


Ala 


Pro 


Met 


Lys 


Tyr 


Phe 








500 


Gin 


Met 


Asn 


Ser 






515 




Val 


Val 


Gin 


Val 




530 






Arg 


Pro 


Ala 


GlU 


545 








Gin 


Leu 


Gin 


GlU 


Leu 


val 


Phe 


Val 








580 


Lys 


Gin 


Arg 


His 






595 




Tyr 


lie 


Ala 


Pro 




610 







Glu 


Leu 


Lys 


Phe 








120 


Gly 


Ser 


Cys 


Lys 






135 




Asp 


Val 


Ala 


Ser 




150 






Lys 


Val 


Asp 


Thr 


165 








Gly 


Arg 


Val 


Asn 


Gly 


Phe 


Tyr 


Leu 








200 


Ser 


Val 


Arg 


Ala 






215 




Ala 


Leu 


Phe 


Pro 




230 






lie 


Ala 


Pro 


Gly 


245 








Leu 


Lys 


Leu 


Tyr 


Ala 


Cys 


Thr 


Cys 








280 


Cys 


Arg 


Pro 


Cys 






295 




pro 


Cys 


Leu 


Pro 




310 






Ser 


He 


Cys 


Thr 


325 








Ala 


Asp 


Ser 


Ala 


Ser 


Asn 


Val 


Asn 








360 


Asp 


Leu 


Gly 


val 






375 




Cys 


His 


Gly 


Ala 




390 






Val 


Glu 


Phe 


Val 


405 








Thr 


Ser 


His 


Leu 


Val 


Asn 


Gly 


Val 








440 


Val 


Asn 


He 


Thr 






455 




Arg 


Leu 


His 


Ser 




470 






Pro 


Glu 


Arg 


Pro 


485 








GlU 


Lys 


Ser 


Glu 


Val 


Gin 


Leu 


Asp 








520 


Arg 


Ala 


Arg 


Thr 






535 




Phe 


Glu 


Thr 


Thr 




550 






Gin 


Leu 


Pro 


Leu 


565 








Val 


Ala 


Val 


Val 


Gly 


Ser 


Asp 


Ser 








600 


Gly 


Met 


Lys 


Val 






615 





Thr 


Val 


Arg 


Asp 


Glu 


Thr 


Phe 


Asn 








140 


Ala 


Ser 


Ser 


Pro 






155 




He 


Ala 


Pro 


Asp 




170 






Thr 


Lys 


Val 


Arg 


185 








Ala 


Phe 


Gin 


Asp 


Phe 


Tyr 


Lys 


Lys 








220 


Glu 


Thr 


Leu 


Thr 






235 




Thr 


Cys 


He 


Pro 




250 






Cys 


Asn 


Gly 


Asp 


265 








Ala 


Thr 


Gly 


His 


Pro 


Pro 


Gly 


Ser 








300 


Cys 


Pro 


Pro 


Asn 






315 




Cys 


His 


Asn 


Asn 




330 






Cys 


Thr 


Thr 


Val 


345 








Glu 


Thr 


Ser 


Leu 


Arg 


Asp 


Asp 


Leu 








330 


Gly 


Gly 


Ala 


Ser 






395 




Pro 


Arg 


Gin 


Leu 




410 






Leu 


Ala 


His 


Thr 


425 








Ser 


Gly 


Lys 


Ser 


Thr 


Asn 


Gin 


Ala 








460 


Ser 


Ser 


Gly 


Ser 






475 




Asn 


Gly 


Val 


He 




490 






Gly 


He 


Ala 


Ser 


505 








Gly 


Leu 


Arg 


Pro 


Val 


Ala 


Gly 


Tyr 








540 


Ser 


Glu 


Arg 


Gly 






555 




He 


Val 


Gly 


Ser 




570 






Val 


lie 


Ala 


He 


585 








Glu 


Tyr 


Thr 


Glu 


Tyr 


He 


Asp 


Pro 



620 



Cys Asn 


Ser 


He 


125 






Leu Phe 


Tyr 


Tyr 


Phe Trp 


Met 


Glu 






160 


Glu Ser 


Phe 


Ser 




175 




Ser Phe 


Gly 


Pro 


190 






Gin Gly 


Ala 


Cys 


205 






Cys Ala 


Ser 


Thr 


Gly Ala 


Glu 


Pro 






*>A ft 

240 


Asn Ala 


Val 


Glu 




255 




Gly Glu 


Trp 


Met 


270 






Glu Pro 


Ala 


Ala 


285 






Tyr Lys 


Ala 


Lys 


Ser Arg 


Thr 


Thr 






320 


Phe Tyr 


Arg 


Ala 




335 




Pro Ser 


Pro 


Pro 


350 






He Leu 


Glu 


Trp 


365 






Leu Tyr 


Asn 


Val 


Ala Cys 


Ser 


Arg 






400 


Gly Leu 


Ser 


Glu 




415 




Arg Tyr 


Thr 


Phe 


430 






Pro Leu 


Pro 


Pro 


445 






Ala Pro 


Ser 


Glu 


Ser Leu 


Thr 


Leu 






480 


Leu Asp 


Tyr 


GlU 




495 




Thr Val 


Thr 


Ser 


510 






Asp Ala 


Arg 


Tyr 


525 






Gly Gin 


Tyr 


Ser 


Ser Gly 


Ala 


Gin 






560 


Ala Thr 


Ala 


Gly 




575 




Val Cys 


Leu 


Arg 


590 






Lys Leu 


Gin 


Gin 


605 






Phe Thr 


Tyr 


Glu 
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Asp Pro Asn Glu Ala Val Arg Glu Phe Ala Lys Glu He Asp Val Ser 
625 630 635 640 

Cys Val Lys He Glu Glu Val He Gly Ala Gly Glu Phe Gly Glu Val 

645 650 655 

Cys Arg Gly Arg Leu Lys Gin Pro Gly Arg Arg Glu Val Phe Val Ala 

660 665 670 

He Lys Thr Leu Lys Val Gly Tyr Thr Glu Arg Gin Arg Arg Asp Phe 

675 680 685 

Leu Ser Glu Ala Ser He Met Gly Gin Phe Asp His Pro Asn He He. 

690 695 700 

Arg Leu Glu Gly Val Val Thr Lys Ser Arg Pro Val Met He Leu Thr 
705 710 715 720 

Glu Phe Met Glu Asn Cys Ala Leu Asp Ser Phe Leu Arg Leu Asn Asp 

725 730 735 

Gly Gin Phe Thr Val He Gin Leu Val Gly Met Leu Arg Gly He Ala 

740 745 750 

Ala Gly Met Lys Tyr Leu Ser Glu Met Asn Tyr Val His Arg Asp Leu 

755 760 765 

Ala Ala Arg Asn He Leu Val Asn Ser Asn Leu Val Cys Lys Val Ser 

770 775 780 

Asp Phe Gly Leu Ser Arg Phe Leu Glu Asp Asp Pro Ser Asp Pro Thr 
785 * 790 795 800 

Tyr Thr Ser Ser Leu Gly Gly Lys He Pro He Arg Trp Thr Ala Pro 

805 810 815 

Glu Ala He Ala Tyr Arg Lys Phe Thr Ser Ala Ser Asp Val Trp Ser 

820 825 830 

Tyr Gly He Val Met Trp Glu Val Met Ser Tyr Gly Glu Arg Pro Tyr 

835 840 845 

Trp Asp Met Ser Asn Gin Asp Val He Asn Ala Val Glu Gin Asp Tyr 

850 855 860 

Arg Leu Pro Pro Pro Met Asp Cys Pro Thr Ala Leu His Gin Leu Met 
865 870 875 880 

Leu Asp Cys Trp Val Arg Asp Arg Asn Leu Arg Pro Lys Phe Ser Gin 

885 890 895 

He Val Asn Thr Leu Asp Lys Leu He Arg Asn Ala Ala Ser Leu Lys 

900 905 910 

Val He Ala Ser Ala Gin Ser Gly Met Ser Gin Pro Leu Leu Asp Arg 

915 920 925 

Thr Val Pro Asp Tyr Thr Thr Phe Thr Thr Val Gly Asp Trp Leu Asp 

930 935 940 

Ala He Lys Met Gly Arg Tyr Lys Glu Ser Phe Val Ser Ala Gly Phe 
945 950 955 960 

Ala Ser Phe Asp Leu Val Ala Gin Met Thr Ala Glu Asp Leu Leu Arg 

965 970 975 

He Gly Val Thr Leu Ala Gly His Gin Lys Lys He Leu Ser Ser He 

980 985 990 

Gin Asp Met Arg Leu Gin Met Asn Gin Thr Leu Pro Val Gin Val 
995 1000 1005 1007 



<210> 2274 

<211> 167 

<212> PRT 

<213> Homo sapiens 



<400> 2274 
Phe Arg Pro Arg Thr Lys Lys Ala 

1 5 
Leu Asp Ser He Glu Asn Leu Pro 
20 

Leu Met Arg Glu Leu Asp Gin Arg 
35 40 



Thr Ala Met Tyr Leu Glu His Tyr 

10 15 
Cys Glu Leu Gin Arg Asn Phe Gin 

25 30 
Thr Glu Asp Lys Lys Ala Glu He 
45 
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Asp 


He 


Leu 


Ala 


Ala 


Glu Tyr He Ser Thr Val Lys 


Thr Leu Ser Pro 




50 








55 60 




Asp 


Gin 


Arg 


Val 


Glu 


Arg Leu Gin Lys He Gin Asn 


Ala Tyr ser Lys 


65 










70 75 


80 


Cys 


Lys 


Glu 


Tyr 


Ser 


Asp Asp Lys Val Gin Leu Ala 


Met Gin Thr Tyr 










85 


30 


95 


Glu 


Met 


Val 


Asp 


Lys 


His He Arg Arg Leu Asp Ala 


Asp Leu Ala Arg 








100 




105 


110 


Phe 


Glu 


Ala 


Asp 


lieu 


Lys Asp Lys Met Glu Gly Ser 


Asp Phe Glu Ser 






115 






120 


125 


Ser 


Gly 


Gly 


Arg 


Gly 


Leu Lys Lys Gly Arg Gly Gin 


Lys Glu Lys Arg 




13 0 








135 140 




Gly 


Ser 


Arg 


Gly 


Arg 


Gly Arg Arg Thr Ser Glu Glu 


Asp Thr Pro Lys 


145 










150 155 


160 


Lys 


Lys 


Lys 


His 


Lys 


Gly Gly 












165 


167 





<210> 2275 

<211> 47 

<212> PRT 

<213> Homo sapiens 



<400> 2275 
Leu Pro Cys Ser Phe Cys Ala Gin 

1 5 
Trp Leu Gin Gin Ser His Phe His 
20 

Pro He Arg Cys Tyr Cys Gin His 
35 • 40 



Cys Met Ser Ser Phe Glu Arg Val 

10 15 
Asn Pro Arg Trp Asn Ser Arg Ser 

25 30 
Trp Pro His Cys Val His Cys 
45 47 



<210> 2276 

<211> 114 

<212> PRT 

<213> Homo sapiens 





<400> 2276 






Gly 


Pro 


Cys 


Lys 


Val Cys Cys He Thr Leu Ala He 


Met Leu Gin Cys 


1 








5 10 


15 


His 


Ser 


Phe 


Tyr 


Arg Lys Asp Val Gin Val Glu His 


Pro Lys Ser Leu 








20 


25 


30 


Asn 


Pro 


Lys 


Tyr 


Ser Gin He Glu Asn Phe Leu Ser 


Ala Asp Met Ala 






35 




40 


45 


Leu 


Lys 


Arg 


Lys 


Cys Leu Leu Ser He Ser Asp Leu 


Asp Phe Trp He 




50 






55 60 




Trp 


Asp 


Ala 


Gin 


Pro Val Gly He Met Gin Thr Leu 


Gin Asn Leu Lys 


65 








70 75 


80 


Lys 


He 


Pro 


Asn 


Pro Gly Cys Phe Trp Ser Gin Ala 


Phe Gin He Arg 










85 90 


95 


Asp 


Thr 


Gin 


Pro 


He Leu Pro Leu Gly Gly Arg Tyr 


Tyr He Thr He 








100 


105 


110 


Arg 


Gin 












114 











<210> 2277 
<211> 117 
<212> PRT 
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<213> Homo sapiens 



<400> 2277 

Ara lie Gin Arg Pro Leu Asn Ser Arg Ser Pro Asn His Ser Leu Phe 

?5 10 15 

Val Lys Ala Glu Leu Thr Ala Lys Gin Ala Tar Met Lys Leu Ser Val 

20 25 30 

Cys Leu Leu Leu Val Tnr Leu Ala Leu Cys Cys Tyr Gin Ala Asn Ala 

35 40 45 

Glu Phe Cys Pro Ala Leu Val Ser Glu Leu Leu Asp Phe Phe Phe lie 

50 55 50 

Ser Glu Pro Leu Phe Lys Leu Ser Leu Ala Lys Phe Asp Ala Pro Pro 
65 70 75 80 

Glu Ala Val Ala Ala Lys Leu Gly Val Lys Arg Cys Thr Asp Gin Met 

85 90 95 

Ser Leu Gin Lys Arg Ser Leu lie Ala Glu Val Leu Val Lys He Leu 

100 105 HO 

Lys Lys Cys Ser Val 
115 117 



<210> 2278 
<211> 153 
<212> PRT 

<213> Homo sapiens 



<400> 2278 

Leu Ala Pro Leu Arg Cys Gin Pro Gly Thr Arg Thr Gin Pro Arg Ser 

1 5 10 15 

His Pro Ala Ala Asn Asp Pro Ser Ala Ala Met Ser Ala Ala Gly Ala 

20 25 30 

Arg Gly Leu Arg Ala Thr Tyr His Arg Leu Leu Asp Lys Val Glu Leu 

35 40 45 

Met Leu Pro Glu Lys Leu Arg Pro Leu Tyr Asn His Pro Ala Gly Pro 

50 55 60 

Arg Thr Val Phe Phe Trp Ala Pro He Met Lys Trp Gly Leu Val Cys 
65 70 75 80 

Ala Gly Leu Ala Asp Met Ala Arg Pro Ala Glu Lys Leu Ser Thr Ala 

85 90 95 

Gin Ser Ala Val Leu Met Ala Thr Gly Phe He Trp Ser Arg Tyr Ser 

100 105 HO 

Leu Val He He Pro Lys Asn Trp Ser Leu Phe Ala Val Asn Phe Phe 

115 120 125 

Val Gly Ala Ala Gly Ala Ser Gin Leu Phe Arg He Trp Arg Tyr Asn 

130 135 140 

Gin Glu Leu Lys Ala Lys Ala His Lys 
145 150 153 



<210> 2279 

<211> 338 

<212> PRT 

<213> Homo sapienB 



<400> 2279 

Glu Phe Ala Arg Arg Arg Val Phe He Ala Ala Arg Glu Met Ser Leu 

1 5 10 15 

Leu Arg Ser Leu Arg Val Phe Leu Val Ala Arg Thr Gly Ser Tyr Pro 
20 25 30 
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Ala 


Gly 


Ser 


Leu 


Leu 


Arg 


Gin 


Ser 


Pro 






35 










40 




Ala 


Gly 


Pro 


Arg 


Leu 


Ser 


Ala 


Ser 


Ala 




50 










55 






Lys 


Leu 


Arg 


Arg 


Lys 


Thr 


Gly 


Tyr 


Ser 


65 










70 








Leu 


Glu 


Thr 


Cys 


Gly 


Gly 


Asp 


Leu 


Lys 










85 










Lys 


Glu 


Ala 


Gin 


Lys 


Glu 


Gly 


Trp 


Ser 








100 










105 


Arg 


Lys 


Thr 


Lys 


Glu 


Gly 


Leu 


He 


Gly 






115 










120 




Thr 


Val 


Leu 


Val 


Glu 


Val 


Asn 


Cys 


Glu 




130 










135 






Leu 


Lys 


Phe 


Gin 


Leu 


Leu 


Val 


Gin 


Gin 


145 










150 








His 


Cys 


Gin 


Thr 


Leu 


Lys 


Asp 


Gin 


Pro 










165 










Leu 


Asn 


Ser 


Ser 


Glu 


Leu 


Ser 


Gly 


Leu 








180 










185 


Gly 


Ser 


Leu 


Lys 


Asp 


Gin 


Leu 


Ala 


Leu 






195 










200 




Asn 


Met 


lie 


Leu 


Lys 


Arg 


Ala 


Ala 


Trp 




210 










215 






Tyr 


Val 


Gly 


Ser 


Tyr 


Val 


His 


Gly 


Ala 


225 










230 








Lys 


Leu 


Val 


Leu 


Gly 


Lys 


Tyr 


Gly 


Ala 










245 










Glu 


Gin 


Lys 


Thr 


Asn 


Leu 


Glu 


Asp 


Val 








260 










265 


Val 


Val 


Gly 


Met 


Ala 


Pro 


Leu 


Ser 


Val 






275 










280 




Gly 


Gly 


Glu 


Ala 


Glu 


Thr 


Lys 


Met 


Leu 




290 










295 






Pro 


Ser 


He 


Thr 


Leu 


Gly 


Gin 


Tyr 


Val 


305 










310 








Val 


Asp 


Phe 


Val 


Arg 


Phe 


Glu 


Cys 


Gly 










325 










Thr 


Glu 


















338 


















<210> 2280 














<211> 558 














<212> PRT 














<213> Homo 


sapiens 










<400> 2280 












Asn 


Ser 


Arg 


Val 


Trp 


Gly 


Pro 


Trp 


Thr 


1 








5 










Arg 


Pro 


Met 


Ala 


Arg 


Lys 


Gin 


Asn 


Arg 








20 










25 


Val 


Pro 


Leu 


Thr 


Asp 


Asp 


Thr 


Ser 


His 






35 










40 




Arg 


Ala 


Leu 


Leu 


Glu 


Cys 


Asp 


His 


Leu 




50 










55 






Arg 


Arg 


Arg 


Lys 


Asp 


Trp 


Ser 


Cys 


Ser 


65 










70 








Gly 


Ala 


Phe 


Gly 


Ser 


Ser 


Phe 


Leu 


Tyr 










85 










Asn 


Ala 


Pro 


Thr 


Pro 


Tyr 


He 


Lys 


Ala 








100 










105 



PCT/US01/03800 



Gin 


Pro 


Arg 


His 


Thr 


Phe 


Tyr 








45 








Ser 


Ser 


Lys 


Glu 


Leu 


Leu 


Met 






60 










Phe 


Val 


Asn 


Cys 


Lys 


Lys 


Ala 




75 










80 


Gin 


Ala 


Glu 


He 


Trp 


Leu 


His 


90 










95 




Lys 


Ala 


Ala 


Lys 


Leu 


Gin 


Gly 










110 






Leu 


Leu 


Gin 


Glu 


Gly 


Asn 


Thr 








125 








Thr 


Asp 


Phe 


Val 


Ser 


Arg 


Asn 






140 










Val 


Ala 


Leu 


Gly 


Thr 


Met 


Met 




155 










160 


Ser 


Ala 


Tyr. 


Ser 


Lys 


Gly 


Phe 


170 










175 




Pro 


Ala 


Gly 


Pro 


Asp 


Arg 


Glu 










190 






Ala 


He 


Gly 


Lys 


Leu 


Gly 


Glu 








205 








val 


Lys 


val 


Pro 


Ser 


Gly 


Phe 






220 










Met 


Gin 


Ser 


Pro 


Ser 


Leu 


His 




235 










240 


Leu 


Val 


He 


Cys 


Glu 


Thr 


Ser 


250 










255 




Gly 


Arg 


Arg 


Leu 


Gly 


Gin 


His 










270 






Gly 


Ser 


Leu 


Asp 


Asp 


Glu 


Pro 








285 








Ser 


Gin 


Pro 


Tyr 


Leu 


Leu 


Asp 






300 










Gin 


Pro 


Gin 


Gly 


Val 


Ser 


Val 




315 










320 


Glu 


Gly 


Glu 


Glu 


Ala 


Ala 


Glu 


330 










335 




Glu 


Pro 


Ser 


Ala 


Gly 


Ser 


Leu 


10 










15 




Asn 


Ser 


Lys 


Glu 


Leu 


Gly 


Leu 










30 






Ala 


Gly 


Pro 


Pro 


Gly 


Pro 


Gly 
















Arg 


Ser 


Gly 


Val 


Pro 


Gly 


Gly 






60 










Leu 


Leu 


Val 


Ala 


Ser 


Leu 


Ala 




75 










80 


Gly 


Tyr 


Asn 


Leu 


Ser 


Val 


Val 


•90 










95 




Phe 


Tyr 


Asn 


Glu 


Ser 
n ft 


Trp 


Glu 



110 
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Arg Arg His Gly Arg Pro lie Asp Pro Asp Thr Leu Thr Leu Leu Trp 

115 120 125 

Ser Val Thr Val Ser lie Phe Ala lie Gly Gly Leu Val Gly Thr Leu 

130 135 140 

He Val Lys Met He Gly Lys Val Leu Gly Arg Lys His Thr Leu Leu 
145 * 150 155 160 

Ala Asn Asn Gly Phe Ala He Ser Ala Ala Leu Leu Met Ala Cys Ser 

165 170 175 

Leu Gin Ala Gly Ala Phe Glu Met Leu He Val Gly Arg Phe He Met 

180 185 190 

Gly He Asp Gly Gly Val Ala Leu Ser Val Leu Pro Met Tyr Leu Ser 

195 200 205 

Glu He Ser Pro Lys Glu He Arg Gly Ser Leu Gly Gin Val Thr Ala 

210 215 220 

He Phe lie Cys He Gly Val Phe Thr Gly Gin Leu Leu Gly Leu Pro 
225 " 230 235 240 

Glu Leu Leu Gly Lys Glu Ser Thr Trp Pro Tyr Leu Phe Gly Val He 

245 250 255 

Val Val Pro Ala Val Val Gin Leu Leu Ser Leu Pro Phe Leu Pro Asp 

260 265 270 

Ser Pro Arg Tyr Leu Leu Leu Glu Lys His Asn Glu Ala Arg Ala Val 

275 280 285 

Lys Ala Phe Gin Thr Phe Leu Gly Lys Ala Asp Val Ser Gin Glu Val 

290 295 300 

Glu Glu Val Leu Ala Glu Ser Arg Val Gin Arg Ser He Arg Leu val 
305 310 315 - 320 

Ser Val Leu Glu Leu Leu Arg Ala Pro Tyr Val Arg Trp Gin Val Val 

325 330 335 

Thr Val He Val Thr Met Ala Cys Tyr Gin Leu Cys Gly Leu Asn Ala 

340 345 350 

He Trp Phe Tyr Thr Asn Ser He Phe Gly Lys Ala Gly He Pro Pro 

355 360 365 

Ala Lys He Pro Tyr Val Thr Leu Ser Thr Gly Gly He Glu Thr Leu 

370 375 380 

Ala Ala Val Phe Ser Gly Leu Val He Glu His Leu Gly Arg Arg Pro 
385 390 395 400 

Leu Leu He Gly Gly Phe Gly Leu Met Gly Leu Phe Phe Gly Thr Leu 

405 410 415 

Thr He Thr Leu Thr Leu Gin Asp His Ala Pro Trp Val Pro Tyr Leu 

420 425 430 

Ser He Val Gly He LeU Ala He He Ala Ser Phe Cys Ser Gly Pro 

435 440 445 

Gly Gly He Pro Phe He Leu Thr Gly Glu Phe Phe Gin Gin Ser Gin 

450 455 460 

Arg Pro Ala Ala Phe He He Ala Gly Thr Val Asn Trp Leu Ser Asn 
465 470 475 480 

Phe Ala Val Gly Leu Leu Phe Pro Phe He Gin Lys Ser Leu Asp Thr 

485 490 495 

Tyr Cys Phe Leu Val Phe Ala Thr He Cys He Thr Gly Ala He Tyr 

500 505 510 

Leu Tyr Phe Val Leu Pro Glu Thr Lys Asn Arg Thr Tyr Ala Glu He 

515 520 525 

Ser Gin Ala Phe Ser Lys Arg Asn Lys Ala Tyr Pro Pro Glu Glu Lys 

530 535 540 

He Asp Ser Ala Val Thr Asp Gly Lys He Asn Gly Arg Pro 
545 550 555 558 



<210> 2281 

<211> 186 

<212> PRT 

<213> Homo sapiens 
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<400> 2281 



Ala 


Ala 


Gly 


Ala 


Val 


Val 


Ser 


Ala 


1 








5 








Arg 


Arg 


Gin 


Lys 
20 


Phe 


Gly 


Tyr 


Ser 


Asa 


Ala 


Arg 
35 


Arg 


Lys 


Ala 


Ala 


Pro 
40 


His 


Ala 
50 


Trp 


Asp 


His 


Ala 


Lys 
55 


Ser 


Gly 


Leu 


Ala 


Val 


Asp 


Pro 


Asn 


Arg 


65 










70 






Val 


Lys 


Ala 


Met 


Glu 
85 


Val 


Asp 


He 


Arg 


Lys 


Pro 


Tyr 
100 


Val 


Leu 


Asn 


Asp 


Glu 


Lys 


Lys 
115 


Gly 


Asn 


Thr 


Leu 


Ser 
120 


Tyr 


Met 
130 


Val 


Glu 


Asn 


His 


Gly 
135 


Glu 


Glu 


Lys 


Asn 


Tyr 


Tyr 


Gin 


Asp 


Thr 


145 










150 






Asn 


Val 


Tyr 


Lys 


Arg 
165 


Phe 


Tyr 


Pro 


Ser 


Leu 


Gin 


Lys 


Arg 


Lys 


Met 


Glu 



180 



<210> 2282 
<211> 137 
<212> PRT 

<213> Homo sapiens 



<400> 2282 



Ser 


Asn 


Leu 


Cys 


Leu 


Gly 


Asn 


Ser 


1 








5 








Arg 


His 


His 


Cys 


lie 


Pro 


Thr 


Val 








20 










He 


Arg 


Gly 


Ser 


His 


Phe 


Ser 


Ser 






35 










40 


Val 


Pro 


Gly 


Lys 


Glu 


Thr 


Ala 


Arg 




50 










55 




Arg 


Gly 


Gin 


He 


Pro 


lie 


Pro 


Cys 


65 










70 






Pro 


Pro 


Pro 


Gly 


Ser 


Pro 


Gly 


Pro 










85 








Leu 


Glu 


Ala 


Lys 


Ala 


Arg 


His 


Pro 








100 










Lys 


Val 


Lys 


Met 


Arg 


Arg 


Ala 


Leu 






115 










120 


Ala 


Ser 


Ser 


Arg 


Gin 


Pro 


Asn 


Pro 




130 










135 





<210> 2283 

<211> 309 

<212> PRT 

<213> Homo sapiens 



<400> 2283 



Met 


Pro 


Lys 


Ala Lys 


Gly 


Lys 


Thr 




10 








15 




Val 


Asn- 


Arg 


Lys Arg 


Leu 


Asn 


Arg 


25 








30 






Arg 


He 


Glu 


Cys Ser 


His 


He 


Arg 








45 








val 


Arg 


Gin 


Asn Leu 


Ala 


Glu 


Met 








60 








Ala 


Val 


Pro 


Leu Arg 


Lys 


Arg 


Lys 






75 








80 


Glu 


Glu 


Arg 


Pro Lys 


Glu 


Leu 


Val 




90 








95 




Leu 


Glu 


Ala 


Glu Ala 


Ser 


Leu 


Pro 


105 








110 






Arg 


Asp 


Leu 


He Asp 


Tyr 


Val 


Arg 








125 








Asp 


Tyr 


Lys 


Ala Met 


Ala 


Arg 


Asp 








140 








Pro 


Lys 


Gin 


He Arg 


Ser 


Lys 


He 






155 








160 


Ala 


Glu 


Trp 


Gin Asp 


Phe 


Leu 


Asp 




170 








175 




val 


Glu 












185 


186 












Trp 


Arg 


Trp 


Arg Trp 


Ala 


Lys 


Ser 




10 








15 




Thr 


Leu 


Ser 


Lys Arg 


Ser 


Gly 


Asp 


25 








30 






Pro 


Gin 


Arg 


Gin Arg 


Ser 


Gin 


Arg 








45 








val 


Leu 


Arg 


Ala Gly 


Lys 


Gin 


Gly 








60 








Pro 


Trp 


Pro 


Pro Pro 


Pro 


Pro 


Pro 






75 








80 


Gly 


Cys 


Arg 


Gin Phe 


His 


Gin 


Ser 




90 








95 




Ala 


Ser 


Val 


Arg Glu 


Met 


Arg 


Gly 


105 








110 






Arg 


Arg 


Ala 


Pro Ala 


Ser 


Thr 


Arg 








125 








Lys 














137 
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Pro Pro Val Pro Pro Ala Ser Arg Ser Asp Met Ala Gin Asn Leu Lys 

15 10 15 

Asp Leu Ala Gly Arg Leu Pro Ala Gly Pro Arg Gly Met Gly Thr Ala 

20 25 30 

Leu Lys Leu Leu Leu Gly Ala Gly Ala Val Ala Tyr Gly Val Arg Glu 

35 40 45 

Ser Val Phe Thr Val Glu Gly Gly His Arg Ala He Phe Phe Asn Arg 

50 55 " 60 

He Gly Gly Val Gin Gin Asp Thr He Leu Ala Glu Gly Leu His Phe 
65 70 75 80 

Arg He Pro Trp Phe Gin Tyr Pro He He Tyr Asp He Arg Ala Arg 

85 90 95 

Pro Arg Lys He Ser Ser Pro Thr Gly Ser Lys Asp Leu Gin Met Val 

100 105 HO 

Asn He Ser Leu Arg Val Leu Ser Arg Pro Asn Ala Gin Glu Leu Pro 

115 120 125 

Ser Met Tyr Gin Arg Leu Gly Leu Asp Tyr Glu Glu Arg Val Leu Pro 

13 0 135 140 

Ser He Val Asn Glu Val Leu Lys Ser Val Val Ala Lys Phe Asn Ala 
145 150 . 155 160 

Ser Gin Leu He Thr Gin Arg Ala Gin Val Ser Leu Leu He Arg Arg 

165 170 175 

Glu Leu Thr Glu Arg Ala Lys Asp Phe Ser Leu He Leu Asp Asp Val 

180 1B5 190 

Ala He Thr Glu Leu Ser Phe Ser Arg Glu Tyr Thr Ala Ala Val Glu 

195 200 205 

Ala Lys Gin Val Ala Gin Gin Glu Ala Gin Arg Ala Gin Phe Leu Val 

210 215 220 

Glu Lys Ala Lys Gin Glu Gin Arg Gin Lys He Val Gin Ala Glu Gly 
225 * 230 235 240 

Glu Ala Glu Ala Ala Lys Met Leu Gly Glu Ala Leu Ser Lys Asn Pro 

245 250 255 

Gly Tyr He Lys Leu Arg Lys He Arg Ala Ala Gin Asn He Ser Lys 

260 265 270 

Thr He Ala Thr Ser Gin Asn Arg He Tyr Leu Thr Ala Asp Asn Leu 

275 280 285 

Val Leu Asn Leu Gin Asp Glu Ser Phe Thr Arg Gly Ser Asp Ser Leu 

290 " 295 300 

He Lys Gly Lys Lys 
305 309 



<210> 2284 

<211> 242 

<212> PRT 

<213> Homo sapiens 



<400> 2284 

Ser Gin Phe Ser Leu Ser Gin Val Leu Val Asp Ser Ala Glu Glu Gly 

15 10 15 

Ser Leu Ala Ala Ala Ala Glu Leu Ala Ala Gin Lys Arg Glu Gin Arg 

20 25 30 

Leu Arg Lys Phe Arg Glu Leu His Leu Met Arg Asn Glu Ala Arg Lys 

35 40 45 

Leu Asn His Gin Glu Val Val Glu Glu Asp Lys Arg Leu Lys Leu Pro 

50 55 60 

Ala Asn Trp Glu Ala Lys Lys Ala Arg Leu Glu Trp Glu Leu Lys Glu 
65 70 75 80 

Glu Glu Lys Lys Lys Glu Cys Ala Ala Arg Gly Glu Asp Tyr Glu Lys 

85 90 , 95 

Val Lys Leu Leu Glu He Ser Ala Glu Asp Ala Glu Arg Trp Glu Arg 
100 105 HO 
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Lys 


Lys 


Lys 


Arg 


Lys 


Asn 


Pro Asp Leu Gly Phe 


Ser Asp Tyr Ala Ala 






115 








120 


125 


Ala 


Gin 


Leu 


Arg 


Gin 


Tyr 


His Arg Leu Thr Lys 


Gin lie Lys Pro Asp 




130 










135 


140 


Met 


Glu 


Thr 


Tyr 


Glu 


Arg 


Leu Arg Glu Lys His 


Gly Glu Glu Phe Phe 


145 










150 


155 


160 


Pro 


Thr 


Ser 


Asn 


Ser 


Leu 


Leu His Gly Thr His 


Val Pro Ser Thr Glu 










165 




170 


175 


Glu 


lie 


Asp 


Arg 


Met 


Val 


He Asp Leu Glu Lys 


Gin lie Glu Lys Arg 








180 






185 


190 


Asp 


Lys 


Tyr 


Ser 


Arg 


Arg 


Arg Pro Tyr Asn Asp 


Asp Ala Asp lie Asp 






195 








200 


205 


Tyr 


He 


Asn 


Glu 


Arg 


Asn 


Ala Lys Phe Asn Lys 


Lys Ala Glu Arg Phe 




210 










215 


220 


Tyr 


Gly 


Lys 


Tyr 


Thr 


Ala 


Glu lie Lys Gin Asn 


Leu Glu Arg Gly Thr 


225 










230 


235 


240 


Ala 


Val 
















242 















<210> 2285 
<211> 83 
<212> PRT 

<213> Homo sapiens 





<400> 2285 








Leu 


Val 


Ser 


Ser 


Thr Val 


Asn Leu Leu Thr Glu 


Lys Ala Pro Trp Asn 


1 








5 


10 


15 


Ser 


Leu 


Ala 


Trp 


Thr Val 


Thr Ser Tyr Val Phe 


Leu Lys Phe Leu Gin 








20 




25 


30 


Gly 


Gly 


Gly 


Thr 


Gly Ser 


Thr Gly Met Arg Asp 


Ser Ala Leu Thr Leu 






35 






40 


45 


Leu 


Gly 


lie 


Gly 


Pro Ser 


His Arg His Ser Leu 


Ser lie Arg Leu Ser 




50 








55 


60 


Gin 


His 


Ser 


Ser 


Pro Ala 


Pro Met Tyr Ser Gin 


Thr Phe His He Leu 


65 








70 


75 


80 


Val 


Leu 


Gly 














83 











<210> 2286 

<211> 213 

<212> PRT 

<213> Homo sapiens 





<400> 2286 










Ser 


Gly 


Arg 


Glu 


Cys 


Asn 


Met Ala Lys Thr Tyr 


Asp Tyr Leu Phe Lys 


1 








5 




10 


15 


Leu 


Leu 


Leu 


He 


Gly 


Asp 


Ser Gly Val Gly Lys 


Thr Cys Val Leu Phe 








20 






25 


30 


Arg 


Phe 


Ser 


Glu 


Asp 


Ala 


Phe Asn Ser Thr Phe 


He Ser Thr He Gly 






35 








40 


45 


He 


Asp 


Phe 


Lys 


He 


Arg 


Thr He Glu Leu Asp 


Gly Lys Arg He Lys 




50 










55 


60 


Leu 


Gin 


lie 


Trp 


Asp 


Thr 


Ala Gly Gin Glu Arg 


Phe Arg Thr He Thr 


65 










70 


75 


80 


Thr 


Ala 


Tyr 


Tyr 


Arg 


Gly 


Ala Met Gly He Met 


Leu Val Tyr Asp He 










85 




90 


95 


Thr 


Asn 


Glu 


Lys 


Ser 


Phe 


Asp Asn He Arg Asn 


Trp He Arg Asn He 








100 






105 


110 
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Glu Glu His Ala Ser Ala Asp Val Glu Lys Met lie Leu Gly Asn Lys 

115 120 125 

Cys Asp Val Asn Asp Lys Arg Gin Val Ser Lys Glu Arg Gly Glu Lys 

130 135 140 

Leu Ala Leu Asp Tyr Gly He Lys Phe Met Glu Thr Ser Ala Lys Ala 
145 ** 150 155 160 

Asn He Asn Val Glu Asn Ala Phe Phe Thr Leu Ala Arg Asp He Lys 

165 170 175 

Ala Lys Met Asp Lys Lys Leu Glu Gly Asn Ser Pro Gin Gly Ser Asn 

1B0 185 190 

Gin Gly Val Lys He Thr Pro Asp Gin Gin Lys Arg Ser Ser Phe Phe 

195 200 205 

Arg Cys Val Leu Leu 
210 213 



<210> 2287 
<211> 27 
<212> PRT 

<213> Homo sapiens 



<400> 2287 

Glu Glu Thr He His Ser Glu Asn Ser Tyr He Leu Glu Lys Tyr He 

15 10 15 

Pro He Ser Ala Asn Leu Thr Leu Thr He Ala 
20 25 27 



<210> 2288 

<211> 219 

<212> PRT 

<213> Homo sapiens 



<400> 2288 

Leu His Pro Ala Ala Thr Ser Thr Ala Trp Leu His Val Pro Pro Gly 

15 10 15 

Leu Ser Met Ala Leu Ser Trp Val Leu Thr Val Leu Ser Leu Leu Pro 

20 25 30 

Leu Leu Glu Ala Gin He Pro Leu Cys Ala Asn Leu Val Pro Val Pro 

35 40 45 

He Thr Asn Ala Thr Leu Asp Arg He Thr Gly Lys Trp Phe Tyr He 

50 55 60 

Ala Ser Ala Phe Arg Asn Glu Glu Tyr Asn Lys Ser Val Gin Glu He 
65 70 75 80 

Gin Ala Thr Phe Phe Tyr Phe Thr Pro Asn Lys Thr Glu Asp Thr He 

85 90 95 

Phe Leu Arg Glu Tyr Gin Thr Arg Gin Asp Gin Cys He Tyr Asn Thr 

100 105 HO 

Thr Tyr Leu Asn Val Gin Arg Glu Asn Gly Thr He Ser Arg Tyr Val 

115 120 125 

Gly Gly Gin Glu His Phe Ala His Leu Leu He Leu Arg Asp Thr Lys 

130 135 140 

Thr Tyr Met Leu Ala Phe Asp Val Asn Asp Glu Lys Asn Trp Gly Leu 
145 150 155 160 

Ser Val Tyr Ala Asp Lys Pro Glu Thr Thr Lys Glu Gin Leu Gly Glu 

165 170 175 

Phe Tyr Glu Ala Leu Asp Cys Leu Arg He Pro Lye Ser Asp Val Val 

180 185 190 

Tyr Thr Asp Trp Lys Lys Asp Lys Cys Glu Pro Leu Glu Lys Gin His 
195 200 205 
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<400> 2290 

Lys Val Leu Ser lie Arg Glu Pro Ala His Ser Thr Ala Arg Lys Ala 

15 10 15 

Ser Glu Pro Ser Gin Pro Ser Gin Pro Ser Gin Pro Gly Gly His Leu 

20 25 30 

lie Ala Arg Leu Arg Thr Met Asp Leu His Leu Phe Asp Tyr Ser Glu 

35 40 45 

Pro Gly Asn Phe Ser Asp lie Ser Trp Pro Cys Asn Ser Ser Asp Cys 

50 55 60 

He Val Val Asp Thr Val Met Cys Pro Asn Met Pro Asn Lys Ser Val 
65 70 75 80 

Leu Leu Tyr Thr Leu Ser Phe He Tyr He Phe He Phe Val He Gly 

85 90 95 

Met He Ala Asn Ser Val Val Val Trp Val Asn He Gin Ala Lys Thr 

100 105 HO 

Thr Gly Tyr Asp Thr His Cys Tyr He Leu Asn Leu Ala He Ala Asp 

115 * 120 125 

Leu Trp Val Val Leu Thr He Pro Val Trp Val Val Ser Leu Val Gin 

130 135 140 

His Asn Gin Trp Pro Met Gly Glu Leu Thr Cys Lys Val Thr His Leu 
145 150 155 160 

He Phe Ser He Asn Leu Phe Gly Ser He Phe Phe Leu Thr Cys Met 

165 170 175 

Ser Val Asp Arg Tyr Leu Ser He Thr Tyr Phe Thr Asn Thr Pro Ser 

180 185 190 

Ser Arg Lys Lys Met Val Arg Arg Val Val Cys He Leu Val Trp Leu 

195 200 205 

Leu Ala Phe Cys Val Ser Leu Pro Asp Thr Tyr Tyr Leu Lys Thr Val 

210 215 220 

Thr Ser Ala Ser Asn Asn Glu Thr Tyr Cys Arg Ser Phe Tyr Pro Glu 
225 230 235 240 

His Ser He Lys Glu Trp Leu He Gly Met Glu Leu Val Ser Val Val 

245 250 255 

Leu Gly Phe Ala Val Pro Phe Ser He He Ala Val Phe Tyr Phe Leu 

260 265 270 

Leu Ala Arg Ala He Ser Ala Ser Ser Asp Gin Glu Lys His Ser Ser 

275 280 285 

Arg Lys He He Phe Ser Tyr Val Val Val Phe Leu Val Cys Trp Leu 

290 295 300 

Pro Tyr His Val Ala Val Leu Leu Asp He Phe Ser He Leu His Tyr 
305 310 315 320 

lie Pro Phe Thr Cys Arg Leu Glu His Ala Leu Phe Thr Ala Leu His 

325 330 335 

Val Thr Gin Cys Leu Ser Leu Val His Cys Cys Val Asn Pro Val Leu 

340 345 350 

Tyr Ser Phe He Asn Arg Asn Tyr Arg Tyr Glu Leu Met Lys Ala Phe 

355 360 365 

He Phe Lys Tyr Ser Ala Lys Thr Gly Leu Thr Lys Leu He Asp Ala 

370 375 3B0 

Ser Arg Val Ser Glu Thr Glu Tyr Ser Ala Leu Glu Gin Ser Thr Lys 
385 390 395 400 
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Ala Thr Leu Tyr Ala Val Leu Val Ser Ala Leu Val Leu Met Ala Met 
305 " 310 315 320 

Val Lys Arg Lys Asp Ser Arg Gly 
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Glu Gly Arg Arg Gly Lys Phe Gly Gly Lys Leu Cys Asn Phe Leu Phe 

1^5 .10 15 

Tyr Phe His Ser' Asn Ser Ala Glu Ser Arg Met Asp Val Leu Phe Val 

20 25 30 

Ala lie Phe Ala Val Pro Leu He Leu Gly Gin Glu Tyr Glu Asp Glu 

35 40 45 

Glu Arg Leu Gly Glu Asp Glu Tyr Tyr Gin Val Val Tyr Tyr Tyr Thr 

50 55 60 

Val Thr Pro Ser Tyr Asp Asp Phe Ser Ala Asp Phe Thr He Asp Tyr 
65 70 75 80 

Ser He Phe Glu Ser Glu Asp Arg Leu Asn Arg Leu Asp Lys Asp He 

85 90 95 

Thr Glu Ala He Glu Thr Thr He Ser Leu Glu Thr Ala Arg Ala Asp 

100 105 110 

His Pro Lys Pro Val Thr Val Lys Pro Val Thr Thr Glu Pro Gin Ser 

115 120 125 

Pro Arg Ser Glu Ala Met Pro Cys Pro Val Leu Arg Ser Pro He Pro 

130 135 140 

Leu Pro Pro Val Arg Val Pro Leu Phe Arg Trp Gly Cys He Ser Cys 
145 150 155 160 

Lys Lys Val Gly Arg Arg Leu Leu Met Thr Leu Trp Met Gly Val Trp 

165 " 170 175 

Gin Glu Glu He Gly Arg 
180 182 
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Gly Gly Gly Ser Ser Pro Arg Glu Leu Ala Gly Ala Ala Gly Leu Thr 

15 10 15 

Val Thr Ser Gin Ala Val Ala Ala Arg Arg Gin Gin Pro Ser Phe Ser 

20 25 30 

Arg Ala Arg Ala Pro Ala His Ser Leu Arg Ala Ala Leu Ser Leu Ala 

35 40 45 

Ser Ser Ala Arg Ser Trp Gly Ala Val Ser Arg Asp Arg Gly Pro Cys 

50 55 60 

Pro Pro Ala He Met Tyr Gin Ser Ser Asn Lys Cys 
65 70 75 76 
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5 








Ser 


Val 


Lys 


Lys 


Leu 


Gin 


Ser 


Tyr 








20 










Pro 


Ala 


He 


Arg 


Asn 


His 


Asp 


Lys 






35 










40 


Leu 


Asp 


His 


Ala 


Leu 


Leu 


Tyr 


Gly 




50 










55 




Trp 


Val 


Leu 


Val 


Val 


His 


Phe 


Thr 


65 










70 






Glu 


Val 


Leu 


Gin 


His 


Val 


Ala 


Thr 










85 








Leu 


Tyr 


Leu 


Ala 


Leu 


Asn 


Glu 


Asn 








100 










Phe 


Gin 


Glu 


Asn 


Leu 


Gly 


Leu 


Leu 






115 










.120 


Leu 


Val 


Cys 


Ser 


His 


Asp 


His 


Leu 




130 










135 




Gly 


Leu 


Glu 


Phe 


lie 


Arg 


Phe 


Glu 


145 










150 






Asp 


Leu 


Ala 


Pro 


Tyr 


Met 


Pro 


Asp 










165 








Asp 


Phe 


Glu 


Asp 


Arg 


Leu 


Pro 


Ser 








1B0 










Ser 


Leu 


Asn 


Ser 


Phe 


Asn 


Ser 


Val 






195 










200 


Asp 


Ser 


Ala 


He 


Ala 


Pro 


Ser 


Ser 




210 










215 




Phe 


Pro 


Ala 


Val 


Pro 


Ser 


Val 


Pro 


225 










230 






Leu 


Thr 


Asp 


Thr 


Val 


Ser 


Gly 


Pro 










245 








Ser 


Ser 


Lys 


Ala 


Ser 


Thr 


Arg 


Ser 








260 










Asn 


Glu 


Glu 


Pro 


Ala 


Glu 


Thr 


Val 






275 










280 


His 


Thr 


Thr 


Ser 


Gin 


Glu 


Lys 


Glu 




290 










295 




Asp 


711a 


Cys 


Thr 


Glu 


Leu 


Glu 


Val 


305 










310 






He 


Gly 


Lys 


Lys 


Lys 


Lys 


Ser 


Arg 










325 








His 


Pro 


Ala 


Cys 


Ser 


Gin 


Lys 


Lys 








340 










Ser 


Arg 


Asn 


Gly 


Ser 


Pro 


Ser 


Leu 






355 










360 


Leu 


Ala 


Ser 


Pro 


Gin 


Glu 


Glu 


Gly 




370 










375 




Ser 


Ser 


Glu 


Arg 


Ser 


Glu 


Pro 


Gly 


385 










390 






Thr 


Ser 


Met 


Glu 


Arg 


Leu 


Gly 


Gin 










405 








Leu 


Asn 


Gly 


Gin 


Leu 


Asp 


Pro 


Ser 








420 










Pro 


Asp 


Gin 


Ser 


Phe 


Arg 


Thr 


Gly 






435 










440 


Pro 


Pro 


Leu 


Cys 


Asp 


Phe 


Ser 


Glu 




450 










455 




Tyr 


Arg 


Phe 


Thr 


Val 


Glu 


Ser 


Pro 


465 










470 






His 


His 


Asp 


Pro 


Ala 


Gly 


Leu 


Gly 










485 








Pro 


Glu 


Ala 


Ala 


Gly 


Gin 


Glu 


Glu 



500 



Arg 


He 


Leu 


Glu 


Asn 


He 


Ser 


Leu 




10 










15 




Phe 


Ala 


Ala 


Cys 


Glu 


Asp 


Glu 


He 


25 










30 






Val 


Leu 


Gin 


Arg 


Leu 


Cys 


Glu 


His 










45 








Leu 


Gin 


Asp 


Leu 


Ser 


Ser 


Gly 


Tyr 








60 










Arg 


Arg 


Glu 


Ala 


He 


Lys 


Gin 


He 




75 










80 


Asn 


Leu 


Gly 


Arg 


Ser 


Arg 


Ala 


Trp 




90 










95 




Ser 


Leu 


Glu 


Ser 


Tyr 


Leu 


Arg 


Leu 


105 










110 






His 


Lys 


Tyr 


Tyr 


Val 


Lys 


Asn 


Ala 










125 








Thr 


Leu 


Phe 


Leu 


Thr 


Leu 


Val 


Ser 








140 










Leu 


Asp 


Leu 


Asp 


Ala 


Pro 


Tyr 


Leu 






155 










160 


Tyr 


Tyr 


Lys 


Pro 


Gin 


Tyr 


Leu 


Leu 




170 










175 




Ser 


Val 


His 


Gly 


Ser 


Asp 


Ser 


Leu 


185 










190 






Thr 


Ser 


Thr 


Asn 


Leu 


Glu 


Trp 


Asp 










205 








Glu 


Asp 


Tyr 


Asp 


Phe 


Gly 


Asp 


Val 








220 










Ser 


Thr 


Asp 


Trp 


Glu 


Asp 


Gly 


Asp 






235 










240 


Arg 


Ser 


Thr 


Ala 


Ser 


Asp 


Leu 


Thr 




250 










255 




Pro 


Thr 


Gin 


Arg 


Gin 


Asn 


Pro 


Phe 


265 










270 






Ser 


Ser 


Ser 


Asp 


Thr 


Thr 


Pro 


Val 










285 








Glu 


Ala 


Gin 


■Ala 


Leu 


Asp 


Pro 


Pro 








300 










lie 


Arg 


Val 


Thr 


Lys 


Lys 


Lys 


Lys 






315 










320 


Ser 


Asp 


Glu 


Glu 


Ala 


Ser 


Pro 


Leu 




330 










335 




Cys 


Ala 


Lys 


Gin 


Gly 


Asp 


Gly 


Asp 


345 










350 






Gly 


Arg 


Asp 


Ser 


Pro 


Asp 


Thr 


Met 










365 








Glu 


Gly 


Pro 


Ser 


Ser 


Thr 


Thr 


Glu 








380 










Leu 


Leu 


He 


Pro 


Glu 


Met 


Lys 


Asp 






395 










400 


Pro 


Leu 


Ser 


Lys 


Val 


He 


Asp 


Gin 




410 










415 




Thr 


Trp 


Cys 


Ser 


Arg 


Ala 


Glu 


Pro 


425 










430 






Ser 


Pro 


Gly 


Asp 


Ala 


Pro 


Glu 


Arg 










445 








Gly 


Leu 


Ser 


Ala 


Pro 


Met 


Asp 


Phe 








460 










Ser 


Thr 


Val 


Thr 


Ser 


Gly 


Gly 


Gly 






475 










480 


Gin 


Pro 


Leu 


His 


Val 


Pro 


Ser 


Ser 




490 










495 




Glu 


Gly 


Gly 


Gly 


Gly 


Glu 


Gly 


Gin 


505 










510 
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Thr Pro Arg Pro Leu Glu Asp Thr Thr Arg Glu Ala Gin Glu Leu Glu 

515 ' 520 525 

Ala Gin Leu Ser Leu Val Arg Glu Gly Pro Val Ser Glu Pro Glu Pro 

530 535 540 

Gly Thr Gin Glu Val Leu Cys Gin Leu Lys Arg Asp Gin Pro Ser Pro 
545 550 555 560 

Cys Leu Ser Ser Ala Glu Asp Ser Gly Val Asp Glu Gly Gin Gly Ser 

565 570 575 

Pro Ser Glu Met Val His Ser Ser Glu Phe Arg Val Asp Asn Asn His 

580 585 590 

Leu Leu Leu Leu Met He His Val Phe Arg Glu Asn Glu Glu Gin Leu 

595 600 60S 

Phe Lys Met He Arg Met Ser Thr Gly His Met Glu Gly Asn Leu Gin 

610 615 620 

Leu Leu Tyr Val Leu Leu Thr Asp Cys Tyr Val Tyr Leu Leu Arg Lys 
625 630 635 640 

Gly Ala Thr Glu Lys Pro Tyr Leu Val Glu Glu Ala Val Ser Tyr Asn 

645 650 655 

Glu Leu Asp Tyr Val Ser Val Gly lieu Asp Gin Gin Thr Val Lys Leu 

660 665 670 

Val Cys Thr Asn Arg Arg Lys Gin Phe Leu Leu Asp Thr Ala Asp Val 

675 680 685 

Ala Leu Ala Glu Phe Phe Leu Ala Ser Leu Lys Ser Ala Met He Lys 

690 695 700 

Gly Cys Arg Glu Pro Pro Tyr Pro Ser He Leu Thr Asp Ala Thr Met 
705 " 710 715 720 

Glu Lys Leu Ala Leu Ala Lys Phe Val Ala Gin Glu Ser Lys cys Glu 

725 730 735 

Ala Ser Ala Val Thr Val Arg Phe Tyr Gly Leu Val His Trp Glu Asp 

740 745 750 

Pro Thr Asp Glu Ser Leu Gly Pro Thr Pro Cys His Cys Ser Pro Pro 

755 760 765 

Glu Gly Thr He Thr Lys Glu Gly Met Leu His Tyr Lys Ala Gly Thr 

770 775 780 

Ser Tyr Leu Gly Lys Glu His Trp Lys Thr Cys Phe Val Val Leu Ser 
785 790 795 800 

Asn Gly He Leu Tyr Gin Tyr Pro Asp Arg Thr Asp Val He Pro Leu 

805 810 815 

Leu Ser Val Asn Met Gly Gly Glu Gin Cys Gly Gly Cys Arg Arg Ala 

820 825 830 

Asn Thr Thr Asp Arg Pro His Ala Phe Gin Val He Leu Ser Asp Pro 

835 840 845 

Pro Cys Leu Glu Leu Ser Ala Glu Ser Glu Ala Glu Met Ala Glu Trp 

850 855 860 

Met Gin His Leu Cys Gin Ala Val Ser Lys Gly Val He Pro Gin Gly 
865 870 875 880 

Val Ala Pro Ser Pro Cys He Pro Cys Cys Leu Val Leu Thr Asp Asp 

885 890 895 

Arg Leu Phe Thr Cys His Glu Asp Cys Gin Thr Ser Phe Phe Arg Ser 

900 905 910 

Leu Gly Thr Ala Lys Leu Gly Asp He Ser Ala Val Ser Thr Glu Pro 

915 920 925 

Gly Lys Glu Tyr Cys Val Leu Glu Phe Ser Gin Asp Ser Gin Gin Leu 

930 935 940 

Leu Pro Pro Trp Val He Tyr Leu Ser Cys Thr Ser Glu Leu Asp Arg 
945 950 955 950 

Leu Leu Ser Ala Leu Asn Ser Gly Trp Lys Thr He Tyr Gin Val Asp 

965 970 975 

Leu Pro His Thr Ala He Gin Glu Ala Ser Asn Lys Lys Lys Phe Glu 

980 985 990 

Asp Ala Leu Ser Leu He His Ser Ala Trp Gin Arg Ser Asp Ser Leu 

995 1000 1005 

Cys tog Gly Arg Ala Ser Arg Asp Pro Trp Cys * 
1010 1015 1019 
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<210> 2299 
<211> 788 
<212> PRT 

<213> Homo sapiens 



<400> 2299 



Ala 


Arg 


Arg 


Ala 


Asp 


Thr 


Val 


Leu 


1 








5 








Gly 


Leu 


Leu 


Pro 


Val 


Ser 


Leu 


Leu 








20 










Lys 


Glu 


Leu 


Pro 


Gly 


Val 


Lys 


Lys 






35 










40 


Leu 


His 


Pro 


Leu 


His 


Lys 


Arg 


Glu 




50 










55 




Gin 


Phe 


Glu 


Thr 


Glu 


Leu 


Lys 


Tyr 


65 










70 






Ala 


Val 


Leu 


Tyr 


Leu 


Lys 


Lys 


Asn 










85 








Thr 


Glu 


Thr 


Tyx 


Tyr 


Asn 


Ser 


Thr 








100 










Gin 


lie 


Met 


ASP 


ASP 


Cys 


Tyr 


Tyr 






115 










120 


Val 


Ser 


Asp 


Ala 


Ser 


He 


Ser 


Thr 




130 










135 




Ser 


Gin 


Gly 


Asp 


Gin 


Arg 


Tyr 


Phe 


145 










150 






Arg 


Asp 


Gly 


Gin 


Glu 


His 


Ala 


Leu 










165 








Asn 


Tyr 


Asp 


Ser 


Thr 


Cys 


Gly 


Met 








180 










Leu 


Gin 


Gin 


Asn 


lie 


Ala 


Leu 


Pro 






195 










200 


Asp 


Arg 


Lys 


Val 


Gin 


Glu 


His 


Glu 




210 










215 




Leu 


Asp 


Asn 


Gly 


GlU 


Phe 


Lys 


Arg 


225 










230 






Arg 


Lys 


Arg 


Val 


Phe 


Glu 


Met 


Ala 










245 








Lys 


Leu 


Asn 


Thr 


His 


Val 


Ala 


Leu 








260 










Lys 


Asp 


Lys 


lie 


Lys 


He 


Thr 


Pro 






275 










280 


Phe 


Ser 


Lys 


Trp 


Arg 


Gly 


Ser 


Val 




290 










295 




lie 


Ala 


Gin 


Leu 


He 


Thr 


Ala 


Thr 


305 










310 






Leu 


Ala 


Phe 


Met 


Ser 


Thr 


Met 


Cys 










325 








Gin 


Asp 


His 


Ser 


Asp 


Asn 


Leu 


Leu 








340 










Glu 


Met 


Gly 


His 


Asn 


Phe 


Gly 


Met 






355 










360 


Cys 


Pro 


Ser 


Thr 


lie 


Cys 


Val 


Met 




370 










375 




Pro 


Thr 


Asp 


Phe 


Ser 


Ser 


Cys 


Ser 


385 










390 






Glu 


Asp 


Lys 


Leu 


Ser 


Asn 


Cys 


Leu 










405 








lie 


lie 


ser 


Thr 


Pro 


He 


Cys 


Gly 



420 



Leu 


Glu 


Ser 


Pro 


Ser 


Met Leu Gin 




10 








15 


Leu 


Ser 


Val 


Ala 


Val 


Ser Ala He 


25 










30 


Tyr 


Glu 


Val 


Val 


Tyr 


Pro He Arg 










45 




Ala 


Lys 


Glu 


Pro 


Glu 


Gin Gin Glu 








60 






Lys 


Met 


Thr 


He 


Asn 


Gly Lys He 






75 






80 


Lys 


Asn 


Leu 


Leu 


Ala 


Pro Gly Tyr 




90 








95 


Gly 


Lys 


Glu 


He 


Thr 


Thr Ser Pro 


105 










110 


Gin 


Gly 


His 


He 


Leu 


Asn Glu Lys 










125 




Cys 


Arg 


Gly 


Leu 


Arg 


Gly Tyr Phe 








140 






He 


Glu 


Pro 


Leu 


Ser 


Pro He His 






155 






160 


Phe 


Lys 


Tyr 


Asn 


Pro 


Asp Glu Lys 




170 








175 


Asp 


Gly 


Val 


Leu 


Trp 


Ala His Asp 


185 










190 


Ala 


Thr 


Lys 


Leu 


Val 


Lys Leu Lys 










205 




Lys 


Tyr 


He 


Glu 


Tyr 


Tyr Leu Val 








220 






Tyr 


Asn 


Glu 


Asn 


Gin 


Asp Glu He 






235 






240 


Asn 


Tyr 


val 


Asn 


Met 


Leu Tyr Lys 




250 








255 


Val 


Gly 


Met 


Glu 


lie 


Trp Thr Asp 


265 










270 


Asn 


Ala 


Ser 


Phe 


Thr 


Leu Glu Asn 










285 




Leu 


Ser 


Arg 


Arg 


Lys 


Arg His Asp 








300 






Glu 


Leu 


Ala 


Gly 


Thr 


Thr Val Gly 






315 






320 


Ser 


Pro 


Tyr 


Ser 


Val 


Gly Val Val 




330 








335 


Arg 


Val 


Ala 


Gly 


Thr 


Met Ala His 


345 










350 


Phe 


His 


Asp 


Asp 


Tyr 


Ser Cys Lys 










365 




Asp 


Lys 


Ala 


Leu 


Ser 


Phe Tyr He 








380 






Arg 


Leu 


Ser 


Tyr 


Asp 


Lys Phe Phe 






395 






400 


Phe 


Asn 


Ala 


Pro 


Leu 


Pro Thr Asp 




410 








415 


Asn 


Gin 


Leu 


Val 


GlU 


Met Gly Glu 


425 










430 
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Asp Cys Asp Cys Gly Thr Ser Glu Glu Cys Thr Asn He Cys Cys Asp 

435 440 445 

Ala Lys Thr Cys Lys He Lys Ala Thr Phe Gin Cys Ala Leu Gly Glu 

450 455 460 

Cys Cys Glu Lys Cys Gin Phe Lys Lys Ala Gly Met Val Cys Arg Pro 
465 470 475 480 

Ala Lys Asp Glu Cys Asp Leu Pro Glu Met Cys Asn Gly Lys Ser Gly 

485 490 495 

Asn Cys Pro Asp Asp Arg Phe Gin Val Asn Gly Phe Pro Cys His His 

500 505 510 

Gly Lys Gly His Cys Leu Met Gly Thr Cys Pro Thr Leu Gin Glu Gin 

515 520 525 

Cys Thr Glu Leu Trp Gly Pro Gly Thr Glu Val Ala Asp Lys Ser Cys 

530 535 540 

Tyr Asn Arg Asn Glu Gly Gly Ser Lys Tyr Gly Tyr Cys Arg Arg Val 
545 550 555 560 

Asp Asp Thr Leu He Pro Cys Lys Ala Asn Asp Thr Met Cys Gly Lys 

565 570 575 

Leu Phe Cys Gin Gly Gly Ser Asp Asn Leu Pro Trp Lys Gly Arg He 

580 585 590 

Val Thr Phe Leu Thr Cys Lys Thr Phe Asp Pro Glu Asp Thr Ser Gin 

595 600 605 

Glu He Gly Met Val Ala Asn Gly Thr Lys Cys Gly Asp Asn Lys Val 

610 615 620 

Cys He Asn Ala Glu Cys Val Asp He Glu Lys Ala Tyr Lys Ser Thr 
625 630 635 640 

Asn Cys Ser Ser Lys Cys Lys Gly His Ala Val Cys Asp His Glu Leu 

645 650 655 

Gin Cys Gin Cys Glu Glu Gly Trp He Pro Pro Asp Cys Asp Asp Ser 

660 665 670 

Ser Val Val Phe His Phe Ser He Val Val Gly Val Leu Phe Pro Met 

675 680 685 

Ala Val He Phe Val Val Val Ala Met Val He Arg His Gin Ser Ser 

690 695 700 

Arg Glu Lys Gin Lys Lys Asp Gin Arg Pro Leu Ser Thr Thr Gly Ear 
705 " 710 715 720 

Arg Pro His Lys Gin Lys Arg Lys Pro Gin Met Val Lys Ala Val Gin 

725 ~ 730 735 

Pro Gin Glu Met Ser Gin Met Lys Pro His val Tyr Asp Leu Pro Val 

740 745 750 * 

Glu Gly Asn Glu Pro Pro Ala Ser Phe His Lys Asp Thr Asn Ala Leu 

755 760 765 

Pro Pro Thr Val Phe Lys Asp Asn Pro Met Ser Thr Pro Lys Asp Ser 

770 775 780 

Asn Pro Lys Ala 
785 788 



<210> 2300 

<211> 417 

<212> PRT 

<213> Homo sapiens 



<400> 2300 

Met Gly Leu Leu Leu Met He Leu Ala Ser Ala Val Leu Gly Ser Phe 

15 10 15 

Leu Thr Leu Leu Ala Gin Phe Phe Leu Leu Tyr Arg Arg Gin Pro Glu 

20 25 30 

Pro Pro Ala Asp Glu Ala Ala Arg Ala Gly Glu Gly Phe Arg Tyr He 

35 40 45 

Lys Pro Val Pro Gly Leu Leu Leu Arg Glu Tyr Leu Tyr Gly Gly Gly 
50 55 60 
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Arg 


Asp 


Glu 


Glu 


Pro 


Ser 


Gly 


Ala 


Ala 


Pro 


Glu 


Gly 


Gly 


Ala Thr 


Pro 


65 










70 










75 








80 


Thr 


Ala 


Ala 


Pro 


Glu 


Thr 


Pro 


Ala 


Pro 


Pro 


Thr 


Arg 


Glu 


Thr Cys 


Tyr 










85 










90 








95 




Phe 


Leu 


Asn 


Ala 


Thr 


He 


Leu 


Phe 


Leu 


Phe 


Arg 


Glu 


Leu 


Arg Asp 


Thr 








100 










105 










110 




Ala 


Leu 


Thr 


Arg 


Arg 


Trp 


Val 


Thr 


Lys 


Lys 


He 


Lys 


Val 


Glu Phe 


Glu 






115 










120 










125 






Glu 


Leu 


Leu 


Gin 


Thr 


Lys 


Thr 


Ala 


Gly 


Arg 


Leu 


Leu 


Glu 


Gly Leu 


Ser 




130 










135 










140 








Leu 


Arg 


Asp 


Val 


Phe 


Leu 


Gly 


Glu 


Thr 


Val 


Pro 


Phe 


He 


Lys Thr 


He 


145 










150 










155 








160 


Arg 


Leu 


Val 


Arg 


Pro 


Val 


Val 


Pro 


Ser 


Ala 


Thr 


Gly 


Glu 


Pro Asp 


Gly 










165 










170 








175 




Pro 


Glu 


Gly 


Glu 


Ala 


Leu 


Pro 


Ala 


Ala 


Cys Pro 


Glu 


Glu 


Leu Ala 


Phe 








180 










185 










190 




Glu 


Ala 


Glu 


Val 


Glu 


Tyr 


Asn 


Gly 


Gly 


Phe 


His 


Leu 


Ala 


He Asp 


Val 






195 










200 










205 






Asp 


Leu 


Val 


Phe 


Gly 


Lys 


Ser 


Ala 


Tyr 


Leu 


Phe 


Val 


Lys 


Leu Ser 


Arg 




210 










215 










220 








Val 


Val 


Gly 


Arg 


Leu 


Arg 


Leu 


Val 


Phe 


Thr 


Arcr 


Val 


Pro 


Phe Thr 


His 


225 










230 










235 








240 


Trp 


Phe 


Phe 


Ser 


Phe 


Val 


Glu 


Asp 


Pro 


Leu 


He 


Asp 


Phe 


Glu Val 


Arg 










245 










250 








255 




ser 


Gin 


Phe 


Glu 


Gly 


Arg 


Pro 


Met 


Pro 


Gin 


Leu 


Thr 


Ser 


He He 


Val 








260 










265 










270 




Asn 


Gin 


Leu 


Lys 


Lys 


lie 


He 


Lys 


Arg 


Lys 


His 


Thr 


Leu 


Pro Asn 


Tyr 






275 










280 










285 






Lys 


lie 


Arg 


Phe 


Lys 


Pro 


Phe 


Phe 


Pro 


Tyr 


Gin 


Thr 


Leu 


Gin Gly 


Phe 




290 










295 










300 








Glu 


Glu 


Asp 


Glu 


Glu 


His 


He 


His 


He 


Gin 


Gin 


Trp 


Ala 


Leu Thr 


Glu 


305 










310 










315 








320 


Gly 


Arg 


Leu 


Lys 


Val 


Thr 


Leu 


Leu 


Glu 


Cys 


Ser 


Arg 


Leu 


Leu He 


Phe 










325 










330 








335 




Gly 


Ser 


Tyr 


Asp 


Arg 


Glu 


Ala 


Asn 


Val 


His 


Cys 


Thr 


Leu 


Glu Leu 


Ser 








340 










345 










350 




Ser 


Ser 


Val 


Trp 


Glu 


Glu 


Lys 


Gin 


Arg 


Ser 


Ser 


He 


Lys 


Thr Gly 


Thr 






355 










360 










365 






lie 


Ser 


Leu 


Thr 


Ala 


Val 


Phe 


Met 


Gly 


Trp 


His 


Arg 


Val 


Ser Glu 


Ala 




370 










375 










380 








Phe 


Pro 


Gly 


Leu 


Trp 


Tyr 


Lys 


Leu 


Leu 


Val 


Asp 


Leu 


Pro 


Phe Trp 


Gly 


385 










390 










395 








400 


Leu 


Glu 


Asp 


Gly 


Gly 


Pro 


Leu 


Leu 


Thr 


Val 


Pro 


Leu 


Arg 


Gin Cys 


Pro 










405 










410 








415 





Gly 
417 



<210> 2301 

<211> 257 

<212> PRT 

<213> Homo sapiens 



<400> 2301 



Glu 


Val Ala Leu 


Phe Cys 


Phe 


Glu 


Met 


Ala 


Ala 


Gly 


Met 


Tyr Leu 


Glu 


1 




5 








10 








15 




His 


Tyr Leu Asp 


Ser lie 


Glu 


Asn 


Leu 


Pro 


Phe 


Glu 


Leu 


Gin Arg 


Asn 




20 








25 










30 




Phe 


Gin Leu Met 


Arg Asp 


Leu 


Asp 


Gin 


Arg 


Thr 


Glu 


Asp 


Leu Lys 


Ala 




35 






40 










45 






Glu 


He Asp Lys 


Leu Ala 


Thr 


Glu 


Tyr 


Met 


Ser 


Ser 


Ala 


Arg Ser 


Leu 




50 




55 










60 
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Ser 


Ser 


Glu 


Glu 


Lys 


Leu Ala Leu Leu 


Lys 


Gin He Gin Glu Ala Tyr 


65 








70 




75 80 


Gly 


Lys 


Cys 


Lys 


Glu 


Phe Gly Asp Asp 


Lys 


Val Gin Leu Ala Met Gin 










85 




90 


95 


Thr 


TVX 


Glu 


Met 


Val 


Asp Lys His He 


Arg 


Arg Leu Asp Thr Asp Leu 








100 




105 




110 


Ala 


Arg 


Phe 


Glu 


Ala 


Asp Leu Lys Glu 


Lys 


Gin He Glu Ser Ser Asp 






115 






120 




125 


Tyr 


Asp 


Ser 


Ser 


Ser 


Ser Lys Gly Lys 


Lys 


Lys Gly Arg Thr Gin Lys 




13 0 








135 




140 


Glu 


Lys 


Lys 


Ala 


Ala 


Arg Ala Arg Ser 


Lys 


Gly Lys Asn Ser Asp Glu 


145 










150 




155 160 


Glu 


Ala 


Pro 


Lys 


Thr 


Ala Glii Lys Lys 


Leu 


Lys Leu Val Arg Thr Ser 










165 




170 


175 


Pro 


Glu 


Tyr 


Gly 


Met 


Pro Ser Val Thr 


Phe 


Gly Ser Val His Pro Ser 








180 




185 




190 


Asp 


Val 


Leu 


Asp 


Met 


Pro Val Asp Pro 


Asn 


Glu Pro Thr Tyr Cys Leu 






195 






200 




205 


Cys 


His 


Gin 


Val 


Ser 


Tyr Gly Glu Met 


lie 


Gly Cys Asp Asn Pro Asp 




210 








215 




220 


Cys 


Ser 


He 


Glu 


Trp 


Phe His Phe Ala 


Cys 


Val Gly Leu Thr Thr Lys 


225 










230 




235 240 


Pro 


Arg 


Gly 


Lye 


Trp 


Phe Cys Pro Arg 


Cys 


Ser Gin Glu Arg Lys Lys 










245 




250 


255 



Lys 
257 



<210> 2302 

<211> 101 

<212> PRT 

<213> Homo sapiens 





<400> 2302 










Pro 


Ser 


Val 


Ala 


Ser 


Leu Ala Arg Arg 


Phe 


Ser Gly Arg Ala Leu Trp 


1 








5 




10 


15 


Pro 


Pro 


Ser 


His 


Ser 


Val Pro Gly Asn 


Arg 


Ala Leu Cys Pro Arg Leu 








20 




25 




30 


Leu 


His 


Gly 


Thr 


Thr 


Leu Pro Gly Gly 


Asn 


Gin Arg Glu Leu Ala Arg 






35 






40 




45 


Gin 


Lys 


Asn 


Met 


Lys 


Lys Gin Ser Asp 


Ser 


Val Lys Gly Lys Arg Arg 




50 








55 




60 


Asp 


Asp 


Gly 


Leu 


Ser 


Ala Ala Ala Arg 


Lys 


Gin Arg Asp Ser Thr Pro 


65 










70 




75 80 


Arg 


Asp 


Ser 


Glu 


He 


Met Gin Gin Lys 


Gin 


Lys Lys Ala Asn Glu Lys 










85 




90 


95 


Lys 


Glu 


Glu 


Pro 


Lys 














100 


101 









<210> 2303 

<211> 223 

<212> PRT 

<213> Homo sapiens 



<400> 2303 

Val Cys Ala Gly He Arg Asp Pro Cys Ser Thr Pro Leu Ala Lys Pro 

1 5 10 15 

Ala Ala Gly Gly Ala Glu Asn Leu Ser Phe Gly Lys Gin Pro Gly Leu 
20 25 30 
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Glu 


Thr 


Asn 
35 


He 


Leu 


Lys 


Met 


Thr 
40 


Thr 


Pro 


Asn 


Lys 


Thr 
45 


Pro 


Pro 


Gly 


Ala 


Asp 
50 


Pro 


Lys 


Gin 


Leu 


Glu 
55 


Arg 


Thr 


Gly 


Thr 


Val 
60 


Arg 


Glu 


He 


Gly 


Ser 


Gin 


Ala 


Val 


Trp 


Ser 


Leu 


Ser 


Ser 


Cys 


Lys 


Pro 


Gly 


Phe 


Gly 


Val 


65 










70 










75 










80 


Asp 


Gin 


Leu 


Arg 


Asp 
85 


Asp 


Asn 


Leu 


Glu 


Thr 
90 


Tyr 


Trp 


Gin 


Ser 


Asp 
95 


Gly 


Ser 


Gin 


Pro 


His 
100 


Leu 


Val 


Asn 


He 


Gin 
105 


Phe 


Arg 


Arg 


Lys 


Thr 
110 


Thr 


Val 


Lys 


Thr 


Leu 
115 


Cys 


He 


Tyr 


Ala 


ASp 
120 


Tyr 


Lys 


Ser 


Asp 


Glu 
125 


Ser 


Tyr 


Thr 


Pro 


Ser 
130 


Lys 


He 


Ser 


Val 


Arg 
135 


Val 


Gly 


Asn 


Asn 


Phe 
140 


His 


Asn 


Leu 


Gin 


Glu 


He 


Arg 


Gin 


Leu 


Glu 


Leu 


Val 


Glu 


Pro 


Ser 


Gly 


Trp 


He 


His 


Val 


145 










150 










155 










160 


Pro 


Leu 


Thr 


Asp 


Asn 
165 


His 


Lys 


Lys 


Pro 


Thr 
170 


Arg 


Thr 


Phe 


Met 


He 
175 


Gin 


He 


Ala 


Val 


Leu 
180 


Ala 


Asn 


His 


Gin 


Asn 
185 


Gly 


Arg 


Asp 


Thr 


His 
190 


Met 


Arg 


Gin 


He 


Lys 
195 


He 


Tyr 


Thr 


Pro 


Val 
200 


Glu 


Glu 


Ser 


Ser 


He 
205 


Gly 


Lys 


Phe 


Pro 


Arg 
210 


Cys 


Thr 


Thr 


He 


Asp 
215 


Phe 


Met 


Met 


Tyr 


Arg 
220 


Ser 


He 


Arg 
223 





<210> 2304 

<211> 316 

<212> PRT 

<213> Homo sapiens 



<400> 2304 



Pro 


Pro 


Leu 


Pro 


Pro 


Arg 


Ser 


Phe 


Pro 


Asn 


Leu 


Phe 


Ser 


Arg 


Pro 


Glu 


1 








5 










10 










15 




Pro 


Leu 


Pro 


Glu 


Pro 


Gly 


Arg 


Arg 


Gly 


Cys 


Asn 


Arg 


Ser 


Arg 


Glu 


Pro 








20 










25 










30 






Ala 


Ala 


Arg 


Ala 


Pro 


Ser 


Pro 


Pro 


Pro 


Pro 


Phe 


Glu 


Gly 


Ala 


Pro 


Gly 






35 










40 










45 








Arg 


Ala 


Met 


Val 


Lys 


Val 


Thr 


Phe 


Asn 


Ser 


Ala 


Leu 


Ala 


Gin 


Lys 


Glu 




50 










55 










60 










Ala 


Lys 


Lys 


Asp 


Glu 


Pro 


Lys 


Ser 


Gly 


Glu 


Glu 


Ala 


Leu 


He 


He 


Pro 


65 










70 










75 










80 


Pro 


Asp 


Ala 


Val 


Ala 


Val 


Asp 


Cys 


Lys 


Asp 


Pro 


Asp 


Asp 


Val 


Val 


Pro 










85 










90 










95 




Val 


Gly 


Gin 


Arg 


Arg 


Ala 


Trp 


Cys 


Trp 


Cys 


Met 


cys 


Phe 


Gly 


Leu 


Ala 








100 










105 










110 






Phe 


Met 


Leu 


Ala 


Gly 


Val 


He 


Leu 


Gly 


Gly 


Ala 


Tyr 


Leu 


Tyr 


Lys 


Tyr 






115 










120 










125 








Phe 


Ala 


Leu 


Gin 


Pro 


Asp 


Asp 


Val 


Tyr 


Tyr 


Cys 


Gly 


He 


Lys 


Tyr 


He 




130 










135 










140 










Lys 


Asp 


Asp 


Val 


lie 


Leu 


Asn 


Glu 


Pro 


Ser 


Ala 


Asp 


Ala 


Pro 


Ala 


Ala 


145 










150 










155 










160 


Leu 


Tyr 


Gin 


Thr 


He 


Glu 


Glu 


Asn 


He 


Lys 


He 


Phe 


Glu 


Glu 


Glu 


Glu 










165 










170 










175 




val 


Glu 


Phe 


He 


Ser 


Val 


Pro 


Val 


Pro 


Glu 


Phe 


Ala 


Asp 


Ser 


Asp 


Pro 








180 










185 










190 






Ala 


Asn 


He 


Val 


His 


Asp 


Phe 


Asn 


Lys 


Lys 


Leu 


Thr 


Ala 


Tyr 


Leu 


Asp 






195 










200 










205 








Leu 


Asn 


Leu 


Asp 


Lys 


Cys 


Tyr 


Val 


He 


Pro 


Leu 


Asn 


Thr 


Ser 


He 


Val 




210 










215 










220 










Met 


Pro 


Pro 


Arg 


Asn 


Leu 


Leu 


Glu 


Leu 


Leu 


He 


Asn 


lie 


Lys 


Ala 


Gly 


225 










230 










235 










240 
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Thr Tyr Leu Pro Gin Ser Tyr Leu He His Glu His Met Val He Thr 

245 250 255 

Asp Arg He Glu Asn He Asp His Leu Gly Phe Phe He Tyr Arg Leu 

260 265 270 

Cys His Asp Lys Glu Thr Tyr Lys Leu Gin Arg Arg Glu Thr He Lys 

275 * 2B0 265 

Gly He Gin Lys Arg Glu Ala Ser Asn Cys Phe Ala He Arg Hie Phe 

290 295 300 

Glu Asn Lys Phe Ala Val Glu Thr Leu He Cys Ser 
305 * 310 315 316 



<210> 2305 

<211> 378 

c212> PRT 

<213> Homo sapiens 



<400> 2305 

Val Glu Ser Arg Ser Ala Trp His Glu Gly Glu Asp Gin He Asp Arg 

15 10 15 

Leu Asp Phe He Arg Asn Gin Met Asn Leu Leu Thr Leu Asp Val Lys 

20 25 30 

Lys Lys He Lys Glu Val Thr Glu Glu Val Ala Asn Lys Val Ser Cys 

35 40 45 

Ala Met Thr Asp Glu He Cys Arg Leu Ser Val Leu Val Asp Glu Phe 

50 55 60 

Cys Ser Glu Phe His Pro Asn Pro Asp Val Leu Lys He Tyr Lys Ser 
65 70 75 80 

Glu Leu Asn Lys His He Glu Asp Gly Met Gly Arg Asn Leu Ala Asp 

85 90 95 

Arg Cys Thr Asp Glu Val Asn Ala Leu Val Leu Gin Thr Gin Gin Glu 

100 105 HO 

He He Glu Asn Leu Lys Pro Leu Leu Pro Ala Gly He Gin Asp Lys 

115 120 125 

Leu His Thr Leu He Pro Cys Lys Lys Phe Asp Leu Ser Tyr Asn Leu 

130 135 140 

Asn Tyr His Lys Leu Cys Ser Asp Phe Gin Glu Asp He Val Phe Arg 
145 150 ~ 155 160 

Phe Ser Leu Gly Trp Ser Ser Leu Val His Arg Phe Leu Gly Pro Arg 

165 170 175 

Asn Ala Gin Arg Val Leu Leu Gly Leu Ser Glu Pro He Phe Gin Leu 

180 185 190 

Pro Arg Ser Leu Ala Ser Thr Pro Thr Ala Pro Thr Thr Pro Ala Thr 

195 200 205 

Pro Asp Asn Ala Ser Gin Glu Glu Leu Met He Thr Leu Val Thr Gly 

210 215 220 

Leu Ala Ser Val Thr Ser Arg Thr Ser Met Gly He He He Val Gly 
225 230 235 240 

Gly Val He Trp Lys Thr He Gly Trp Lys Leu Leu Ser Val Ser Leu 

245 250 255 

Thr Met Tyr Gly Ala Leu Tyr Leu Tyr Glu Arg Leu Ser Trp Thr Thr 

260 265 270 

His Ala Lys Glu Arg Ala Phe Lys Gin Gin Phe Val Asn Tyr Ala Thr 

275 280 285 

Glu Lys Leu Arg Met He Val Ser Ser Thr Ser Ala Asn Cys Ser His 

290 295 300 

Gin Val Lys Gin Gin He Ala Thr Thr Phe Ala Arg Leu Cys Gin Gin 
305 * 310 315 320 

Val Asp He Thr Gin Lys Gin Leu Glu Glu Glu He Ala Arg Leu Pro 

325 330 335 

Lys Glu He Asp Gin Leu Glu Lys He Gin Asn Asn Ser Lys Leu Leu 
340 345 350 
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Arg Asn Lys Ala Val Gin Leu Glu Asn Glu lieu Glu Asn Phe Thr Lys 

355 360 365 

Gin Phe Leu Pro Ser Ser Asn Glu Glu Ser 
370 375 378 



<210> 2306 

<211> 351 

<212> PRT 

<213> Homo sapiens 



<400> 2306 



Ala 


Ser 


Gly 


Ser Pro 


Ala Pro Ser Ser Ser 


Ser 


Ala Met Ala 


Ala 


Ala 


1 






5 


10 






15 




Cys 


Gly 


Pro 


Gly Ala 


Ala Gly Tyr Cys Leu 


Leu 


Leu Gly Leu 


His 


Leu 








20 


25 




30 






Phe 


Leu 


Leu 


Thr Ala 


Gly Pro Ala Leu Gly 


Trp 


Asn Asp Pro 


Asp 


Arg 






35 




40 




45 






Met 


Leu 


Leu 


Arg Asp 


Val Lye Ala Leu Thr 


Leu 


His Tyr Asp 


Arg 


Tyr 




50 






55 




60 






Thr 


Thr 


Ser 


Arg Arg 


Leu Asp Pro He Pro 


Gin 


Leu Lys Cys 


Val 


Gly 


65 








70 


75 






80 


Gly 


Thr 


Ala 


Gly Cys 


Asp Ser Tyr Thr Pro 


Lys 


Val lie Gin 


Cys 


Gin 








85 


90 






95 




Asn 


Lys 


Gly 


Trp Asp 


Gly Tyr Asp Val Gin 


Trp 


Glu Cys Lys 


Thr 


Asp 








100 


105 




110 






Leu 


Asp 


He 


Ala Tyr 


Lys Phe Gly Lys Thr 


Val 


Val Ser Cys 


Glu 


Gly 






115 




120 




125 






Tyr 


Glu 


Ser 


Ser Glu 


Asp Gin Tyr Val Leu 


Arg 


Gly Ser Cys 


Gly 


Leu 




130 






135 ' 




140 






Glu 


Tyr 


Asn 


Leu Asp 


Tyr Thr Glu Leu Gly 


Leu 


Gin Lys Leu 


Lys 


Glu 


145 








150 


155 






160 


Ser 


Gly 


Lys 


Gin His 


Gly Phe Ala Ser Phe 


Ser 


Asp Tyr Tyr 


Tyr 


Lys 








165 


170 






175 




Trp 


Ser 


Ser 


Ala Asp 


Ser Cys Asn Met Ser 


Gly 


Leu lie Thr 


He 


Val 








180 


165 




190 






Val 


Leu 


Leu 


Gly lie 


Ala Phe val val Tyr 


Lys 


Leu Phe Leu 


Ser 


Asp 






195 




200 




205 






Gly 


Gin 


Tyr 


Ser Pro 


Pro Pro Tyr Ser Glu 


Tyr 


Pro Pro Phe 


Ser 


His 




210 






215 




220 






Arg 


Tyr 


Gin 


Arg Phe 


Thr Asn Ser Ala Gly 


Pro 


Pro Pro Pro 


Gly 


Phe 


225 








230 


235 






240 


Lys 


Ser 


Glu 


Phe Thr 


Gly Pro Gin Asn Thr 


Gly 


His Gly Ala 


Thr 


Ser 








245 


250 






255 




Gly 


Phe 


Gly 


Ser Ala 


Phe Thr Gly Gin Gin 


Gly 


Tyr Glu Asn 


Ser 


Gly 








260 


265 




270 






Pro 


Gly 


Phe 


Trp Thr 


Gly Leu Gly Thr Gly 


Gly 


He Leu Gly 


Tyr 


Leu 






275 




280 




285 






Phe 


Gly 


Ser 


Asn Arg 


Ala Ala Thr Pro Phe 


Ser 


Asp Ser Trp 


Tyr 


Tyr 




230 






295 




300 






Pro 


Ser 


Tyr 


Pro Pro 


Ser Tyr Pro Gly Thr 


Trp 


Asn Arg Ala 


Tyr 


Ser 


305 








310 


315 






320 


Pro 


Leu 


His 


Gly Gly 


Ser Gly Ser Tyr Ser 


Val 


Cys Ser Asn 


Ser 


Asp 








325 


330 






335 




Thr 


Lys 


Thr 


Arg Thr 


Ala Ser Gly Tyr Gly 


Gly 


Thr Arg Arg 


Arg 










340 


345 




350 


351 





<210> 2307 
<211> 321 
<212> PRT 
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<213> Homo sapiens 



<400> 2307 

Thr His Val Val Met Thr Gly Met Cys Tyr Ala Pro His Gin Val Leu 

1 5 10 15 

Ser Tyr lie Asn Gly Val Thr Thr Ser Lys Pro Gly Val Ser Leu Val 

20 25 30 

Tyr Ser Met Pro Ser Arg Asn Leu Ser Leu Arg Leu Glu Gly Leu Gin 

35 40 45 

Glu Lys Asp Ser Gly Pro Tyr Ser Cys Ser Val Asn Val Gin Asp Lys 

50 55 60 

Gin Gly Lys Ser Arg Gly His Ser lie Lys Thr Leu Glu Leu Asn Val 
65 70 75 80 

Leu Val Pro Pro Ala Pro Pro Ser Cys Arg Leu Gin Gly Val Pro His 

85 SO 95 

Val Gly Ala Asn Val Thr Leu Ser Cys Gin Ser Pro Arg Ser Lys Pro 

100 105 110 

Ala Val Gin Tyr Gin Trp Asp Arg Gin Leu Pro Ser Phe Gin Thr Phe 

115 120 125 

Phe Ala Pro Ala Leu Asp Val He Arg Gly Ser Leu Ser Leu Thr Asn 

130 135 140 

Leu Ser Ser Ser Met Ala Gly Val Tyr Val Cys Lys Ala His Asn Glu 
145- 150 155 160 

Val Gly Thr Ala Gin Cys Asn Val Thr Leu Glu Val Ser Thr Gly Pro 

165 170 175 

Gly Ala Ala val Val Ala Gly Ala Val Val Gly Thr Leu Val Gly Leu 

180 185 190 

Gly Leu Leu Ala Gly Leu Val Leu Leu Tyr His Arg Arg Gly Lys Ala 

195 200 205 

Leu Glu Glu Pro Ala Asn Asp He Lys Glu Asp Ala lie Ala Pro Arg 

210 215 220 

Thr Leu Pro Trp Pro Lys Ser Ser Asp Thr He Ser Lys Asn Gly Thr 
225 230 235 240 

Leu Ser Ser Val Thr Ser Ala Arg Ala Leu Arg Pro Pro His Gly Pro 

245 250 255 

Pro Arg Pro Gly Ala Leu Thr Pro Thr Pro Ser Leu Ser Ser Gin Ala 

260 265 270 

Leu Pro Ser Pro Arg Leu Pro Thr Thr Asp Gly Ala His Pro Gin Pro 

275 280 285 

He Ser Pro He Pro Gly Gly Val Ser Ser Ser Gly Leu Ser Arg Met 

290 295 300 

Gly Ala Val Pro Val Met Val Pro Ala Gin Ser Gin Ala Gly Ser Leu 
305 310 315 320 

Val 
321 



<210> 2308 

<211> 383 

<212> PRT 

<213> Homo sapiens 



<400> 2308 
Glu Leu Ala Arg Arg Pro Lys Gin 

1 5 
Met He Arg Asn Trp Leu Thr He 
20 

Val Glu Lys Cys Glu Ser Ser Val 
35 40 
Lys Leu Glu Asn Gly Ser Ser Thr 
50 55 



Gin Ser Ser Glu Lys Ser Arg Asn 

10 15 
Phe He Leu Phe Pro Leu Lys Leu 

25 30 
Ser Leu Thr Val Pro Pro Val Val 
45 

Asn Val Ser Leu Thr Leu Arg Pro 
60 
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Pro 


Leu 


Asn 


Ala 


Thr 


Leu 


Val 


He 


Thr 


Phe 


Glu 


He Thr 


Phe Arg 


Ser 


65 










70 










75 






80 


Lys 


Asn 


lie 


Thr 


He 


Leu 


Glu 


Leu 


Pro 


Asp 


Glu 


Val Val 


Val Pro 


Pro 










85 










90 






95 




Gly 


Val 


Thr 


Asn 


Ser 


Ser 


Phe 


Gin 


Val 


Thr 


Ser 


Gin Asn 


Val Gly 


Gin 








100 










105 








110 




Leu 


Thr 


Val 


Tyr 


Leu 


His 


Gly 


Asn 


His 


Ser 


Asn 


Gin Thr 


Gly Pro 


Arg 






115 










120 








125 






He 


Arg 


Phe 


Leu 


Val 


lie 


Arg 


Ser 


Ser 


Ala 


He 


Ser He 


He Asn 


Gin 




13 0 










135 










140 






Val 


lie 


Gly 


Trp 


He 


Tyr 


Phe 


Val 


Ala 


Trp 


Ser 


He Ser 


Phe Tyr 


Pro 


145 










150 










155 






160 


Gin 


Val 


lie 


Met 


Asn 


Trp 


Arg 


Arg 


Lys 


Ser 


Val 


He Gly 


Leu Ser 


Phe 










165 










170 






175 




Asp 


Phe 


Val 


Ala 


Leu 


Asn 


Leu 


Thr 


Gly 


Phe 


Val 


Ala Tyr 


Ser Val 


Phe 








180 










185 








190 




Asn 


lie 


Gly 


Leu 


Leu 


Trp 


Val 


Pro 


Tyr 


He 


Lys 


Glu Gin 


Phe Leu 


Leu 






195 










200 








205 






Lys 


Tyr 


Pro 


Asn 


Gly 


Val 


Asn 


Pro 


Val 


Asn 


Ser 


Asn Asp 


Val Phe 


Phe 




210 










215 










220 






Ser 


Leu 


His 


Ala 


Val 


Val 


Leu 


Thr 


Leu 


He 


He 


He Val 


Gin Cys 


Cys 


225 










230 










235 






240 


Leu 


Tyr 


Glu 


Arg 


Gly 


Gly 


Gin 


Arg 


val 


Ser 


Trp 


Pro Ala 


He Gly 


Phe 










245 










250 






255 




Leu 


val 


Leu 


Ala 


Trp 


Leu 


Phe 


Ala 


Phe 


Val 


Thr 


Met He 


val Ala 


Ala 








260 










265 




■ 




270 




Val 


Gly 


Val 


He 


Thr 


Trp 


Leu 


Gin 


Phe 


Leu 


Phe 


Cys Phe 


Ser Tyr 


He 






275 










280 








285 






Lys 


Leu 


Ala 


Val 


Thr 


Leu 


Val 


Lys 


Tyr 


Phe 


Pro 


Gin Ala 


Tyr Met 


Asn 




230 










295 










300 






Phe 


Tyr 


Tyr 


Lys 


Ser 


Thr 


Glu 


Gly 


Trp 


Ser 


He 


Gly Asn 


Val Leu 


Leu 


305 










310 










315 






320 


Asp 


Phe 


Thr 


Gly 


Gly 


Ser 


Phe 


Ser 


Leu 


Leu 


Gin 


Met Phe 


Leu Gin 


Ser 










325 










330 






335 




Tyr 


Asn 


Asn 


Asp 


Gin 


Trp 


Thr 


Leu 


He 


Phe 


Gly 


Asp Pro 


Thr Lys 


Phe 








340 










345 








350 




Gly 


Leu 


Gly 


Val 


Phe 


Ser 


He 


Val 


Phe 


Asp 


Val 


Val Phe 


Phe He 


Gin 






355 










350 








365 






His 


Phe 


Cys 


Leu 


Tyr 


Arg 


Lys 


Arg 


Pro 


Gly 


Tyr 


Asp Gin 


Leu Asn 






370 










375 










380 


383 





<210> 2309 
<211> 274 
<212> PRT 

<213> Homo sapiens 



<400> 2309 



Gly 


Glu 


Arg 


Ala 


Gly 


Arg 


Arg 


Arg 


Gly 


Arg 


Leu 


Gly Val 


Trp Ala 


Gin 


1 








5 










10 






15 




Pro 


Gin 


Pro 


Leu 


Leu 


Pro 


Arg 


Pro 


Val 


Gly 


Ser 


Arg Arg 


Glu Met 


Gin 








20 










25 








30 




Pro 


Pro 


Gly 


Pro 


Pro 


Pro 


Ala 


Tyr 


Ala 


Pro 


Thr 


Asn Gly 


Asp Phe 


Thr 






35 










40 








45 






Phe 


Val 


Ser 


Ser 


Ala 


Asp 


Ala 


Glu 


Asp 


Leu 


Ser 


Gly Ser 


He Ala 


Ser 




50 










55 










60 






Pro 


Asp 


Val 


Lys 


Leu 


Asn 


Leu 


Gly 


Gly 


Asp 


Phe 


He Lys 


Glu Ser 


Thr 


65 










70 










75 






80 


Ala 


Thr 


Thr 


Phe 


Leu 


Arg 


Gin 


Arg 


Gly 


Tyr 


Gly 


Trp Leu 


Leu Glu 


Val 










85 










30 






95 




Glu 


Asp 


Asp 


Asp 


Pro 


Glu 


Asp 


Asn 


Lys 


Pro 


Leu 


Leu Glu 


Glu Leu 


Asp 








100 










105 








110 
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lie Asp Leu 
115 

Met Pro Ser 

130 
Phe Trp Gly 
145 

Tyr Gly Gin 

Gly Ser Leu 

Ala Tyr Gly 
195 

lie Val lie 

210 
Ser Thr Leu 
225 

Ala Ser Leu 

lie Tyr Pro 

Gly Val 
274 



Lys Asp lie Tyr 
Leu Gly 
Pro Leu 



Phe Arg 
165 
Thr lie 
180 

Gin Val 

Ala Pro 

He Lys 

Leu Val 
245 
He Phe 
260 



Phe Asn 
135 
Ala Val 
150 

Val Val 



Phe Leu 

Leu Gly 

Val Leu 
215 
Leu Phe 
230 

Gly Glu 
Leu Leu 



Tyr Lys 
120 

Arg Gin 

Val Leu 

Ser Trp 

Leu Ala 
185 
Val He 

200 

Leu Val 

Gly Val 

Glu Phe 

Tyr He 
265 



He Arg 

Val Val 

Phe Phe 
155 
He He 
170 

Arg Val 

Gly Tyr 

Val Gly 

Phe Trp 
235 
Lys Thr 
250 

Tyr Phe 



Cys Val 
125 
Arg Asp 
140 

Ser Met 

Thr He 

Leu Gly 

Ser Leu 
205 
Ser Phe 
220 

Ala Ala 
Lys Lys 
Leu Ser 



Leu Met Pro 

Asn Pro Asp 

He Ser Leu 
160 

Trp He Phe 

175 
Gly Glu Val 
190 

Leu Pro Leu 

Glu Val Val 

Tyr Ser Ala 
240 

Pro Leu Leu 

255 
Leu Tyr Thr 
270 



<210> 2310 
<211> 973 
<212> PRT 

<213> Homo sapiens 



<400> 2310 

Met Thr Cys Phe Lys Gly Gin Lys Gly Glu Gin Arg Ser His Ala Phe 

15 10 15 

Glu Ala Asn Lys Asp His Lys Ala Lys Val Pro Ser Pro Asn Leu Tyr 

20 25 30 

Ser Gin Leu Asn Ala Leu Gin Phe Thr Val Asp Glu Arg Ser He Leu 

35 40 45 

Trp Leu Asn Gin Phe Leu Leu Asp Leu Lys Gin Ser Leu Asn Gin Phe 

SO 55 60 

Met Ala Val Tyr Lys Leu Asn Asp Asn Ser Lys Ser Asp Glu His Val 
65 70 75 80 

Asp Val Arg Val Asp Gly Leu Met Leu Lys Phe Val He Pro Ser Glu 

85 90 95 

Val Lys Ser Glu Cys His Gin Asp Gin Pro Arg Ala He Ser He Gin 

100 105 HO 

Ser Ser Glu Met He Ala Thr Asn Thr Arg His Cys Pro Asn Cys Arg 

115 120 125 

His Ser Asp Leu Glu Ala Leu Phe Gin Asp Phe Lys Asp Cys Asp Phe 

130 135 140 

Phe Ser Lys Thr Tyr Thr Ser Phe Pro Lys Ser Cys Asp Asn Phe Asn 
145 150 155 160 

Leu Leu His Pro He Phe Gin Arg His Ala His Glu Gin Asp Thr Lys 

165 170 175 

Met His Glu He Tyr Lys Gly Asn He Thr Pro Gin Leu Asn Lys Asn 

180 185 190 

Thr Leu Lys Thr Ser Ala Ala Thr Asp Val Trp Ala Val Tyr Phe Ser 

195 200 205 

Gin Phe Trp He Asp Tyr Glu Gly Met Lys Ser Gly Lys Gly Arg Pro 

210 215 220 

He Ser Phe Val Asp Ser Phe Pro Leu Ser He Trp He Cys Gin Pro 
225 " 230 235 240 

Thr Arg Tyr Ala Glu Ser Gin Lys Glu Pro Gin Thr Cys Asn Gin Val 
245 " 250 255 
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Ser 


Leu 


Asn 


Thr 
260 


Ser 


Gin 


Ser 


Glu 


Ser 
265 


Lys 


Arg 


Lys 
275 


Lys 


Leu 


Leu 


Lys 


Glu 
280 


Tyr 


Leu 


Thr 
290 


Asn 


Gly 


Gly 


Gin 


Lys 
295 


Pro 


Ser 


Phe 


Ser 


Pro 


Ser 


Ser 


Ser 


Glu 


Ala 


Asp 


305 










310 








His 


Lys 


His 


Val 


Ser 

325 


Met 


Gin 


He 


Asn 


Leu 


Phe 


Leu 


His 
340 


Glu 


Ser 


Leu 


He 


Leu 
345 


Asp 


Val 


Glu 
355 


Ala 


Val 


Thr 


Gly 


Ser 
360 


Pro 


lie 


Gly 
370 


He 


Leu 


Leu 


Arg 


Ser 
375 


Ala 


Glu 


Val 


Asp 


Gin 


Ala 


Asn 


Thr 


Leu 


Lys 


Ser 


385 










390 








Pro 


Val 


Val 


Pro 


Asp 
405 


Tyr 


Leu 


Pro 


Thr 


Ser 


Lye 


Arg 


Lys 
420 


Gin 


He 


Ser 


Arg 


Asp 
425 


Thr 


Val 


Asn 
435 


His 


Met 


Ser 


Asp 


Asn 
440 


Arg 


His 


lie 
450 


Pro 


Leu 


Lys 


Asp 


Pro 
455 


Leu 


Leu 


Asn 


Leu 


Gin 


Lys 


Gly 


lie 


Ser 


Phe 


Met 


465 










470 








Leu 


Gly 


Lys 


lie 


Ser 
485 


Glu 


Asp 


Glu 


Ser 


Gly 


Ser 


Gly 


Glu 
500 


lie 


Gly 


Ser 


Glu 


Thr 
505 


Tyr 


Thr 


Asp 
515 


Ser 


Ser 


Ser 


Val 


Leu 
520 


Asn 


Leu 


Ser 
530 


Phe 


Asp 


Ser 


Asp 


Gly 
535 


Asn 


Gin 


Thr 


Ser 


Lys 


Gly 


Asn 


Glu 


Thr 


He 


Glu 


545 










550 








Leu 


Leu 


Pro 


Glu 


Ala 
565 


Ala 


Ser 


Leu 


Ser 


Glu 


Glu 


Thr 


Pro 
580 


Pro 


Val 


Arg 


Thr 


Leu 

585 


Gly 


Lys 


Pro 
595 


Lys 


Glu 


Arg 


Cys 


Pro 
600 


Pro 


Ser 


Tyr 
610 


Lys 


Asn 


Met 


Lys 


Arg 
615 


Ser 


Ser 


lie 


Ser 


Leu 


Asp 


Ser 


Met 


He 


Leu 


Glu 


525 










630 








Gly 


Ser 


Asp 


Ser 


His 
645 


Met 


Phe 


Leu 


Glu 


•Thr 


Thr 


Asn 


Tyr 
660 


Arg 


Gly 


Thr 


Ala 


Glu 
665 


Leu 


Gin 


Asn 
675 


Tyr 


Gly 


Glu 


Thr 


Ser 
680 


Pro 


Glu 


Gly 
690. 


Ala 


Gin 


Glu 


Asn 


His 
695 


Asp 


Asp 


Lys 


lie 


Thr 


Gly 


Val 


Asn 


Gly 


Glu 


He 


705 










710 








Glu 


He 


Cys 


Leu 


Gin 
725 


Val 


Asn 


Gin 


Val 


lie 


Ser 


Leu 


Arg 
740 


His 


Tyr 


Leu 


Cys 


Asn 
745 


Lys 


Ala 


Val 
755 


lie 


His 


Ser 


Lys 


Ser 
760 


Ser 
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Ser 


Asp Leu 


Ala 


Gly 


Arg 


Leu 








270 






Tyr 


Ser Thr 


Glu 


Ser 


Glu 


Pro 






285 








Ser 


Ser Asp 


Thr 


Phe 


Phe 


Arg 




300 










He 


His Leu 


Leu 


val 


His 


Val 




315 








320 


His 


Tyr Gin 


Tyr 


Leu 


Leu 


Leu 


330 








335 




Leu 


Ser Glu 


Asn 


Leu 


Arg 


Lys 








350 






Ala 


Ser Gin 


Thr 


Ser 


He 


Cys 






365 








Leu 


Ala Leu 


Leu 


Leu 


His 


Pro 




380 










Pro 


Val Ser 


Glu 


Ser 


Val 


Ser 




395 








400 


Glu 


Asn Gly 


Asp 


Phe 


Leu 


Ser 


410 








415 




He 


Asn Arg 


He 


Arg 


Ser 


Val 








430 






Ser 


Met Ser 


Val 


Asp 


Leu 


Ser 






445 








Phe 


Lys Ser 


Ala 


Ser 


Asp 


Thr 




460 










Asp 


Tyr Leu 


Ser 


Asp 


Lys 


His 




475 








480 


Ser 


Gly Leu 


Val 


Tyr 


Lys 


Ser 


490 








495 




Ser 


Asp Lys 


Lys 


Asp 


Ser 


Phe 








510 






Tyr 


Arg Glu 


Asp 


Ser 


Asn 


He 






525 








Asn 


He Leu 


Ser 


Ser 


Thr 


Leu 




540 










Ser 


He Phe 


Lys 


Ala 


Glu 


Asp 




555 








560 


Glu 


Asn Leu 


Asp 


He 


Ser 


Lys 


570 








575 




Lys 


Ser Gin 


Ser 


Ser 


Leu 


Ser 








590 






Asn 


Leu Ala 


Pro 


Leu 


Cys 


Val 






605 








Ser 


Gin Met 


Ser 


Leu 


Asp 


Thr 




620 










Glu 


Gin Leu 


Leu 


Glu 


Ser 


Asp 




635 








640 


Lys 


Gly Asn 


Lys 


Lys 


Asn 


Ser 


650 








655 




Ser 


Val Asn 


Ala 


Gly 


Ala 


Asn 








670 






Asp 


Ala He 


Ser 


Thr 


Asn 


Ser 






685 








Leu 


Met Ser 


Val 


Val 


Val 


Phe 




700 










Asp 


He Arg 


Gly 


Glu 


Asp 


Thr 




715 








720 


Thr 


Pro Asp 


Gin 


Leu 


Gly 


Asn 


730 








735 




Arg 


Pro Val 


Gly 


Ser 


Asp 


Gin 








750 






Pro 


Glu He 


Ser 


Leu 


Arg 


Phe 



765 
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Glu Ser Gly 

770 
Gly Phe Leu 
785 

Ser Ser Leu 

Tfcr Val Met 

Lys Asp Asp 
835 

Val Thr Val 

850 
Ser Phe His 
B65 

Lys Glu Asn 

Asp Leu Lys 

Gly Val Pro 
915 

Asp Phe Thr 

93 0 
Glu Leu Ala 
945 

Asp Ala Leu 



Pro Gly 

Gin Cys 

Met Asn 
805 

Pro Met 

820 

Ser Pro 

His He 

He Arg 

Val Lys 
885 
Lys Gin 
900 

Trp Pro 

Arg Glu 

Lys Ala 

Leu His 
965 



Ala Val 
775 
His He 
790 

He Gin 

Lys He 

Arg Ser 

Asp His 
855 
Asp Ser 
870 

Ser Asp 

Arg Ser 

Ser Gin 

Gin Leu 
935 
Lys Met 
950 

His He 



He His 

Glu Asn 

His Phe 

Gin Val 
825 
Ser Thr 
840 

Leu Val 
His Met 
Ser Val 



Ser Leu Leu 
7B0 

Phe Ser Thr 

795 
Leu Glu Asp 
810 

Ser Asn Thr 

Val Ser Leu 

Val Glu Arg 
860 

Leu Asn Thr 

875 
Leu Leu Thr 
890 

Gin Ala Thr 



Ala Glu Lys Asn 
Glu Phe 
Glu Thr 



Val Thr 
905 

Ser Ala Asn Phe Pro 
920 

Met Glu 



Ala Leu 
Lys Lys 



Glu Asn Glu 
940 

Ala Glu Ala 

955 
Met Thr Val 
970 



Lys He 
830 
Glu Pro 
845 

Ser Asp 

Gly Asn 

Ser Gly 

Gin Thr 
910 
Glu Phe 
925 

Ser Leu 

His Leu 

Glu 
973 



Leu Thr 
800 
Val Ala 
815 

Asn Leu 



Ala Pro 

Asp Gly 

Asp Leu 
880 
Lys Tyr 
895 

Ser Pro 

Ser Phe 

Lys Gin 

Glu Lys 
960 



<210> 2311 

<211> 253 

<212> PRT 

<213> Homo sapiens 



<400> 2311 



Thr Ala 


Ala 


Met 


Ser 


He Phe Thr 


1 






5 




Asn val 


Ala 


Val 


val 


Arg Met Lys 






20 






Ala Cys 


Tyr 


Lys 


Asn 


Lys Val Val 




35 






40 


Asp Leu 


Asp 


Glu Val 


Leu Gin Thr 


50 








55 


Lys Gly 


Gin 


Val 


Ala 


Lys Lys Glu 


65 








70 


Asp Asp 


Gin 


Thr 


Glu 


He Cys Lys 








85 




Gin Val 


Ser 


Asp Lys 


Glu Arg His 






100 






Asp He 


Ala 


Thr 


He 


Val Ala Asp 


115 






120 


Arg Pro 


Tyr 


Thr 


Val 


He Leu He 


130 








135 


Tyr Ser 


Val 


Lys 


Thr 


Asn Lys Ser 


145 








150 


lie Lys 


Gin 


Leu Lys 


Glu Lys Met 








165 




Leu Arg 


Phe 


He 


Leu 


Pro Val Asn 






180 






Leu Lys 


Pro 


Leu 


He 


Lys Val He 




195 






200 


Leu Glu 


lie 


Val 


Cys 


Leu He Asp 


210 








215 



Pro Thr Asn Gin He Arg Leu Thr 

10 15 
Arg Ala Gly Lys Arg Phe Glu He 

25 30 
Gly Trp Arg Ser Gly Val Glu Lys 
45 

His Ser Val Phe Val Asn Val Ser 
60 

Asp Leu He Ser Ala Phe Gly Thr 
75 80 
Gin He Leu Thr Lys Gly Glu Val 

90 95 
Thr Gin Leu Glu Gin Met Phe Arg 
105 HO 
Lys Cys Val Asn Pro Glu Thr Lys 
125 

Glu Arg Ala Met Lys Asp He His 
140 

Thr Lys Gin Gin Ala Leu Glu Val 
155 160 
Lys He Glu Arg Ala His Met Arg 

170 - 175 

Glu Gly Lys Lys Leu Lys Glu Lys 
185 *" " 190 

Glu Ser Glu Asp Tyr Gly Gin Gin 
205 

Pro Gly Cys Phe Arg Glu He Asp 
220 
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Glu 


Leu 


He Lys 


Lys Glu 


Thr 


Lys 


225 










230 






Asn 


Leu Lys Asp 


Val 


Glu 


Glu 


Gly 










245 










<210> 2312 












<211> 100 












<212> PRT 












<213> Homo 


sapiens 








<400> 2312 










Asn 


He 


Ser 


Asn 


Lys Ala 


Glu 


Val 


1 








5 








His 


Ser 


Met 


Asp 


Ser 


Phe 


Gly 


Gin 








20 










Val 


Leu 


Arg 


Arg 


Met Gin 


Lys 


Lys 






35 










40 


lie 


Lys 


Ala 


Thr 


Gly Lys 


Lys 


Glu 




50 










55 




Ala 


Glu 


Leu 


Asp 


Ala Lys 


Leu 


Glu 


65 










70 






Cys 

J; 


Thr 


Glu 


Leu 


Xjeu Lys 


lie 


He 










85 








Gly 


Met 


Lys 


Ser 
















100 












<210> 2313 












<211> 734 












<212> PRT 












<213> Homo 


sapiens 








<400> 2313 










Ala 


Glu 


Gly 


Cys 


Ala 


Glu 


Arg 


Arg 


1 








5 








Ser 


Met 


Ser 


Trp 


Glu 


Ser 


Gly 


Ala 








20 










Met 


Asp 


Leu 


Val 


Trp 


Ser 


Ala 


Trp 






35 










40 


Gly 


Ser 


Leu 


Pro 


Leu 


Ser 


Ala 


His 




50 










55 




Arg 


Ala 


Glu 


Trp 


Asp 


Gin 


Val 


Thr 


65 










70 






Lys 


Leu 


Gin 


Arg 


Tyr 


Ala 


Leu 


Asn 










85 








Ser 


Gly 


Asn 


Glu 


Leu 


Pro 


Leu 


Ala 








100 










Arg 


Cys 


Lys 


Leu 


Leu 


Asp 


Val 


Thr 






115 










120 


Arg 


Leu 


Leu 


Tyr 


Gly 


Met 


Ala 


Leu 




130 










135 




Glu 


Arg 


Lys 


Thr 


Lys 


Phe 


Ala 


Lys 


145 










150 






Glu 


Val 


Asn 


He 


Pro 


Asp 


Trp 


He 










165 








His 


Lys 


Lys 


Met 


Pro 


His 


lie 


Asn 








180 










Val 


Leu 


Asp 


Trp 


Leu 


Gin 


Lys 


Thr 






195 










200* 



Gly 


Lys 


Gly Ser 


Leu 


Glu 


Val Leu 






235 






240 


Asp 


Glu 


Lys Phe 


Glu 








250 




253 






Ser 


Ser 


His Pro 


Ser 


Val 


He Ser 




10 








15 


Pro 


Arg 


Pro Glu 


Asp 


Asn 


Gin Ser 


25 








30 




Tyr 


Trp 


Lys Thr 


Lys 


Gin 


Val Phe 








45 






Asp 


Glu 


His Leu 


Val 


Ala 


Ser Asp 






60 








Val 


Phe 


His Ser 


Val 


Gin 


Glu Thr 






75 






80 


Glu 


Lys 


Tyr Gin 


Leu 


Arg 


Leu Asn 




90 








95 


Gly 


Thr 


Glu Pro 


Val 


Val 


Glu Leu 




10 








15 


Gly 


Pro 


Gly Leu 


Gly 


Ser 


Gin Gly 


25 








30 




Tyr 


Gly 


Lys Cys 


Val 


Lys 


Gly Lys 








45 






Gly 


He 


Val Val 


Ala 


Trp 


Leu Ser 






60 








Val 


Tyr 


Leu Phe 


Cys 


Asp 


Asp His 






75 






80 


Arg 


He 


Thr Val 


Trp 


Arg 


Ser Arg 




90 








95 


Val 


Ala 


Ser Thr 


Ala 


Asp 


Leu He 


105 








110 




Gly 


Gly 


Leu Gly 


Thr 


Asp 


Glu Leu 








125 






Val 


Arg 


Phe Val 


Asn 


Leu 


lie Ser 






140 








val 


Pro 


Leu Lys 


Cys 


Leu 


Ala Gin 






155 






160 


Val 


Asp 


Leu Arg 


His 


Glu 


Leu Thr 




170 








175 


Asp 


Cys 


Arg Arg 


Gly 


Cys 


Tyr Phe 


185 








190 




Tyr 


Trp 


Cys Arg 


Gin 


Leu 


Glu Asn 



205 
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Ser Leu Arg Glu Thr Trp Glu Leu Glu Glu Phe Arg Glu Gly lie Glu 

210 " 215 220 

Glu Glu Asp Gin Glu Glu Asp Lys Asn lie Val Val Asp Asp He Thr 
225 ~ 230 235 240 

Glu Gin Lys Pro Glu Pro Gin Asp Asp Gly Lys Ser Thr Glu Ser Asp 

245 250 255 

Val Lys Ala Asp Gly Asp Ser Lys Gly Ser Glu Glu Val Asp Ser His 

260 265 270 

Cys Lys Lys Ala Leu Ser His Lys Glu Leu Tyr Glu Arg Ala Arg Glu 

275 280 285 

Leu Leu Val Ser Tyr Glu Glu Glu Gin Phe Thr Val Leu Glu Lys Phe 

290 295 300 

Arg Tyr Leu Pro Lys Ala He Lys Ala Trp Asn Asn Pro Ser Pro Arg 
305 310 315 320 

Val Glu Cys Val Leu Ala Glu Leu Lys Gly Val Thr Cys Glu Asn Arg 

325 330 335 

Glu Ala Val Leu Asp Ala Phe Leu Asp Asp Gly Phe Leu Val Pro Thr 

340 345 350 

Phe Glu Gin Leu Ala Ala Leu Gin He Glu Tyr Glu Glu Asn Val Asp 

355 360 365 

Leu Asn Asp Val Leu Val Pro Lys Pro Phe Ser Gin Phe Trp Gin Pro 

370 375 380 

Leu Leu Arg Gly Leu His Ser Gin Asn Phe Thr Gin Ala Leu Leu Glu 
385 * 390 395 400 

Arg Met Leu Ser Glu Leu Pro Ala Leu Gly He Ser Gly He Arg Pro 

405 410 415 

Thr Tyr He Leu Arg Trp Thr Val Glu Leu He Val Ala Asn Thr Lys 

420 425 430 

Thr Gly Arg Asn Ala Arg Arg Phe Ser Ala Gly Gin Trp Glu Ala Arg 

435 440 445 

Arg Gly Trp Arg Leu Phe Asn Cys Ser Ala Ser Leu Asp Trp Pro Arg 

450 455 460 

Met Val Glu Ser Cys Leu Gly Ser Pro Cys Trp Ala Ser Pro Gin Leu 
465 470 475 480 

Leu Arg He He Phe Lys Ala Met Gly Gin Gly Leu Pro Asp Glu Glu 

485 490 495 

Gin Glu Lys Leu Leu Arg He Cys Ser He Tyr Thr Gin Ser Gly Glu 

500 505 510 

Asn Ser Leu Val Gin Glu Gly Ser Glu Ala Ser Pro He Gly Lys Ser 

515 520 525 

Pro Tyr Thr Leu Asp Ser Leu Tyr Trp Ser Val Lys Pro Ala Ser Ser 

530 535 540 

Ser Phe Gly Ser Glu Ala Lys Ala Gin Gin Gin Glu Glu Gin Gly Ser 
545 550 555 560 

Val Asn Asp Val Lys Glu Glu Glu Lys Glu Glu Lys Glu Val Leu Pro 

565 570 575 

Asp Gin Val Glu Glu Glu Glu Glu Asn Asp Asp Gin Glu Glu Glu Glu 

580 585 590 

Glu Asp Glu Asp Asp Glu Asp Asp Glu Glu Glu Asp Arg Met Glu Val 

595 600 60S 

Gly Pro Phe Ser Thr Gly Gin Glu Ser Pro Thr Ala Glu Asn Ala Arg 

610 ' 615 620 

Leu Leu Ala Gin Lys Arg Gly Ala Leu Gin Gly Ser Ala Trp Gin Val 
625 630 635 640 

Ser Ser Glu Asp Val Arg Trp Asp Thr Phe Pro Leu Gly Arg Met Pro 

645 650 655 

Gly Gin Thr Glu Asp Pro Ala Glu Leu Met Leu Glu Asn Tyr Asp Thr 

660 665 670 

Met Tyr Leu Leu Asp Gin Pro Val Leu Glu Gin Arg Leu Glu Pro Ser 

675 " 680 685 

Thr Cys Lys Thr Asp Thr Leu Gly Leu Ser Cys Gly Val Gly Ser Gly 

690 695 700 

Asn Cys Ser Asn Ser Ser Ser Ser Asn Phe Glu Gly Leu Leu Trp Ser 
705 710 715 720 
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Gin Gly Gin Leu His Gly 
725 



<210> 2314 
<211> 462 
<212> PRT 

<213> Homo sapiens 



<400> 2314 



Glu 


Pro 


Arg 


Arg 


Asn 


Phe 


i 








5 




Gly 


Arg 


Thr 


Arg 


Gly 


Arg 








20 






Thr 


Gly 


Leu 


Arg 


Ser 


Leu 






35 








Gly 


Pro 


Phe 


Ser 


Arg 


Cys 




50 










Ser 


Thr 


Met 


Pro 


Pro 


Lys 


65 










70 


lie 


lie 


Gly 


Arg 


Phe 


Gly 










85 




Pro 


Asn 


Val 


Gly 


Lys 


Ser 








100 






Ala 


Ser 


Ala 


Glu 


Asn 


Phe 






115 








Arg 


Val 


Pro 


Val 


Pro 


Asp 




130 










Lys 


Pro 


Ala 


Ser 


Lys 


lie 


145 










150 


Gly 


Leu 


Val 


Lys 


Gly 


Ala 










165 




Leu 


Ser 


His 


He 


Ser 


Ala 








180 






Phe 


Glu 


Asp 


Asp 


Asp 


lie 






195 








Arg 


Asp 


He 


Glu 


He 


lie 




210 










Met 


lie 


Gly 


Pro 


He 


lie 


225 










230 


Gly 


Asp 


Lys 


Lys 


Leu 


Lys 










245 




Ser 


Trp 


Val 


He 


ASp 


Gin 








260 






Asn 


Asp 


Lys 


Glu 


He 


Glu 






275 








Lys 


Pro 


Met 


Val 


Tyr 


Leu 




290 










Lys 


Lys 


Asn 


Lys 


Trp 


Leu 


305 










310 


Asp 


Pro 


Gly 


Ala 


Leu 


Val 










325 




Leu 


Gin 


Glu 


Leu 


Ser 


Ala 








340 






Met 


Thr 


Gin 


Ser 


Ala 


Leu 






355 








Leu 


Gin 


Leu 


Glu 


Tyr 


Phe 




370 










Trp 


Thr 


lie 


Arg 


Lys 


Gly 


385 










390 


His 


Thr 


ASp 


Phe 


Glu 


Lys 



405 



Leu 


Lys 


Thr 


Gly 


Leu 


Gin 








730 






Arg 


Asp 


Asp 


Ser 


Thr 


Arg 








10 






Arg 


Arg 


Arg 


Ala 


Cys 


Arg 






25 








Leu 


Leu 


Pro 


Pro 


Arg 


Leu 




40 










Arg 


Trp 


Asp 


Pro 


Val 


Ser 


55 










60 


Lys 


Gly 


Gly 


Asp 


Gly 


He 










75 




Thr 


Ser 


Leu 


Lys 


He 


Gly 








90 






Thr 


Phe 


Phe 


Asn 


Val 


Leu 






105 








Pro 


Phe 


Cys 


Thr 


He 


Asp 




120 










Glu 


Arg 


Phe 


Asp 


Phe 


Leu 


135 










140 


Pro 


Ala 


Phe 


Leu 


Asn 


Val 










155 




His 


Asn 


Gly 


Gin 


Gly 


Leu 








170 






Cys 


Asp 


Gly 


He 


Phe 


His 






185 








Thr 


His 


Val 


Glu 


Gly 


Ser 




200 










His 


Glu 


Glu 


Leu 


Gin 


Leu 


215 










220 


Asp 


Lys 


Leu 


Glu 


Lys 


Val 










235 




Pro 


Glu 


Tyr 


Asp 


He 


Met 








250 






Lys 


Lys 


Pro 


Val 


Arg 


Phe 






265 








Val 


Leu 


Asn 


Lys 


His 


Leu 




280 










Val 


Asn 


Leu 


Ser 


Glu 


Lys 


295 










300 


He 


Lys 


He 


Lys 


Glu 


Trp 










315 




He 


Pro 


Phe 


Ser 


Gly 


Ala 








330 






Glu 


Glu 


Arg 


Gin 


Lys 


Tyr 






345 








Pro 


Lys 


He 


He 


Lys 


Ala 




360 










Phe 


Thr 


Ala 


Gly 


Pro 


Asp 


375 










380 


Thr 


Lys 


Ala 


Pro 


Gin 


Ala 










395 




Gly 


Phe 


He 


Met 


Ala 


Glu 








410 
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Leu 


Phe 








734 






Pro 


Arg 


Thr 


Arg 






15 




Ser 


Ala 


Glu 


Gly 




30 






Gin 


Leu 


Pro 


Ala 


45 








Ser 


Pro 


Arg 


Pro 


Lys 


Pro 


Pro 


Pro 








o n 
80 


He 


Val 


Gly 


Leu 






95 




Thr 


Asn 


Ser 


Gin 




110 






Pro 


Asn 


Glu 


Ser 


125 








Cys 


Gin 


Tyr 


His 


Val 


Asp 


He 


Ala 








160 


Gly 


Asn 


Ala 


Phe 






175 




Leu 


Thr 


Arg 


Ala 




190 






Val 


Asp 


Pro 


He 


205 








Lys 


Asp 


Glu 


Glu 


Ala 


Val 


Arg 


Gly 










Cys 


Lys 


Val 


Lys 






255 




Tyr 


His 


Asp 


Trp 




270 






Phe 


Leu 


Thr 


Ser 


285 








Asp 


Tyr 


He 


Arg 


Val 


Asp 


Lys 


Tyr 








320 


Leu 


Glu 


Leu 


Lys 






335 




Leu 


Glu 


Ala 


Asn 




350 






Gly 


Phe 


Ala 


Ala 


365 








Glu 


Val 


Arg 


Ala 


Ala 


Gly 


Lys 


He 








400 


Val 


Met 


Lys 


Tyr 
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Glu Asp Phe Lys Glu Glu Gly Ser Glu Asn Ala val Lys Ala Ala Gly 

420 425 43 0 

Lys Tyr Arg Gin Gin Gly Arg Asn Tyr lie Val Glu Asp Gly Asp lie 

435 440 445 

He Phe Phe Lys Phe Asn Thr Pro Gin Gin Pro Lys Lys Lys 
450 455 460 462 



<210> 2315 

<211> 280 

<212> PRT 

<213> Homo sapiens 



<400> 2315 

Arg Ser Phe Ser Leu Ser Phe Ser Leu Leu Ser Pro Ser Glu Met Met 

15 10 15 

Ala Leu Gly Ala Ala Gly Ala Thr Arg Val Phe Val Ala Met Val Ala 

20 25 30 

Ala Ala Leu Gly Gly His Pro Leu Leu Gly Val Ser Ala Thr Leu Asn 

35 40 45 

Ser Val Leu Asn Ser Asn Ala He Lys Asn Leu Pro Pro Pro Leu Gly 

50 55 60 

Gly Ala Ala Gly His Pro Gly Ser Ala Val Ser Ala Ala Pro Gly lie 
65 70 75 80 

Leu Tyr Pro Gly Gly Asn Lys Tyr Gin Thr He Asp Asn Tyr Gin Pro 

85 90 95 

Tyr Pro Cys Ala Glu Asp Glu Glu Cys Gly Thr Asp Glu Tyr Cys Ala 

100 105 HO 

Ser Pro Thr Arg Gly Gly Asp Ala Gly Val Gin He Cys Leu Ala Cys 

115 120 125 

Arg Lys Arg Arg Lys Arg Cys Met Arg His Ala Met Cys Cys Pro Gly 

130 135 140 

Asn Tyr Cys Lys Asn Gly He Cys Val Ser Ser Asp Gin Asn His Phe 
145 150 155 160 

Arg Gly Glu He Glu Glu Thr He Thr Glu Ser Phe Gly Asn Asp His 

165 170 175 

Ser Thr Leu Asp Gly Tyr Ser Arg Arg Thr Thr Leu Ser Ser Lys Met 

180 185 190 

Tyr His Thr Lys Gly Gin Glu Gly Ser Val Cys Leu Arg Ser Ser Asp 

195 200 205 

Cys Ala Ser Gly Leu Cys Cys Ala Arg His Phe Trp Ser Lys He Cys 

210 215 220 

Lys Pro Val Leu Lys Glu Gly Gin Val Cys Thr Lys His Arg Arg Lys 
225 230 235 240 

Gly Ser His Gly Leu Glu He Phe Gin Arg Cys Tyr Cys Gly Glu Gly 

245 250 255 

Leu Ser Cys Arg He Gin Lys Asp His His Gin Ala Ser Asn Ser Ser 

260 265 270 

Arg Leu His Thr Cys Gin Arg His 
275 280 



<210> 2316 

<211> 1222 

<212> PRT 

<213> Homo sapiens 



<400> 2316 

Lys Phe Lys Leu He Lys He Met Leu Leu Thr Leu He He Leu Leu 
1 ^ 5 ~ 10 15 
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pro 


Val 


Val 


Ser 


Lys 


Phe 


Ser 


Phe 


Val 


Ser 


Leu 


Ser 


Ala 


Pro 


Gin 


His 








20 










25 










30 






Trp 


Ser 


Cys 


Pro 


Glu 


Gly 


Thr 


Leu 


Ala 


Gly 


Asn 


Gly 


Asn 


Ser 


Thr 


Cys 






35 










40 










45 








val 


Gly 


Pro 


Ala 


Pro 


Phe 


Leu 


lie 


Phe 


Ser 


His 


Gly 


Asn 


Ser 


lie 


Phe 




50 










55 










60 










Arg 


lie 


Asp 


Thr 


GlU 


Gly 


Thr 


Asn 


Tyr 


Glu 


Gin 


Leu 


Val 


val 


Asp 


Ala 


65 










70 










75 










80 


Gly 


Val 


Ser 


Val 


He 


Met 


Asp 


Phe 


His 


Tyr 


Asn 


Glu 


Lys 


Arg 


He 


Tyr 










85 










90 










95 




Trp 


Val 


Asp 


Leu 


Glu 


Arg 


Gin 


Leu 


Leu 


Gin 


Arg 


Val 


Phe 


Leu 


Asn 


Gly 








100 








105 










110 






Ser 


Arg 


Gin 


Glu 


Arg 


Val 


Cys 


Asn 


lie 


Glu 


Lys 


Asn 


Val 


Ser 


Gly 


Met 






115 










120 










125 








Ala 


He 


Asn 


Trp 


lie 


Asn 


Glu 


Glu 


Val. 


He 


Trp 


Ser 


Asn 


Gin 


Gin 


Glu 




130 










135 










140 










Gly 


He 


He 


Thr 


Val 


Thr 


Asp 


Met 


Lys 


Gly 


Asn 


Asn 


Ser 


His 


He 


Leu 


145 










150 










155 










160 


Leu 


Ser 


Ala 


Leu 


Lys 


Tyr 


Pro 


Ala 


Asn 


Val 


Ala 


Val 


Asp 


Pro 


Val 


Glu 










165 










170 










175 




Arg 


Phe 


He 


Phe 


Trp 


Ser 


Ser 


Glu 


Val 


Ala 


Gly 


Ser 


Leu 


Tyr 


Arg 


Ala 




t 




180 










185 










190 






Asp 


Leu 


Asp 


Gly 


Val 


Gly 


val 


Lys 


Ala 


Leu 


Leu 


Glu 


Thr 


Ser 


Glu 


Lys 






195 










200 










205 








lie 


Thr 


Ala 


Val 


Ser 


Leu 


Asp 


Val 


Leu 


Asp 


Lys 


Arg 


Leu 


Phe 


Trp 


He 




210 










215 










220 










Gin 


Tyr 


Asn 


Arg 


Glu 


Gly 


Ser 


Asn 


Ser 


Leu 


He 


Cys 


Ser 


Cys 


Asp 


Tyr 


225 










230 










235 










240 


Asp 


Gly 


Gly 


Ser 


Val 


His 


He 


Ser 


Lys 


His 


Pro 


Thr 


Gin 


His 


Asn 


Leu 










245 










250 










255 




Phe 


Ala 


Met 


Ser 


Leu 


Phe 


Gly 


Asp 


Arg 


He 


Phe 


Tyr 


Ser 


Thr 


Trp 


Lys 








260 










265 










270 






Met 


Lys 


Thr 


He 


Trp 


He 


Ala 


Asn 


Lys 


His 


Thr 


Gly 


Lys 


Asp 


Met 


Val 






275 










280 










285 








Arg 


He 


Asn 


Leu 


His 


Ser 


Ser 


Phe 


Val 


Pro 


Leu 


Gly 


Glu 


Leu 


Lys 


Val 




290 










295 










300 










Val 


His 


Pro 


Leu 


Ala 


Gin 


Pro 


Lys 


Ala 


Glu 


Asp 


Asp 


Thr 


Trp 


GlU 


Pro 


305 










310 










315 










320 


GlU 


Gin 


Lys 


Leu 


Cys 


Lys 


Leu 


Arg 


Lys 


Gly 


Asn 


Cys 


Ser 


Ser 


Thr 


Val 










325 










330 










335 




Cys 


Gly 


Gin 


Asp 


Leu 


Gin 


Ser 


His 


Leu 


Cys 


Met 


Cys 


Ala 


Glu 


Gly 


Tyr 








340 










345 










350 






Ala 


Leu 


Ser 


Arg 


Asp 


Arg 


Lys 


Tyr 


Cys 


Glu 


Gly 


Asn 


Asp 


Trp 


Lys 


Tyr 






355 










360 










365 








Cys 


Glu 


Asp 


Val 


Asn 


Glu 


Cys 


Ala 


Phe 


Trp 


Asn 


His 


Gly 


Cys 


Thr 


Leu 




370 










375 










380 










Gly 


Cys 


Lys 


Asn 


Thr 


Pro 


Gly 


Ser 


Tyr 


Tyr 


Cys 


Thr 


Cys 


Pro 


Val 


Gly 


385 










390 










395 










400 


Phe 


Val 


Leu 


Leu 


Pro 


Asp 


Gly 


Lys 


Arg 


Cys 


His 


Gin 


Leu 


Val 


Ser 


Cys 










405 










410 










415 




Pro 


Arg 


Asn 


Val 


Ser 


Glu 


Cys 


Ser 


His 


Asp 


Cys 


Val 


Leu 


Thr 


Ser 


Glu 








420 










425 










430 






Gly 


Pro 


Leu 


Cys 


Phe 


Cys 


Pro 


Glu 


Gly 


Ser 


Val 


Leu 


Glu 


Arg 


Asp 


Gly 






435 










440 










445 








Lys 


Thr 


Cys 


Ser 


Gly 


Cys 


Ser 


Ser 


Pro 


Asp 


Asn 


Gly 


Gly 


Cys 


Ser 


Gin 




450 










455 










460 










Leu 


Cys 


Val 


Pro 


Leu 


Ser 


Pro 


Val 


Ser 


Trp 


Glu 


Cys 


Asp 


Cys 


Phe 


Pro 


465 










470 










475 










480 


Gly 


Tyr 


Asp 


Leu 


Gin 


Leu 


Asp 


Glu 


Lys 


Ser 


Cys 


Ala 


Ala 


Ser 


Gly 


Pro 










465 










490 










495 




Gin 


Pro 


Phe 


Leu 


Leu 


Phe 


Ala 


Asn 


Ser 


Gin 


Asp 


He 


Arg 


Hie 


Met 


His 








500 










505 










510 






Phe 


Asp 


Gly 


Thr 


Asp 


Tyr 


Gly 


Thr 


Leu 


Leu 


Ser 


Gin 


Gin 


Met 


Gly 


Met 






515 










520 










525 
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Val Tyr Ala Leu Asp His Asp Pro Val Glu Asn Lys lie Tyr Phe Ala 

530 535 540 

His Thr Ala Leu Lys Trp lie Glu Arg Ala Asn Met Asp Gly Ser Gin 
545 550 555 560 

Arg Glu Arg Leu lie Glu Glu Gly Val Asp Val Pro Glu Gly Leu Ala 

565 570 575 

Val Asp Trp lie Gly Arg Arg Phe Tyr Trp Thr Asp Arg Gly Lys Ser 

580 585 590 

Leu lie Gly Arg Ser Asp Leu Asn Gly Lys Arg Ser Lys lie lie Thr 

595 600 605 

lie Glu Asn lie Ser Gin Pro Arg Gly He Ala Val His Pro Met Ala 

610 615 620 

Lys Arg Leu Phe Trp Thr Asp Thr Gly He Asn Pro Arg He Glu Ser 
525 630 635 640 

Ser Ser Leu Gin Gly Leu Gly Arg Leu Val He Ala Ser Ser Asp Leu 

645 650 655 

He Trp Pro Ser Gly He Thr He Asp Phe X,eu Thr Asp Lys Leu Tyr 

660 665 670 

Trp Cys Asp Ala Lys Gin Ser Val He Glu Met Ala Asn Leu Asp Gly 

675 680 6B5 

Ser Lys Arg Arg Arg Leu Thr Gin Asn Asp Val Gly His Pro Phe Ala 

630 695 700 

Val Ala Val Phe Glu Asp Tyr Val Trp Phe Ser Asp Trp Ala Met Pro 
705 710 715 720 

Ser val He Arg Val Asn Lys Arg Thr Gly Lys Asp Arg Val Arg Leu 

725 730 735 

Gin Gly Ser Met lieu Lys Pro Ser Ser Leu Val Val Val His Pro Leu 

740 745 750 

Ala Lys Pro Gly Ala Asp Pro Cys Leu Tyr Gin Asn Gly Gly Cys Glu 

755 760 765 

His He Cys Lys Lys Arg Leu Gly Thr Ala Trp Cys Ser Cys Arg Glu 

770 " " 775 780 

Gly Phe Met Lys Ala Ser Asp Gly Lys Thr Cys Leu Ala Leu Asp Gly 
785 790 795 800 

His Gin Leu Leu Ala Gly Gly Glu Val Asp Leu Lys Asn Gin Val Thr 

805 810 815 

Pro Leu Asp He Leu Ser Lys Thr Arg Val Ser Glu Asp Asn He Thr 

820 .825 '830 

Glu Ser Gin His Met Leu Val Ala Glu He Met Val Ser Asp Gin Asp 

835 840 845 

Asp Cys Ala Pro Val Gly cys Ser Met Tyr Ala Arg Cys He Ser Glu 

B50 855 860 

Gly Glu Asp Ala Thr Cys Gin Cys Leu Lys Gly Phe Ala Gly Asp Gly 
865 870 875 880 

Lys Leu Cys Ser Asp He Asp Glu Cys Glu Met Gly Val Pro Val Cys 

885 890 895 

Pro Pro Ala Ser Ser Lys Cys He Asn Thr Glu Gly Gly Tyr Val Cys 

900 905 910 

Arg Cys Ser Glu Gly Tyr Gin Gly Asp Gly He His Cys Leu Asp He 

915 920 925 

Asp Glu Cys Gin Leu Gly Val His Ser Cys Gly Glu Asn Ala Ser Cys 

930 935 940 

Thr Asn Thr Glu Gly Gly Tyr Thr Cys Met Cys Ala Gly Arg Leu Ser 
945 950 955 960 

Glu Pro Gly Leu He Cys Pro Asp Ser Thr Pro Pro Pro His Leu Arg 

965 970 975 

Glu Asp Asp His His Tyr £er Val Arg Asn Ser Asp Ser Glu Cys Pro 

980 985 990 

Leu Ser His Asp Gly Tyr Cys Leu His Asp Gly Val Cys Met Tyr He 

995 1000 1005 

Glu Ala Leu Asp Lys Tyr Ala Cys Asn Cys Val Val Gly Tyr He Gly 

1010 1015 1020 

Glu Arg Cys Gin Tyr Arg Asp Leu Lys Trp Trp Glu Leu Arg His Ala 
1025 1030 1035 1040 
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Gly His Gly Gin Gin Gin Lys Val He Val Val Ala Val Cys Val Val 

1045 1050 1055 

Val Leu Val Met lieu Leu Leu Leu Ser Leu Trp Gly Ala His Tyr Tyr 

1050 1065 1070 

Arg Thx Gin Lys Leu Leu Ser Lys Asn Pro Lys Asn Pro Tyr Glu Glu 

1075 1080 1085 

Ser Ser Arg Asp Val Arg Ser Arg Arg Pro Ala Asp Thr Glu Asp Gly 

1090 1095 1100 

Met Ser Ser Cys Pro Gin Pro Trp Phe Val Val lie Lys Glu His Gin 
1105 1110 1115 1120 

Asp Leu Lys Asn Gly Gly Gin Pro Val Ala Gly Glu Asp Gly Gin Ala 

1125 1130 1135 

Ala Asp Gly Ser Met Gin Pro Thr Ser Trp Arg Gin Glu Pro Gin Leu 

1140 1145 1150 

Cys Gly Met Gly Thr Glu Gin Gly Cys Trp He Pro Val Ser Ser Asp 

1155 1160 1165 

Lys Gly Ser Cys Pro Gin Val Met Glu Arg Ser Phe His Met Pro Ser 

1170 1175 1180 

Tyr Gly Thr Gin Thr Leu Glu Gly Gly Val Glu Lys Pro His Ser Leu 
1185 1190 1195 1200 

Leu Ser Ala Asn Pro Leu Trp Gin Gin Arg Ala Leu Asp Pro Pro His 

1205 1210 1215 

Gin Met Glu Leu Thr Gin 
1220 1222 



<210> 2317 
<211> 199 
<212> PRT 

<213> Homo sapiens 





<400> 2317 










Ser 


Ser 


Ala 


Met 


Gly 

5 


Ser 


Arg 


Ser 


1 

Gly 


Asp 


Ser 


He 


Arg 


Arg 


Glu 


Thr 








20 










Arg 


Leu 


His 


His 


Arg 


Phe 


Arg 


Ala 






35 










40 


Leu 


Ser 


Arg 


Met 


Asp 


Leu 


Gin 


Gin 




50 










55 




Leu 


Gly 


Asp 


Arg 


He 


lie 


Glu 


Ser 


65 










70 






Val 


Asp 


Phe 


Pro 


Gly 


Phe 


Val 


Arg 










85 








Glu 


Asp 


Glu 


Asp 


Thr 


Glu 


Thr 


Gin 








100 










Asn 


Ser 


Arg 


Arg 


Asn 


Lys 


Leu 


His 






115 










120 


Asp 


Arg 


Asp 


Gly 


Lys 


He 


Ser 


Arg 




130 










135 




Leu 


Met 


Val 


Gly 


Val 


Gin 


Val 


Thr 


145 










150 






Asp 


Arg 


Thr 


Val 


Gin 


Glu 


Ala 


Asp 










165 








Phe 


Val 


Glu 


Phe 


Thr 


Lys 


Ser 


Leu 








180 










Met 


Ser 


He 


Arg 


He 


Leu 


Lys 








195 








199 





Ser 


His 


Ala Ala 


Val 


He 


Pro 


Asp 




10 








15 




Gly 


Phe 


Ser Gin 


Ala 


Ser 


Leu 


Leu 


25 








30 






Leu 


Asp 


Arg Asn 


Lys 


Lys 


Gly 


Tyr 








45 








He 


Gly 


Ala Leu 


Ala 


Val 


Asn 


Pro 






60 










Phe 


Phe 


Pro Asp 


Gly 


Ser 


Gin 


Arg 






75 








80 


Val 


Leu 


Ala His 


Phe 


Arg 


Pro 


Val 




90 








95 




Asp 


Pro 


Lys Lys 


Pro 


Glu 


Pro 


Leu 


105 








110 






Tyr 


Ala 


Phe Gin 


Leu 


Tyr 


Asp 


Leu 








125 








His 


Glu 


Met Leu 


Gin 


Val 


Leu 


Arg 






140 










Glu 


Glu 


Gin s Leu 


Glu 


Asn 


He 


Ala 






155 








160 


Glu 


Asp 


Gly Asp 


Gly 


Ala 


Val 


Ser 




170 








175 




Glu 


Lys 


Met Asp 


Val 


Glu 


His 


Lys 


185 








190 
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<211> 135 
<212> PRT 
<213> Homo sapiens 





<400> 2318 




lie 


Cor 


Cor- 


*jys irro 


his inr Axa. 


1 






c 




Ser 


As ii 


IrliS 


xnr laxn 


liU. JjcU ulU 








20 




Thr 


Tyr 


Met 


Asp Asn 


Trp Arg Gin 






35 




40 


Leu 


Gin 


Ala 


Lys Val 


Asp Ala Glu 




50 






55 


Leu 


Met 


Val 


Met lie 


Gly Met Phe 


65 








70 


val 


Ser 


Thr 


Val Lys 


Ser Lys Arg 








85 




His 


Gin 


Tyr 


He Val 


Glu Asp Trp 








100 




Leu 


Asn 


Leu 


Glu Glu 


Ser Lys Ala 






115 




120 


Ala 


Gly 


Phe 


Lys Met 


Ser Pro 




13 0 






135 



Tyr Glu Gly Ser Met Ser Thr Leu 

10 15 
Asp Val Phe Arg Arg He Phe He 

25 30 
Asn Thr Thr Ala Glu Gin Glu Ala 
45 

Asn Phe Tyr Tyr Val He Leu Tyr 
60 

Ser Phe He He Val Ala He Leu 
75 80 
Arg Glu His Ser Asn Asp Pro Tyr 

90 95 
Gin Glu Lys Tyr Lys Ser Gin He 
105 HO 
Thr He His Glu Asn He Gly Ala 
125 



<210> 2319 

<211> 646 

<212> PRT 

<213> Homo sapiens 



<400> 2319 

Gly Met Pro Arg Ser Arg Gly Gly Arg Ala Ala Pro' Gly Pro Pro Pro 

15 10 15 

Pro Pro Pro Pro Pro Gly Gin Ala Pro Arg Trp Ser Arg Trp Arg Val 

20 25 30 

Pro Gly Arg Leu Leu Leu Leu Leu Leu Pro Ala Leu Cys Cys Leu Pro 

35 40 45 

Gly Ala Ala Arg Ala Ala Ala Ala Ala Ala Gly Ala Gly Asn Arg Ala 

50 55 60 

Ala Val Ala Val Ala Val Ala Arg Ala Asp Glu Ala Glu Ala Pro Phe 
65 70 75 80 

Ala Gly Gin Asn Trp Leu Lys Ser Tyr Gly Tyr Leu Leu Pro Tyr Asp 

85 90 1 95 

Ser Arg Ala Ser Ala Leu His Ser Ala Lys Ala Leu Gin Ser Ala Val 

100 105 110 

Ser Thr Met Gin Gin Phe Tyr Gly He Pro Val Thr Gly Val Leu Asp 

115 120 125 

Gin Thr Thr He Glu Trp Met Lys Lys Pro Arg Cys Gly Val Pro Asp 

130 135 140 

His Pro His Leu Ser Arg Arg Arg Arg Asn Lys Arg Tyr Ala Leu Thr 
145 150 155 160 

Gly Gin Lys Trp Arg Gin Lys His He Thr Tyr Ser He His Asn Tyr 

165 170 175 

Thr Pro Lys val Gly Glu Leu Asp Thr Arg Lys Ala He Arg Gin Ala 

180 185 190 

Phe Asp Val Trp Gin Lys Val Thr Pro Leu Thr Phe Glu Glu Val Pro 

195 " 200 205 

Tyr His Glu He Lys Ser Asp Arg Lys Glu Ala Asp He Met He Phe 

210 215 220 

Phe Ala Ser Gly Phe His Gly Asp Ser Ser Pro Phe Asp Gly Glu Gly 
225 230 235 240 
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Gly 


Phe 


Leu 


Ala 


His 


Ala 


Tyr Phe Pro Gly Pro 


Gly He Gly Gly 


Asp 










245 




250 


255 




Thr 


His 


Phe 


Asp 


Ser 


Asp 


Glu Pro Trp Thr Leu 


Gly Asn Ala Asn 


His 








260 






265 


270 




Asp 


Gly 


Asn 


Asp 


Leu 


Phe 


Leu Val Ala Val His 


Glu Leu Gly His 


Ala 






275 








280 


285 




Leu 


Gly 


Leu 


Glu 


His 


Ser 


Ser Asp Pro Ser Ala 


He Met Ala Pro 


Phe 




290 










295 


300 




Tyr 


Gin 


Tyr 


Met 


Glu 


Thr 


His Asn Phe Lys Leu 


Pro Gin Asp Asp 


Leu 


305 










310 


315 




320 


Gin 


Gly 


He 


Gin 


Lys 


He 


Tyr Gly Pro Pro Ala 


Glu Pro Leu Glu 


Pro 










325 




330 


33S 




Thr 


Arg 


Pro 


Leu 


Pro 


Thr 


Leu Pro Val Arg Arg 


He His Ser Pro 


Ser 








340 






345 


350 




Glu 


Arg 


Lys 


His 


Glu 


Arg 


Gin Pro Arg Pro Pro 


Arg Pro Pro Leu 


Gly 






355 








360 


365 




Asp 


Arg 


Pro 


Ser 


Thr 


Pro 


Gly Thr Lys Pro Asn 


He Cys Asp Gly 


Asn 




370 










375 


380 




Phe 


Asn 


Thr 


Val 


Ala 


Leu 


Phe Arg Gly Glu Met 


Phe Val Phe Lys 


Asp 


385 










390 


395 




400 


Arg 


Trp 


Phe 


Trp 


Arg 


Leu 


Arg Asn Asn Arg Val 


Gin Glu Gly Tyr 


Pro 










405 




410 


415 




Met 


Gin 


He 


Glu 


Gin 


Phe 


Trp Lys Gly Leu Pro 


Ala Arg He Asp 


Ala 








420 






425 


430 




Ala 


Tyr 


Glu 


Arg 


Ala 


Asp 


Gly Arg Phe Val Phe 


Phe Lys Gly Asp 


Lys 






435 








440 * 


445 




Tyr 


Trp 


Val 


Phe 


Lys 


Glu 


Val Thr Val Glu Pro 


Gly Tyr Pro His 


Ser 




450 










455 


460 




Leu 


Gly 


Glu 


Leu 


Gly 


Ser 


Cys Leu Pro Arg Glu 


Gly He Asp Thr 


Ala 


465 










470 


475 




480 


Leu 


Arg 


Trp 


Glu 


Pro 


Val 


Gly Lys Thr Tyr Phe 


Phe Lys Gly Glu 


Arg 










485 




490 


495 




Tyr 


Trp 


Arg 


Tyr 


Ser 


Glu 


Glu Arg Arg Ala Thr 


Asp Pro Gly Tyr 


Pro 








500 






505 


510 




Lys 


Pro 


He 


Thr 


Val 


Trp 


Lys Gly He Pro Gin 


Ala Pro Gin Gly 


Ala 






515 








520 


525 




Phe 


lie 


Ser 


Lys 


Glu 


Gly 


Tyr Tyr Thr 'Tyr Phe 


Tyr Lys Gly Arg 


Asp 




530 










535 


540 




Tyr 


Trp 


Lys 


Phe 


Asp 


Asn 


Gin Lys Leu Ser Val 


Glu Pro Gly Tyr 


Pro 


545 










550 


555 




560 


Arg 


Asn 


He 


Leu 


Arg 


Asp 


Trp Met Gly Cys Asn 


Gin Lys Glu Val 


Glu 










565 




570 


575 




Arg 


Arg 


Lys 


Glu 


Arg 


Arg 


Leu Pro Gin Asp Asp 


Val Asp He Met 


Val 








580 






585 


590 




Thr 


lie 


Asn 


Asp 


Val 


Pro 


Gly Ser Val Asn Ala 


Val Ala Val Val 


He 






595 








600 


605 




Pro 


Cys 


lie 


Leu 


Ser 


Leu 


Cys He Leu Val Leu 


Val Tyr Thr He 


Phe 




S10 










615 


620 




Gin 


Phe 


Lys 


Asn 


Lys 


Thr 


Gly Pro Gin Pro Val 


Thr Tyr Tyr Lys 


Arg 


625 










630 


635 




640 


Pro 


Val 


Gin 


Glu 


Trp 


Val 
















645 


646 









<210> 2320 

<211> 329 

<212> PRT 

<213> Homo sapiens 



<400> 2320 

Ser Arg Leu Ser Leu Gin Phe Tyr Val Ser Phe Arg Arg Thr Gly Leu 
1 5 10 15 
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Phe 


Thr 


Cys 


Lys 


Leu 


He 


val 


Glu 


He 








20 










25 


Asp 


Ser 


Leu 


Arg 


Thr 


Asn 


Val 


Phe 


Val 






35 










40 




Ala 


Cys 


Ala 


Cys 


lie 


Tyr 


Leu 


Ala 


Ala 




50 










55 






Pro 


Thr 


Arg 


Pro 


His 


Trp 


Phe 
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He Leu Asp Pro Gin Arg He Lys Met Lys Tyr Leu Lys Ser Trp Phe 

370 375 380 

Met Val Asp Phe He Ser Ser He Pro Val Asp Tyr He Phe Leu He 
385 390 395 400 

Val Glu Thr Arg He Asp Ser Glu Val Tyr Lys Thr Ala Arg Ala Leu 

405 410 415 

Arg He Val Arg Phe Thr Lys He Leu Ser Leu Leu Arg Leu Leu Arg 

420 425 430 

Leu Ser Arg Leu He Arg Tyr He His Gin Trp Glu Glu lie Phe His 

435 440 445 

Met Thr Tyr Asp Leu Ala Ser Ala Val Val Arg He Val Asn Leu He 

450 455 460 

Gly Met Met Leu Leu Leu Cys His Trp Asp Gly Cys Leu Gin Phe Leu 
465 470 475 * 480 

Val Pro Met Leu Gin Asp Phe Pro Asp Asp Cys Trp Val Ser He Asn 

485 490 495 

Asn Met Val Asn Asn Ser Trp Gly Lys Gin Tyr Ser Tyr Ala Leu Phe 

500 505 510 

Lys Ala Met Ser His Met Leu Cys He Gly Tyr Gly Arg Gin Ala Pro 

515 520 525 

Val Gly Met ser Asp Val Trp Leu Thr Met Leu Ser Met He Val Gly 

530 535 540 

Ala Thr Cys Tyr Ala Met Phe He Gly His Ala Thr Ala Leu He Gin 
545 550 555 560 

Ser Leu Asp Ser Ser Arg* Arg Gin Tyr Gin Glu Lys Tyr Lys Gin Val 
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Glu Gin Tyr Met Ser Phe His Lys Leu Pro Pro Asp Thr Arg Gin Arg 
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He His Asp Tyr Tyr Glu His Arg Tyr Gin Gly Lys Met £he Asp Glu 
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Glu Ser He Leu Gly Glu Leu Ser Glu Pro Leu Arg Glu Glu He He 
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Asn Phe Asn Cys Arg Lys Leu Val Ala Ser Met Pro Leu Phe Ala Asn 
625 630 635 640 

Ala Asp Pro Asn Phe Val Thr Ser Met Leu Thr Lys Leu Arg Phe Glu 
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Val Phe Gin Pro Gly Asp Tyr He He Arg Glu Gly Thr He Gly Lys 
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Lys Met Tyr Phe He Gin His Gly Val Val Ser Val Leu Thr Lys Gly 

675 680 685 

Asn Lys Glu Thr Lys Leu Ala Asp Gly Ser Tyr Phe Gly Glu He Cys 

690 695 700 

Leu Leu Thr Arg Gly Arg Arg Thr Ala Ser Val Arg Ala Asp Thr Tyr 
705 710 715 720 

Cys Arg Leu Tyr Ser Leu Ser Val Asp Asn Phe Asn Glu Val Leu Glu 
725 730 735 
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Gly 


Ser 


965 










870 










875 










880 


Asn 


Gin 


Lvs 

Jjy to 




He 


Ser 


Glu 


He 


Cvs 


Met 


Glu 


Glu 


Glu 


Pro 


Thr 


His 










885 










890 










895 




Leu 


LVS 


Leu 


GlV 


Val 


Ser 


He 


Gin 


Asn 


Leu 


Val 


LVS 


Val 


Tvr 


Arcr 


Asp 


















905 










910 






Glv 


Met 


Lys 


Val 


Ala 


Val 


Asp 


Glv 


Leu 


Ala 


Leu 


Asn 


Phe 


Tvr 


Glu 


Glv 






915 










920 










925 








Gin 


lie 


Thr 


Ser 


Phe 


Leu 


Glv 


His 


Asn 


Gly 


Ala 


Gly 


Lvs 


Thr 


Thr 


Thr 




930 










935 










940 










Met 


Ser 


He 


Leu 


Thr 


Glv 


Leu 


Phe 


Pro 


Pro 


Thr 


Ser 


Gly 


Thr 


Ala 


Tvr 


945 










950 










955 










960 


lie 


Leu 


Gly 


Lvs 


Asp 


He 


Arg 


Ser 


Glu 


Met 


Ser 


Thr 


He 


Arg 


Gin 


Asn 










965 










970 










975 




Leu 


Gly 


Val 


Cys 


Pro 


Gin 


His 


Asn 


Val 


Leu 


Phe 


Asp 


Met 


Leu 


Thr 


Val 








980 










985 










990 






Glu 


Glu 


His 


He 


Trp 


Phe 


Tyr 


Ala 


Arg 


Leu 


Lys 


Gly 


Leu 


Ser 


Glu 


Lys 






995 








1000 








1005 








His 


Val 


Lys 


Ala 


Glu 


Met 


Glu 


Gin 


Met 


Ala 


Leu 


ASp 


Val 


Gly 


Leu 


Pro 


1010 








1015 








1020 










ser 


Ser 


Lys 


Leu 


Lys 


Ser Lys 


Thr 


Ser 


Gin 


Leu Ser Gly 


Gly 


Met 


Gin 



1025 1030 1035 1040 

Arg Lys Leu Ser Val Ala Leu Ala Phe Val Gly Gly Ser Lys Val Val 

1045 1050 1055 

He Leu Asp Glu Pro Thr Ala Gly Val Asp Pro Tyr Ser Arg Arg Gly 

1060 1065 1070 

He Trp Glu Leu Leu Leu Lys Tyr Arg Gin Gly Arg Thr He He Leu 

1075 1080 10B5 

Ser Thr His His Met Asp Glu Ala Asp Val Leu Gly Asp Arg He Ala 

1090 1095 1100 

He He Ser His Gly Lys Leu Cys Cys Val Gly Ser Ser Leu Phe Leu 
1105 1110 1115 1120 

Lys Asn Gin Leu Gly Thr Gly Tyr Tyr Leu Thr Leu Val Lys Lys Asp 

1125 1130 1135 

Val Glu Ser Ser Leu Ser Ser Cys Arg Asn Ser Ser Ser Thr Val Ser 

1140 1145 1150 

Tyr Leu Lys Lys Glu Asp Ser Val Ser Gin Ser Ser Ser Asp Ala Gly 

1155 * * 1160 1165 

Lieu Gly Ser Asp His Glu Ser Asp Thr Leu Thr He Asp Val Ser Ala 

1170 1175 1180 

He Ser Asn Leu lie Arg Lys His Val Ser Glu Ala Arg Leu Val Glu 
1185 1190 1195 1200 

Asp He Gly Hie Glu Leu Thr Tyr Val Leu Pro Tyr Glu Ala Ala Lys 

1205 1210 1215 

Glu Gly Ala Phe Val Glu Leu Phe His Glu He Asp Asp Arg Leu Ser 
1220 1225 1230 
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Asp Leu Gly He Ser Ser Tyr Gly He Ser Glu Thr Thr Leu Glu Glu 

1235 1240 1245 

lie Phe Leu Lys Val Ala Glu Glu Ser Gly Val Asp Ala Glu Thr Ser 

1250 1255 1260 

Asp Gly Thr Leu Pro Ala Arg Arg Asn Arg Arg Ala Phe Gly Asp Lys 
1265 1270 1275 1280 

Gin Ser Cys Leu Arg Pro Phe Thr Glu Asp Asp Ala Ala Asp Pro Asn 

12B5 1290 1295 

Asp Ser Asp He Asp Pro Glu Ser Arg Glu Thr Asp Leu Leu Ser Gly 

1300 1305 1310 

Met Asp Gly Lys Gly Ser Tyr Gin Val Lys Gly Trp Lys Leu Thr Gin 

1315 1320 1325 

Gin Gin Phe Val Ala Leu Leu Trp Lys Arg Leu Leu lie Ala Arg Arg 

1330 1335 1340 

Ser Arcr Lys Gly Phe Phe Ala Gin He Val Leu Pro Ala Val Phe Val 
1345 1350 1355 1360 

Cys He Ala Leu Val Phe Ser Leu He Val Pro Pro Phe Gly Lys Tyr 

1365 1370 1375 

Pro Ser Leu Glu Leu Gin Pro Trp Met Tyr Asn Glu Gin Tyr Thr Phe 

1380 1385 1390 

Val Ser Asn Asp Ala Pro Glu Asp Thr Gly Thr Leu Glu Leu Leu Asn 

1395 1400 1405 

Ala Leu Thr Lys Asp Pro Gly Phe Gly Thr Arg Cys Met Glu Gly Asn 

1410 1415 1420 

Pro He Pro Asp Thr Pro Cys Gin Ala Gly Glu Glu Glu Trp Thr Thr 
1425 ~ 1430 1435 1440 

Ala Pro Val Pro Gin Thr He Met Asp Leu Phe Gin Asn Gly Asn Trp 

1445 1450 1455 

Thr Met Gin Asn Pro Ser Pro Ala Cys Gin Cys Ser Ser Asp Lys He 

1460 1465 1470 

Lys Lys Met Leu Pro Val Cys Pro Pro Gly Ala Gly Gly Leu Pro Pro 

1475 1480 1485 

Pro Gin Arg Lys Gin Asn Thr Ala Asp He Leu Gin Asp Leu Thr Gly 

1490 1495 1500 

Arg Asn He Ser Asp Tyr Leu Val Lys Thr Tyr Val Gin He He Ala 
1505 1510 1515 1520 

Lys Ser Leu Lys Asn Lys He Trp Val Asn Glu Phe Arg Tyr Gly Gly 

1525 1530 1535 

Phe Ser Leu Gly Val Ser Asn Tjir Gin Ala Leu Pro Pro Ser Gin Glu 

1540 1545 1550 

Val Asn Asp Ala Thr Lys Gin Met Lys Lys His Leu Lys Leu Ala Lys 

1555 1560 1565 

Asp Ser Ser Ala Asp Arg Phe Leu Asn Ser Leu Gly Arg Phe Met Thr 

1570 * 1575 1580 

Gly Leu Asp Thr Arg Asn Asn Val Lys Val Trp Phe Asn Asn Lys Gly 
1585 1590 1595 1600 

Trp His Ala He Ser Ser Phe Leu Asn Val He Asn Asn Ala He Leu 

1605 1610 IS 1 * 

Arg Ala Asn Leu Gin Lys Gly Glu Asn Pro Ser His Tyr Gly He Thr 

1620 1625 1630 

Ala Phe Asn His Pro Leu Asn Leu Thr Lys Gin Gin Leu Ser Glu Val 

1635 1640 1645 

Ala Pro Met Thr Thr Ser Val Asp Val Leu Val Ser He Cys Val He 

1650 1655 1660 

Phe Ala Met Ser Phe Val Pro Ala Ser Phe Val Val Phe Leu He Gin 
1665 1670 1675 1680 

Glu Arg Val Ser Lys Ala Lys His Leu Gin Phe He Ser Gly Val Lys 

1685 1690 1695 

Pro Val He Tyr Trp Leu Ser Asn Phe Val Trp Asp Met Cys Asn Tyr 

1700 1705 1710 

Val Val Pro Ala Thr Leu Val He He He Phe He Cys Phe Gin Gin 

1715 1720 1725 

Lys Ser Tyr Val Ser Ser Thr Asn Leu Pro val Leu Ala Leu Leu Leu 
1730 1735 1740 
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Leu Leu Tyr Gly Trp Ser lie Thr Pro Leu Met Tyr Pro Ala Ser Phe 
1745 1750 1755 1760 

Val Phe Lys lie Pro Ser Thr Ala Tyr Val Val Leu Thr Ser Val Asn 

1765 1770 1775 

Leu Phe lie Gly lie Asn Gly Ser Val Ala Thr Phe Val Leu Glu Leu 

1780 1785 1790 

Phe Thr Asp Asn Lys Leu Asn Asn lie Asn Asp He Leu Lys Ser Val 

1795 1800 1805 

Phe Leu He Phe Pro His Phe Cys Leu Gly Arg Gly Leu lie Asp Met 

1810 1815 1820 

Val Lys Asn Gin Ala Met Ala Asp Ala Leu Glu Arg Phe Gly Glu Asn 
1825 1830 1835 1840 

Arg Phe Val Ser Pro Leu Ser Trp Asp Leu Val Gly Arg Asn Leu Phe 

1845 1850 1855 

Ala Met Ala Val Glu Gly Val Val Phe Phe Leu He Thr Val Leu He 

1860 1865 1870 

Gin Tyr Arg Phe Phe He Arg Pro Arg Pro Val Asn Ala Lys Leu Ser 

1875 1880 1885 

Pro Leu Asn Asp Glu Asp Glu Asp Val Arg Arg Glu Arg Gin Arg He 

1890 1895 1900 

Leu Asp Gly Gly Gly Gin Asn Asp He Leu Glu He Lys Glu Leu Thr 
1905 1910 1915 1920 

Lys He Tyr Arg Arg Lys Arg Lys Pro Ala Val Asp Arg He Cys Val 

1925 1930 1935 

Gly He Pro Pro Gly* Glu Cys Phe Gly Leu Leu Gly Val Asn Gly Ala 

1940 * 1945 1950 

Gly Lys ser Ser Thr Phe Lys Met Leu Thr Gly Asp Thr Thr Val Thr 

1955 1960 1965 

Arg Gly Asp Ala Phe Leu Asn Arg Asn Ser He Leu Ser Asn He His 

1970 1975 1980 

Glu Val His Gin Asn Met Gly Tyr Cys Pro Gin Phe Asp Ala He Thr 
1985 1990 1995 2000 

Glu Leu Leu Thr Gly Arg Glu His Val Glu Phe Phe Ala Leu Leu Arg 

2005 2010 2015 

Gly Val Pro Glu Lys Glu Val Gly Lys Val Gly Glu Trp Ala He Arg 

2020 2025 2030 

Lys Leu Gly Leu Val Lys Tyr Gly Glu Lys Tyr Ala Gly Asn Tyr Ser 

2035 2040 2045 

Gly Gly Asn Lys Arg Lys Leu Ser Thr Ala Met Ala Leu He Gly Gly 

2050 2055 2060 

Pro Pro Val Val Phe Leu Asp Glu Pro Thr Thr Gly Met Asp Pro Lys 
2065 2070 2075 2080 

Ala Arg Arg Phe Leu Trp Asn Cys Ala Leu Ser Val Val Lys Glu Gly 

2085 2090 2095 

Arg Ser Val Val Leu Thr Ser His Ser Met Glu Glu Cys Glu Ala Leu 

2100 2105 2110 

Cys Thr Arg Met Ala He Met Val Asn Gly Arg Phe Arg Cys Leu Gly 

2115 2120 2125 

Ser Val Gin His Leu Lys Asn Arg Phe Gly Asp Gly Tyr Thr He Val 

2130 2135 2140 

Val Arg He Ala Gly Ser Asn Pro Asp Leu Lys Pro Val Gin Asp Phe 
2145 2150 2155 2160 

Phe Gly Leu Ala Phe Pro Gly Ser Val Pro Lys Glu Lys His Arg Asn 

2165 2170 2175 

Met Leu Gin Tyr Gin Leu Pro Ser Ser Leu Ser Ser Leu Ala Arg He 

2160 2185 2190 

Phe Ser He Leu Ser Gin Ser Lys Lys Arg Leu His He Glu Asp Tyr 

2195 2200 2205 

Ser Val Ser Gin Thr Thr Leu Asp Gin Val Phe Val Asn Phe Ala Lys 

2210 2215 2220 ' 

Asp Gin Ser Asp Asp Asp His Leu Lys Asp Leu Ser Leu His Lys Asn 
2225 2230 2235 2240 

Gin Thr Val Val Asp Val Ala Val Leu Thr Ser Phe Leu Gin Asp Glu 
2245 2250 2255 
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Lys Val Lys Glu Ser Tyr Val 
2260 2263 



<210> 2327 
<211> 521 
<212> PRT 

<213> Homo sapiens 



<400> 2327 

He Pro Gly Ser Thr He Ser Phe Ser lieu Cys Phe lie Phe Pro Pro 

a 5 io 15 

Cya Val Pro Thr Met Val Arg Lys Pro Val Val Ser Thr lie Ser Lys 

20 25 30 

Gly Gly Tyr Leu Gin Gly Asn Val Asn Gly Arg Leu Pro Ser Leu Gly 

35 40 45 

Asn Lys Glu Pro Pro Gly Gin Glu Lys Val Gin Leu Lys Arg Lys Val 

50 55 €0 

•Hit Leu Leu Arg Gly Val Ser He He He Gly Thr He He Gly Ala 
65 70 75 80 

Gly He Phe He Ser Pro Lys Gly Val Leu Gin Asn Thr Gly Ser Val 

85 90 95 

Gly Met Ser Leu Thr He Trp Thr Val Cys Gly Val Leu Ser Leu Phe 

100 105 HO 

Gly Ala Leu Ser Tyr Ala Glu Leu Gly Thr Thr He Lys Lys Ser Gly 

115 120 125 

Gly His Tyr Thr Tyr He Leu Glu Val Phe Gly Pro Leu Pro Ala Phe 

130 135 140 

Val Arg Val Trp Val Glu Leu Leu He He Arg Pro Ala Ala Thr Ala 
145 150 155 160 

Val He Ser Leu Ala Phe Gly Arg Tyr He Leu Glu Pro Phe Phe He 

165 170 175 

Gin Cys Glu He Pro Glu Leu Ala He Lys Leu He Thr Ala Val Gly 

180 185 190 

He Thr Val Val Met Val Leu Asn Ser Met Ser Val Ser Trp Ser Ala 

195 200 205 

Arg He Gin He Phe Leu Thr Phe Cys Lys Leu Thr Ala He Leu He 

210 215 « 220 

He He Val Pro Gly Val Met Gin Leu He Lys Gly Gin Thr Gin Asn 
225 230 235 240 

Phe Lys Asp Ala Phe Ser Gly Arg Asp Ser Ser He Thr Arg Leu Pro 

245 250 255 

Leu Ala Phe Tyr Tyr Gly Met Tyr Ala Tyr Ala Gly Trp Phe Tyr Leu 

260 265 270 

Asn Phe Val Thr Glu Glu Val Glu Asn Pro Glu Lys Thr He Pro Leu 

275 280 285 

Ala He Cys He Ser Met Ala He Val Thr He Gly Tyr Val Leu Thr 

290 295 300 

Asn Val Ala Tyr Phe Thr Thr He Asn Ala Glu Glu Leu Leu Leu Ser 
305 * 310 315 320 

Asn Ala Val Ala Val Thr Phe Ser Glu Arg Leu Leu Gly Asn Phe Ser 

325 330 335 

Leu Ala Val Pro He Phe Val Ala Leu Ser Cys Phe Gly Ser Met Asn 

340 345 350 

Gly Gly Val Phe Ala Val Ser Arg Leu Phe Tyr Val Ala Ser Arg Glu 

355 360 365 

Gly His Leu Pro Glu He Leu Ser Met He His Val Arg Lys His Thr 

370 375 380 

Pro Leu Pro Ala Val He Val Leu His Pro Leu Thr Met He Met Leu 
3B5 390 395 400 

Phe Ser Gly Asp Leu Asp Ser Leu Leu Asn Phe Leu Ser Phe Ala Arg 
405 410 415 
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Tro 
**** 


Leu 


Phe 


lie 


Gly 


Leu 


Ala 


Val 


Ala 








420 










425 


Lvs 


Cys 


Pro 


Asp 


Met 


His 


Arg 


Pro 


Phe 






435 










440 




Ala 


Leu 


Phe 


Ser 


Phe 


Thr 


Cys 


Leu 


Phe 




450 










455 






Ser 


Asp 


Pro 


Phe 


Ser 


Thr 


Gly 


He 


Gly 


465 










470 








Val 


Pro 


Ala 


Tyr 


Tyr 


Leu 


Phe 


He 


He 










485 










Phe 


Arg 


lie 


Met 


Ser 


Glu 


Lys 


He 


Thr 








500 










505 


Glu 


Val 


Val 


Pro 


Glu 


Glu 


Asp 


Lys 


Leu 






515 










520 


521 
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<400> 2328 
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Glv 


Glv 
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Ser 


Leu 


TV 

Arg 
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Val 


Leu 










5 










LeU 




Phe 
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Ser 




Aror 
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Val 


















25 


Arcr 


His 




Gly 


cys 


Gly 


Leu 


Leu 


Ser 
















40 




Pro 


Pro 


Leu 


Arcr 


X Hi 


s er 


Phe 


Phe 


Glv 




50 










55 






Leu 


Ala 


Asp 


Ala 


Ala 


Ser 


Met 


Ser 


Glv 


65 










70 








lie 


Glu 


Ser 


Ala 


Cys 


Glu 


Lvs 


Gin 


Val 










85 










Thx 


Glu 


Thr 


Tyr 


Leu 


Pro 


Pro 


Leu 


Ser 








100 










105 


Lieu 


Ala 


Gin 


Arg 


lie 


Asp 


Phe 


Ser 


Gin 






115 










120 




Glu 


Ala 


Ala 


Gly 


Thr 


Glu 


Gly 


Aso 


Ala 




130 










135 






Ser 


Ser 


Ala 


Asp 


Gin 


Asp 


Asd 

may 


Glu 


Glu 


145 










150 








Ser 


Leu 


Trp 


Pro 


Trp 


Asp 


Ser 


Val 


Arg 










165 










Thr 


Glu 


Met 


Cys 


Val 


Leu 


Tyr 


Asp 


Val 








180 










185 


Lys 


Phe 


Met 


Thr 


Leu 


Asp 


Pro 


Val 


Ser 






195 










200 




Gin 


Asn 


Pro 


Gin 


Thr 


Leu 


Gin 


Leu 


He 




210 










215 






Gly 


Ala 


Ala 


Gin 


lie 


Leu 


Leu 


Lys 


Gly 


225 










230 








Val 


Thr 


Glu 


Asn 


Gin 


Glu 


Asn 


Lys 


Leu 










245 










Leu 


Leu 


Arg 


Leu 


Arg 


Gin 


His 


Trp 


Lys 








260 










265 


lie 


Leu 


Gly 


Asp 


Leu 


Ser 


Tyr 


Arg 


Ser 






275 










280 




His 


Gly 


Thr 


Phe 


Glu 


Val 


lie 


Lys 


Asn 




290 










295 






Lys 


lie 


Pro 


Glu 


Asp 


Tyr 


Cys 


Pro 


Leu 
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Gly 


Leu 


He 


Tyr Leu Arg Tyr 








430 


Lys 


Val 


Pro 


Leu Phe He Pro 








445 


Met 


Val 


Ala 


Leu Ser Leu Tyr 






460 




Phe 


Val 


He 


Thr Leu Thr Gly 




475 




480 


Trp 


Asp Lys 


Lys Pro Arg Trp 


490 






495 


Arg 


Thr 


Leu 


Gin lie He Leu 



510 



Glv 


Lvfl Leu 


Leu. Glv Gin Leu 






15 




Phe Pro 


Glu Glv Leu Leu 






30 


Ser 


Arg Leu 


Ser Ala Gly Lys 






45 


Ser 


Trp Gly 


Val Leu Pro Pro 








Val 


Arg Ala 


Val Arg He Ser 




75 


80 


His 


Glu Val 


Gly Leu Asp Gly 


90 




95 


Met 


Ser Gin 


Asn Leu Ala Arg 






110 


Gly 


Ser Gly 


Ser Glu Glu Glu 






125 


Gin 


Glu Trp 


Pro Gly Ala Gly 




140 




Gly 


Val val 


Lys Phe Gin Pro 




155 


160 


Asn 


Asn Leu 


Arg Ser Ala Leu 


170 




175 


Leu 


Ser He 


Val Arg Asp Lys 






190 


Gin 


Asp Ala 


Leu Pro Pro Lys 






205 


Ser 


Lys Lys 


Lys Ser Leu Ala 




220 




Ala 


Glu Arg 


Leu Thr Lys Ser 




235 


240 


Gin 


Arg Asp 


Phe Asn Ser Glu 


250 




255 


Leu 


Arg Lys 


Val Gly Asp Lys 






270 


Ala 


Gly Ser 


Leu Phe Pro His 






285 


Thr 


Asp Leu 


Asp Leu Asp Lys 




3 00 




Asp 


Val Gin 


He Pro Ser Asp 




315 


320 
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Leu Glu Gly Ser Ala Tyr He Lye Val Ser He Gin Lys Gin Ala Pro 

325 330 335 

Asp He Gly Asp Leu Gly Thr Val Asn Leu Phe Lys Arg Pro Leu Pro 

340 345 350 

Lys Ser Lys Pro Gly Ser Pro His Trp Gin Thr Lys Leu Glu Ala Ala 

355 " 360 365 

Gin Asn Val Leu Leu Cys Lys Glu He Phe Ala Gin Leu Ser Arg Glu 

370 375 380 

Ala Val Gin He Lys Ser Gin Val Pro His He Val Val Lys Asn Gin 
385 390 395 400 

He He Ser Gin Pro Phe Pro Ser Leu Gin Leu Ser He Ser Leu Cys 

405 410 415 

His Ser Ser Asn Asp Lys Lys Ser Gin Lys Phe Ala Thr Glu Lys Gin 

420 425 430 

Cys Pro Glu Asp His Leu Tyr Val Leu Glu His Asn Leu His Leu Leu 

435 440 445 

He Arg Glu Phe His Lys Gin Thr Leu Ser Ser He Met Met Pro His 

450 455 460 

Pro Ala Ser Ala Pro Phe Gly His Lys Arg Met Arg Leu Ser Gly Pro 
465 470 475 480 

Gin Ala Phe Asp Lys Asn Glu He Asn Ser Leu Gin Ser Ser Glu Gly 

485 490 495 

Leu Leu Glu Lys He He Lys Gin Ala Lys His He Phe Leu Arg Ser 

500 505 510 

Arg Ala Ala Ala Thr He Asp Ser Leu Ala Ser Arg He Glu Asp Pro 

515 520 525 

Gin He Gin Ala His Trp Ser Asn He Asn Asp Val Tyr Glu Ser Ser 

530 535 540 

Val Lys Val Leu He Thr Ser Gin Gly Tyr Glu Gin He Cys Lys Ser 
545 550 555 560 

He Gin Leu Gin Leu Asn He Gly Val Glu Gin He Arg Val Val His 

565 570 575 

Arg Asp Gly Arg Val He Thr Leu Ser Tyr Gin Glu Gin Glu Leu Gin 

580 585 590 

Asp Phe Leu Leu Ser Gin Met Ser Gin His Gin Val His Ala Val Gin 

595 600 605 

Gin Leu Ala Lys Val Met Gly Trp Gin Val Leu Ser Phe Ser Asn His 

610 615 620 

Val Gly Leu Gly Pro He Glu Ser He Gly Asn Ala Ser Ala He Thr 
625 630 635 640 

Val Ala Ser Pro Ser Gly Asp Tyr Ala He Ser Val Arg Asn Gly Pro 

645 650 655 

Glu Ser Gly Ser Lys He Met Val Gin Phe Pro Arg Asn Gin Cys Lys 

660 665 670 

Asp Leu Pro Lys Ser Asp Val Leu Gin Asp Asn Lys Trp Ser His Leu 

675 ' 6B0 6B5 

Arg Gly Pro Phe Lys Glu Val Gin Trp Asn Lys Met Glu Gly Arg Asn 

690 695 700 

Phe Val Tyr Lys Met Glu Leu Leu Met Ser Ala Leu Ser Pro Cys Leu 
70S 710 715 720 

Leu 
721 



<210> 2329 

<211> 350 

<212> PRT 

<213> Homo sapiens 



<400> 2329 

Phe Val Trp Asn Pro Arg Gly Gly Arg Lys Arg Arg Arg Gin Ala Ala 
15 10 15 
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Gin 


Leu Leu 
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145 






150 


Cys Asp 


Pro 


Val Lys 


Asp ryr vai bin 






165 




Ala Ser. 


Tyr 


Ala Val 


Pne Pne Aia inx 




180 


165 


Ser Gly 


Pro 


Arg Arg 


His Phe Pro Trp 




195 




200 


Phe Thr 


Leu 


Ser Met 


Ala Tyr Leu Thr 


210 






215 


Asn Thr 


Thr 


Ser Val 


Leu Leu Cys Leu 


225 






230 


Leu Ser 


Val 


Thr Val 


Phe Ser Pne Sin 






245 




Cys Gin 


Gly 


Val Leu 


Phe Val Leu Leu 






260 


265 


Leu lie 


Leu 


Ala He 


Leu Leu Pro Phe 




275 




280 


Ala Val 


Tyr 


Ala Ala 


Leu Gly Ala Qly 


290 






295 


Leu Asp 


Thr 


Gin Leu 


Leu Met Gly Asn 


305 






310 


Glu Glu 


Tyr 


He Phe 


Gly Ala Leu Asn 






325 




He Phe 


Thr 


Phe Phe 


Leu Gin Leu Phe 






340 


345 
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Thr Val 
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Tyr Tyr 


220 








Gly lie Thr 


Ala 


Leu 


Val Cys- 
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Val 


Phe 


Gly Thr 


90 






95 
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Thr Leu He Met Leu Leu Ser Leu Ala Ala Phe Ser Val He Ser Val 

100 105 110 

Val Ser Tyr Leu He Leu Ala Leu Leu Ser Val Thr He Ser Phe Arg 

115 120 125 

He Tyr Lys Ser Val He Gin Ala Val Gin Lys Ser Glu Glu Gly His 

130 135 140 

Pro Phe Lys Ala Tyr Leu Asp Val Asp He Thr Leii Ser Ser Glu Ala 
145 ^ 150 155 160 

Phe His Asn Tyr Met Asn Ala Ala Met Val His He Asn Arg Ala Leu 

165 170 175 

Lys Leu He He Arg Leu Phe Leu Val Glu Asp Leu Val Asp Ser Leu 

180 185 190 

Lys Leu Ala Val Phe Met Trp Leu Met Thr Tyr Val Gly Ala Val Phe 

195 200 205 

Asn Gly He Thr Leu Leu He Leu Ala Glu Leu Leu He Phe Ser Val 

210 215 220 

Pro He Val Tyr Glu Lys Tyr Lys Thr Gin He Asp His Tyr Val Gly 
225 230 235 240 

He Ala Arg Asp Gin Thr Lys Ser He Val Glu Lys He Gin Ala Lys 

245 250 255 

Leu Pro Gly He Ala Lys Lys Lys Ala Glu 
260 265 266 



<210> 2331 
<211> 383 
<212> PRT 

<213> Homo sapiens 



<400> 2331 

Thr Arg Met Ser Arg His Glu Gly Val Ser Cys Asp Ala Cys Leu Lys 

1 5 10 15 

Gly Asn Phe Arg Gly Arg Arg Tyr Lys Cys Leu He Cys Tyr Asp Tyr 

20 25 30 

Asp Leu Cye Ala Ser Cys Tyr Glu Ser Gly Ala Thr Thr Thr Arg His 

35 40 45 

Thr Thr Asp His Pro Met Gin Cys He Leu Thr Arg Val Asp Phe Asp 

50 55 60 

Leu Tyr Tyr Gly Gly Glu Ala Phe Ser Val Glu Gin Pro Gin Ser Phe 
65 J 70 75 80 

Thr Cys Pro Tyr Cys Gly Lys Met Gly Tyr Thr Glu Thr Ser Leu Gin 

85 90 95 

Glu His Val Thr Ser Glu His Ala Glu Thr Ser Thr Glu Val He Cys 

100 105 110 

Pro He Cys Ala Ala Leu Pro Gly Gly Asp Pro Asn His Val Thr Asp 

115 120 125 

Asp Phe Ala Ala His Leu Thr Leu Glu His Arg Ala Pro Arg Asp Leu 

130 135 140 

Asp Glu Ser Ser Gly Val Arg His Val Arg Arg Met Phe His Pro Gly 
145 150 155 160 

Arg Gly Leu Gly Gly Pro Arg Ala Arg Arg Ser Asn Met His Phe Thr 

165 170 175 

Ser Ser Ser Thr Gly Gly Leu Ser Ser Ser Gin Ser Ser Tyr Ser Pro 

180 185 190 

Ser Asn Arg Glu Ala Met Asp Pro He Ala Glu Leu Leu Ser Gin Leu 

195 200 205 

Ser Gly Val Arg Arg Ser Ala Gly Gly Gin Leu Asn Ser Ser Gly Pro 

210 215 220 

Ser Ala Ser Gin Leu Gin Gin Leu Gin Met Gin Leu Gin Leu Glu Arg 
225 230 235 240 

Gin Hie Ala Gin Ala Ala Arg Gin Gin Leu Glu Thr Ala Arg Asn Ala 
245 250 255 
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Thr Arg 


Arg 


Thr 


Asn 


Thr 


Ser 


Ser 






260 










Thr Ala 


Thr 


Thr 


Asn 


lie 


Ala 


Asn 




275 










280 


Gin Asn 


Ser 


Gin 


Phe 


Leu 


Leu 


Thr 


290 










2 95 




Glu Thr 


Glu 


Arg 


Gin 


Ser 


Met 


Glu 


305 








310 






Phe Val 


Gin 


Glu 


Leu 


Leu 


Leu 


Ser 








325 








Ser Ser 


Asp 


Glu 


Asp 


Asp 


Arg 


Gly 






340 










Gly Cys 


Val 


Asp 


lie 


Met 


Pro 


Leu 




355 










360 


Leu Lys 


Glu 


Ser 


Asn 


Lys 


Gly 


Asn 


370 










375 





<210> 2332 
<211> 334 
<212> PRT 

<213> Homo sapiens 



<400> 2332 



Gly Ser 


Thr 


His 


Ala 


ser 


Ala 


Asp 


1 






5 








Glu Ala 


Leu 


Val 


Met 


Gly 


Ala 


Pro 






20 










Leu Leu 


Val 


Gly 


Phe 


He 


Leu 


Phe 




35 










40 


Ala Ser 


Ala 


Gly 


Gin 


Glu 


Pro 


Leu 


50 










55 




Gly Arg 


Val 


Ala 


Gin 


Pro 


Gly 


Pro 


65 








70 






Gly Gly 


Arg 


Pro 


Arg 


Arg 


Arg 


Arg 








85 








Gin Arg 


Arg 


Ala 


Gin 


Arg 


Val 


Ala 






100 










Glu GlU 


Ala 


Val 


lie 


Leu 


Ala 


Gin 




115 










120 


Ala Glu 


Thr 


His 


Leu 


Ser 


Gly 


Lys 


13 0 










135 




Leu Glu 


Glu 


Lys 


Gin 


Ala 


Arg 


Lys 


145 








150 






Glu Arg 


Glu 


Glu 


Arg 


Lys 


Arg 


Leu 








165 








Lys Lys 


GlU 


Glu 


GlU 


Arg 


Leu 


Arg 






180 










Glu Glu 


Arg 


Lys 


Ala 


Arg 


Glu 


Glu 




195 










200 


Tyr Leu 


Lys 


Leu 


Lys 


Glu 


Ala 


Phe 


210 










215 




Glu Thr 


Met 


Thr 


Glu 


Glu 


Gin 


Ser 


225 








230 






Asn Tyr 


lie 


Lys 


Gin 


Ser 


Lys 


Val 








245 








Gin Val 


Gly 


Leu 


Arg 


Thr 


Gin 


Asp 






260 










Leu Ala 


Glu 


Gly 


Thr 


He 


Thr 


Gly 




275 










280 


lie Tyr 


He 


Thr 


Pro 


Glu 


Glu 


Leu 


290 










295 





Val 


Thr 


Thr 


Thr 


He 


Thr 


Gin 


Ser 


265 










270 






Thr 


Glu 


Ser 


Ser 


Gin 


Gin 


Thr 


Leu 










285 








Arg 


Leu 


Asn 


Asp 


Pro 


Lys 


Met 


ber 








300 










Ser 


Glu 


Arg 


Ala 


Asp 


Arg 


Ser 


Leu 






315 










320 


Thr 


Leu 


val 


Arg 


Glu 


Glu 


Ser 


Ser 




330 










335 




Glu 


Met 


Ala 


Asp 


Phe 


Gly 


Ala 


Met 


345 










350 






Asp 


Val 


Ala 


Leu 


Glu 


Asn 


Leu 


Asn 










365 








Glu 


Pro 


Pro 


Pro 


Pro 


Pro 


Leu 










380 






383 




Ala 


Trp 


Ala 


Gin 


Trp 


Phe 


Cys 


Thr 




10 










15 




Val 


Trp 


Tyr 


Leu 


Val 


Ala 


Ala 


Ala 


25 










30 






Leu 


Thr 


Arg 


Ser 


Arg 


Gly 


Arg 


Ala 










45 








His 


Asn 


Glu 


Glu 


Leu 


Ala 


Gly 


Ala 








60 










Leu 


Glu 


Pro 


Glu 


Glu 


Pro 


Arg 


Ala 






75 










80 


Asp 


Leu 


Gly 


Ser 


Arg 


Leu 


Gin 


Ala 




90 










95 




Trp 


Ala 


Glu 


Ala 


Asp 


Glu 


Asn 


Glu 


105 










110 






Glu 


Glu 


Glu 


Gly 


Val 


Glu 


Lys 


Pro 










125 








He 


Gly 


Ala 


Lys 


Lys 


Leu 


Arg 


Lys 








140 










Ala 


Gin 


Arg 


Glu 


Ala 


Glu 


Glu 


Ala 






155 










160 


Glu 


Ser 


Gin 


Arg 


Glu 


Ala 


Glu 


Trp 




170 










175 




Leu 


Glu 


Glu 


Glu 


Gin 


Lys 


Glu 


GlU 


185 










190 






Gin 


Ala 


Gin 


Arg 


GlU 


iUS 


GlU 


GlU 










205 








Val 


val 


GlU 


Glu 


GlU 


Gly 


vai 


Gly 








220 










Gin 


Ser 


Phe 


Leu 


Thr 


Glu 


Pne 


Tl _ 

He 






235 










240 


Val 


Leu 


Leu 


Glu 


Asp 


lieu 


Ala 


Ser 




250 










255 




Thr 


He 


Asn 


Arg 


He 


Gin 


Asp 


Leu 


265 










270 






Val 


He 


Asp 


Asp 


Arg 


Gly 


Lys 


Phe 










2B5 








Ala 


Ala 


Val 


Ala 


Asn 


Phe 


He 


Arg 








300 
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Gin Arg Gly Arg Val Ser lie Ala Glu Leu Ala Gin Ala Ser Asn Ser 
305 * 310 315 320 

Leu He Ala Trp Gly Arg Glu Ser Pro Ala Gin Ala Pro Ala 
325 330 334 



<210> 2333 

<211> 392 

<212> PRT 

<213> Homo sapiens 



<400> 2333 

Arg Arg Arg Trp Arg Ala Arg Gly Gly Leu Val Pro Thr Leu Ala Trp 

1 ~ * 5 10 15 

Ala Glu Ala Thr Gly Ala Tyr Val Pro Gly Arg Asp Lys Pro Asp Leu 

20 25 30 

Pro Thr Trp Lys Arg Asn Phe Arg Ser Ala Leu Asn Arg Lys Glu Gly 

35 40 45 

Leu Arg Leu Ala Glu Asp Arg Ser Lys Asp Pro His Asp Pro His Lys 

50 55 60 

lie Tyr Glu Phe Val Asn Ser Gly Val Gly Asp Phe Ser Gin Pro Asp 
65 70 75 80 

Thr Ser Pro Asp Thr Asn Gly Gly Gly Ser Thr Ser Asp Thr Gin Glu 

85 90 95 

Asp He Leu Asp Glu Leu Leu Gly Asn Met Val Leu Ala Pro Leu Pro 

100 105 110 

Asp Pro Gly Pro Pro Ser Leu Ala Val Ala Pro Glu Pro Cys Pro Gin 

115 120 125 

Pro Leu Arg Ser Pro Ser Leu Asp Asn Pro Thr Pro Phe Pro Asn Leu 

130 135 140 

Gly Pro Ser Glu Asn Pro Leu Lys Arg Leu Leu Val Pro Gly Glu Glu 
145 150 155 160 

Trp Glu Phe Glu Val Thr Ala Phe Tyr Arg Gly Arg Gin Val Phe Gin 

165 170 175 

Gin Thr He Ser Cys Pro Glu Gly Leu Arg Leu Val Gly Ser Glu Val 

160 185 190 

Gly Asp Arg Thr Leu Pro Gly Trp Pro Val Thr Leu Pro Asp Pro Gly 

195 200 205 

Met Ser Leu Thr Asp Arg Gly Val Met Ser Tyr Val Arg His Val Leu 

210 215 220 

Ser Cys Leu Gly Gly Gly Leu Ala Leu Trp Arg Ala Gly Gin Trp Leu 
225 ~ 230 235 240 

Trp Ala Gin Arg Leu Gly His Cys His Thr Tyr Trp Ala Val Ser Glu 

245 250 255 

Glu Leu Leu Pro Asn Ser Gly His Gly Pro Asp Gly Glu Val Pro Lys 

260 265 270 

Asp Lys Glu Gly Gly Val Phe Asp Leu Gly Pro Phe He Val Gly Ser 

275 280 285 

Leu Gly Pro Pro Asp Leu He Thr Phe Thr Glu Gly Ser Gly Arg Ser 

290 295 300 

Pro Arg Tyr Ala Leu Trp Phe Cys Val Gly Glu Ser Trp Pro Gin Asp 
305 310 315 320 

Gin Pro Trp Thr Lys Arg Leu Val Met Val Lys Val Val Pro Thr Cys 

325 330 335 

Leu Arg Ala Leu Val Glu Met Ala Arg Val Gly Gly Ala Ser Ser Leu 

340 345 350 

Glu Asn Thr Val Asp Leu His He Ser Asn Ser HiB Pro Leu Ser Leu 

355 360 365 

Thr Ser Asp Gin Tyr Lys Ala Tyr Leu Gin Asp Leu Val Glu Gly Met 

370 375 380 

Asp Phe Gin Gly Pro Gly Glu Ser 
385 390 392 
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<210> 2334 

<211> 414 

<212> PRT 

<213> Homo sapiens 





<400> 2334 












Ala 


Asn 


Met 


Ala 


Pro 


Val 


Glu 


His 


Val 


1 








5 










Leu 


Arg 


His 


Ala 


Ala 


Leu 


Gin 


Asp 


He 








20 










25 


Arg 


Glu 


Val 


Val 


Thr 


Glu 


He 


Arg 


Asp 






35 










40 




Ala 


Val 


Leu 


Pro 


Tyr 


Glu 


Leu 


Arg 


Phe 




50 










55 






Val 


Arg 


Leu 


val 


Thr 


Glu 


Phe 


Ser 


Lys 


65 










70 








Leu 


Ser 


Ala 


Thr 


Asp 


lie 


Gin 


Val 


Leu 










85 










Ala 


Glu 


Phe 


Val 


Gly 


Val 


Ser 


His 


Leu 








100 










105 


Lys 


Val 


Ser 


Ser 


Ser 


He 


Gin 


His 


Pro 






115 










120 




Gly 


Phe 


His 


Leu 


Pro 


Tyr 


Lys 


Pro 


Lys 




130 










135 






Gly 


His 


Ser 


Ala 


Cys 


Glu 


Pro 


Glu 


Asn 


145 










150 








Phe 


Trp 


Arg 


Asn 


Pro 


Leu 


Pro 


Asn 


He 










165 










Leu 


lie 


Asp 


Arg 


Gly 


Glu 


Asp 


Val 


Pro 








180 










185 


Glu 


Asn 


Gly 


Phe 


Glu 


Asp 


Arg 


Lys 


Asp 






195 










200 




Gly 


Trp 


He 


Thr 


Pro 


Ser 


Asn 


He 


Lys 




210 










215 






Gin 


Cys 


Asp 


Val 


Pro 


Glu 


Asp 


Val 


Arg 


225 










230 








Phe 


Ala 


Met 


Gin 


Asn 


Val 


Leu 


Leu 


Gin 










245 










Val 


Asn 


Gly 


Met 


Leu 


lie 


Arg 


Glu 


Ala 








260 










265 


His 


Gly 


Cys 


Phe 


Lys 


Thr 


Thr 


Ser 


Asp 






275 










280 




His 


Cys 


Gly 


Asn 


Lys 


Thr 


Leu 


Lys 


Lys 




290 










295 






Asp 


Gly 


Thr 


Leu 


His 


Met 


His 


Phe 


Ser 


305 










310 








Pro 


Arg 


Gly 


Leu 


Arg 


Tyr 


Ser 


Leu 


Pro 










325 










Ala 


He 


Asn 


Pro 


His 


Leu 


Thr 


Glu 


Asp 








340 










345 


Leu 


Ser 


Gin 


Lys 


Ala 


Arg 


Gin 


Lys 


Thr 






355 










360 




lie 


Ala 


Gly 


Val 


Ser 


Pro 


Phe 


Val 


Glu 




370 










375 






Ala 


Thr 


Leu 


Gin 


Val 


Arg 


Asp 


Ser 


Thr 


385 










390 








Leu 


Asn 


Pro 


Asn 


Ala 


Ser 


Arg 


Lys 


Lys 
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Val 


Ala Asp Ala 


Gly 


Ala 


Phe 


10 






15 




Gly 


Lys Asn He 


Tyr 


Thr 


He 






30 






Lys 


Ala Thr Arg 


Arg 


Arg 


Leu 




45 








Lys 


Glu Pro Leu 


Pro 


Glu 


Tyr 




60 








Lys 


Thr Gly Asp 


Tyr 


Pro 


Ser 




75 






80 


Ala 


Leu Thr Tyr 


Gin 


Leu 


Glu 


90 




• 


95 




Lys 


Gin Glu Pro 


Gin 


Lys 


Val 






110 






Glu 


Thr Pro Leu 


His 


He 


Ser 




125 








Pro 


Pro Gin Glu 


Thr 


Glu 


Lys 




140 








Leu 


Glu Phe Ser 


Ser 


Phe 


Met 




155 






160 


Asp 


His Glu Leu 


Gin 


Glu 


Leu 


170 






175 




Ser 


Glu Glu Glu 


Glu 


Glu 


Glu 






190 






Asp 


Ser Asp Asp 


Asp 


Gly 


Gly 




205 








Gin 


He Gin Gin 


Glu 


Leu 


Glu 




220 








Val 


Gly Cys Leu 


Thr 


Thr 


Asp 




235 






240 


Met 


Gly Leu His 


Val 


Leu 


Ala 


250 






255 




Arg 


Ser Tyr He 


Leu 


Arg 


Cys 






270 






Met 


Ser Arg Val 


Phe 


Cys 


Ser 




285 








Val 


Ser Val Thr 


Val 


Ser 


Asp 




300 








Arg 


Asn Pro Lys 


Val 


Leu 


Asn 




315 






320 


Thr 


Pro Lys Gly 


Gly 


Lys 


Tyr 


330 






335 




Gin 


Arg Phe Pro 


Gin 


Leu 


Arg 






350 






Asn 


Val Phe Ala 


Pro 


Asp 


Tyr 




365 








Asn 


Asp He Ser 


Ser 


Arg 


Ser 




380 








Leu 


Gly Ala Gly 


Arg 


Arg 


Arg 




395 






400 


Phe 


Val Lys Lys 


Arg 






410 




414 
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<2L0> 2335 
<211> 59 
<212> PRT 

<213> Homo sapiens 



<400> 2335 
Arg Arg Asa Asn He Arg Gin Phe 

1 ~ 5 
Gin Ala Arg Trp Leu Thr Pro Val 
20 

Ala Gly Arg Ser Leu Glu Leu Lys 
35 40 
Trp Gly Asn Pro He Ser Thr Lys 
50 55 



He Met Lys Val Cys He Ser Gly 

10 15 
Val Pro Val Leu Trp Glu Thr Glu 

25 c 30 

Ser Leu Arg Pro Ala Trp Ala Thr 
45 

He Asn Lys 
59 



<210> 2336 
<211> 361 
<212> PRT 

<213> Homo sapiens 



<400> 2336 

Lys Met Asn Pro Thr Asp He Ala Asp Thr Thr Leu Asp Glu Ser He 

! 5 10 15 

Tyr Ser Asn Tyr Tyr Leu Tyr Glu Ser He Pro Lys Pro Cys Thr Lys 

20 25 30 

Glu Gly He Lys Ala Phe Gly Glu Leu Phe Leu Pro Pro Leu Tyr Ser 

35 40 45 

Leu Val Phe Val Phe Gly Leu Leu Gly Asn Ser Val Val Val Leu Val 

50 55 60 

Leu Phe Lys Tyr Lys Arg Leu Arg Ser Met Thr Asp Val Tyr Leu Leu 
65 70 75 80 

Asn lieu Ala He Ser Asp Leu Leu Phe Val Phe Ser Leu Pro Phe Trp 

85 90 95 

Gly Tyr Tyr Ala Ala Asp Gin Trp Val Phe Gly Leu Gly Leu Cys Lys 

100 105 HO 

Met He Ser Trp Met Tyr Leu Val Gly Phe Tyr Ser Gly He Phe Phe 

115 120 125 

Val Met Leu Met Ser He Asp Arg Tyr Leu Ala He Val His Ala Val 

130 135 140 

Phe Ser Leu Arg Ala Arg Thr Leu Thr Tyr Gly Val He Thr Ser Leu 
145 150 155 160 

Ala Thr Trp Ser Val Ala Val Phe Ala Ser Leu Pro Gly Phe Leu Phe 

165 170 175 

Ser Thr Cys Tyr Thr Glu Arg Asn His Thr Tyr Cys Lys Thr Lys Tyr 

180 185 190 

Ser Leu Asn Ser Thr Thr Trp Lys Val Leu Ser Ser Leu Glu He Asn 

195 200 205 

He Leu Gly Leu Val He Pro Leu Gly He Met Leu Phe Cys Tyr Ser 

210 215 220 

Met He He Arg Thr Leu Gin His Cys Lys Asn Glu Lys Lys Asn Lys 
225 230 235 240 

Ala Val Lys Met He Phe Ala Val Val Val Leu Phe Leu Gly Phe Trp 

245 250 255 

Thr Pro Tyr Asn He Val Leu Phe Leu Glu Thr Leu Val Glu Leu Glu 

260 265 270 

Val Leu Gin Asp Cys Thr Phe Glu Arg Tyr Leu Asp Tyr Ala He Gin 

275 280 2B5 

Ala Thr Glu Thr Leu Ala Phe Val His Cys Cys Leu Asn Pro He He 
290 295 300 
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Tyr 


Phe Phe 


Leu 


Gly 


Glu 


Lys 


Phe 


Arg 


Lys 


Tyr He 


Leu 


Gin 


Leu 


Phe 


305 








310 










315 








320 


Lys 


Thr Cys 


Arg 


Gly 
325 


Leu 


Phe 


Val 


Leu 


Cys 
330 


Gin Tyr 


Cys 


Gly 


Leu 
335 


Leu 


Gin 


lie Tyr 


Ser 
340 


Ala 


Asp 


Thr 


Pro 


Ser 
345 


Ser 


Ser Tyr 


Thr 


Gin 
350 


Ser 


Thr 


Met 


Asp His 
355 


Asp 


Leu 


His 


Asp 


Ala 
360 


Leu 
361 















<210> 2337 

<211> 155 

<212> PRT 

<213> Homo sapiens 



<400> 2337 



Ser 


Leu 


Ser 


Ala 


Met 


.Arg 


Phe 


Leu 


1 








5 








Leu 


Ser 


Thr 


Ala 
20 


Ala 


Gin 


Ala 


Glu 


Ser 


Val 


Asp 
35 


Gly 


val 


lie 


Lys 


Glu 
40 


Gin 


Pro 
50 


Cys 


Gin 


Leu 


Ser 


Lys 
55 


Gly 


Phe 


Thr 


Ser 


Asn 


He 


Gin 


Ser 


Lys 


65 










70 






He 


Leu 


Met 


Gly 


Val 
85 


Pro 


Val 


Pro 


Cys 


Lys 


Ser 


Gly 
100 


He 


Asn 


Cys 


Pro 


Tyr 


Leu 


Asn 
115 


Lys 


Leu 


Pro 


Val 


Lys 
120 


Val 


Val 
130 


Glu 


Trp 


Gin 


Leu 


Gin 
135 


Asp 


Trp 


Glu 


He 


Pro 


Val 


Gin 


He 


val 


145 










150 







Ala 


Ala 
10 


Thr 


Phe 


Leu 


Leu 


Leu 
15 


Ala 


Pro 


Val 


Gin 


Phe 


Lys 


Asp 


Cys 


Gly 


25 










30 






val 


Asn 


Val 


Ser 


Pro 
45 


Cys 


Pro 


Thr 


Gin 


Ser 


Tyr 


Ser 
60 


Val 


Asn 


Val 


Thr 


Ser 


Ser 


Lys 
75 


Ala 


val 


Val 


His 


Gly 
80 


Phe 


Pro 
90 


He 


Pro 


Glu 


Pro 


Asp 
95 


Gly 


He 


Gin 


Lys Asp 


Lys 


Thr 


Tyr 


Ser 


105 










110 






Ser 


Glu 


Tyr Pro 


Ser 


lie 


Lys 


Leu 










125 








Asp 


Lys 


Asn 


Gin 
140 


Ser 


Leu 


Phe 


Cys 


ser 


His 


Leu 













155 



<210> 2338 

<211> 294 

<212> PRT 

<213> Homo sapiens 



<400> 2338 



Val 


lie 


Lys 


Met 


Ala 


Leu 


Ala 


Ala 


Arg 


Leu 


Leu Pro 


Gin 


Phe 


Leu 


His 


1 






5 










10 








15 




Ser 


Arg 


Ser 


Leu 
20 


Pro 


Cys 


Gly 


Ala 


Val 
25 


Arg 


Leu Arg 


Thr 


Pro 
30 


Ala 


Val 


Ala 


Glu 


Val 
35 


Arg 


Leu 


Pro 


Ser 


Ala 
40 


Thr 


Leu 


Cys Tyr 


Phe 
45 


Cys 


Arg 


.Cys 


Arg 


Leu 
50 


Gly 


Leu 


Gly 


Ala 


Ala 
55 


Leu 


Phe 


Pro 


Arg Ser 
60 


Ala 


Arg 


Ala 


Leu 


Ala 


Ala 


Ser 


Ala 


Leu 


Pro 


Ala 


Gin 


Gly 


Ser 


Arg Trp 


Pro 


Val 


Leu 


Ser 


65 










70 










75 








80 


Ser 


Pro 


Gly 


Leu 


Pro 


Ala 


Ala 


Phe 


Ala 


Ser 


Phe Pro 


Ala 


Cys 


Pro 


Gin 








85 










90 








95 




Arg 


Ser 


Tyr 


Ser 
100 


Thr 


Glu 


GlU 


Lys 


Pro 
105 


Gin 


Gin His 


Gin 


Lys 
110 


Thr 


Lys 


Met 


He 


Val 


Leu 


Gly 


Phe 


Ser 


Asn 


Pro 


He 


Asn Trp 


Val 


Arg 


Thr 


Arg 






115 








120 








125 
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lie 


Lys 


Ala 


Phe Leu 


He Trp Ala 




13 0 






135 


Thr 


Glu 


Phe 


Ser Glu 


Gly Ala Lys 


145 








150 


Leu 


Leu 


Ser 


Gin Cys 


Lys Phe Asp 








165 




Glu val 


Leu 


His Ala 


Leu Lys Glu 








180 




His 


Lys 


Asn 


Ala Leu 


Ala Ala Asn 






195 




200 


Thr Gly 


Asp 


He Ser 


He Tyr Tyr 




210 






215 


Asn 


lie 


Leu 


Met Cys 


Phe Trp Tyr 


225 








230 


Glu 


Thr 


Leu 


Arg Gly 


Ala Ser Val 








245 




Asn 


Val 


Glu 


Thr Lys 


Gin Leu Leu 








260 




Glu Phe 


Thr 


Gin Gly 


Val Lys Pro 






275 




280 


His 


Ser 


Lys 


Leu Leu 


Glu 




230 






294 



Tyr Phe Asp Lys Glu Phe Ser He 
140 

Gin Ala Phe Ala His Val Ser Lys 
155 160 
Leu Leu Glu Glu Leu Val Ala Lys 

170 175 
Lys Val Thr Ser Leu Pro Asp Asn 
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Leu 


Thr 


Asn 


Thr 


lie 


Tyr 


Asn 


Gin 


Ser Thr 


Val 


Val 


Ser 




130 










135 










140 








Thr 


Ala 


His 


Pro 


Asp 


Gin 


His 


Val 


Pro 


Ala 


Trp 


Thr Thr 


Asp 


Ala 


Ser 


145 










150 










155 








160 


Leu 


Pro 


Gly 


Asp 


Gin 


Ser 


His 


Arg 


Asn 


Thr 


Ser 


Ala Cys 


Met 


Asn 


He 










165 










170 








175 




Thr 


His 


Ser 


Gin 


Cys 


Gin 


Met 


Leu 


Pro 


Tyr 


His 


Ala Thr 


Leu 


Thr 


Pro 








180 










185 








190 






Leu 


Leu 


Ser 


Val 


Val 


Arg 


Asn 


Met 


Glu 


Met 


Glu 


Lys Phe 


Leu 


Lys 


Phe 






195 










200 








205 








Phe 


Thr 


Tyr 


Leu 


His 


Arg 


Leu 


Ser 


Cys 


Tyr 


Gin 


His He 


Met 


Leu 


Phe 




210 










215 










220 








Gly 


Cys 


Thr 


Leu 


Ala 


Phe 


Pro 


GlU 


Cys 


He 


lie 


Asp Gly 


Asp 


Asp 


Ser 


225 










230 










235 








240 


His 


Gly 


Leu 


Leu 


Pro 


Cys 


Arg 


Ser 


Phe 


Cys 


Glu 


Ala Ala 


Lys 


Glu 


Gly 










245 










250 








255 




Cys 


Glu 


Ser 


Val 


Leu 


Gly 


Met 


Val 


Asn 


Tyr 


Ser 


Trp Pro 


Asp 


Phe 


Leu 








260 










265 








270 






Arg 


Cys 


Ser 


Gin 


Phe 


Arg 


Asn 


Gin 


Thr 


GlU 


Ser 


Ser Asn 


Val 


Ser 


Arg 






275 










280 








285 









1404 



WO 01/57188 



PCTAJS01/03800 



He Cys Phe Ser Pro Gin Gin Glu Asn Gly Lys Gin Leu Leu Cys Gly 

230 295 300 

Arg Gly Glu Asn Phe Leu Cys Ala Ser Gly He Cys He Pro Gly Lys 
305 310 315 320 

Leu Gin Cys Asn Gly Tyr Asn Asp Cys Asp Asp Trp Ser Asp Glu Ala 

325 330 335 

His Cys Asn Cys Ser Glu Asn Leu Phe His Cys His Thr Gly Lys Cys 

340 345 350 

Leu Asn Tyr Ser Leu Val Cys Asp Gly Tyr Asp Asp Cys Gly Asp Leu 

355 360 365 

Ser Asp Glu Gin Asn Cys Asp Cys Asn Pro Thr Thr Glu His Arg Cys 

370 375 380 

Gly Asp Gly Arg Cys He Ala Met Glu Trp Val Cys Asp Gly Asp His 
385 390 395 400 

Asp Cys Val Asp Lys Ser Asp Glu Val Asn Cys Ser Cys His Ser Gin 

405 410 415 

Gly Leu Val Glu Cys Arg Asn Gly Gin- Cys He Pro Ser Thr Phe Gin 

420 425 430 

Cys Asp Gly Asp Glu Asp Cys Lys Asp Gly Ser Asp Glu Glu Asn Cys 

435 440 445 

Ser Val He Gin Thr Ser Cys Gin Glu Gly Asp Gin Arg Cys Leu Tyr 

450 455 460 

Asn Pro Cys Leu Asp Ser Cys Gly Gly Ser Ser Leu Cys Asp Pro Asn 
465 470 475 480 

Asn Ser Leu Asn Asn Cys Ser Gin Cys Glu Pro He Thr Leu Glu Leu 

485 490 495 

Cys Met Asn Leu Pro Tyr Asn Ser Thr Ser Tyr Pro Asn Tyr Phe Gly 

500 505 510 

His Arg Thr Gin Lys Glu Ala Ser He Ser Trp Glu Ser Ser Leu Phe 

515 520 525 

Pro Ala Leu Val Gin Thr Asn Cys Tyr Lys Tyr Leu Met Phe Phe Ser 

530 535 540 

Cys Thr He Leu Val Pro Lys Cys Asp Val Asn Thr Gly Glu His He 
545 550 555 560 

Pro Pro Cys Arg Ala Leu Cys Glu His Ser Lys Glu Arg Cys Glu Ser 

565 570 575 

Val Leu Gly He Val Gly Leu Gin Trp Pro Glu Asp Thr Asp Cys Ser 

580 585 590 

Gin Phe Pro Glu Glu Asn Ser Asp Asn Gin Thr Cys Leu Met Pro Asp 

595 600 605 

Glu Tyr Val Glu Glu Cys Ser Pro Ser His Phe Lys Cys Arg Ser Gly 

610 615 620 

Gin Cys Val Leu Ala Ser Arg Arg Cys Asp Gly Gin Ala Asp Cys Asp 
625 630 635 640 

Asp Asp Ser Asp Glu Glu Asn Cys Gly Cys Lys Glu Arg Asp Leu Trp 

645 650 655 

Glu Cys Pro Ser Asn Lys Gin Cys Leu Lys His Thr Val He Cys Asp 

660 665 670 

Gly Phe Pro Asp Cys Pro Asp Tyr Met Asp Glu Lys Asn Cys Ser Phe 

675 680 635 

Cys Gin Asp Asp Glu Leu Glu Cys Ala Asn His Ala Cys val Ser Arg 

690 695 700 

Asp Leu Trp Cys Asp Gly Glu Ala Asp Cys Ser Asp Ser Ser Asp Glu 
705 710 715 720 

Trp Asp Cys Val Thr Leu Ser He Asn Val Asn Ser Ser Ser Phe Leu 

725 730 735 

Met Val His Arg Ala Ala Thr Glu His His Val Cys Ala Asp Gly Trp 

740 745 750 

Gin Glu He Leu Ser Gin Leu Ala Cys Lys Gin Met Gly Leu Gly Glu 

755 760 765 

Pro Ser Val Thr Lys Leu He Gin Glu Gin Glu Lys Glu Pro Arg Trp 

770 775 780 

Leu Thr Leu His Ser Asn Trp Glu Ser Leu Asn Gly Thr Thr Leu His 
785 790 795 800 
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Glu 


Leu 


Leu 


Val 


Asn 
805 


Gly 


Gin 


Ser 


Cys 


Glu 
810 


Ser 


Arg 


Ser 


Lys 


He 
815 


Ser 


Leu 


Leu 


Cys 


Thr 
820 


Lys 


Gin 


Asp 


Cys 


Gly 
825 


Arg 


Arg 


Pro 


Ala 


Ala 
830 


Arg 


Met 


Asn 


Lys 


Arg 
835 


He 


Leu 


Gly 


Gly 


Arg 
840 


Thr 


Ser 


Arg 


Pro 


Gly 
845 


Arg 


Trp 


Pro 


Trp 


Gin 
850 


Cys 


Ser 


Leu 


Gin 


Ser 
855 


Glu 


Pro 


Ser 


Gly 


His 
860 


lie 


Cys 


Gly 


Cys 


val 


Leu 


He 


Ala 


Lys 


Lys 


Trp 


Val 


Leu 


Thr 


Val 


Ala 


His 


Cys 


Phe 


Glu 


865 










870 










875 










880 


Gly 


Arg 


Glu 


Asn 


Ala 
885 


Ala 


Val 


Trp 


Lys 


Val 
890 


Val 


Leu 


Gly 


He 


Asn 
895 


Asn 


Leu 


Asp 


His 


Pro 
900 


Ser 


Val 


Phe 


Met 


Gin 
905 


Thr 


Arg 


Phe 


Val 


Lys 
910 


Thr 


He 


lie 


Leu 


His 
915 


Pro 


Arg 


Tyr 


Ser 


Arg 
920 


Ala 


Val 


Val 


Asp 


Tyr 
925 


Asp 


He 


Ser 


lie 


val 
930 


Glu 


Leu 


Ser 


Glu 


Asp 
935 


He 


Ser 


Glu 


Thr 


Gly 
940 


Tyr 


Val 


Arg 


Pro 


Val 


Cys 


Leu 


Pro 


Asn 


Pro 


Glu 


Gin 


Trp 


Leu 


Glu 


Pro 


Asp 


Thr 


Tyr 


Cys 


945 










950 










955 










960 


Tyr 


He 


Thr 


Gly 


Trp 
965 


Gly 


His 


Met 


Gly 


Asn 
970 


Lys 


Met 


Pro 


Phe 


Lys 
975 


Leu 


Gin 


Glu 


Gly 


Glu 
980 


Val 


Arg 


He 


He 


Ser 
985 


Leu 


Glu 


His 


Cys 


Gin 
990 


Ser 


Tyr 


Phe 


Asp 


Met 


Lys 


Thr 


He 


Thr 


Thr 


Arg 


Met 


He 


Cys 


Ala 


Gly 


Tyr 


Glu 






995 








1000 








1005 








Ser 


Gly 


Thr 


Val 


Asp 


Ser 


Cys 


Met 


Gly 


Asp 


Ser 


Gly Gly 


Pro 


Leu 


val 


1010 








1015 








1020 










Cys 


Glu 


Lys 


Pro 


Gly 


Gly 


Arg 


Trp 


Thr 


Leu 


Phe Gly Leu 


Thr 


Ser 


Trp 


L025 








1030 








1035 








1040 


Gly 


Ser 


Val 


Cys 


Phe 


Ser 


Lys 


Val 


Leu 


Gly 


Pro Gly Val 


Tyr 


Ser 


Asn 








1045 








1050 








1055 




Val 


Ser 


Tyr 


Phe 


Val 


Glu 


Trp 


He 


Lys Arg 


Gin 


He 


Tyr 


He 


Gin Thr 



1060 1065 1070 



Phe Leu Leu Asn 
10751076 
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Lys 


Val 


He 


Leu 


Ser 


Ser 


Glu 


Met 


Ser Lys 


Thr Asn Lys 


Ser 


Lys Ser 


1 








5 








10 






15 


Gly 


Ser 


Arg 


Ser 


Ser 


Arg 


Ser 


Arg 


Ser Ala 


Ser Arg Ser 


Arg 


Ser Arg 








20 










25 




30 




Ser 


Phe 


Ser 


Lys 


Ser 


Arg 


Ser 


Arg 


Ser Arg 


Ser Leu Ser 


Arg 


Ser Arg 






35 










40 




45 






Lys 


Arg 


Arg 


Leu 


Ser 


Ser 


Arg 


Ser 


Arg Ser 


Arg Ser Tyr 


Ser 


Pro Ala 




50 










55 






60 






His 


Asn 


Arg 


Glu 


Arg 


Asn 


His 


Pro 


Arg Val 


Tyr Gin Asn 


Arg 


Asp Phe 


65 










70 








75 




' 80 


Arg 


Gly 


His 


Asn 


Arg 


Gly 


Tyr 


Arg 


Arg Pro 


Tyr Tyr Phe 


Arg 


Gly Arg 










85 








90 






95 


Asn 


Arg 


Gly 


Phe 


Tyr 


Pro 


Trp 


Gly 


Gin Tyr 


Asn Arg Gly 


Gly 


Tyr Gly 








100 










105 




110 




Asn 


Tyr 


Arg 


Ser 


Asn 


Trp 


Gin 


Asn 


Tyr Arg 


Gin Ala Tyr 


Ser 


Pro Arg 






115 










120 




125 






Arg 


Gly 


Arg 


Ser 


Arg 


Ser 


Arg 


Ser 


Pro - Lys 


Arg Arg Ser 


Pro 


Ser Pro 




130 










135 






140 
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Arg Ser Arg Ser His Ser Arg Asn Ser Asp Lys Ser Ser Ser Asp Arg 
145 "* 150 155 160 

Ser Arg Arg Ser Ser Ser Ser Arg Ser Ser Ser Asn His Ser Arg Val 

165 170 175 

Glu Ser Ser Lys Arg Lys Ser Ala Lys Glu Lys Lys Ser Ser Ser Lys 

180 185 190 

Asp Ser Arg Pro Ser Gin Ala Ala Gly Asp Asn Gin Gly Asp Glu Val 

195 200 205 

Lys Glu Gin Thr Phe Ser Gly Gly Thr Ser Gin Asp Thr Lys Ala Ser 

210 215 220 

Glu Ser Ser Lys Pro Trp Pro Asp Ala Thr Tyr Gly Thr Gly Ser Ala 
225 230 235 240 

Ser Arg Ala Ser Ala Val Ser Glu Leu Ser Pro Arg Glu Arg Ser Pro 

245 250 255 

Ala Leu Lys Ser Pro Leu Gin Ser Val Val Val Arg Arg Arg Ser Pro 

260 265 270 

Arg Pro Ser Pro Val Pro Lys Pro Ser Pro Pro Leu Ser Ser Thr Ser 

275 280 285 

Gin Met Gly Ser Thr Leu Pro Ser Gly Ala Gly Tyr Gin Ser Gly Thr 

290 295 300 

His Gin Gly Gin Phe Asp His Gly Ser Gly Ser Leu Ser Pro Ser Lys 
305 310 315 320 

Lys Ser Pro Val Gly Lys Ser Pro Pro Ser Thr Gly Ser Thr Tyr Gly 

325 330 335 

Ser Ser Gin Lys Glu Glu Ser Ala Ala Ser Gly Gly Ala Ala Tyr Thr 

340 345 350 

Lys Arg Tyr Leu Glu Glu Gin Lys Thr Glu Asn Gly Lys Asp Lys Glu 

355 360 365 

Gin Lys Gin Thr Asn Thr Asp Lys Glu Lys He Lys Glu Lys Gly Ser 

370 375 3B0 

Phe Ser Asp Thr Gly Leu Gly Asp Gly Lys Met Lys Ser Asp Ser Phe 
385 390 395 400 

Ala Pro Lys Thr Asp Ser Glu Lys Pro Phe Arg Gly Ser Gin Ser Pro 

405 410 415 

Lys Arg Tyr Lys Leu Arg Asp Asp Phe Glu Lys Lys Met Ala Asp Phe 

420 425 430 

His Lys Glu Glu Met Asp Asp Gin Asp Lys Asp Lys Ala Lys Gly Arg 

435 440 445 

Lys Glu Ser Glu Phe Asp Asp Glu Pro Lys Phe Met Ser Lys Val He 

450 " 455 460 

Gly Ala Asn Lys Asn Gin Glu Glu Glu Lys Ser Gly Lys Trp Glu Gly 
465 470 475 480 

Leu Val Tyr Ala Pro Pro Gly Lys Glu Lys Gin Arg Lys Thr Glu Glu 

485 490 495 

Leu Glu Glu Glu Ser Phe Pro Glu Arg Ser Lys Lys Glu Asp Arg Gly 

500 505 510 

Lys Arg Ser Glu Gly Gly His Arg Gly Phe Val Pro Glu Lys Asn Phe 

515 520 525 

Arg Val Thr Ala Tyr Lys Ala Val Gin Glu Lys Ser Ser Ser Pro Pro 

530 535 540 

Pro Arg Lys Thr Ser Glu Ser Arg Asp Lys Leu Gly Ala Lys Gly Asp 
545 550 555 560 

Phe Pro Thr Gly Lys Ser Ser Phe Ser He Thr Arg Glu Ala Gin Val 

565 570 575 

Asn Val Arg Met Asp Ser Phe Asp Glu Asp Leu Ala Arg Pro Ser Gly 

580 585 590 

Leu Leu Ala Gin Glu Arg Lys Leu Cys Arg Asp Leu Val His Ser Asn 

595 600 605 

Lys Lys Glu Gin Glu Phe Arg Ser He Phe Gin His He Gin Ser Ala 

610 615 620 

Gin Ser Gin Arg Ser Pro Ser Glu Leu Phe Ala Gin His He Val Thr 
625 " 630. 635 640 

He Val His His Val Lys Glu His His Phe Gly Ser Ser Gly Met Thr 
645 650 655 
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Leu 


His 


Glu 


Arg 


Phe 


Thr 


Lys 


Tyr 


Leu Lys Arg Gly Thr 


Glu Gin Glu 








660 










665 


670 


Ala 


Ala 


Lys 


Asn 


Lys 


Lys 


Ser 


Pro 


Glu He His Arg Arg 


He Asp He 






675 










680 


685 




Ser 


Pro 


Ser 


Thr 


Phe 


Arg 


Lys 


His 


Gly Leu Ala His Asp 


Glu Met Lys 




690 










695 




700 




Ser 


Pro 


Arg 


GlU 


Pro 


Gly 


Tyr 


Lys 


Ala Glu Gly Lys Tyr 


Lys Asp Asp 


705 










710 






715 


720 


Pro 


Val 


Asp 


Leu 


Arg 


Leu 


Asp 


He 


Glu Arg Arg Lys Lys 


His Lys Glu 










725 








730 


735 


Arg 


Asp 


Leu 


Lys 


Arg 


Gly 


Lys 


Ser 


Arg Glu Ser Val Asp 


Ser Arg Asp 








740 










745 


750 


Ser 


Ser 


His 


Ser 


Arg 


Glu 


Arg 


Ser 


Ala Glu Lys Thr Glu 


Lys Thr His 






755 










760 


755 




Lys 


Gly 


Ser 


Lys 


Lys 


Gin 


Lys 


Lys 


His Arg Arg Ala Arg 


Asp Arg Ser 




770 










775 




780 




Arg 


Ser 


Ser 


Ser 


Ser 


Ser 


Ser 


Gin 


Ser Ser His Ser Tyr 


Lys Ala Glu 


785 










790 






795 


800 


GlU 


Tyr 


Thr 


Glu 


Glu 


Thr 


.Glil 


Glu 


Arg Glu Glu Ser Thr 


Thr Gly Phe 










805 








810 


815 


Asp 


Lys 


Ser 


Arg 


Leu 


Gly Thr 


Lys 


Asp Phe Val Gly Pro 


Ser Glu Arg 








820 










825 


830 


Gly 


Gly 


Gly 


Arg 


Ala 


Arg Gly 


Thr 


Phe Gin Phe Arg Ala 


Arg Gly Arg 






835 










840 


845 




Gly 


Trp 


Gly 


Arg 


Gly 


Asn Tyr 


Ser 


Gly Asn Asn Asn Asn 


Asn Ser Asn 




850 










855 




860 




Asn 


Asp 


Phe 


Gin 


Lys 


Arg Asn 


Arg 


Glu Glu Glu Trp Asp 


Pro Glu Tyr 


865 










870 






875 


880 


Thr 


Pro 


Lys 


Ser 


Lys 


Lys Tyr 


Tyr 


Leu His Asp Asp Arg 


Glu Gly Glu 










885 








890 


895 


Gly 


Ser 


Asp 


Lys 


Trp 


Val 


Ser 


Arg 


Gly Arg Gly Arg Gly 


Ala Phe Pro 








900 










905 


910 


Arg 


Gly 


Arg 


Gly 


Arg 


Phe 


Met 


Phe 


Arg Lys Ser Ser Thr 


Ser Pro Lys 






915 










920 


925 




Trp 


Ala 


His 


Asp 


Lys 


Phe 


Ser 


Gly 


Glu Glu Gly Glu He 


Glu Asp Asp 




930 










935 




940 




Glu 


Ser 


Gly 


Thr 


Glu 


Asn Arg 


Glu 


Glu Lys Asp Asn He 


Gin Pro Thr 


945 










950 






955 


960 



Thr Glu 
962 
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Cys 


Pro 


Ala 


Leu 


Gly 


Gly Arg 


Gin 


Asp Leu Gin Gly Thr Arg Leu Leu 


l 








5 






10 15 


Trp 


Ala 


His 


Asp 


Ser 


Gly Val 


Gly 


Gly Gin Lys Ala Lys Ser Lys Gin 








20 








25 30 


Glu 


Asn 


Leu 


Glu 


Ser 


Leu Glu 


Ala 


Thr Gly Arg Glu Glu Glu Gly Gly 






35 








40 


45 


Gin 


Gly 


Pro 


Pro 


Val 


Thr Thr 


Lys 


Gly Val Leu Leu Ala Leu Leu Met 




50 








55 




60 


Ala 


Gly 


Leu 


Ala 


Leu 


Gin Pro 


Gly 


Thr Ala Leu Leu Cys Tyr Ser Cys 


65 










70 




75 80 


Lys 


Ala 


Gin 


Val 


Ser 


Asn Glu 


Asp 


Cys Leu Gin Val Glu Asn Cys Thr 










85 






90 95 


Gin 


Leu 


Gly 


Glu 


Gin 


Cys Trp 


Thr 


Ala Arg He Arg Glu Trp Gly Asp 








100 








105 ~ 110 
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Asp Ser Arg Gin Ala 
115 117 
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Asn Pro 


Pro 


Ser Ala 


Cys Thr Pro 


1 






5 




Arg Gly 


Arg 


Asp 


Leu 


Ala Phe Asp 






20 






Ser Asp 


Pro 


Arg Arg 


Pro Asn Lys 




35 






40 


Ser Glu 


Cys 


Asn 


Pro 


Ala Leu Asp 


50 








55 


Leu Leu 


Gly 


Met 


lie 


Phe Ser Met 


65 








70 


Trp Cys 


Ala 


Trp 


Val 


Ala Val Tyr 








85 




Ser Arg 


Ser 


Ser 


Glu 


Asp Thr Lys 






100 






Ser lie 


Ser 


Ala 


Val 


Val Met Ser 




115 






120 


Thr Pro 


Pro 


Trp 






130 




132 







Gly Ser Cys Asp Ser Cys Ser Gly 

10 15 
Ser Val Trp Ser Thr Asn Asn Met 

25 30 
Val Leu Arg Tyr Lys Pro Pro Pro 
45 

Asp Pro Thr Pro Asp Tyr Met Asn 
60 

Cys Gly Leu Met Leu Lys Leu Lys 
75 80 
Cys Ser Phe lie Ser Phe Ala Asn 

50 95 
Gin Met Met Ser Ser Phe Met Leu 
105 HO 
Tyr Leu Gin Asn Pro Gin Pro Met 
125 



<210> 2349 
<211> 344 
<212> PRT 

<213> Homo sapiens 



<400> 2349 

Ala Ser Ala Ser His lie Thr Ser Gly His Leu Arg Cys Phe Pro Gly 

15 10 15 

Se^ Glu Gly Val Gly Thr Met Ala Arg Cys Phe Ser Leu Val Leu Leu 

20 25 30 

Leu Thr Ser He Trp Thr Thr Arg Leu Leu Val Gin Gly Ser Leu Arg 

35 40 45 

Ala Glu Glu Leu Ser He Gin Val Ser Cys Arg lie Met Gly He Thr 

50 55 60 

Leu Val Ser Lys Lys Ala Asn Gin Gin Leu Asn Phe Thr Glu Ala Lys 
65 " 70 75 80 

Glu Ala Cys Arg Leu Leu Gly Leu Ser Leu Ala Gly Lys Asp Gin Val 

85 90 95 

Glu Thr Ala Leu Lys Ala Ser Phe Glu Thr Cys Ser Tyr Gly Trp Val 

100 105 HO 

Gly Asp Gly Phe Val Val He Ser Arg He Ser Pro Asn Pro Lys Cys 

1X5 120 125 

Gly Lys Asn Gly Val Gly Val Leu He Trp Lys Val Pro Val Ser Arg 

130 135 140 

Gin Phe Ala Ala Tyr Cys Tyr Asn Ser Ser Asp Thr Trp Thr Asn Ser 
145 150 155 ISO 

Cys lie Pro Glu He He Thr Thr Lys Asp Pro He Phe Asn tfhr Gin 

165 170 175 

Thr Ala Thr Gin Thr Thr Glu Phe He Val Ser Asp Ser Thr Tyr Ser 
180 185 190 
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Val 


Ala 


Ser 


Pro 


Tvr 


Ser 


Thr 


He 


Pro 






195 










200 




Ala 


Pro 


Ala 


Ser 


Thr 


Ser 


He 


Pro 


Arg 




210 










215 






Thr 


Glu 


Val 


Phe 


Met 


GlU 


Thr 


Ser 


Thr 


225 










230 








Phe 


Val 


Glu 


Asn 


Lys 


Ala 


Ala 


Phe 


Lye 










245 










Gly 


Val 


Pro 


Thr 


Ala 


Leu 


Leu 


Val 


lieu 








260 










265 


Ala 


Ala 


Gly 


Leu 


Gly 


Phe 


Cys 


Tyr 


Val 






275 










280 




Pro 


Phe 


Thr 


Asn 


Lys 


Asn 


Gin 


Gin 


Lys 




290 










295 






Val 


Lys 


Glu 


Glu 


Lys 


Ala 


Asn 


Asp 


Ser 


305 










310 








Lvs 


Thr 


Asp 


Lys 


Asn 


Pro 


Glu 


Glu 


Ser 










325 










Met 


Arg 


Cys 


Leu 


Glu 


Ala 


Glu 


Val 










340 








344 
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Lvs 


Glu 


Arg 


Cys 


Gin 


Phe 


Val 


Val 


Lvs 


1 








5 










Ser 


Phe 


Leu 


Gin 


Asp 


Leu 


Gin 


Asn 


Glu 








20 










25 


Ala 


lie 


Phe 


Thr 


Ala 


Asp 


Glv 


Asn 


Met 






35 










40 




Ast> 


He 


Leu 


Leu 


Met 


Asn 


Asd 


Phe 


Lvs 




50 










55 






Tyr 


Asp 


Val 


Gin 


Cys 


Pro 


Lvs 


Arcr 


Glu 


65 










70 








Ala 


Glu 


Met 


GlU 


His 


Met 


Lys 


Ser 


Leu 










85 










Leu 


His 


Leu 


Glu 


Glu 


Ser 


Gin 


Lys 


Lys 








100 










105 


Lvs 


He 


Asp 


His 


Leu 


Lys 


Glu 


Gin 


Leu 






115 










120 




Ala 


Gly 


He 


Glu 


Ala 


His 


Ser 


Glu 


Ala 




130 










135 






Ala 


Gly 


Leu 


Ala 


Leu 


Leu 


Ser 


He 


Gin 


145 










150 








Thr 


Trp 


Trp 


Val 


Tyr 


Ser 


Trp 


Asp 


He 










165 










lie 


Thr 


Phe 


Ala 


Asn 


Ser 


Met 


Val 


Phe 








180 










185 


Arg 


Gin 


Asp 


Tyr 


Thr 


Tyr 


Ser 


Ala 


Val 






195 










200 




Phe 


Phe 


His 


Lys 


Lys 


Ser 


Lys 


Gin 


Gin 




210 










215 






Asn 


Lys 


Leu 


Lys 


Glu 


Asp 


Leu 


Ala 


Lys 


225 










230 








Ala 


Arg 


His 


Ser 


Leu 


Cys 


Leu 


Gin 


Met 










245 










Lys 


Asn 


















258 
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Ala 


Pro 


Thr Thr Thr Pro 


Pro 






205 




Arg 


Lys 


Lys Leu He Cys 


Val 






220 




Met 


Ser 


Thr Glu Thr Glu 


Pro 




235 




240 


Asn 


Glu 


Ala Ala Gly Phe 


Gly 


250 




255 




Ala 


Leu 


Leu Phe Phe Gly 


Ala 






270 




Lys 


Arg 


Tyr Val Lys Ala 


Phe 






285 




Glu 


Met 


He Glu Thr Lys 


Val 






300 




Asn 


Pro 


Asn Glu Glu Ser 


Lys 




315 




320 


Lys 


Ser 


Pro Ser Lys Thr 


Thr 


330 




335 




Pro 


Met 


Leu Ser Thr Val 


Gly 
* * 


10 




15 




Asp 


Lys 


Gly XI e Lys Thr 


Ala 






30 




lie 


Ser 


ftla Ser Thr Leu 


Met 






45 




Leu 


Val 


lie Asn Lys He 


Ala 






60 




Lys 


Pro 


Ser Asn Glu His 


Thr 




75 




80 


Val 


His 


Arg Leu Phe Thr 


He 


90 




95 




Arg 


Glu 


His His Leu Leu 


Glu 






110 




Gin 


Pro 


Leu Glu Gin Val 


Lvs 






125 




Lys 


Thr 


Ser Gly Leu Leu 


Trp 






140 




Gly 


Gly 


Ala Leu Ala Trp 


Leu 




155 




160 


Met 


Glu 


Pro Val Thr Tyr 


Phe 


170 




175 




Phe 


Ala 


Tyr Phe He Val 


Thr 






190 




Lys 


Ser 


Arg Gin Phe Leu 


Gin 






205 




His 


Phe 


Asp Val Gin Gin 


Tyr 






220 




Ala 


Lys 


Glu Ser Leu Lys 


Gin 




235 




240 


Gin 


Val 


Glu Glu Leu Asn 


Glu 


250 




255 
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<210> 2351 
<211> 3.78 
<212> PRT 

<213> Homo sapiens 



<400> 2351 

Val Qly Phe Trp Glu Arg Pro lieu Arg Ser Ser Arg Trp Phe Arg Arg 

15 10 15 

Ser Leu Arg Arg Trp Glu Met Leu Ala Arg Ala Ala Arg Gly Thr Gly 

20 25 30 

Ala Leu Leu Leu Arg Gly Ser Leu Leu Ala Ser Gly Arg Ala Pro Arg 

35 40 45 

Arg Ala Ser Ser Gly Leu Pro Arg Asn Thr Val Val Leu Phe Val Pro 

50 55 60 

Gin Gin Glu Ala Trp Val Val Glu Arg Met Gly Arg Phe His Arg He 
65 70 75 80 

Leu Glu Pro Gly Leu Asn He Leu He Pro Val Leu Asp Arg He Arg 

85 50 35 

Tyr Val Gin Ser Leu Lys Glu He Val He Asn Val Pro Glu Gin Ser 

100 105 HO 

Ala Val Thr Leu Asp Asn Val Thr Leu Gin He Asp Gly val Leu Tyr 

115 120 125 

Leu Arg He Met Asp Pro Tyr Lys Ala Ser Tyr Gly Val Glu Asp Pro 

130 135 140 

Glu Tyr Ala Val Thr Gin Leu Ala Gin Thr Thr Met Arg Ser Glu Leu 
145 150 155 160 

Gly Lys Leu Ser Leu Asp Lys Val Phe Arg Glu Arg Glu Ser Leu Asn 

165 170 175 

Ala Ser He Val Asp Ala He Asn Gin Ala Ala Asp Cys Trp Gly He 

180 185 190 

Arg Cys Leu Arg Tyr Glu He Lys Asp He His Val Pro Pro Arg Val 

195 200 205 

Lys Glu Ser Met Gin Met Gin Val Glu Ala Glu Arg Arg Lys Arg Ala 

210 215 220 

Thr Val Leu Glu Ser Glu Gly Thr Arg Glu Ser Ala He Asn Val Ala 
225 230 235 240 

Glu Gly Lys Lys Gin Ala Gin He Leu Ala Ser Glu Ala Glu Lys Ala 

245 250 255 

Glu Gin He Asn Gin Ala Ala Gly Glu Ala Ser Ala Val Leu Ala Lys 

260 265 270 

Ala Lys Ala Lys Ala Glu Ala He Arg He Leu Ala Ala Ala Leu Thr 

275 280 285 

Gin His Asn Gly Asp Ala Ala Ala Ser Leu Thr Val Ala Glu Gin Tyr 

290 295 300 

Val Ser Ala Phe Ser Lys Leu Ala Lys Asp Ser Asn Thr He Leu Leu 
305 310 315 320 

Pro Ser Asn Pro Gly Asp Val Thr Ser Met Val Ala Gin Ala Met Gly 

325 330 335 

Val Tyr Gly Ala Leu Thr Lys Ala Pro Val Pro Gly Thr Pro Asp Ser 

340 345 350 

Leu Ser Ser Gly Ser Ser Arg Asp Val Gin Gly Thr Asp Ala Ser Leu 

355 360 365 

Asp Glu Glu Leu Asp Arg Val Lys Met Ser 
370 375 378 



<210> 2352 
<211> 269 
<212> PRT 



1411 
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<213> Homo 


sapiens 










<400> 2352 












Asn 


Arg 


Glu 


Asn 


Leu 


Leu 


Glu 


Ser 


Arg 


1 








5 










Gly 


Val 


Gin 


Leu 


Arg 


Thr 


Thr 


Asn 


Glu 








20 










25 


Arg 


His 


Thr 


Gly 


Phe 


Lys 


Thr 


Leu 


Gin 






35 










40 




Leu 


Leu 


Leu 


Gin 


Leu 


Arg 


Thr 


Gly 


Met 




50 










55 






lie 


Cys 


Phe 


His 


His 


Val 


Lys 


He 


Tyr 


65 










70 








Gin 


Lys 


Ser 


Cys 


Cys 


Asp 


Pro 


Phe 


Asn 










85 










Lys 


Asn 


Leu 


His 


Val 


He 


Asp 


Leu 


Asp 








100 










105 


Lys 


Phe 


Gly 


Arg 


Gin 


Leu 


Val 


Pro 


Gly 






115 










120 




Thr 


Gin 


He 


He 


Asn 


Gly 


Ser 


Val 


Asp 




130 










135 






Lys 


Arg 


Lys 


Pro 


Glu 


Ser 


Asp 


Gly 


Arg 


145 










150 








Leu 


Gin 


Phe 


Thr 


Asn 


Pro 


Gly 


Arg 


Gin 










165 










Gly 


Lys 


Arg 


Glu 


Lys 


Arg 


Arg 


Leu 


Thr 


















185 


Asp 


Arg 


Gin 


Val 


He 


Pro 


Ala 


Lys 


Ser 






195 










200 




Leu 


Leu 


He 


Phe 


Ser 


Gly 


Met 


Asp 


Leu 




210 
















Cys 


Leu 


Gly 


Cys 


Phe 


Tyr 


Ala 


Cys 


Pro 


225 










230 








Gly 


Ala 


Glu 


Cys 


Arg 


Cys 


Asp 


Arg 


Lys 










245 










lie 


Glu 


Gly 


Gly 


Glu 


He 


He 


His 


Asn 








260 










265 




<210> 2353 














<211> 470 














<212> PRT 














<213> Homo 


sapiens 










<400> 2353 












Thr 


Glu 


Trp 


Gly 


Leu 


Ser 


Gly 


Ser 


Cys 


1 








5 










Pro 


Gly 


Ser 


Arg 


Gly 


Arg 


Gly 


Ala 


Ala 








20 










25 


Arg 


Arg 


Leu 


Pro 


Glu 


Pro 


ser 


pro 


Phe 






35 










40 




Gin 


Ser 


Gin 


Pro 


Pro 


Ala 


Pro 


Val 


Pro 




50 










55 






Met 


His 


Pro 


Ala 


Val 


Phe 


Leu 


Ser 


Leu 


65 










70 








Leu 


Leu 


Leu 


Val 


Thr 


Trp 


Val 


Phe 


Thr 










85 










Ser 


Leu 


Asp 


Thr 


Glu 


Asn 


He 


Asp 


Glu 








100 










105 


Ala 


Leu 


Val 


Asn 


Phe 


Tyr 


Ala 


Asp 


Trp 



115 120 



PCT/US01703800 



Met 


Met 


Asp Pro 


Cys Ser 


Val 


10 






15 




Cys 


His 


Lys Thr 


Tyr Tyr 


Thr 








30 




Glu 


Leu 


Ser Ser 


Asn Asp 


Met 






45 






Thr 


Leu 


Ser Gly 


Asn Asn 


Thr 






60 






He 


Asp 


Arg Phe 


Glu Asp 


Leu 




75 






80 


He 


His 


Lys Lys 


Leu Ala 


Lys 


90 






95 




Asp 


Ala 


Thr Phe 


Leu Ser 


Ala 








110 




Trp 


Lys 


Leu Cys 


Pro Lys 


Cys 






125 






Val 


Asp 


Thr Glu 


Asp Arg 


Gin 






140 






Thr 


Ala 


Lys Ala 


Leu Arg 


Ser 




155 






160 


Thr 


Glu 


Phe Ala 


Pro Glu 


Thr 


170 






175 




Lys 


Asn 


Ala Thr 


Ala Gly 


Ser 








190 




Lys 


Val 


Tyr Asp 


Ser Gin 


Gly 






205 






Cys 


Asp 


Cys Leu. 


Asp Glu 


Asp 






220 






Ala 


Cys 


Gly Ser 


Thr Lys 


Cys 




235 






240 


Trp 


Leu 


Tyr Glu 


Gin He 


Glu 


250 






255 




Lys 


His 


Ala Gly 










269 






Pro 


Gly 


Cys Ser 


Pro Leu 


Glu 


10 






15 




Ala 


Trp 


Arg He 


Leu Arg 


Cys 








30 




Leu 


Thr 


Gin Pro 


Asn Leu 


Ala 






45 






Val 


Thr 


Asp Pro 


Ser Val 


Thr 






60 






Pro 


Asp 


Leu Arg 


Cys Ser 


Leu 




75 






80 


Pro 


Val 


Thr Thr 


Glu He 


Thr 


90 






95 




He 


Leu 


Asn Asn 


Ala Asp 


Val 








110 




Cys 


Arg 


Phe Ser 


Gin Met 


Leu 



12S 
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His Pro He Phe Glu Glu Ala Ser Asp Val He Lys Glu Glu Phe Pro 

130 135 140 

Asn Glu Asn Gin Val Val Phe Ala Arg Val Asp Cys Asp Gin His Ser 
145 150 155 160 

Asp He Ala Gin Arg Tyr Arg He Ser Lys Tyr Pro Thr Leu Lys Leu 

165 170 175 

Phe Arg Asn Gly Met Met Met Lys Arg Glu Tyr Arg Gly Gin Arg Ser 

180 185 190 

Val Lys Ala Leu Ala Asp Tyr He Arg Gin Gin Lys Ser Asp Pro He 

195 200 205 

Gin Glu He Arg Asp Leu Ala Glu He Thr Thr Leu Asp Arg Ser Lys 

210 , 215 220 

Arg Asn He He Gly Tyr Phe Glu Gin Lys Asp Ser Asp Asn Tyr Arg 
225 230 235 240 

Val Phe Glu Arg Val Ala Asn He Leu His Asp Asp Cys Ala Phe Leu 

245 250 255 

Ser Ala Phe Gly Asp Val Ser Lys Pro Glu Arg Tyr Ser Gly Asp Asn 

260 265 270 

He He Tyr Lys Pro Pro Gly His Ser Ala Pro Asp Met Val Tyr Leu 

275 280 285 

Gly Ala Met Thr Asn Phe Asp Val Thr Tyr Asn Trp He Gin Asp Lys 

290 295 300 

Cys Val Pro Leu Val Arg Glu He Thr Phe Glu Asn Gly Glu Glu Leu 
305 310 315 320 

Thr Glu Glu Gly Leu Pro Phe Leu He Leu Phe His Met Lys Glu Asp 

325 330 335 

Thr Glu Ser Leu Glu He Phe Gin Asn Glu Val Ala Arg Gin Leu He 

340 345 350 

Ser Glu Lys Gly Thr He Asn Phe Leu His Ala Asp Cys Asp Lys Phe 

355 360 365 

Arg His Pro Leu Leu His lie Gin Lys Thr Pro Ala Asp Cys Pro Val 

370 ' 375 380 

lie Ala He Asp Ser Phe Arg His Met Tyr Val Phe Gly Asp Phe Lys 
385 390 395 400 

Asp Val Leu He Pro Gly Lys Leu Lys Gin Phe Val Phe Asp Leu His 

405 410' 415 

Ser Gly Lys Leu His Arg Glu Phe His His Gly Pro Asp Pro Thr Asp 

420 425 430 

Thr Ala Pro Gly Glu Gin Ala Gin Asp Val Ala Ser Ser Pro Pro Glu 

435 440 445 

Ser Ser Phe Gin Lys Leu Ala Pro Ser Glu Tyr Arg Tyr Thr Leu Leu 

450 455 460 

Arg Asp Arg Asp Glu Leu 
465 470 



<210> 2354 

<211> 174 

<212> PRT 

<213> Homo sapiens 



c400> 2354 
Gly Leu Ser Arg Lys Leu Arg Ala 

1 5 
Val Ser Pro Cys Gly Ser Trp Val 
20 

Cys Ala Ala Ala Arg Ser Pro Ala 
35 40 
Tyr Pro Ala Tyr Leu Asn Asn Lys 

50 55 
He Pro He Ser Lys Ala Val Glu 
65 70 



Gly Phe Leu Pro Gly Phe Cys Arg 

10 15 
Val Glu Thr Leu Val Lys Met Ala 

25 30 
Asp Gin Asp Arg Phe He Cys He 
45 

Lys Thr He Ala Glu Gly Arg Arg 
60 

Asn Pro Thr Ala Thr Glu He Gin 
75 80 
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Asp 


Val 


Cys 


Ser 


Ala 


Val 


Gly Leu 










85 






Met 


Tyr 


Ser 


Arg 


Glu 


Trp 


Asn Arg 








100 








Arg 


Val 


Gin 


Leu 


Lys 


Gin 


Glu Asp 






115 








120 


Pro 


Ser 


Arg 


Lys 


Ser 


Val 


Met Leu 




130 










135 


Leu 


Lys 


Thr 


Arg 


Thr 


Gin 


Lys Thr 


145 










150 




Gin 


Gly 


Glu 


Gly 


Ser 


Lys 


Lys Gly 










165 








<210> 2355 










<211> 146 










<212> PRT 










<213> Homo 


sapienB 






<400> 2355 








Gin 


Ser 


His 


Glu 


Thr 


Lys 


Met Gin 


1 








5 






Gly 


Leu 


Cys 


Leu 


Leu 


Ser 


Val Gly 








20 








Glu 


Met 


Gly 


Gly 


He 


Thr 


Gin Thr 






35 








40 


Thr 


Thr 


Val 


lie 


Leu 


Thr 


Cys Pro 




50 










55 


Trp 


Gin 


His 


Asn 


Asp 


Lys 


Asn He 


65 










70 




lie 


Gly 


Ser 


Asp 


Glu 


Asp 


His Leu 










85 






Glu 


Gin 


Ser 


Gly 


Tyr 


Tyr 


Val Cys 








100 








Asp 


Ala 


Asn 


Phe 


Tyr 


Leu 


Tyr Leu 






115 








120 


Gin 


Asn 


Arg 


Tyr 


His 


Arg 


Leu Phe 




130 










135 


Ser 


Gin 












145 


146 














<210> 2356 










<211> 101 










<212> PRT 










<213> Homo 


sapiens 






<400> 2356 








Ala 


Val 


Gin 


Arg 


He 


Arg 


His Glu 


1 








5 






Asp 


Leu 


Ser 


His 


Leu 


Ala 


Ala He 








20 








Lys 


Thr Arg 


Ser 


Cys 


Ala 


Gly He 






35 








40 


Ala 


Leu Val 


Phe 


Thr 


Thr 


Arg Tyr 




50 










55 


Ser 


Leu Tyr 


Asn 


Thr 


Ser 


Met Lys 


65 










70 




Val 


Phe 


His 


Leu 


Gin 


Cys 


Thr Gly 



85 



Asn 


Val Phe Leu Glu 


Lys 


Asn 


Lys 




90 




95 




Asp 


Val Gin Tyr Arg 


Gly 


Arg 


Val 


105 




110 






Gly 


Ser Leu Cys Leu 


Val 


Gin 


Phe 




125 








Tyr 


Ala Ala Glu Met 


He 


Pro 


Lys 




140 








Gly 


Gly Ala Asp Gin 


Ser 


Leu 


Gin 




155 






160 


Lys 


Gly Lys Lys Lys 


Lys 








170 


174 







Ser 


Gly Thr His Trp 


Arg 


Val. 


Leu 




10 




15 




val 


Trp Gly Gin Asp 


Gly 


Asn 


Glu 


25 




30 






Pro 


Tyr Lys Val Ser 


He 


Ser 


Gly 




45 








Gin 


Tyr Pro Gly Ser 


Glu 


He 


Leu 




60 








Gly 


Gly Asp Glu Asp 


Asp 


Lys 


Asn 




75 






80 


Ser 


Leu Lys Glu Phe 


Ser 


Glu 


Leu 




90 




95 




Tyr 


Pro Arg Gly Ser 


Lys 


Pro 


Glu 


105 




110 






Arg 


Ala Arg Gly Asn 


Pro 


Gly 


Leu 




125 








Arg 


Glu Asp His Ser 


Lys 


Gly 


His 



140 



Met 


Asn He Phe Arg 


Leu 


Thr 


Gly 




10 




15 




Val 


He Leu Leu Leu 


Lys 


He 


Trp 


25 




30 






Ser 


Gly Lys Ser Gin 


Leu 


Leu 


Phe 




45 








Leu 


Asp Leu Phe Thr 


Ser 


Phe 


He 




60 








Val 


Trp Tyr Ala He 


His 


Arg 


Asn 




75 






80 


Leu 


Trp Thr Leu Asn 


Leu 


Cys 


Gin 




90 




95 
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Leu Cys lie Phe Asn 
100 101 



<210> 2357 

<211> 170 

<212> PRT 

<213> Homo sapiens 



<400s» 2357 

Qly Ala Gly Ala Gly Gly Asp Trp Ala Ala Met Asp Lys Leu Lys Lys 

15 10 15 

Val Leu Ser Gly Gin Asp Thr Glu Asp Arg Ser Gly Leu Ser Glu Val 

20 25 30 

Val Glu Ala Ser Ser Leu Ser Trp Ser Thr Arg He Lys Gly Phe He 

35 40 45 

Ala Cys Phe Ala He Gly He Leu Cys Ser Leu Leu Gly Thr Val Leu 

50 55 60 

Leu Trp Val Pro Arg Lys Gly Leu His Leu Phe Ala Val Phe Tyr Thr 
65 70 75 80 

Phe Gly Asn He Ala Ser He Gly Ser Thr He Phe Leu Met Gly Pro 

85 30 35 

Val Lys Gin Leu Lys Arg Met Phe Glu Pro Thr Arg Leu He Ala Thr 

100 105 HO 

He Met Val Leu Leu Cys Phe Ala Leu Thr Leu Cys Ser Ala Phe Trp 

115 120 125 

Trp His Asn Lys Gly Leu Ala Leu He Phe Cys He Leu Gin Ser Leu 

130 135 140 

Ala Leu Thr Trp Tyr Ser Leu Ser Phe He Pro Phe Ala Arg Asp Ala 
145 150 155 1^0 

Val Lys Lys Cys Phe Ala Val Cys Leu Ala 
165 170 



<210> 2358 

<211> 112 

<212> PRT 

<213> Homo sapiens 





<400> 2358 


Ala 


Gin 


Asp 


He Arg 


1 






5 


Val 


Lys 


His 


Phe Arg 








20 


Pro 


Pro 


His 


Trp Pro 






35 




Met 


Pro 


Ser 


His Arg 




50 






Ser Asp 


Pro 


Arg Trp 


65 








Cys 


Leu 


Pro 


Gly Ala 








85 


Lys 


Cys 


Pro 


Val Asp 








100 



10 15 
rhr Leu Ser His Leu His Gly Leu Pro Asp Pro 

25 30 
Pro Gin Glu Arg Ser Pro Pro Ser His Pro Cys 

40 45 
Pro Gin He Pro Gin Leu Ser Asn Ser Gly Pro 

55 60 
31y Cys Val Gly Pro Ser Met Pro Thr Ser Thr 
70 75 80 

Val Glu Ala Ser Thr Thr Lys Ala Ser Leu Pro 

90 95 
Ser Ser Leu Pro Thr Pro Glu Ala Cys Phe Leu 
105 HO 112 



<210> 2359 
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<211> 273 
<212> PRT 

<213> Homo sapiens 



<400> 2359 



Glu 


Thr 


Arg 


Val 


Lys 


Thr 


Ser 


Leu 


1 








5 








Pro 


Thr 


Gly 


Thr 


Val 


Gly 


Asn 


Thr 








20 










Asn 


Glu 


Thr 


lie 


lie 


Val 


Leu 


Pro 






35 










40 


Ala 


Glu 


Lys 


Pro 


Glu 


Pro 


Thr 


Asn 




50 










55 




His 


Leu 


His 


Ala 


Glu 


lie 


Lys 


Val 


65 










70 






Gly 


Met 


Met 


Val 


Leu 


Ser 


Leu 


Gly 










85 








Ser 


Pro 


Asn 


Phe 


Thr 


Gin 


Val 


Thr 








100 










Pro 


Phe 


lie 


Gly 


Pro 


Phe 


Phe 


Phe 






115 










120 


Ala 


Thr 


Glu 


Lys 


Arg 


Leu 


Thr 


Lys 




130 










135 




Gly 


Ser 


lie 


Leu 


ser 


Ala 


Leu 


Ser 


145 










150 






Ser 


Val 


Lys 


Gin 


Ala 


Thr 


Leu 


Asn 










165 








Asp 


Lys 


Asn 


Asn 


lie 


Pro 


Thr 


Arg 








180 










Asp 


Ser 


Leu 


Tyr 


Thr 


Thr 


Asp 


Cys 






195 










200 


Gly 


Thr 


Leu 


Ser 


Leu 


Met 


Leu 


lie 




210 










215 




Ala 


Val 


Leu 


Thr 


Ala 


Val 


Leu 


Arg 


225 










230 






Pro 


Gly 


Ser 


Val 


Leu 


Phe 


Leu 


Pro 










245 








Met 


Ser 


Ser 


Lys 


Met 


Thr 


His 


Asp 








260 










Ser 
















273 


















<210> 2360 












<211> 157 












<212> PRT 












<213> Homo 


sapiens 








<400> 2360 










Lys 


Tyr 


Arg 


Tyr 


Arg 


Arg 


Pro 


Tyr 


1 








5 








val 


Gly 


Pro 


Ala 


Gly 


Leu 


Ala 


Phe 








20 










His 


Arg 


Val 


Ala 


Leu 


Cys 


His 


Leu 






35 










40 


Trp 


Tyr 


His 


Thr 


Leu 


Gin 


lie 


Leu 




50 










55 




Phe 


Ser 


Cys 


Pro 


Val 


Pro 


Glu 


Lys 


65 










70 






Val 


Gly 


His 


Gly 


His 


Gin 


lie 


Phe 



85 



Glu 


Leu 


Leu Arg 


Thr 


Gin Leu 


Glu 




10 






15 




He 


Met 


Thr Ser 


Gin 


Pro Val 


Pro 


25 








30 




Ser 


Asn 


Val He 


Asn 


Phe Ser 


Gin 








45 






Gin 


Gly 


Gin Asp 


Ser 


Leu Lys 


Lys 






60 








He 


Gly 


Thr He 


Gin 


He Leu 


Cys 






75 






80 


He 


He 


Leu Ala 


Ser 


Ala Ser 


Phe 




90 






95 




Ser 


Thr 


Leu Leu 


Asn 


Ser Ala 


Tyr 


105 








110 




He 


He 


Ser Gly 


Ser 


Leu Ser 


He 








125 






Leu 


Leu 


Val His 


Ser 


Ser Leu 


Val 






140 








Ala 


Leu 


val Gly 


Phe 


He He 


Leu 






155 






160 


Pro 


Ala 


Ser Leu 


Gin 


Cys Glu 


Leu 




170 






175 




Ser 


Tyr 


Val Ser 


Tyr Phe Tyr 


His 


185 








190 




Tyr 


Thr 


Ala Lys 


Ala 


Ser Leu 


Ala 








205 






Cys 


Thr 


Leu Leu 


Glu 


Phe Cys 


Leu 






220 








Trp 


Lys 


Gin Ala 


Tyr 


Ser Asp 


Phe 






235 






240 


His 


Ser 


Tyr He 


Gly Asn Ser 


Gly 




250 






255 




Cys 


Gly 


Tyr Glu 


Glu 


Leu Leu 


Thr 


265 








270 




Pro 


Val 


Met Arg 


Lys 


He Cys 


Gin 




10 






15 




He 


Leu 


Asn He 


Ser 


Pro Val 


Ala 


25 








30 




Ala 


Gly 


Cys Gin 


Glu 


Gin Ala 


Ala 








45 






Phe 


Phe 


Leu Val 


Ser Ala Tyr 


Phe 






60 








Tyr 


Phe 


Pro Gly 


Ser Cys Asp 


He 






75 






80 


His 


Ala 


Phe Leu 


Ser 


He Cys 


Thr 




90 






95 
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Leu Ser Gin Leu Glu Ala lie Leu Leu Asp Tyr Gin Gly Arg Gin Glu 

100 105 110 

lie Phe Leu Gin Arg His Gly Pro Leu Ser Val His Met Ala Cys Leu 

115 120 125 

Ser Phe Phe Phe Leu Ala Ala Cys Ser Ala Ala Thr Ala Ala Leu Leu 

13 0 135 140 

Arg His Lys Val Lys Ala Arg Leu Thr Lys Lys Asp Ser 

145 150 155 157 



<210> 2361 
<211> 134 
<212> PRT 

<213> Homo sapiens 



<400> 2361 






Thr Glu 


Leu 


Ser Gin 


Leu Glu 


Lys 


1 




5 






Arg Arg 


Lys 


Ser Lys 


Arg Lys 


Pro 






20 






Thr Leu 


Glu 


Thr Gin 


Phe Thr 


Cys 




35 






40 


Cys Asp 


Val 


Lys Met 


Asp Arg 


Ala 


50 






55 




Thr Val 


Cys 


Leu Glu 


Glu Phe 


Gin 


65 






70 




Asn Leu 


Gly 


Phe Phe 


Gin Arg 


Val 






85 






Cys Ser 


Ser 


Gly Pro 


Leu Cys 


Ala 






100 






Glu Glu 


Gin 


Val Pro 


Pro Ser 


Asp 




115 




120 


Ala Gly 


Phe 


Gin Cys 


Gin 




130 






134 





Ala His Pro Pro Ala Asp Met Gly 

10 15 
Pro Pro Lys Lys Lys Met Thr Gly 

25 30 
Pro Phe Cys Asn His Glu Lys Ser 
45 

Arg Asn Thr Gly Val lie Ser Cys 
60 

Thr Pro lie Thr Cys He Leu Gly 
75 80 
Gly Arg Gly Leu Glu Ser Gly Pro 

90 95 
Leu Val Gin Gly Gin Ser Arg Pro 
105 HO 
Phe Cys Gly Val Arg Arg Cys Arg 
125 



<210> 2362 

<211> 386 

<212> PRT 

<213> Homo sapiens 



<400> 2362 



Arg Thr 


Ser 


Thr 


Gin 


Lys Trp Gin 


1 






5 




His Leu 


Glu 


Arg 


Phe 


Tyr Cys Asn 






20 






Lys Tyr 


Gly 


Gly 


Gin 


Glu Phe Trp 




35 






40 


Tyr Glu 


Thr 


Thr 


Glu 


Phe Asp Gin 


50 








55 


Ser Ser 


Asn 


Val 


Asn 


Ser He Tyr 


65 








70 


Arg Asp 


His 


Phe 


Gly 


Trp Arg Glu 








85 




He Glu 


Glu 


Ala 


Asn 


Ser Arg Gly 






100 






Trp Asn 


Asn 


His 


Tyr 


He Leu His 




115 






120 


Lys Arg 


Arg 


Pro 


Leu 


Phe Arg Ser 


130 








135 



Ser Val Phe Asn Asp Ser Gin Glu 

10 15 
Pro Glu Asn Asp Arg Met Arg Met 

25 30 
Ala Asp Leu Asn Ala Met Asn Val 
45 

Leu Arg Arg Leu Ser Thr Pro Pro 
60 

His Thr Val Trp Lys Phe Phe Cys 
75 80 
Tyr Pro Glu Ser Val He Arg Leu 

90 95 
Leu Lys Glu Val Arg Phe Met Met 
105 HO 
Asn Ser Phe Phe Arg Arg Glu He 
125 

Cys Phe He Leu Leu Pro Tyr Leu 
140 
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Gin 


Thr 


Leu 


Gly 


Gly 


Val 


Pro 


Thr 


Gin 


145 










150 








Tfcr 


Ser 


Ser 


Ser 


Gin 


He 


lie 


Cys 


Pro 










165 










Phe 


Tyr 


Pro 


Glu 


Thr 


Trp 


Val 


Tyr 


Met 








180 










185 


Gin 


Val 


Pro 


Val 


Ser 


Ala 


Glu 


Asp 


Lys 






195 










200 




Leu 


Phe 


His 


Lys 


Thr 


Val 


Pro 


Glu 


Phe 




210 










215 






Leu 


Arg 


Val 


Gin 


Asn 


Gin 


Phe 


Leu 


Trp 


225 










230 








Glu 


Tyr 


Met 


Asn 


Arg 


Lys 


Met 


Phe 


Gly 










245 










Arg 


His 


Leu 


Phe 


His 


Gly 


Thr 


Ser 


Gin 








260 










265 


Lya 


His 


Asn 


Phe 


Asp 


Pro 


Arg 


Val 


Cys 






275 










280 




Gly 


Gin 


Gly 


Ser 


Tyr 


Phe 


Ala 


Lys 


Lys 




290 










295 






Ser 


Lys 


Lys 


Ser 


Ser 


Lys 


Gly 


Val 


His 


305 










310 








Leu 


Thr 


Gly 


Arg 


Tyr 


Thr 


Met 


Gly 


Ser 










325 










Pro 


Val 


Asn 


Pro 


Gly 


Ser 


Val 


Thr 


Ser 








340 










345 


Asp 


Asn 


Phe 


Phe 


Glu 


Pro 


Gin 


He 


•Phe 






355 










360 




Ser 


Tyr 


Pro 


Tyr 


Phe 


Val 


He 


Gin 


Tyr 




370 










375 






Ser 


lie 
















385 


386 


















<210> 2363 














<211> 171 














<212> PRT 














<213> Homo 


sapiens 










<400> 2363 












lie 


Glu 


Asn 


Cys 


Arg 


Thr 


Arg 


Leu 


Arg 


1 








5 










Gly 


Asn 


Lys 


Met 


Ala 


Ala 


Pro 


He 


Pro 








20 










25 


Arg 


Phe 


Leu 


Gly 


Trp 


Trp 


Phe 


Arg 


Gin 






35 










40 




Ala 


Ala 


lie 


Val 


Pro 


Val 


Arg 


Thr 


Lys 




50 










55 






Tyr 


Gin 


Pro 


Lys 


Phe 


Lys 


Thr 


Glu 


Lys 


65 










70 








Ly0 


Ala 


Gly 


Leu 


Val 


He 


Pro 


Pro 


Glu 










85 










Leu 


Ala 


Cys 


Thr 


Ala 


Gly 


He 


Phe 


Asp 








100 












Asp 


Ala 


Arg 


He 


Ser 


Ser 


Leu 


Ser 


Lys 






115 










120 




Glu 


Arg 


Met 


Lys 


Lys 


Thr 


Met 


Ala 


Ser 




130 










135 






Lys 


Asp 


Tyr 


Asp 


Ala 


Asn 


Phe 


Lys 


He 


145 










150 








Lys 


Asp 


lie 


Phe 


He 

ICC 


Glu 


Gly 


Ser 


Pro 



165 



PCT/US01/03800 



Ala 


Pro 


Pro 


Pro 


Leu 


Glu 


Ala 




155 










160 


Asp 


Gly 


Val 


Thr 


Ser 


Ala 


Asn 


170 










175 




His 


Pro 


Ser 


Gin 


Asp 


Phe 


lie 










190 






Ser 


Tyr 


Arg 


He 


He 


Tyr 


Asn 








205 








Lys 


Tyr 


Arg 


He 


Leu 


Gin 


He 






220 










Glu 


Lys 


Tyr 


Lys 


Arg 


Lys 


Lys 




235 










240 


Arg 


Asp 


Arg 


He 


He 


Asn 


Glu 


250 










255 




Asp 


Val 


Val 


Asp 


Gly 


He 


Cys 










270 






Gly 


Lys 


His 


Ala 


Thr 


Met 


Phe 








2B5 








Ala 


Ser 


Tyr 


Ser 


His 


Asn 


Phe 






300 










Phe 


Met 


Phe 


Leu 


Ala 


Lys 


Val 




315 










320 


His 


Gly 


Met 


Arg 


Arg 


Pro 


Pro 


330 










335 




Asp 


Leu 


Tyr 


Asp 


Ser 


Cys 


val 










350 






Val 


He 


Phe 


Asn 


Asp 


Asp 


Gin 








365 








Glu 


Glu 


Val 


Ser 


Asn 


Thr 


Val 






3 80 










Gin 


Ala 


Trp 


His 


Glu 


Val 


• 

Cys 


10 










15 




Gin 


Gly 


Phe 


Ser 


Cys 


Leu 


Ser 










30 






Pro 


Val 


Leu 


Val 


Thr 


Gin 


Ser 








45 








Lys 


Arg 


Phe 


Thr 


Pro 


Pro 


He 






60 










Glu 


Phe 


Met 


Gin 


His 


Ala 


Arg 




75 










80 


Lys 


Ser 


Asp 


Arg 


Ser 


He 


His 


90 










95 




Ala 


Tyr 


Val 


Pro 


Pro 


Glu 


Gly 










110 






Glu 


Gly 


Leu 


He 


Glu 


Arg 


Thr 








125 








Gin 


Val 


Ser 


He 


Arg 


Arg 


He 






140 










Lys 


Asp 


Phe 


Pro 


Glu 


Lys 


Ala 



155 160 
Leu Tyr 
170 171 
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<210> 2364 

<211> 115 

<212> PRT 

<213> Homo sapiens 



<400> 2364 

Tyr lie Arg Thr Gly Tyr Val Tyr lie Cys lie lie Tyr Ala Gin Leu 

15 10 15 

Met Tyr Thr Tyr Tyr lie Arg Thr Ala Tyr Val Tyr lie Cys lie Leu 

20 25 30 

Tyr Ala Gin Leu Met Tyr Thr Tyr Val Leu Tyr Thr His Ser Leu Cys 

35 40 45 

lie His Met Tyr Ser He Arg Thr Ala Tyr Val Tyr He Cys He Jle 

50 55 60 

Tyr Ala Gin He Met Tyr Thr Tyr Val Phe Tyr Thr His Arg Leu Cys 
65 70 75 BO 

He His Met Tyr Ser He Arg Thr Asp Tyr Val Tyr He Cys He Leu 

85 90 95 

Tyr Ala Gin Leu Met Tyr Thr Tyr Val Phe Tyr Thr His Ser Tyr Met 
100 105 HO 

ser Asp Glu 
115 



<210> 2365 

<211> 728 

<212> PRT 

<213> Homo sapiens 



<400> 2365 

Asn Ser Ser Glu His Phe Ser Gin Ala Pro Gin Arg Leu Ser Phe Tyr 

15 10 15 

Ser Trp Tyr Gly Ser Ala Arg Leu Phe Arg Phe Arg Val Pro Pro Asp 

20 25 30 

Ala Val Leu Leu Arg Trp Leu Leu Gin Val Ser Arg Glu Ser Gly Ala 

35 40 45 

Ala Cys Thr Asp Ala Glu He Thr Val His Phe Arg Ser Gly Ala Pro 

50 55 60 

Pro Val He Asn Pro Leu Gly Thr Ser Phe Pro Asp Asp Thr Ala Val 
65 70 75 60 

Gin Pro Ser Phe Gin Val Gly Val Pro Leu Ser Thr Thr Pro Arg Ser • 

85 90 95 

Asn Ala Ser Val Asn Val Ser His Pro Ala Pro Gly Asp Trp Phe Val 

100 105 HO 

Ala Ala His Leu Pro Pro Ser Ser Gin Lys He Glu Leu Lys Gly Leu 

115 120 125 

Ala Pro Thr Cys Ala Tyr Val Phe Gin Pro Glu Leu Leu Val Thr Arg 

130 * 135 140 

Val Val Glu He Ser He Met Glu Pro Asp Val Pro Leu Pro Gin Thr 
145 150 155 160 

Leu Leu Ser His Pro Ser Tyr Leu Lys Val Phe Val Pro Asp Tyr Thr 

165 170 175 

Arg Glu Leu Leu Leu Glu Leu Arg Asp Cys Val Ser Asn Gly Ser Leu 

* 180 185 190 

Gly Cys Pro Val Arg Leu Thr Val Gly Pro Val Thr Leu Pro Ser Asn 

195 200 205 

Phe Gin Lys Val Leu Thr Cys Thr Gly Ala Pro Trp Pro Cys Arg Leu 
210 215 220 
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Leu 


Leu 


Pro 


ser 


Pro 


Pro 


Trp 


Asp 


225 










230 






Ser 


Leu 


Val 


Gly 


Pro 


Leu 


Gly 


Thr 










245 








Leu 


Thr 


Ala 


Cys 


Arg 


Pro 


Arg 


Ser 








260 








Ser 


Ser 


Gin 


Asn 


Gin 


Ser 


Phe 


Asn 






275 










2B0 


Ser 


Pro 


Asp 


His 


Gin 


Asp 


Leu 


Gly 




290 










295 




Pro 


Phe 


Cys 


Leu 


Thr 


Asn 


Tyr 


Pro 


305 










310 






Val 


Ser 


Val 


His 


Phe 


Gin 


Pro 


Leu 










325 








Ser 


Asp 


Thr 


Pro 


Ser 


Val 


Met 


Arg 








340 










Ser 


Gly 


Gly 


Ser 


Leu 


Thr 


lie 


Ser 






355 










360 


Arg 


Asn 


Glu 


Thr 


Val 


Val 


Val 


Ala 




370 










375 




Leu 


Gly 


Phe 


Asn 


Thr 


Ser 


Leu 


Asn 


385 










390 






Tyr 


Pro 


Leu 


Ser 


Leu 


Ser 


Ala 


Trp 










405 








Pro 


Tyr 


Pro 


Glu 


Thr 


Asp 


Asn 


Trp 








420 










Pro 


Glu 


Asn 


Ala 


Glu 


Asp 


Cys 


Glu 






435 










440 


Thr 


Leu 


Tyr 


Leu 


Val 


Pro 


CyB 


Leu 




450 










455 




Cys 


Leu 


Leu 


Leu 


Arg 


Arg 


His 


Ser 


465 










470 






Lys 


Ala 


Gly 


Trp 


Arg 


Gly 


Trp 


Ser 










485 








Thr 


Val 


Ala 


Gin 


Gin 


Arg 


Ala 


Ala 








500 










Leu 


Met 


Phe 


Leu 


Ala 


Pro 


He 


Ala 






515 










520 


val 


Glu 


Ala 


ser 


Val 


Tyr 


Ala 


Tyr 




530 










535 




His 


Ala 


Cys 


Asp 


Gin 


Pro 


Gly 


Glu 


545 










550 






Asp 


Thr 


Leu 


Gin 


Tyr 


Cys 


Asp 


Phe 










565 








Val 


Thr 


lie 


Leu 


Cys 


Met 


Ala 


Arg 








580 










Leu 


Phe 


Leu 


Leu 


Gly 


Thr 


Leu 


Val 






595 










600 


Arg 


Arg 


Gly 


Met 


Trp 


Asn 


Met 


Leu 




510 










615 




lie 


Met 


Ala 


Ser 


Met 


Trp 


Ala 


Tyr 


625 










630 






Tyr 


Pro 


Thr 


Ser 


Trp 


Gin 


Arg 


Trp 










645 








Ser 


Met 


Ala 


Ser 


Val 


Gly 


He 


Ala 








660 










Asp 


Asn 


Tyr 


Tyr 


Tyr 


Thr 


His 


Ser 






675 










680 


Ser 


Ala 


Ala 


Leu 


Leu 


Leu 


Pro 


Pro 




590 










695 




Ala 


Cys 


Ser 


Gin 


Lys 


Phe 


Pro 


Cys 


705 










710 






Arg 


Glu 


Glu 


Leu 


Tyr 


Ala 


Val 


Thr 










725 






728 



Arg' Trp 


Leu 


Gin 


Val 


Thr 


Ala 


Glu 






235 










240 


val 


Ala 


Phe 


Ser 


Ala 


Val 


Ala 


Ala 




250 










255 




val 


Thr 


He 


Gin 


Pro 


Leu 


Leu 


Gin 


265 










270 






Ala 


Ser 


Ser 


Gly 


Leu 


Leu 


Ser 


Pro 










285 








Arg 


Ser 


Gly 


Arg 


Val 


Asp 


Arg 


Ser 








300 










Val 


Thr 


Arg 


Glu 


Asp 


Met 


Asp 


Val 






315 










320 


Asp 


Arg 


Val 


Ser 


Val 


Arg 


Val 


Cys 




330 










335 




Leu 


Arg 


Leu 


Asn 


Thr 


Gly 


Met 


Asp 


345 










350 






Leu 


Arg 


Ala 


Asn 


Lys 


Thr 


Glu 


Met 










365 








Cys 


Val 


Asn 


Ala 


Ala 


Ser 


Pro 


Phe 








380 










Cys 


Thr 


Thr 


Ala 


Phe 


Phe 


Gin 


Gly 






395 










400 


Ser 


Arg 


Arg 


Ala 


Asn 


Leu 


He 


He 




410 










415 




Tyr 


Leu 


Ser 


Leu 


Gin 


Leu 


Met 


cys 


425 










430 






Gin 


Ala 


Val 


Val 


His 


Val 


Glu 


Thr 










445 




• 




Asn 


Asp 


Cys 


Gly 


Pro 


Tyr 


Gly 


Gin 








460 










Tyr 


Leu 


Tyr 


Ala 


Ser 


Cys 


Ser 


Cys 






475 










480 


Cys 


Thr 


Asp 


Asn 


Ser 


Thr 


Ala 


Gin 




490 










495 




Thr 


Leu 


Leu 


Leu 


Thr 


Leu 


Ser 


Asn 


505 










510 






Val 


Ser 


Val 


Arg 


Arg 


Phe 


Phe 


Leu 










525 








Thr 


Met 


Phe 


Phe 


Ser 


Thr 


Phe 


Tyr 








540 










Ala 


Val 


Leu 


Cys 


He 


Leu 


Ser 


Tyr 






555 










560 


Leu 


Gly 


Ser 


Gly 


Ala 


Ala 


He 


Trp 




570 










575 




Leu 


Lys 


Thr 


Val 


Leu 


Lys 


Tyr 


Val 


585 










590 






He 


Ala 


Met 


Ser 


Leu 


Gin 


Leu 


Asp 










605 








Gly 


Pro 


Cys 


Leu 


Phe 


Ala 


Phe 


Val 








620 










Arg 


Cys 


Gly 


His 


Arg 


Arg 


Gin 


Cys 






635 










640 


Ala 


Phe 


Tyr 


Leu 


Leu 


Pro 


Gly 


Val 




650 










655 




He 


Tyr 


Thr 


Ser 


Met 


Met 


Thr 


Ser 


665 










670 






He 


Trp 


His 


He 


Leu 


Leu 


Ala 


Gly 










685 








Pro 


Asp 


Gin 


Pro 


Ala 


Glu 


Pro 


Trp 








700 










His 


Tyr 


Gin 


He 


Cys 


Lys 


Asn 


ASp 






715 










720 
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<210> 2366 

<211> 151 

<212> PRT 

<213> Homo sapiens 



<400> 2366 

Lys Trp Tyr Pro Ser Gly Pro Val Arg lie Pro Gly Arg Phe Tyr Tyr 

15 10 15 

Lys Leu Pro Ala Gly His Arg Arg Cys Arg Met Ala Pro Ala Lys Lys 

20 25 30 

Gly Gly Glu Lys Lys Lys Gly Arg Ser Ala He Asn Glu Val Val Thr 

35 40 45 

Arg Glu Tyr Thr lie Asn He His Lys Arg lie His Gly Val Gly Phe 

50 55 60 

Lys Lys Arg Ala Pro Arg Ala Leu Lys Glu He Arg Lys Phe Ala Met 
65 70 75 80 

Lvs Glu Met Gly Thr Pro Asp Val Arg He Asp Thr Arg Leu Asn Lys 

85 90 95 

Ala Val Trp Ala Lys Gly He Arg Asn Val Pro Tyr Arg He Arg Val 

100 105 HO 

Arg Leu Ser Arg Lys Arg Asn Glu Asp Glu Asp ser Pro Asn Lys Leu 

115 120 125 

Tyr Thr Leu Val Thr Tyr Val Pro Val Thr Thr Phe Lys Asn Leu Gin 

130 135 140 

Thr Val Asn Val Asp Glu Asn 
145 150 151 



<210> 2367 

<211> 380 

<212> PRT 

<213> Homo sapiens 



<400> 2367 

Leu Glu Arg Thr Pro Ala Ser Ala Asp Met Ala Trp Thr Lys Tyr Gin 

15 10 15 

Leu Phe Leu Ala Gly Leu Met Leu Val Thr Gly Ser lie Asn Thr Leu 

20 25 30 

Ser Ala Lys Trp Ala Asp Asn Phe Met Ala Glu Gly Cys Gly Gly Ser 

35 40 45 

Lys Glu His Ser Phe Gin His Pro Phe Leu Gin Ala Val Gly Met Phe 

50 55 60 

Leu Gly Glu Phe Ser Cys Leu Ala Ala Phe Tyr Leu Leu Arg Cys Arg 
65 70 75 80 

Ala Ala Gly Gin Ser Asp Ser Ser Val Asp Pro Gin Gin Pro Phe Asn 

85 90 95 

Pro Leu Leu Phe Leu Pro Pro Ala Leu Cys Asp Met Thr Gly Thr Ser 

100 105 HO 

Leu Met Tyr Val Ala Leu Asn Met Thr Ser Ala Ser Ser Phe Gin Met 

115 120 125 

Leu Arg Gly Ala Val He He Phe Thr Gly Leu Phe Ser Val Ala Phe 

130 135 140 

Leu Gly Arg Arg Leu Val Leu Ser Gin Trp Leu Gly He Leu Ala Thr 
145 150 155 160 

He Ala Gly Leu Val Val Val Gly Leu Ala Asp Leu Leu Ser Lys His 

165 170 175 

Asp Ser Gin His Lys Leu Ser Glu Val He Thr Gly Asp Leu Leu He 
180 185 190 
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He 


Met 


Ala 
195 


Gin 


He 


He 


Val 


Ala 
200 


He 


Gin 


Met 


Val 


Leu 
205 


Glu Glu Lys 


Phe 


Val 
210 


Tyr 


Lys 


His 


Asn 


Val 
215 


His 


Pro 


Leu 


Arg 


Ala 
220 


Val 


Gly Thr Glu 


Gly 


Leu 


Phe 


Gly 


Phe 


Val 


He 


Leu 


Ser 


Leu 


Leu 


Leu Val 


Pro Met Tyr 


225 










230 










235 






240 


Tyr 


He 


Pro 


Ala 


Gly 


Ser 


Phe 


Ser 


Gly 


Asn 


Pro 


Arg Gly 


Thr Leu Glu 










245 










250 








255 


Asp 


Ala 


Leu 


Asp 
260 


Ala 


Phe 


Cys 


Gin 


Val 
265 


Gly 


Gin 


Gin 


Pro 


Leu He Ala 
270 


Val 


Ala 


Leu 
275 


Leu 


Gly 


Asn 


He 


Ser 
280 


Ser 


He 


Ala 


Phe 


Phe 
285 


Asn Phe Ala 


Gly 


He 


Ser 


Val 


Thr 


Lys 


Glu 


Leu 


Ser 


Ala 


Thr 


Thr Arg 


Met Val Leu 




230 










295 










300 






Asp 


Ser 


Leu 


Arg 


Thr 


Val 


Val 


He 


Trp 


Ala 


Leu 


Ser 


Leu 


Ala Leu Gly 


305 










310 










315 






320 


Trp 


Glu 


Ala 


Phe 


His 
325 


Ala 


Leu 


Gin 


He 


Leu 
330 


Gly 


Phe 


Leu 


He Leu Leu 
335 


He 


Gly 


Thr 


Ala 
340 


Leu 


Tyr 


Asn 


Gly 


Leu 
345 


His 


Arg 


Pro 


Leu 


Leu Gly Arg 
350 


Leu 


Ser 


Arg 
355 


Gly 


Arg 


Pro 


Leu 


Ala 
360 


Glu 


Glu 


Ser 


Glu 


Gin 
365 


Glu Arg Leu 


Leu 


Gly 
3 70 


Gly 


Thr 


Arg 


Thr 


Pro 
375 


He 


Asn 


Asp 


Ala 


Ser 
380 







<210> 2368 
<211> 123 
<212> PRT 

<213> Homo sapiens 



<400> 2368 

Ser Pro Phe Trp Thr Glu Lys Arg Arg Met Glu Lys Pro Leu Phe Pro 

1 5 10 15 

Leu Val Pro Leu His Trp Phe Gly Phe Gly Tyr Thr Ala Leu Val Val 

20 25 30 

Ser Gly Gly lie Val Gly Tyr val Lys Thr Gly Ser Val Pro ser Leu 

35 40 45 

Ala Ala Gly Leu Leu Phe Gly Ser Leu Ala Gly Leu Gly Ala Tyr Gin 

50 55 60 

Leu Tyr Gin Asp Pro Arg Asn Val Trp Gly Phe Leu Ala Ala Thr Ser 
65 70 75 80 

Val Thr Phe Val Gly Val Met Gly Met Arg Ser Tyr Tyr Tyr Gly Lys 

85 90 95 

Phe Met Pro Val Gly Leu He Ala Gly Ala Ser Leu Leu Met Ala Ala 

100 105 110 

Lys Val Gly Val Arg Met Leu Met Thr- Ser Asp 
115 120 123 



<210> 2369 

<211> 595 

<212> PRT 

<213> Homo sapiens 



<400> 2369 

Val Ser Ala Ala Ala Val Asn Met Glu Pro Pro Asp Ala Pro Ala Gin 

15 10 15 

Ala Arg Gly Ala Pro Arg Leu Leu Leu Leu Ala Val Leu Leu Ala Ala 
20 25 30 
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His Pro Asp Ala Gin Ala Glu Val Arg Leu Ser Val Pro Pro Leu Val 

35 40 45 

Glu Val Met Arg Gly Lys Ser Val lie Leu Asp Cys Thr Pro Thr Gly 

50 55 50 

Thr His Asp His Tyr Met Leu Glu Trp Phe Leu Thr Asp Arg Ser Gly 
65 70 75 80 

Ala Arg Pro Arg Leu Ala Ser Ala Glu Met Gin Gly Ser Glu Leu Gin 

85 90 95 

Val Thr Met His Asp Thr Arg Gly Arg Ser Pro Pro Tyr Gin Leu Asp 

100 105 HO 

Ser Gin Gly Arg Leu Val Leu Ala Glu Ala Gin Val Gly Asp Glu Arg 

115 120 125 

Asp Tyr Val Cys Val Val Arg Ala Gly Ala Ala Gly Thr Ala Glu Ala 

130 135 140 

Ala Ala Arg Leu Asn Val Phe Ala Lys Pro Glu Ala Thr Glu Val Ser 
145 150 155 160 

Pro Asn Lys Gly Thr Leu Ser Val Met Glu Asp Ser Ala Gin Glu He 

165 170 175 

Ala Thr Ser Asn Ser Arg Asn Gly Asn Pro Ala Pro Lys lie Thr Trp 

180 185 ISO 

Tyr Arg Asn Gly Gin Arg Leu Glu Val Pro Val Glu Met Asn Pro Glu 

195 200 205 

Gly Tyr Met Thr Ser Arg Thr Val Arg Glu Ala Ser Gly Leu Leu Ser 

210 215 220 

Leu Thr Ser Thr Leu Tyr Leu Arg Leu Arg Lys Asp Asp Arg Asp Ala 
225 230 235 240 

Ser Phe His Cys Ala Ala His Tyr Ser Leu Pro Glu Gly Arg His Gly 

245 250 255 

Arg Leu Asp Ser Pro Thr Phe His Leu Thr Leu His Tyr Pro Thr Glu 

260 265 270 

His Val Gin Phe Trp Val Gly Ser Pro Ser Thr Pro Ala Gly Trp Val 

275 280 285 

Arg Glu Gly Asp Thr Val Gin Leu Leu Cys Arg Gly Asp Gly Ser Pro 

290 * 295 300 

Ser Pro Glu Tyr Thr Leu Phe Arg Leu Gin Asp Glu Gin Glu Glu Val 
305 * 310 315 320 

Leu Asn Val Asn Leu Glu Gly Asn Leu Thr Leu Glu Gly Val Thr Arg 

325 330 335 

Gly Gin Ser Gly Thr Tyr Gly Cys Arg Val Glu Asp Tyr Asp Ala Ala 

340 345 350 

Asp Asp Val Gin Leu Ser Lys Thr Leu Glu Leu Arg val Ala Tyr Leu 

355 360 365 

Asp Pro Leu Glu Leu Ser Glu Gly Lys Val Leu Ser Leu Pro Leu Asn 

370 375 380 

Ser Arg Ala Val Val Asn Cys Ser Val His Gly Leu Pro Thr Pro Ala 
385 350 395 400 

Leu Arg Trp Thr Lys Asp Ser Thr Pro Leu Gly Asp Gly Pro Met Leu 

405 ~ 410 415 

Ser Leu Ser Ser He Thr Phe Asp Ser Asn Gly Thr Tyr Val Cys Glu 

420 425 430 

Ala Ser Leu Pro Thr Val Pro Val Leu Ser Arg Thr Gin Asn Phe Thr 

435 440 445 

Leu Leu Val Gin Gly Ser Pro Glu Leu Lys Thr Ala Glu He Glu Pro 

450 455 460 

Lys Ala Asp Gly Ser Trp Arg Glu Gly Asp Glu Val Thr Leu He Cys 
465 * 470 475 480 

Ser Ala Arg Gly His Pro Asp Pro Lys Leu Ser Trp "Ser Gin Leu Gly 

485 490 495 

Gly Ser Pro Ala Glu Pro He Pro Gly Arg Gin Gly Trp Val Ser Ser 

500 505 510 

Ser Leu Thr Leu Lys Val Thr Ser Ala Leu Ser Arg Asp Gly He Ser 

515 ' 520 525 

Cys Glu Ala Ser Asn Pro His Gly Asn Lys Arg His Val Phe His Phe 
530 535 540 
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<211> 399 












<212> PRT 












<213> Homo 


sapiens 








<400> 2370 
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55 




Val 


Leu 


Phe 


Ser 


Thr 


Gly 
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Gly 
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Arg 


Ser 


Gly 


Leu 


Gly Trp 
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85 
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Ser 


Val 


Phe 
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Met Leu 
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Leu 
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Leu 
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13 0 
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140 










Phe 


Phe 


Gly 


Leu 


Ser 


Ser 


Thr 
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Pro Val Phe Arg He Phe Phe His Lys He Phe He Arg Pro Leu Arg 

370 375 380 

Tyr Arg Ser Arg Cys Ser Asn Ser Thr Asn Met Glu Ser Ser Leu 
385 390 395 399 



<210> 2371 
<211> 79 
<212> PRT 

<213> Homo sapiens 



<400> 2371 

Arg Arg Gly Glu He Asp Met Ala Thr Glu Gly Asp Val Glu Leu Glu 

! 5 10 15 

Leu Glu Thr Glu Thr Ser Gly Pro Glu Arg Pro Pro Glu Lys Pro Arg 

20 25 30 

Lys His Asp Ser Gly Ala Ala Asp Leu Glu Arg Val Thr Asp Tyr Ala 

35 40 45 

Glu Glu Lys Glu He Gin Ser Ser Asn Leu Glu Thr Ala Met Ser Val 

50 55 60 

He Gly Asp Arg Arg Ser Arg Glu Gin Lys Ala Lys Gin Glu Arg 
65 70 75 79 



<210> 2372 

<211> 149 

<212> PRT 

<213> Homo sapiens 



<400> 2372 

Arg Lys Glu Arg Arg Arg Arg Arg Arg Arg Met Glu Ala Val Val Phe 

15 10 15 

Val Phe Ser Leu Leu Asp Cys Cys Ala Leu He Phe Leu Ser Val Tyr 

20 25 30 

Phe He He Thr Leu Ser Asp Leu Glu Cys Asp Tyr He Asn Ala Arg 

35 40 45 

Ser Cys Cys Ser Lys Leu Asn Lys Trp Val He Pro Glu Leu He Gly 

50 55 60 

His Thr He Val Thr Val Leu Leu Leu Met Ser Leu His Trp Phe He 
65 70 75 80 

Phe Leu Leu Asn Leu Pro Val Ala Thr Trp Asn He Tyr Arg Tyr He 

85 90 95 

Met Val Pro Ser Gly Asn Met Gly Val Phe Asp Pro Thr Glu He His 

100 105 HO 

Asn Arg Gly Gin Leu Lys Ser His Met Lys Glu Ala Met He Lys Leu 

115 120 125 

Gly Phe His Leu Leu Cys Phe Phe Met Tyr Leu Tyr Ser Met He Leu 

130 135 140 

Ala Leu He Asn Asp 
145 149 



<210> 2373 

<211> 135 

<212> PRT 

<213> Homo sapiens 



<400> 2373 
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<213> Homo 


sapiens 










<400> 2374 
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Asn Leu Asn Glu Leu Tyr Gin Arg Ala Lys Lys Leu Ser Lys Ala Gly 

290 295 300 

Asp Asn He Pro Glu Glu Gin Pro Val Aia Ser Thr Pro Thr Thr Val 
305 310 315 320 

Ser Asp Gly Glu Asn LyB Lys Asp Lys 
325 329 



<210> 2375 
*211> 162 
<212> PRT 

<213> Homo sapiens 



<400> 2375 


Thr Val 
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20 
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115 
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Lys Leu 


130 






Glu Phe 
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Asp Cys 


145 






Glu Ser 






162 







10 15 
Leu Glu Lys Pro Lys Tyr Arg Cys Pro Ala Cys 

25 30 
Ser Val Val Cys Phe Arg Lys His Lys Glu Gin 

40 ' 45 
Arg Pro Val Glu Lys Lys He Arg Ser Ala Leu 

55 60 
Lys Pro Val Glu Asn Lys Asp Asp Asp Asp Ser 
70 75 80 

Asn Ser Asp Glu Glu Glu Asp Arg Val Ser Leu 

90 95 
Leu Gly Glu Ser Ala Thr Leu Arg Ser Leu Leu 

105 HO 
Arg Gin Leu Met Val Asn Leu Asp Gin Gly Glu 

120 125 
Met Arg Ala Tyr Met Gin Glu Pro Leu Phe Val 

135 140 
Cys Leu Gly He Val Glu Pro Ser Gin Asn Glu 
ISO 155 ISO 



<210> 2376 
<211> 161 
<212> PRT 

<213> Homo sapiens 



<400> 2376 
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10 15 
Cys He Val Phe Ser Gly Ser Tyr 

25 30 
Ala Leu Gly Val Trp Ala Val Ala 
45 

Ser Met Phe Leu Gly Gly Leu Leu 
60 

His He Ser He Phe Tyr Pro Arg 
75 80 
Phe Gly Val Gly Met Ala He Leu 

90 95 
Cys Cys Phe Val Tyr His Met Tyr 
105 HO 
Val His Thr Gly Phe Leu Gly Ser 
125 
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<211> : 


L13 














<212> PRT 
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c400> 2377 
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<210> 2378 














<211> 314 














<212> PRT 














<213> Homo 


sapiens 










<400> 2378 
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Pro Gin Gin 
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Glu 
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Lys 


Arg 


Glu 


His Ser Leu 


Ser Lys Pro Tyr Gin Gly 




50 
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Pro 


Arg 


Pro 


Cys 


Phe 


Leu Arg Asp 


Trp Glu Leu Gin Val His 


65 










70 






75 B0 


Phe 


Lys 


lie 


His 


Gly 


Gin 


Gly 


Lys Lys Asn 


Leu His Gly Asp Gly Leu 










85 






90 


95 


Ala 


He 


Trp 


Tyr 


Thr 


Lys 


Asp 


Arg Met Gin 


Pro Gly Pro Val Phe Gly 








100 








105 


110 


Asn 


Met 


Asp 


Lys 


Phe 


Val 


Gly 


Leu Gly Val 


Phe Val Asp Thr Tyr Pro 






115 










120 


125 


Asn 


Glu 


Glu 


Lys 


Gin 


Gin 


Glu 


Arg Val Phe 


Pro Tyr He Ser Ala Met 




130 










135 




140 


Val 


Asn 


Asn 


Gly 


Ser 


Leu 


Ser 


Tyr Asp His 


Glu Arg Asp Gly Arg Pro 


145 










150 
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Thr 


Glu 


Leu 


Gly 


Gly 
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Thr 


Ala lie Val 


Arg Asn Leu His Tyr Asp 
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Thr Phe 


Leu 


Val He 


Arg Tyr 


Val 






180 






Asp He 


Asp 


Gly Lys 


His Glu 


Trp 




195 






200 


Val Arg 


Leu 


Pro Arg 


Gly Tyr 


Tyr 


210 






215 




Asp Leu 


Ser 


Asp Asn 


His Asp 


Val 


225 






230 




Thr Val 


Glu 


Arg Thr 


Pro Glu 


Glu 






245 






Leu Pro 


Ser 


Val Asp 


Asn Met 


Lys 






260 ' 






Pro Pro 


Leu 


Ser Gly 


Leu Ala 


Leu 




275 






280 


Val Phe 


Ser 


Val Phe 


Ala He 


val 


290 






295 




Trp Gin 


Glu 


Gin Ser 


Arg Lys 


Arg 


305 






310 





Lys 


Arg His Leu 


Thr He Met Met 


185 




190 


Arg 


Asp Cys He 


Glu Val Pro Gly 






205 


Phe 


Gly Thr Ser 


Ser He Thr Gly 




220 




He 


Ser Leu Lys 


Leu Phe Glu Leu 




235 


240 


Glu 


Lys Leu His 


Arg Asp Val Phe 




250 


255 


Leu 


Pro Glu Met 


Thr Ala Pro Leu 


265 




270 


Phe 


Leu lie val 


Phe Phe Ser Leu 






285 


He 


Gly He lie 


Leu Tyr Asn Lys 




300 




Phe 


Tyr 






314 





<210> 2379 

<211> 192 

*212> PRT 

<213> Homo sapiens 



<400> 2379 

Ala Ala Ala Ala Ser His Arg Ser Arg Ala Arg Ser Arg Pro Arg Arg 

X 5 10 15 

Val Ser Ser Gly Pro Ala Pro Arg Arg Ala Gin Ser Ser Ala Gly Arg 

20 25 30 

Val Ala Ser Gly Leu Asp Ser Ala Pro Leu Cys Thr Met Ala Arg Ala 

35 " 40 45 

Leu Cys Arg Leu Pro Arg Arg Gly Leu Trp Leu Leu Leu Ala His His 

50 55 60 

Leu Phe Met Thr Thr Ala Cys Gin Glu Ala Asn Tyr Gly Ala Leu Leu 
65 70 75 80 

Arg Glu Leu Cys Leu Thr Gin Phe Gin Val Asp Met Glu Ala Val Gly 

85 90 95 

Glu Thr Leu Trp Cys Asp Trp Gly Arg Thr He Arg Ser Tyr Arg Glu 

100 105 110 

Leu Ala Asp Cys Thr Trp His Met Ala Glu Lys Leu Gly Cys Phe Trp 

115 120 125 

Pro Asn Ala Glu Val Asp Arg Phe Phe Leu Ala Val His Gly Arg Tyr 

130 135' 140 

Phe Arg Ser Cys Pro He Ser Gly Arg Ala Val Arg Asp Pro Pro Gly 
145 150 155 160 

Ser He Leu Tyr Pro Phe He Val Val Pro He Thr Val Thr Leu Leu 

165 170 175 

val Thr Ala Leu Val Val Trp Gin Ser Lys Arg Thr Glu Gly He Val 
180 185 190 192 



<210> 2380 

<211> 326 

<212> PRT 

<213> Homo sapiens 



<400> 2380 
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Gly 
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Trp 










85 
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Leu 


Leu 
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105 
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Pro 
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Pro 


Gly 






115 










120 




Ser 


Tyr 


Leu 
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Gly 


Val 


Thr 


Gin 


Pro 




130 










135 






Gly 


Gly 


Ser 


Val 


Glu 


lie 


Pro 


Phe 


Ser 


145 










150 
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Val 


Pro 
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Val 


Arg 


He 


Ser 
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Ser 
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Ser 
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Arg 


Pro 
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Arg 
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Trp 


Arg Arg 
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His Lys Asp Tyr 
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Glu 


Gly Gin 


Glu Ser Gly Phe 
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Val Tyr Phe Cys 




220 




Gly 


Arg Gin 


Gin Leu Gin Ser 
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He 
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Gin Ser His Pro Glu Ala Gin Glu Ala Leu Gly Pro Pro Leu Asn He 

100 105 HO 

His Tyr Leu Lys Leu He Asp Arg Glu Asn Phe Val Asp He Val Asp 

115 120 125 

Ala Lys Leu Lys He Pro Val Ser Gly Ser Lys Ser Glu Gly Leu Leu 

13 0 135 140 

Tyr Val His Ser Ser Arg Gly Gly Pro Phe Gin Arg Trp His Leu Asp 
145 150 155 160 

Glu Val Phe Leu Glu Leu Lys Asp Gly Gin Gin He Pro Val Phe Lys 

165 170 175 

Leu Ser Gly Glu Asn Gly Asp Glu Val Lys Lys Glu 
180 185 188 



<210> 2382 

<211> 532 

<212> PRT 

<213> Homo sapiens 



<400> 2382 

Arg Arg Arg Pro Arg Leu Leu Pro Gly Ala Glu Pro Cys Glu Pro Arg 

15 10 15 

Val Gly Pro Arg Arg Ala Asp Met Gly cys Ser Ala Lys Ala Arg Trp 

20 25 30 

Ala Ala Gly Ala Leu Gly Val Ala Gly Leu Leu Cys Ala Val Leu Gly 

35 40 45 

Ala Val Met He Val Met Val Pro Ser Leu He Lys Gin Gin Val Leu 

50 55 60 

Lys Asn Val Arg He Asp Pro Ser Ser Leu Ser Phe Asn Met Trp Lys 
65 70 75 80 

Glu He Pro He Pro Phe Tyr Leu Ser Val Tyr Phe Phe Asp Val Met 

85 90 95 

Asn Pro Ser Glu He Leu Lys Gly Glu Lys Pro Gin Val Arg Glu Arg 

100 105 HO 

Gly Pro Tyr Val Tyr Arg Glu Phe Arg His Lys Ser Asn He Thr Phe 

115 "* 120 125 

Asn Asn Asn Asp Thr Val Ser Phe Leu Glu Tyr Arg Thr Phe Gin Phe 

130 " 135 140 

Gin Pro Ser Lys Ser His Gly Ser Glu Ser Asp Tyr He Val Met Pro 
145 150 155 160 

Asn He Leu Val Leu Gly Ala Ala Val Met Met Glu Asn Lys Pro Met 

165 170 175 

Thr Leu Lys Leu He Met Thr Leu Ala Phe Thr Thr Leu Gly Glu Arg 

180 185 190 

Ala Phe Met Asn Arg Thr Val Gly Glu He Met Trp Gly Tyr Lys Asp 

195 200 205 

Pro Leu Val Asn Leu He Asn Lys Tyr Phe Pro Gly Met Phe Pro Phe 

210 215 220 . 

Lys Asp Lys Phe Gly Leu Phe Ala Glu Leu Asn Asn Ser Asp Ser Gly 
225 230 235 240 

Leu Phe Thr Gly Phe Thr Gly Val Gin Asn He Ser Arg He His Leu 

245 ' 250 255 

Val Asp Lys Trp Asn Gly Leu Ser Lys Val Asp Phe Trp His Ser Asp 

260 265 270 

Gin Cys Asn Met He Asn Gly Thr Ser Gly Gin Met Trp Pro Pro Phe 

275 280 285 

Met Thr Pro Glu Ser Ser Leu Glu Phe Tyr Ser Pro Glu Ala Cys Arg 

290 295 300 

Ser Met Lys Leu Met Tyr Lys Glu Ser Gly val Phe Glu Gly He Pro 
305 * 310 315 320 

Thr Tyr Arg Phe val Ala Pro Lys Thr Leu Phe Ala Asn Gly Ser He 
325 330 335 
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Ala Pro Thr Ser Trp lie Ser Glu Ser Gin Val Phe Gin Thr Thr Glu 

85 90 95 

Val Leu Thr Thr Arg lie Thr Glu Leu Gin Arg Arg Phe Pro Thr Trp 

100 105 HO 

Thr Pro Asp Gin Tyr Leu Arg Gly Gly Leu Cys Ala Tyr Ser Gly Gly 

115 120 125 

Ala Gly Tyr Val Arg Ser Ser Gin Asp Leu Ser Cys Asp Phe Cys Asn 

130 135 140 

Asp Val Leu Ala Arg Ala Lys Tyr Leu Lys Arg His Gly Phe 
145 150 155 158 



<210> 2385 
<211> 180 
<212> PRT 

<213> Homo sapiens 
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Ala Met Ala Ser Thr Leu Glu Tyr Ser Pro Ser Pro Leu Arg Arg Leu 

15 10 15 

Val Gly Pro Ala Ala Gly Phe Ser Arg Ala Ala Arg Ala Asp Leu Ser 

20 25 30 

Trp Asp Pro Met Ala Phe Phe Thr 'Gly Leu Trp Gly Pro Phe Thr Cys 

35 40 45 

Val Ser Arg Val Leu Ser His His Cys Phe Ser Thr Thr Gly Ser Leu 

50 ~ 55 60 

Ser Ala He Gin Lys Met Thr Arg Val Arg Val Val Asp Asn Ser Ala 
65 70 75 80 

Leu Gly Asn Ser Pro Tyr His Arg Ala Pro Arg Cys lie His Val Tyr 

85 90 95 

Lys Lys Asn Gly Val Gly Lys Val Gly Asp Gin He Leu Leu Ala He 

100 105 HO 

Lys Gly Gin Lys Lys Lys Ala Leu He Val Gly His Cys Met Pro Gly 

115 120 125 

Pro Arg Met Thr Pro Arg Phe Asp Ser Asn Asn Val Val Leu He Glu 

130 135 140 

Asp Asn Gly Asn Pro Val Gly Thr Arg He Lys Thr Pro He Pro Thr 
145 150 155 160 

Ser Leu Arg Lys Arg Glu Gly Glu Tyr ser Lys Val Leu Ala He Ala 
165 170 175 

Gin Asn Phe Val 
180 
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Pro Thr Arg Ala His Ser Phe Asp 
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Arg Leu Leu Gly Arg Glu Glu Ala 
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Cys Ala Lys Leu Ala Cys Thr Pro 

50 55 
Val Ala Tyr Arg Pro He Ser Ala 
65 70 



Leu Cys Cys Ser Pro Cys Arg Arg 

10 15 
Gly Glu Glu Pro Thr Ser Pro Val 

25 30 
Pro Glu Glu Cys Lys Met Phe Ala 
45 

Ser Leu He Arg Ala Gly Ser Arg 
60 

Ser Val Leu Ser Arg Pro Glu Ala 
75 80 
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Arg He Glu Trp Asn Gly Ala Trp Ser Asp Ser Ala Arg Glu Trp Glu 

325 330 335 

Glu Val Ala Ser Asp He Gin Met Gin Leu Leu His Lys Thr Glu Asp 

340 345 350 

Gly Glu Phe Trp Met Ser Tyr Gin Asp Phe Leu Asn Asn Phe Thr Leu 

355 360 365 

Leu Glu He Cys Asn Leu Thr Pro Asp Thr Leu Ser Gly Asp Tyr Lye 

370 375 380 

Ser Tyr Trp His Thr Thr Phe Tyr Glu Gly Ser Trp Arg Thr Gly Ser 
385 390 395 400 

Ser Ala Gly Gly Cys Arg Asn His Pro Gly Thr Phe Trp thr Asn Pro 

405 410 ^15 

Gin Phe Lys He Ser Leu Pro Glu Gly Asp Asp Pro Glu Asp Asp Ala 

420 425 430 

Glu Gly Asn Val Val Val Cys Thr Cys Leu Val Ala Leu Met Gin Lys 

435 440 445 

Asn Trp Arg His Ala Arg Gin Gin Gly Ala Gin Leu Gin Thr He Gly 

450 455 460 

Phe Val Leu Tyr Ala Val Pro Lys Glu Phe Gin Asn He Gin Asp Val 
465 470 475 480 

His Leu Lys Lys Glu Phe Phe Thr Lys Tyr Gin Asp His Gly Phe Ser 

485 490 495 

Glu He Phe Thr Asn Ser Arg Glu Val Ser Ser Gin Leu Arg Leu Pro 

500 505 510 

Pro Gly Glu Tyr He He He Pro Ser Thr Phe Glu Pro His Arg Asp 

515 520 525 

Ala Asp Phe Leu Leu Arg Val Phe Thr Glu Lys His Ser Glu Ser Trp 

530 535 540 

Glu Leu Asp Glu Val Asn Tyr Ala Glu Gin Leu Gin Glu Glu Lys Val 
545 550 555 560 

Ser Glu Asp Asp Met Asp Gin Asp Phe Leu His Leu Phe Lys He Val 

565 570 575 

Ala Gly Glu Gly Lys Glu He Gly Val Tyr Glu Leu Gin Arg Leu Leu 

580 585 590 

Asn Arg Met Ala He Lys Phe Lys Ser Phe Lys Thr Lys Gly Phe Gly 

595 600 605 

Leu Asp Ala Cys Arg Cys Met He Asn Leu Met Asp Lys Asp Gly Ser 

610 615 620 

Gly Lys Leu Gly Leu Leu Glu Phe Lys He Leu Trp Lys Lys Leu Lys 
625 630 635 640 

Jvys Trp Met Asp He Phe Arg Glu Cys Asp Gin Asp His Ser Gly Thr 

645 650 655 

Leu Asn Ser Tyr Glu Met Arg Leu Val He Glu Lys Ala Gly He Lys 

660 665 670 

Leu Asn Asn Lys Val Met Gin Val Leu Val Ala Arg Tyr Ala Asp Asp 

675 680 685 

Asp Leu He He Asp Phe Asp Ser Phe He Ser Cys Phe Leu Arg Leu 

690 695 700 

Lys thr Met Phe Thr Phe Phe Leu Thr Met Asp Pro Lys Asn Thr Gly 
705 710 715 720 

His He Cys Leu Ser Leu Glu Gin Val Leu Gly Glu Gly Trp Glu Gly 

725 730 735 

He Cys Arg He Ala Pro Ala Cys Pro Ser Thr Pro Pro Pro Pro Ser 

740 745 750 

Ser Asp Val Pro Gly Pro Ala Ser Cys Pro Arg Leu Phe Pro Pro Trp 

755 760 765 

Asp Leu Leu Pro Val Ser Thr Val Ala Ala Asp Asp His Val Gly He 

770 775 780 

Glu Ala Leu 
785 787 
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Pro 


Glu 


Val 


Arg 


Thr 


Arg 


Asp 


Gin 








440 


Met 


Gly 


Asn 


Ala 






455 





Leu 


Gly 


Val 


Leu 




10 






Asn 


Glu 


Glu 


Leu 


25 








Gly 


Ser 


Arg 


Pro 


Lys 


Val 


Thr 


Leu 








60 


Leu 


Thr 


Thr 


Ser 






75 




Asn 


Tyr 


Ser 


Lys 




on 






Ser 


Glu 


Leu 


Val 


105 








Gly 


Gin 


Phe 


Gly 


Gly 


Ser 


Val 


Thr 








140 


Val 


Glu 


val 


Thr 






155 




Phe 


Arg 


Ser 


Gin 




1 *7ft 

x / u 






Val 


Asp 


Asn 


Asp 


185 








Ala 


Tyr 


Thr 


Glu 


He 


Arg 


Arg 


His 








220 


Val 


He 


Tyr 


Ser 






235 




Asn 


He 


He 


Val 










Tyr 


Phe 


Leu 


Pro 


265 








Asn 


Val 


Leu 


Leu 


He 


Pro 


Glu 


Thr 








300 


Phe 


Val 


Met 


Val 






315 




Leu 


Asn 


Val 


Ser 




330 






Leu 


Arg 


His 


Val 


345 








Pro 


Pro 


Pro 


Glu 


Ser 


Val 


Gly 


Leu 








380 


Arg 


Ser 


Glu 


Leu 






395 




Thr 


Ala 


Ala 


Phe 




410 






Cys 


Cys 


Val 


Asp 


425 








Glu 


Ala 


Thr 


Gly 


Leu 


Asp 


Asn 


He 



460 



Leu 


Leu 


Leu 


Gly 






15 




Arg 


Leu 


Tyr 


His 




30 






Val 


Arg 


Glu 


Pro 


45 








Thr 


Asn 


Leu 


He 


Val 


Trp 


He 


Gly 








80 


Asp 


Asp 


Phe 


Gly 






95 




Trp 


Leu 


Pro 


Glu 




Tin 

XXU 






Val 


Ala 


Tyr 


Asp 


125 








Trp 


Leu 


Pro 


Pro 


Tyr 


Phe 


Pro 


Phe 








160 


Thr 


Tyr 


Asn 


Ala 






175 




Gly 


Lys 


Thr 


He 




1 Oft 

190 






Asn 


Gly 


Glu 


Trp 


205 








His 


Gly 


Gly 


Ala 


Leu 


He 


He 


Arg 








240 


Pro 


Cys 


Val 


Leu 






255 




Ala 


Gin 


Ala 


Gly 




9 7ft 






Ala 


Gin 


Thr 


Val 


285 








Ser 


Leu 


Ser 


Val 


Val 


Ala 


Thr 


Leu 








320 


Gin 


Arg 


Thr 


Pro 






335 




Leu 


Leu 


Glu 


Leu 




350 






Ala 


Pro 


Arg 


Ala 


365 








Leu 


Leu 


Arg 


Ala 


Val 


Phe 


Glu 


Gly 








400 


Cys 


Gin 


Ser 


Leu 






415 




Ala 


Val 


Asn 


Phe 




430 






Glu 


Glu 


Val 


Ser 


445 








Cys 


Phe 


Trp 


Ala 
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Ala Leu Val Leu Phe ser Val Gly Ser Ser Leu He Phe Leu Gly Ala 
465 470 475 480 

Tyr Phe Asn Arg Val Pro Asp Leu Pro Tyr Ala Pro Cys He Gin Pro 
485 490 495 496 



<210> 2389 
<211> 300 
<212> PRT 

<213> Homo sapiens 



<400> 2389 

Pro Gly Arg Glu Arg Pro Gly Gly Gly Gly Ala Arg Arg Arg Pro Gin 

15 10 15 

His Leu Pro Ala Leu Leu Pro Ser Glu Arg Pro Asp Cys Ala Thr Leu 

20 25 30 

Gin Ala Met Glu Asn Glu Leu Pro Val Pro His Thr Ser Ser Ser Ala 

35 40 45 

cys Ala Thr Ser Ser Thr Ser Gly Ala Ser Ser Ser Ser Gly Cys Asn 

50 55 60 

Asn Ser Ser Ser Gly Gly Ser Gly Arg Pro Thr Gly Pro Gin He ser 
65 70 75 80 

Val Tyr Ser Gly He Pro Asp Arg Gin Thr Val Gin Val lie Gin Gin 

85 90 95 

Ala Leu His Arg Gin Pro Ser Thr Ala Ala Gin Tyr Leu Gin Gin Met 

100 105 110 

Tyr Ala Ala Gin Gin Gin His Leu Met Leu Gin Thr Ala Ala Leu Gin 

115 120 125 

Gin Gin His Leu Ser Ser Ala Gin Leu Gin Ser Leu Ala Ala Val Gin 

130 135 140 

Gin Ala Ser Leu Val Ser Asn Arg Gin Gly Ser Thr Ser Gly Ser Asn 
145 150 155 160 

Val Ser Ala Gin Ala Pro Ala Gin Ser Ser Ser He Asn Leu Ala Ala 

165 170 175 

Ser Pro Ala Ala Ala Gin Leu Leu Asn Arg Ala Gin ser Val Asn ser 

180 185 190 

Ala Ala Ala Ser Gly He Ala Gin Gin Ala Val Leu Leu Gly Asn Thr 

195 200 205 

Ser Ser Pro Ala Leu Thr Ala Ser Gin Ala Gin Met Tyr Leu Arg Ala 

210 215 220 

Gin Met Leu He Phe Thr Pro Thr Ala Thr Val Ala Tlir Val Gin Pro 
225 230 235 240 

Glu Leu Gly Thr Gly Ser Pro Ala Arg Pro Pro Thr Pro Ala Gin Val 

245 250 255 

Gin Asn Leu Thr Leu Arg Thr Gin Gin Thr Pro Ala Ala Ala Ala Ser 

260 265 270 

Gly Pro Thr Pro Thr Gin Pro Val Leu Pro Ser Leu Ala Leu Lys Pro 

275 280 285 

Thr Pro Gly Gly Ser Gin Pro Leu Pro Thr Pro Ala 
290 295 300 



<210> 2390 
<211> 430 
<212> PRT 

<213> Homo sapiens 



<400> 2390 
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Ala 


Ser 


Gin 


Leu 


Ala 


Phe 


Gly 


Gly 


1 








5 








Asp 


Phe 


Gin 


Gly 


Cys 


Gly 


Arg 


Gly 








20 










Glu 


His 


Arg 


His 


Gin 


Ser 


Gly 


Arg 






35 










40 


Asn 


Leu 


Lys 


Gly 


Arg 


Pro 


Arg 


Lys 




50 










55 




Asp 


Ser 


Phe 


Ser 


Gly 


Val 


Lys 


Asp 


65 










70 






Ala 


Val 


Ala 


Lys 


Val 


Lys 


Cys 


Glu 










85 








Lys 


As 11 


Asn 


His 


Asn 


Cys 


Lys 


Lys 








100 










Val 


Ala 


lie 


Gly 


Glu 


Glu 


Cys 


Arg 






115 










120 


Ala 


Leu 


Tyr 


Lys 


Tyr 


Met 


Lys 


Glu 




130 










135 




Pro 


Tyr 


Leu 


Gly 


Phe 


Lys 


Gin 


He 


145 










150 






Ala 


Gin 


Lys 


Leu 


Gly 


Gly 


Tyr 


Glu 










165 








Lys 


His 


He 


Tyr 


Asp 


Glu 


Leu 


Gly 








180 










Ala 


Thr 


Cys 


Thr 


Arg 


Arg 


His 


Tyr 






195 










200 


Arg 


Phe 


He 


Lys 


Gly 


Glu 


Glu 


Asp 




210 










215 




Arg 


Lys 


Gin 


Glu 


Asn 


Ser 


Ser 


Gin 


225 










230 






Ser 


Gly 


Thr 


Lys 


Arg 


lie 


Lys 


His 










245 








Lys 


Glu 


Asn 


Ala 


Pro 


Lys 


Pro 


Gin 








260 










Gin 


Glu 


Lys 


Glu 


Gin 


Glu 


Thr 


Leu 






275 










280 


Pro 


Leu 


Pro 


Ala 


Ala 


Asp 


Met 


Lys 




290 










295 




Phe 


Ser 


Ala 


Lys 


Pro 


Leu 


Ala 


Ser 


305 










310 






Glu 


Thr 


Asp 


Gin 


Gly 


Ser 


Asn 


Ser 










325 








Glu 


Lys 


Gly 


Pro 


Thr 


Pro 


Pro 


Leu 








340 










Lys 


Asp 


Ser 


Ala 


Leu 


Val 


Pro 


Gly 






355 










360 


Pro 


Ser 


Ala 


Leu 


Val 


Asp 


Ser 


Lys 




370 










375 




Thr 


Glu 


Ser 


Pro 


Glu 


Ser 


Glu 


Pro 


385 










390 






Pro 


His 


His 


Thr 


Gly 


His 


Arg 


Trp 










405 








Thr 


Asn 


Cys 


Pro 


Pro 


Trp 


Gin 


He 



420 



<210> 2391 

<211> 459 

<212> PRT 

<213> Homo sapiens 



<400> 2391 



Lys 


Leu 


Thr Ser 


Thr Pro 


Ser 


Arg 




10 






15 




Ala 


Val 


Thr Cys 


Cys Ser 


Phe 


His 


25 






30 






Cys 


Leu 


Ser Thr 


Gly Met 


Ala 


Pro 








45 






Lys 


Lys 


Pro Cys 


Pro Gin 


Arg 


Arg 






60 








Ser 


Asn 


Asn Asn 


Ser Asp 


Gly 


Lys 






75 






80 


Ala 


Arg 


Ser Ala 


Leu Thr 


Lys 


Pro 




90 






95 




val 


Ser 


Asn Glu 


Glu Lys 


Pro 


Lys 


105 






110 






Ala 


Asp 


Glu Gin 


Ala Phe 


Leu 


Val 








125 






Arg 


Lys 


Thr Pro 


He Glu 


Arg 


He 






140 








Asn 


Leu 


Trp Thr 


Met Phe 


Gin 


Ala 






155 






160 


Thr 


He 


Thr Ala 


Arg Arg 


Gin 


Trp 




170 






175 




Gly 


Asn 


Pro Gly 


Ser Thr 


Ser 


Ala 


185 






190 






Glu 


Arg 


Leu He 


Leu Pro 


Tyr 


Glu 








205 






Lys 


Pro 


Leu Pro 


Pro lie 


Lys 


Pro 






220 








Glu 


Asn 


Glu Asn 


Lys Thr 


Lys 


Val 






235 






240 


Glu 


He 


Pro Lys 


Ser Lys 


Lys 


Glu 




250 






255 




Asp 


Ala 


Ala Glu 


Val Ser 


Ser 


Glu 


265 






270 






lie 


Ser 


Gin Lys 


Ser He 


Pro 


Glu 








285 






Lys 


Lys 


He Glu 


Gly Tyr 


Gin 


Glu 






300 








Arg 


Val 


Asp Pro 


Glu Lys 


Asp 


Asn 






315 






320 


Glu 


Lys 


Val Ala 


Glu Glu 


Ala 


Gly 




330 






335 




Pro 


Ser 


Ala Pro 


Leu Ala 


Pro 


Glu 


345 






350 






Ala 


Ser 


Lys Gin 


Pro Leu 


Thr 


Ser 








365 






Gin 


Glu 


Ser Lys 


Leu Cys 


Cys 


Phe 






380 








Gin 


Glu 


Ala Ser 


Phe Pro 


Arg 


Leu 






395 






400 


Gin 


Thr 


Arg Met 


Arg Arg 


Arg 


Met 




410 






415 




Thr 


Leu 


Pro Thr 


Ala Pro 






425 






430 
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Leu Leu Gin Glu Met Cys Thr Lys Thr He Pro Val Leu Trp Gly Cys 

15 10 15 

Phe Leu Leu Trp Asn Leu Tyr Val Ser Ser Ser Gin Thr He Tyr Pro 

20 25 30 

Gly He Lys Ala Arg He Thr Gin Arg Ala Leu Asp Tyr Gly Val Gin 

35 40 45 

Ala Gly Met Lys Met He Glu Gin Met Leu Lys Glu Lys Lys Leu Pro 

50 55 SO 

Asp Leu Ser Gly Ser Glu Ser Leu Glu Phe Leu Lys Val Asp Tyr Val 
65 70 75 80 

Asn Tyr Asn Phe Ser Asn He Lys He Ser Ala Phe Ser Phe Pro Asn 

85 90 95 

Thr ser Leu Ala Phe Val Pro Gly Val Gly He Lys Ala Leu Thr Asn 

100 105 HO 

His Gly Thr Ala Asn He Ser Thr Asp Trp Gly Phe Glu Ser Pro Leu 

115 120 125 

Phe Val Leu Tyr Asn Ser Phe Ala Glu Pro Met Glu Lys Pro He Leu 

13 0 135 • 140 

Lys Asn Leu Asn Glu Met Leu Cys Pro He He Ala Ser Glu Val Lys 
145 150 155 160 

Ala Leu Asn Ala Asn Leu Ser Thr Leu Glu Val Leu Thr Lys He Asp 

165 170 175 

Asn Tyr Thr Leu Leu Asp Tyr Ser Leu He Ser Ser Pro Glu He Thr 

180 185 190 

Glu Asn Tyr Leu Asp Leu Asn Leu Lys Gly Val Phe Tyr Pro Leu Glu 

135 20D 205 

Asn Leu Thr Asp Pro Pro Phe Ser Pro Val Pro Phe Val Leu Pro Glu 

210 215 220 

Arg Ser Asn Ser Met Leu Tyr He Gly He Ala Glu Tyr Phe Phe Lys 
225 230 235 240 

Ser Ala Ser Phe Ala His Phe Thr Ala Gly Val Phe Asn Val Thr Leu 

245 250 255 

Ser Thr Glu Glu He Ser Asn His Phe Val Gin Asn Ser Gin Gly Leu 

260 265 270 

Gly Asn Val Leu Ser Arg He Ala Glu He Tyr lie Leu Ser Gin Pro 

275 280 285 

Phe Met Val Arg He Met Ala Thr Glu Pro Pro He He Asn Leu Gin 

290 295 300 

Pro Gly Asn Phe Thr Leu Asp He Pro Ala Ser He Met Met Leu Thr 
305 310 315 320 

Gin Pro Lys Asn Ser Thr Val Glu Thr He Val Ser Met Asp Phe Val 

325 330 335 

Ala Ser Thr Ser Val Gly Leu Val He Leu Gly Gin Arg Leu Val Cys 

340 345 350 

Ser Leu Ser Leu Asn Arg Phe Arg Leu Ala Leu Pro Glu Ser Asn Arg 

355 " 360 355 

Ser Asn He Glu Val Leu Arg Phe Glu Asn He Leu Ser Ser He Leu 

370 375 380 

His Phe Gly Val Leu Pro Leu Ala Asn Ala Lys Leu Gin Gin Gly Phe 
385 * 390 395 400 

Pro Leu Pro Asn Pro His Lys Phe Leu Phe Val Asn Ser Asp He Glu 

405 • 410 415 

Val Leu Glu Gly Phe Leu Leu He Ser Thr Asp Leu Lys Tyr Glu Thr 

420 425 430 

Ser Ser Lys Gin Gin Pro Ser Phe His Val Trp Glu Gly Leu Asn Leu 

435 440 445 

He Ser Arg Gin Trp Arg Gly Lys Ser Ala Pro 
450 455 459 



<210> 2392 
<211> 122 
<:212> PRT 
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<213> Homo sapiens 





<400> 2392 






Ala 


Arg 


Arg 


He 


Ala 


Arg Thr Arg 


l 








5 




Asp 


Asn 


Val 


Pro 


Ala 


Leu Gin Pro 








20 






Gly 


Gly 


Lys 


Lys 


Lys 


Lys Phe Lys 






35 






40 


Lys 


Lys 


Gin 


Leu 


Met 


Tyr Ser Pro 




50 








55 


Leu 


Ala 


Gly 


Asn 


Thr 


Val Gin Cys 


65 










70 


Tyr 


Ser 


Ala 


Gin 


Tyr 


Pro Ala Tyr 










85 




lie 


Thr 


Ser 


Thr 


Asp 


His Val Leu 








100 






Thr 


Phe 


Tyr 


Ser 


Val 


Lys Glu Arg 






115 






120 



Glu Ser Lys Ala 


Ala 


Val 


Ser 


Gin 


10 






15 




Gly Lys Lys Lys 


Lys Leu 


Arg Leu 


25 




30 






Phe Phe Arg Leu 


Pro Lys 


Glu 


Phe 




45 








Ser Asn Phe Lys 


Lys 


Met 


Thr 


Ser 


60 










Leu Asn Lys Leu 


Lys 


Tyr 


val 


He 


75 








60 


Gly Asn He Thr 


Thr 


Leu 


Asp Met 


90 






95 




Glu Gin Asp Phe 


Trp 


lie 


Cys 


Phe 


105 




HO 






Gin He 











122 



<210> 2393 

<211> 114 

<212> PRT 

<213> Homo sapiens 





<400> 2393 






Gly 


Leu 


Lys 


Thr 


Arg 


Ala Pro Ala 


1 








5 




Leu 


Gly 


Pro 


Ala 


Lys 


Gin Asp Met 








20 






Leu 


Met 


Thr 


Ser 


Leu 


Leu Lys Pro 






35 






40 


Lys 


Arg 


Trp 


Lys 


Ser 


Gly Gly Phe 




50 








55 


Asp 


Thr 


Leu 


Gly 


Asp 


Arg Gly Gly 


65 










70 


Leu 


Gin 


Trp 


Gin 


Lys 


Arg He Leu 










85 




Lys 


Tyr 


He 


Ser 


Lys 


Asn He Phe 








100 






Phe 


Leu 












114 











Thr Pro Thr Phe 


Gin Arg 


Glu Val 


10 




15 


Gin Arg Arg Cys 


Pro Arg 


He Gly 


25 


30 




He Lys Arg Arg 


Trp Arg 


Asp Tyr 




45 




Thr Gly Glu Ser 


Cys His 


His Ala 


60 






Leu Gin Gly Asp 


His Ser 


Glu Leu 


75 




80 


Arg Thr Glu Gly 


Glu Pro 


Ser Pro 


90 




95 


Pro He Cys Ser 


Tyr He 


Thr Gly 


105 


110 





<21Q> 2394 

<211> 399 

<212> PRT 

<213> Homo sapiens 



<400> 2394 
Gly Thr Val Lys Thr Ser Val Ala 

1 5 
Cys Ser Ser Gly Gly Val Leu Gin 
20 

Gly Phe Lys Phe Thr Ser Lys Met 
35 40 
Ser Phe Glu Asp Phe Trp Lys Gly 
50 55 



Thr Pro He Thr Ala Gly His Ser 

10 15 
Val Lys Ser Pro Ala Thr Gin Ser 

25 30 
Glu Asp Phe Asn Met Glu Ser Asp 
45 

Glu Asp Leu Ser Asn Tyr Ser Tyr 
60 
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Ser Ser Thr Leu Pro Pro Phe Leu Leu Asp Ala Ala Pro Cys Glu Pro 
65 70 75 80 

Glu Ser Leu Qlu lie Asn Lys Tyr Phe Val Val He lie Tyr Ala Leu 

85 90 95 

Val Phe Leu Leu Ser Leu Leu Gly Asn Ser Leu Val Met Leu Val He 

100 105 HO 

Leu Tyr Ser Arg Val Gly Arg Ser Val Thr Asp Val Tyr Leu Leu Asn 

US 120 125 

Leu Ala Leu Ala Asp Leu Leu Phe Ala Leu Thr Leu Pro He Trp Ala 

130 135 140 

Ala Ser Lys Val Asn Gly Trp He Phe Gly Thr Phe Leu Cys Lys Val 
145 150 155 160 

Val Ser Leu Leu Lys Glu Val Asn Phe Tyr Ser Gly He Leu Leu Leu 

165 170 175 

Ala Cys He Ser Val Asp Arg Tyr Leu Ala He Val His Ala Thr Arg 

180 185 190 

Thr Leu Thr Gin Lys Arg Tyr Leu Val Lys Phe He Cys Leu Ser He 

195 " 200 205 

Trp Gly Leu Ser Leu Leu Leu Ala Leu Pro Val Leu Leu Phe Arg Arg 

210 • 215 220 

Thr Val Tyr Ser Ser Asn Val Ser Pro Ala Cys Tyr Glu Asp Met Gly 
225 230 235 240 

Asn Asn Thr Ala Asn Trp Arg Met Leu Leu Arg He Leu Pro Gin Ser 

245 250 255 

Phe Gly Phe He Val Pro Leu Leu He Met Leu Phe Cys Tyr Gly Phe 

260 265 270 

Thr Leu Arg Thr Leu Phe Lys Ala His Met Gly Gin Lys His Arg Ala 

275 280 285 

Met Arg Val He Phe Ala Val Val Leu He Phe Leu Leu Cys Trp Leu 

290 295 300 

Pro Tyr Asn Leu Val Leu Leu Ala Asp Thr Leu Met Arg Thr Gin Val 
305 310 315 320 

He Gin Glu Thr Cys Glu Arg Arg Asn His He Asp Arg Ala Leu Asp 

325 330 335 

Ala Thr Glu He Leu Gly He Leu His Ser Cys Leu Asn Pro Leu He 

340 * 345 350 

Tyr Ala Phe He Gly Gin Lys Phe Arg His Gly Leu Leu Lys He Leu 

355 360 365 

Ala He His Gly Leu He Ser Lys Asp Ser Leu Pro Lys Asp Ser Arg 

370 375 380 

Pro Ser Phe Val Gly Ser Ser Ser Gly His Thr Ser Thr Thr Leu 
385 390 395 399 



<210> 2395 
<211> 977 
<212> PRT 

<213> Homo sapiens 



<400> 2395 

Phe Arg Ala Asn Leu Ala He Thr Val Ala Asn Arg Arg Gly Ala Gin 

15 10 15 

Gly Gly Lys Met His Thr Cys Cys Pro Pro Val Thr Leu Glu Gin Asp 

20 25 30 

Leu His Arg Lys Met His Ser Trp Met Leu Gin Thr Leu Ala Phe Ala 

35 40 45 

Val Thr Ser Leu Val Leu Ser Cys Ala Glu Thr He Asp Tyr Tyr Gly 

50 55 60 

Glu He Cys Asp Asn Ala Cys Pro Cys Glu Glu Lys Asp Gly He Leu 
65 70 75 80 

Thr Val Ser Cys Glu Asn Arg Gly lie He Ser Leu Ser Glu He Ser 
85 90 95 
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Pro 


Pro 


Arg 


Phe 








100 


Asn 


Arg 


Leu 


Tyr 






115 




Leu 


His 


Leu 


Gly 




130 






His 


Gly 


Leu 


Arg 


145 








Glu 


Leu 


Leu 


Arg 


Leu 


Gin 


Val 


Asp 








180 


Gly 


Lys 


Leu 


His 






195 




Ser 


Ser 


Leu 


Pro 




210 






Asp 


Leu 


Arg 


Gly 


225 








Gin 


His 


Met 


Asp 


Asn 


Cys 


Ser 


Cys 








260 


Ser 


Tyr 


Ser 


Ala 






275 




Leu 


His 


Gly 


Arg 




290 






Arg 


Arg 


Leu 


lie 


305 








Thr 


Thr 


Gly 


Tyr 


Thr 


Ser 


Ser 


Ser 








340 


Thr 


Arg 


Gin 


Pro 






355 




Ser 


Lys 


Asp 


Leu 




370 






Thr 


Lys 


Ser 


Pro 


385 








Leu 


Gin 


He 


Ser 


lie 


Glu 


Ser 


lie 








420 


Met 


Tyr 


Leu 


Thr 






435 




Leu 


Glu 


Ala 


Thr 




450 






Ser 


Met 


He 


Gin 


465 








Leu 


Tyr 


Leu 


Asn 


Tyr 


Gly 


Leu 


Gin 








500 


Arg 


Glu 


lie 


Gin 






515 




Leu 


Phe 


Leu 


Asn 




530 






Ser 


Gly 


Leu 


Thr 


545 








Ser 


Leu 


Pro 


Val 


He 


Asp 


Leu 


His 








580 


Met 


Lys 


Leu 


Trp 






595 





Pro 


He 


Tyr 


His 


Pro 


Asn 


Glu 


Phe 










Ser 


Asn 


Val 


He 






135 




Gly 


Leu 


Arg 


Arg 




150 






Asp 


Asp 


Thr 


Phe 


165 








Tyr 


Asn 


Tyr 


He 


Leu 


Leu 


<31n 


Val 








zuu 


Asn 


Asn 


Leu 


Phe 






215 




Asn 


Arg 


Leu 


Lys 




230 






Lys 


Val 


Val 


Glu 


245 








Glu 


Leu 


He 


Ser 


Leu 


Val 


Gly 


Asp 










Asp 


Leu 


Asp 


Glu 






295 




Ser 


Asp 


Tyr 


Glu 




310 






Leu 


His 


Thr 


Thr 


325 








Ala 


Val 


Tyr 


Lys 


Asn 


Lys 


Pro 


Arg 








360 


Gly 


Tyr 


Ser 


Asn 






375 




Val 


Pro 


Leu 


GlU 




390 






Asp 


Leu 


Gly 


Leu 


405 








Ala 


Glu 


Leu 


Gin 


Glu 


Asn 


Tyr 


He 










Gly 


Leu 


Asp 


Leu 






455 




Asp 


Arg 


Ala 


Phe 




470 






Gly 


Asn 


Arg 


He 


485 








Ser 


Leu 


Gin 


Tyr 


Ser 


Gly 


Thr 


Phe 










Asn 


Asn 


Leu 


Leu 






535 




Leu 


Leu 


Arg 


Leu 




550 






Ser 


Gly 


Val 


Leu 


565 








Asp 


Asn 


Pro 


Trp 


Val 


Glu 


Gin 


Leu 



600 



Leu 


Leu 


Leu 


Ser 


105 








Val 


Asn 


Tyr 


Thr 


Gin 


Asp 


He 


Glu 








140 


Leu 


His 


Leu 


Asn 






155 




Leu 


Gly 


Leu 


Glu 




170 






Ser 


Val 


He 


Glu 


185 








Leu 


He 


Leu 


Asn 


Arg 


Phe 


Val 


Pro 








220 


Leu 


Leu 


Pro 


Tyr 






235 




Leu 


Gin 


Leu 


Glu 




250 






Leu 


Lys 


Asp 


Trp 


265 








val 


Val 


Cys 


Glu 


Vai 


Ser 


Lys 


Gin 








300 


Met 


Arg 


Pro 


Gin 






315 




Pro 


Ala 


Ser 


Val 




330 






Pro 


Pro 


Leu 


Lys 


345 








Val 


Arg 


Pro 


Thr 


Tyr 


Gly 


Pro 


Ser 








380 


Cys 


Pro 


Thr 


Ala 






395 




Asn 


Val 


Asn 


Cys 




410 






Pro 


Lys 


Pro 


Tyr 


425 








Ala 


Val 


Val 


Arg 


Leu 


His 


Leu 


Gly 








460 


Gly 


Asp 


Leu 


Thr 






475 




Glu 


Arg 


Leu 


Ser 




490 






Leu 


Phe 


Leu 


Gin 


505 








Asp 


Pro 


Val 


Pro 


Gin 


Ala 


Met 


Pro 








540 


Asn 


Leu 


Arg 


Ser 






555 




Asp 


Gin 


Leu 


Lys 




570 






Asp 


Cys 


Thr 


Cys 


585 








Lys 


Val 


Gly 


Val 



Gly 


Asn 


Leu 


Leu 




110 






Gly 


Ala 


Ser 


He 


125 








Thr 


Gly 


Ala 


Phe 


Asn 


Asn 


Lys 


Leu 










Asn 


Leu 


Glu 


Tyr 






175 




Pro 


Asn 


Ala 


Phe 




190 






Asp 


Asn 


Leu 


Leu 


205 








Leu 


Thr 


His 


Leu 


Val 


Gly 


Leu 


Leu 










Glu 


Asn 


Pro 


Trp 






255 




Leu 


Asp 


Ser 


He 




270 






Thr 


Pro 


Phe 


Arg 


285 








Glu 


Leu 


Cys 


Pro 


Thr 


Pro 


Leu 


Ser 








6/,\J 


Asn 


Ser 


Val 


Ala 






335 




Pro 


Pro 


Lys 


Gly 




350 






Ser 


Arg 


Gin 


Pro 


365 








He 


Ala 


Tyr 


Gin 


Cys 


Ser 


Cys 


Asn 








400 


Gin 


Glu 


Arg 


Lys 






415 




Asn 


Pro 


Lys 


Lys 




430 






Arg 


Thr 


Asp 


Leu 


445 








Asn 


Asn 


Arg 


He 


Asn 


Leu 


Arg 


Arg 








Attn 


Pro 


Glu 


Leu 


Phe 






495 




Tyr 


Asn 


Leu 


He 




510 






Asn 


Leu 


Gin 


Leu 


525 








Ser 


Gly 


Val 


Phe 


Asn 


His 


Phe 


Thr 








560 


Ser 


Leu 


He 


Gin 






575 




Asp 


He 


Val 


Gly 




590 






Leu 


Val 


Asp 


Glu 



605 
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Val lie Cys Lys Ala Pro Lys Lys Phe Ala Glu Thr Asp Met Arg Ser 

610 615 620 

He Lys Ser Glu Leu Leu Cys Pro Asp Tyr Ser Asp Val Val Val Ser 
625 630 635 640 

Thr Pro Thr Pro Ser Ser He Gin Val Pro Ala Arg Thr Ser Ala Val 

645 650 655 

Thr Pro Ala Val Arg Leu Asn Ser Thr Gly Ala Pro Ala Ser Leu Gly 

660 665 670 

Ala Gly Gly Gly Ala Ser Ser Val Pro Leu Ser Val Leu He Leu Ser 

675 680 685 

Leu Leu Leu Val Phe He Met Ser Val Phe Val Ala Ala Gly Leu Phe 

690 695 700 

Val Leu Val Met Lys Arg Arg Lys Lys Asa Gin ser Asp His Thr ser 
705 710 715 720 

Thr Asn Asn Ser Asp Val Ser Ser Phe Asn Met Gin Tyr Ser Val Tyr 

725 730 735 

Gly Gly Gly Gly Gly Thr Gly Gly His Pro His Ala His Val His His 

740 745 750 

Arg Gly Pro Ala Leu Pro Lys Val Lys Thr Pro Ala Gly His Val Tyr 

755 760 765 

Glu Tyr He Pro His Pro Leu Gly His Met Cys Lys Asn Pro He Tyr 

770 775 780 

Arg Ser Arg Glu Gly Asn Ser Val Glu Asp Tyr Lys Asp Leu His Glu 
785 790 795 800 

Leu Lys Val Thr Tyr Ser Ser Asn His His Leu Gin Gin Gin Gin Gin 

805 810 815 

Pro Pro Pro Pro Pro Gin Gin Pro Gin Gin Gin Pro Pro Pro Gin Leu 

820 825 B30 

Gin Leu Gin Pro Gly Glu Glu Glu Arg Arg Glu Ser His His Leu Arg 

835 840 345 

Ser Pro Ala Tyr Ser Val Ser Thr He Glu Pro Arg Glu Asp Leu Leu 

850 855 860 

Ser Pro Val Gin Asp Ala Asp Arg Phe Tyr Arg Gly He Leu Glu Pro 
865 870 875 880 

Asp Lys His Cys Ser Thr Thr Pro Ala Gly Asn Ser Leu Pro Glu Tyr 

' 885 890 895 

Pro Lys Phe Pro Cys Ser Pro Ala Ala Tyr Thr Phe Ser Pro Asn Tyr 

900 905 910 

Asp Leu Arg Arg Pro His Gin Tyr Leu His Pro Gly Ala Gly Asp Ser 

915 920 925 

Arg Leu Arg Glu Pro Val Leu Tyr Ser Pro Pro Ser Ala Val Phe Val 

930 935 940 

Glu Pro Asn Arg Asn Glu Tyr Leu Glu Leu Lys Ala Lys Leu Asn Val 
945 " 950 955 960 

Glu Pro Asp Tyr Leu Glu Val Leu Glu Lys Gin Thr Thr Phe Ser Gin 
965 970 975 

Phe 
977 



<210> 2396 

<211> 141 

<212> PRT 

<213> Homo sapiens 



<400> 2396 
Ser Pro Ser Ala Ala Gly Gly Leu 

1 5 
Ser Gly Ser Arg Gly Arg Asp His 

20 

Met Ala Gly Ala Leu Val Arg Lys 
35 40 



Ala Trp Val Ser Leu Ala Leu Gly 

10 15 
Ser Gly Ser Gly Val Gly Thr Ala 

25 30 
Ala Ala Asp Tyr Val Arg Ser Lys 
45 
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Asp 


Phe 
50 


Arg 


Asp 


Tyr 


Leu 


Met 
55 


Ser 


Thr 


His 


Phe 


Trp 
60 


Gly 


Pro 


Val 


Ala 


Asn 


Tip 


Gly 


Leu 


Pro 


lie 


Ala 


Ala 


He 


Asn 


Asp 


Met 


Lys 


Lys 


Ser 


Pro 


65 










70 










75 










80 


Glu 


lie 


lie 


Ser 


Gly 
85 


Arg 


Met 


Thr 


Phe 


Ala 
90 


Leu 


Cys 


Cys 


Tyr 


Ser 
95 


Leu 


Thr 


Phe 


Met 


Arg 
100 


Phe 


Ala 


Tyr 


Lys 


Val 
105 


Gin 


Pro 


Arg 


Asn 


Trp 
110 


Leu 


Leu 


Phe 


Ala 


Cys 
115 


His 


Ala 


Thr 


Asn 


Glu 
120 


Val 


Ala 


Gin 


Leu 


He 
125 


Gin 


Gly 


Gly 


Arg 


Leu 
130 


lie 


Lys 


His 


Glu 


Met 
135 


Thr 


Lys 


Thr 


Ala 


Ser 
140 


Ala 
141 









<210> 2397 
<211> 84 
<212> PRT 

<213> Homo sapiens 



<400> 2397 



Ala 


Leu 


Pro 


Gly 


Thr 


Pro 


Gin 


Gin 


Thr 


Val 


Thr 


Leu 


Asn 


Thr 


Asp 


Gly 


1 








5 










10 










15 




Lys 


Val 


Lys 


ser 


Phe 


Thr 


Ser 


Pro 


His 


Ser 


Asn 


Pro 


Asn 


Leu 


Pro 


Pro 






20 










25 










30 






Ala 


Lys 


Phe 
35 


Phe 


Thr 


Ser 


Leu 


Gin 
40 


Ser 


Leu 


Asn 


Trp 


Ser 
45 


Ser 


His 


Leu 


Pro 


Pro 
50 


Ser 


Pro 


Ala 


Thr 


Glu 
55 


Ser 


Val 


Gly 


Lys 


Arg 
60 


Gly 


Asn 


Ala 


Lys 


Pro 


Pro 


Thr 


Thr 


Lys 


Leu 


Leu 


His 


Ser 


Ser 


Pro 


Leu 


Trp 


Asn 


Phe 


Phe 


65 










70 










75 










80 


Ala 


Gin 


Gin 


Leu 



























84 



<210> 2398 
<211> 1684 
<212> PRT 

<213> Homo sapiens 



<400> 2398 



Pro 


Glu 


Val 


Thr 


Lys 


Pro 


Ser 


Leu 


Ser 


Gin 


Pro 


Thr 


Ala 


Ala 


Ser 


Pro 


1 








5 










10 










15 




He 


Gly 


Ser 


Ser 


Pro 


Ser 


Pro 


Pro 


Val 


Asn 


Gly 


Gly 


Asn 


Asn 


Ala 


Lys 








20 










25 










30 






Arg 


Val 


Ala 


Val 


Pro 


Asn 


Gly 


Gin 


Pro 


Pro 


Ser 


Ala 


Ala 


Arg 


Tyr 


Met 






35 










40 










45 








Pro 


Arg 


Glu 


Val 


Pro 


Pro 


Arg 


Phe 


Arg 


Cys 


Gin 


Gin 


Asp 


His 


Lys 


Val 




50 










55 










60 










Leu 


Leu 


Lys 


Arg 


Gly 


Gin 


Pro 


Pro 


Pro 


Pro 


Ser 


Cys 


Met 


Leu 


Leu 


Gly 


65 










70 










75 










80 


Gly 


Gly 


Ala 


Gly 


Pro 


Pro 


Pro 


Cys 


Thr 


Ala 


Pro 


Gly 


Ala 


Asn 


Pro 


Asn 










85 










90 










95 




Asn 


Ala 


Gin 


Val 


Thr 


Gly 


Ala 


Leu 


Leu 


Gin 


Ser 


Glu 


Ser 


Gly 


Thr 


Ala 








100 










105 










110 






Pro 


Asp 


Ser 


Thr 


Leu 


Gly 


Gly 


Ala 


Ala 


Ala 


Ser 


Asn 


Tyr 


Ala 


Asn 


Ser 






115 










120 










125 








Thr 


Trp 


Gly 


Ser 


Gly 


Ala 


Ser 


Ser 


Asn 


Asn 


Gly 


Thr 


Ser 


Pro 


Asn 


Pro 




130 










135 










140 










lie 


His 


He 


Trp 


Asp 


Lys 


Val 


He 


val 


Asp 


Gly 


Ser 


Asp 


Met 


Glu 


Glu 



145 150 155 160 
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Trp Pro Cys He Ala Ser Lys Asp Thr Glu Ser Ser Ser Glu Asn Thr 

165 170 175 

Thr Asp Asn Asn Ser Ala Ser Asn Pro Gly Ser Glu Lys Ser Thr Leu 

180 185 190 

Pro Gly Ser Thr Thr Ser Asn Lys Gly Lys Gly Ser Gin Cys Gin Ser 

195 200 205 

Ala Ser Ser Gly Asn Glu Cys Asn Leu Gly Val Trp Lys Ser Asp Pro 

210 215 220 

Lys Ala Lys Ser Val Gin Ser Ser Asn Ser Thr Thr Glu Asn Asn Asn 
225 230 235 240 

Gly Leu Gly Asn Trp Arg Asn Val Ser Gly Gin Asp Arg He Gly Pro 

245 250 255 

Gly Ser Gly Phe Ser Asn Phe Asn Pro Asn Ser Asn Pro Ser Ala Trp 

260 265 270 

Pro Ala Leu Val Gin Glu Gly Thr Ser Arg Lys Gly Ala Leu Glu Thr 

275 2B0 285 

Asp Asn Ser Asn Ser Ser Ala Gin Val Ser Thr Val Gly Gin Thr Ser 

290 295 300 

Arg Glu Gin Gin Ser Lys Met Glu Asn Ala Gly Val Asn Phe Val Val 
305 310 315 320 

Ser Gly Arg Glu Gin Ala Gin He His Asn Thr Asp Gly Pro Lys Asn 

325 330 335 

Gly Asn Thr Asn Ser Leu Asn Leu Ser Ser Pro Asn Pro Met Glu Asn 

340 345 350 

Lys Gly Met Pro Phe Gly Met Gly Leu Gly Asn Thr Ser Arg Ser Thr 

355 360 355 

Asp Ala Pro Ser Gin Ser Thr Gly Asp Arg Lys Thr Gly Ser Val Gly 

370 375 380 

Ser Trp Gly Ala Ala Arg Gly Pro Ser Gly Thr Asp Thr Val Ser Gly 
385 390 395 400 

Gin Ser Asn Ser Gly Asn Asn Gly Asn Asn Gly Lys Glu Arg Glu Asp 

405 410 415 

Ser Trp Lys Gly Ala Ser Val Gin Lys Ser Thr Gly Ser Lys Asn Asp 

420 425 430 

Ser Trp Asp Asn Asn Asn Arg Ser Thr Gly Gly Ser Trp Asn Phe Gly 

435 440 445 

Pro Gin Asp Ser Asn Asp Asn Lys Trp Gly Glu Gly Asn Lys Met Thr 

450 455 460 

Ser Gly Val Ser Gin Gly Glu Trp Lys Gin Pro Thr Gly Ser Asp Glu 
465 470 475 ' 480 

Leu Lys He Gly Glu Trp Ser Gly Pro Asn Gin Pro Asn Ser Ser Thr 

485 490 495 

Gly Ala Trp Asp Asn Gin Lys Gly His Pro Leu Leu Glu Asn Gin Gly 

500 505 510 

Asn Ala Gin Ala Pro Cys Trp Gly Arg Ser Ser Ser Ser Thr Gly Ser 

515 520 525 

Glu Val Glu Gly Gin Ser Thr Gly Ser Asn His Lys Ala Gly Ser Ser 

530 535 540 

Asp Ser His Asn Ser Gly Arg Arg Ser Tyr Arg Pro Thr His Pro Asp 
545 550 555 560 

Cys Gin Ala Val Leu Gin Thr Leu Leu Ser Arg Thr Asp Leu Asp Pro 

565 570 575 

Arg Val Leu Ser Asn Thr Gly Trp Gly Gin Thr Gin He Lys Gin Asp 

580 585 590 

Thr Val Trp Asp He Glu Glu Val Pro Arg Pro Glu Gly Lys Ser Asp 

595 600 605 

Lys Gly Thr Glu Gly Trp Glu Ser Ala Ala Thr Gin Thr Lys Asn Ser 

610 615 620 

Gly Gly Trp Gly Asp Ala Pro Ser Gin Ser Asn Gin Met Lys Ser Gly 
625 "* * 630 635 640 

Trp Gly Glu Leu Ser Ala Ser Thr Glu Trp Lys Asp Pro Lys Asn Thr 

645 650 655 

Gly Gly Trp Asn Asp Tyr Lys Asn Asn Asn Ser Ser Asn Trp Gly Gly 
660' 665 670 
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Gly 


Arg 


Pro 


Asp 


Glu 


Lys 


Thr 


Pro 


Ser 


ser 


Trp 


Asn 


Glu 


Asn 


Pro 


Ser 






675 










680 










685 








Lys 


Asp 


Gin 


Gly 


Trp 


Gly 


Gly 


Gly 


Arg 


Gin 


Pro 


Asn 


Gin 


Gly 


Trp 


Ser 




690 










695 










700 










Ser 


Gly 


Lys 


Asn 


Gly 


Trp 


Gly 


Glu 


Glu 


Val 


Asp 


Gin 


Thr 


Lys 


Asn 


Ser 


705 










710 










715 










720 


Asn 


Trp 


Glu 


Ser 


Ser 


Ala 


Ser 


Lys 


Pro 


Val 


ser 


Gly 


Trp 


Gly 


Glu 


Gly 










725 










730 










735 




Gly 


Gin 


Asn 


Glu 


lie 


Gly 


Thr 


Trp 


Gly 


Asn 


Gly 


Gly 


Asn 


Ala 


Ser 


Leu 








740 










745 










750 






Ala 


Ser 


Lys 


Gly 


Gly 


Trp 


Glu 


Asp 


Cys 


Lys 


Arg 


Ser 


Pro 


Ala 


Trp 


Asn 






755 










760 










765 








Glu 


Thr 


Gly 


Arg 


Gin 


Pro 


Asn 


Ser 


Trp 


Asn 


Lys 


Gin 


His 


Gin 


Gin 


Gin 




770 










775 










780 










Gin 


Pro 


Pro 


Gin 


Gin 


Pro 


Pro 


Pro 


Pro 


Gin 


Pro 


Glu 


Ala 


Ser 


Gly 


Ser 


785 










790 










795 










800 


Trp 


Gly 


Gly 


Pro 


Pro 


Pro 


Pro 


Pro 


Pro 


Gly 


Asn 


Val 


Arg 


Pro 


Ser 


Asn 










805 










810 










815 




Ser 


Ser 


Trp 


Ser 


Ser 


Gly 


Pro 


Gin 


Pro 


Ala 


Thr 


Pro 


Lys 


Asp 


Glu 


Glu 








820 










825 










830 






Pro 


Ser 


Gly 


Trp 


Glu 


Glu 


Pro 


Ser 


Pro 


Gin 


Ser 


lie 


Ser 


Arg 


Lys 


Met 






835 










840 










845 








Asp 


lie 


Asp 


Asp 


Gly 


Thr 


Ser 


Ala 


Trp 


Gly 


Asp 


Pro 


Asn 


Ser 


Tyr 


Asn 




B50 










855 










860 










Tyr 


Lys 


Asn 


Val 


Asn 


Leu 


Trp 


Asp 


Lys 


Asn 


Ser 


Gin 


Gly 


Gly 


Pro 


Ala 












870 










875 










880 


Pro 


Arg 


Glu 


Pro 


Asn 


Leu 


Pro 


Thr 


Pro 


Met 


Thr 


Ser 


Lys 


Ser 


Ala 


Ser 










885 










890 










895 




Asp 


Ser 


Lys 


Ser 


Met 


Gin 


Asp 


Gly 


Trp 


Gly 


Glu 


Ser 


Asp 


Gly 


Pro 


Val 








900 










905 










910 






Thr 


Gly 


Ala 


Arg 


His 


Pro 


Ser 


Trp 


Glu 


Glu 


Glu 


Glu 


Asp 


Gly 


Gly 


val 






915 










920 










925 








Trp 


Asn 


Thr 


Thr 


Gly 


Ser 


Gin 


Gly 


Ser 


Ala 


Ser 


Ser 


His 


Asn 


Ser 


Ala 




930 










935 










940 










Ser 


Trp 


Gly 


Gin 


Gly 


Gly 


Lys 


Lys 


Gin 


Met 


Lys 


Cys 


Ser 


Leu 


Lys 


Gly 


945 










950 










955 










960 


Gly 


Asn 


Asn 


Asp 


Ser 


Trp 


Met 


Asn 


Pro 


Leu 


Ala 


Lys 


Gin 


Phe 


Ser 


Asn 










965 










970 










975 




Met 


Gly 


Leu 


Leu 


Ser 


Gin 


Thr 


Glu 


Asp 


Asn 


Pro 


Ser 


Ser 


Lys 


Met 


Asp 



980 985 990 



Leu Ser Val Gly Ser Leu Ser Asp Lys Lys Phe Asp Val Asp Lys Arg 

995 1000 1005 

Ala Met Asn Leu Gly Asp Phe Asn Asp He Met Arg Lys Asp Arg Ser 

1010 1015 1020 

Gly Phe Arg Pro Pro Asn Ser Lys Asp Met Gly Thr Thr Asp Ser Gly 
1025 1030 1035 1040 

Pro Tyr Phe Glu Lys Gly Gly Ser His Gly Leu Phe Gly Asn Ser Thr 

1045 1050 1055 

Ala Gin Ser Arg Gly Leu His Thr Pro Val Gin Pro Leu Asn Ser Ser 

1060 1065 1070 

Pro Ser Leu Arg Ala Gin Val Pro Pro Gin Phe He Ser Pro Gin Val 

1075 1080 1085 

Ser Ala Ser Met Leu Lys Gin Phe Pro Asn Ser Gly Leu Ser Pro Gly 

1090 1095 1100 

Leu Phe Asn Val Gly Pro Gin Leu Ser Pro Gin Gin He Ala Met Leu 
1105 1110 1115 1120 

Ser Gin Leu Pro Gin He Pro Gin Phe Gin Leu Ala Cys Gin Leu Leu 

1125 1130 1135 

Leu Gin Gin Gin Gin Gin Gin Gin Leu Leu Gin Asn Gin Arg Lys He 

1140 1145 1150 

Ser Gin Ala Val Arg Gin Gin Gin Glu Gin Gin Leu Ala Arg Met Val 

1155 1160 1165 

Ser Ala Leu Gin Gin Gin Gin Gin Gin Gin Gin Arg Gin Pro Gly Met 
1170 1175 1180 
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Lys His Ser Pro Ser His Pro Val Gly Pro Lys Pro His Leu Asp Asn 
1185 H90 1195 1200 

Met Val Pro Asn Ala Leu Asn Val Gly Leu Pro Asp Leu Gin Thr Lys 

1205 1210 1215 

Gly Pro lie Pro Gly Tyr Gly Ser Gly Phe Ser Ser Gly Gly Met Asp 

1220 1225 1230 

Tyr Gly Met Val Gly Gly Lys Glu Ala Gly Thr Glu Ser Arg Phe Lys 

1235 1240 1245 

Gin Trp Thr Ser Met Met Glu Gly Leu Pro Ser Val Ala Thr Gin Glu 

1250 1255 1260 

Ala Asn Met His Lys Asn Gly Ala He val Ala Pro Gly Lys Thr Arg 
1265 1270 1275 1280 

Gly Gly Ser Pro Tyr Asn Gin Phe Asp He He Pro Gly Asp Thr Leu 

1285 1290 1295 

Gly Gly His Thr Gly Pro Ala Gly Asp Ser Trp Leu Pro Ala Lys Ser 

1300 1305 1310 

Pro Pro Thr Asn Lys He Gly Ser Lys Ser Ser Asn Ala Ser Trp Pro 

1315 1320 1325 

Pro Glu Phe Gin Pro Gly Val Pro Trp Lys Gly He Gin Asn He Asp 

1330 1335 1340 

Pro Glu Ser Asp Pro Tyr Val Thr Pro Gly Ser Val Leu Gly Gly Thr 
1345 1350 1355 1360 

Ala Thr Ser Pro He Val Asp Thr Asp His Gin Leu Leu Arg Asp Asn 

1365 1370 1375 

Thr Thr Gly Ser Asn Ser Ser Leu Asn Thr Ser Leu Pro Ser Pro Gly 

1380 1385 1390 

Ala Trp Pro Tyr Ser Ala Ser Asp Asn Ser Phe Thr Asn Val His Ser 

1395 1400 1405 

Thr Ser Ala Lys Phe Pro Asp Tyr Lys Ser Thr Trp Ser Pro Asp Pro 

1410 1415 1420 

He Gly His Asn Pro Thr His Leu Ser Asn Lys Met Trp Lys Asn His 
1425 1430 1435 1440 

He Ser Ser Arg Asn Thr Thr Pro Leu Pro Arg Pro Pro Pro Gly Leu 

1445 1450 1455 

Thr Asn Pro Lys Pro Ser Ser Pro Trp Ser Ser Thr Ala Pro Arg Ser 

1460 1465 1470 

Val Arg Gly Trp Gly Thr Gin Asp Ser Arg Leu Ala Ser Ala Ser Thr 

1475 1480 1485 

Trp Ser Asp Gly Gly Ser Val Arg Pro Ser Tyr Trp Leu Val Leu His 

1490 1495 1500 

Asn Leu Thr Pro Gin He Asp Gly Ser Thr Leu Arg Thr He Cys Met 
1505 1510 1515 1520 

Gin His Gly Pro Leu Leu Thr Phe His Leu Asn Leu Thr Gin Gly Thr 

1525 1530 1535 

Ala Leu He Arg Tyr Ser Thr Lys Gin Glu Ala Ala Lys Ala Gin Thr 

1540 1545 1550 

Ala Leu His Met Cys Val Leu Gly Asn Thr Thr He Leu Ala Glu Phe 

1555 ~ 1560 1565 

Ala Thr Asp Asp Glu Val Ser Arg Phe Leu Ala Gin Ala Gin Pro Pro 

1570 1575 1580 

Thr Pro Ala Ala Thr Pro Ser Ala Pro Ala Ala Gly Trp Gin Ser Leu 
1585 1590 1595 1600 

Glu Thr Gly Gin Asn Gin Ser Asp Pro Val Gly Pro Ala Leu Asn Leu 

1605 1610 1615 

Phe Gly Gly Ser Thr Gly Leu Gly Gin Trp Ser Ser Ser Ala Gly Gly 

1620 1625 1630 

Ser Ser Gly Ala Asp Leu Ala Gly Ala Ser Leu Trp Gly Pro Pro Asn 

1635 1640 1645 

Tyr Ser Ser Ser Leu Trp Gly Val Pro Thr Val Glu Asp Pro His Arg 

1650 1655 1660 

Met Gly Ser Pro Ala Pro Leu Leu Pro Gly Asp Leu Leu Gly Gly Gly 
1665 1670 1675 1680 

Ser Asp Ser He 
1684 
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<210> 2399 
<211> 395 
<212> PRT 

<213> Homo sapiens 



<400> 2399 



Val 


Pro 


Trp 


Lys 


Arg 


Gin 


Asp 


Glu 


Gin 


Leu 


Ser 


Leu 


Gin 


Val 


Glu 


Thr 


1 






5 










10 










15 




Leu 


Tyr 


Leu 


Asp 


Ser 


Pro 


Ala 


Val 


He 


His 


Leu 


Leu 


Ser 


Pro 


Thr 


Phe 








20 










25 










30 






Leu 


Pro 


Pro 


Ser 


Ser 


Leu 


Pro 


Pro 


Phe 


Leu 


Gin 


lie 


Val 


Asp 


Ser 


Ser 






35 










40 










45 








Ser 


Ser 


Ala 


Cys 


Thr 


lieu 


Asp 


Ser 


Phe 


Phe 


Pro 


Phe 


Leu 


Ala 


Pro 


Trp 




50 










55 










SO 










Asp 


Ser 


Pro 


Gin 


Asp 


Cys 


Gly 


Phe 


Lys 


Asp 


His 


Gin 


Pro 


Leu 


Thr 


Leu 


65 










70 










75 




• 






80 


Gin 


Ala 


Leu 


Thr 


Val 


Glu 


Leu 


Ala 


Arg 


Trp 


Thr 


Leu 


Met 


Leu 


Leu 


Leu 










85 










90 










95 




Ser 


Thr 


Ala 


Met 


Tyr 


Gly 


Ala 


His 


Ala 


Pro 


Leu 


Leu 


Ala 


Leu 


Cys 


His 








100 










105 










110 






Val 


Asp 


Gly 


Arg 


Val 


Pro 


Phe 


Arg 


Pro 


Ser 


Ser 


Ala 


Val 


Leu 


Leu 


Thr 






115 










120 










125 








Glu 


Leu 


Thr 


Lys 


Leu 


Leu 


Leu 


Cys 


Ala 


Phe 


Ser 


Leu 


Leu 


Val 


Gly 


Trp 




130 










135 










140 










Gin 


Ala 


Trp 


Pro 


Gin 


Gly 


Pro 


Pro 


Pro 


Trp 


Arg 


Gin 


Ala 


Ala 


Pro 


Phe 


145 










150 










155 










160 


Ala 


Leu 


Ser 


Ala 


Leu 


Leu 


Tyr 


Gly 


Ala 


Asn 


Asn 


Asn 


Leu 


Val 


lie 


Tyr 










165 










170 










175 




Leu 


Gin 


Arg 


Tyr 


Met 


Asp 


Pro 


Ser 


Thr 


Tyr 


Gin 


Val 


Leu 


Ser 


Asn 


Leu 








180 










185 










190 






Lys 


lie 


Gly 


Ser 


Thr 


Ala 


Val 


Leu 


Tyr 


Cys 


Leu 


Cys 


Leu 


Arg 


His 


Arg 






195 










200 










205 








Leu 


Ser 


Val 


Arg 


Gin 


Gly 


Leu 


Ala 


Leu 


Leu 


Leu 


Leu 


Met 


Ala 


Ala 


Gly 




210' 










215 










220 










Ala 


Cys 


Tyr 


Ala 


Ala 


Gly 


Gly 


Leu 


Gin 


Val 


Pro 


Gly 


Asn 


Thr 


Leu 


Pro 


225 










230 










235 










240 


Ser 


Pro 


Pro 


Pro 


Ala 


Ala 


Ala 


Ala 


Ser 


Pro 


Met 


Pro 


Leu 


His 


lie 


Thr 










245 










250 










255 




Pro 


Leu 


Gly 


Leu 


Leu 


Leu 


Leu 


He 


Leu 


Tyr 


Cys 


Leu 


lie 


Ser 


Gly 


Leu 








260 










265 










270 






Ser 


Ser 


Val 


Tyr 


Thr 


Glu 


Leu 


Leu 


Met 


Lys 


Arg 


Gin 


Arg 


Leu 


Pro 


Leu 






275 










280 










285 








Ala 


Leu 


Gin 


Asn 


Leu 


Phe 


Leu 


Tyr 


Thr 


Phe 


Gly 


Val 


Leu 


Leu 


Asn 


Leu 




290 










295 










300 










Gly 


Leu 


His 


Ala 


Gly 


Gly 


Gly 


Ser 


Gly 


Pro 


Gly 


Leu 


Leu 


Glu 


Gly 


Phe 


305 










310 










315 










320 


Ser 


Gly 


Trp 


Ala 


Ala 


Leu 


Val 


Val 


Leu 


Ser 


Gin 


Ala 


Leu 


Asn 


Gly 


Leu 










325 










330 










335 




Leu 


Met 


Ser 


Ala 


Val 


Met 


Lys 


His 


Gly 


Ser 


Ser 


He 


Thr 


Arg 


Leu 


Phe 








340 










345 










350 






Val 


Val 


Ser 


Cys 


Ser 


Leu 


Val 


Val 


Asn 


Ala 


Val 


Leu 


ser 


Ala 


val 


Leu 






3 55 










360 










365 








Leu 


Arg 


Leu 


Gin 


Leu 


Thr 


Ala 


Ala 


Phe 


Phe 


Leu 


Ala 


Thr 


Leu 


Leu 


He 




370 










3 75 










330 










Gly 


Leu 


Ala 


Met 


Arg 


Leu 


Tyr 


Tyr 


Gly 


Ser 


Arg 













385 390 395 



<210> 2400 
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<211> 552 
<212> PRT 

<213> Homo sapiens 



<400> 2400 

Trp Val Ser Ser Met Gly Phe Glu Glu Leu Leu Glu Gin Val Gly Gly 

15 10 15 

Phe Gly Pro Phe Gin Leu Arg Asn Val Ala Leu Leu Ala Leu Pro Arg 

20 25 30 

Val Leu Leu Pro Leu His Phe Leu Leu Pro lie Phe Leu Ala Ala Val 

35 40 45 

Pro Ma His Arg Cys Ala Leu Pro Gly Ala Pro Ala Asn Phe Ser His 

50 * 55 60 

Gin Asp Val Trp Leu Glu Ala His Leu Pro Arg Glu Pro Asp Gly Thr 
65 ~ 70 75 80 

Leu Ser Ser Cys Leu Arg Phe Ala Tyr Pro Gin Ala Leu Pro Asn Thr 

85 90 95 

Thr Leu Gly Glu Glu Arg Gin Ser Arg Gly Glu Leu Glu Asp Glu Pro 

100 105 110 

Ala Thr Val Pro Cys Ser Gin Gly Trp Glu Tyr Asp His Ser Glu Phe 

115 120 125 

Ser Ser Thr lie Ala Thr Glu Ser Gin Trp Asp Leu Val Cys Glu Gin 

130 135 140 

Lys Gly Leu Asn Arg Ala Ala Ser Thr Phe Phe Phe Ala Gly Val Leu 
145 150 155 160 

Val Gly Ala Val Ala Phe Gly Tyr Leu Ser Asp Arg Phe Gly Arg Arg 

165 170 175 

Arg Leu Leu Leu Val Ala Tyr Val Ser Thr Leu Val Leu Gly Leu Ala 

180 185 150 

Ser Ala Ala Ser Val Ser Tyr Val Met Phe Ala lie Thr Arg Thr Leu 

195 200 205 

Thr Gly Ser Ala Leu Ala Gly Phe Thr lie lie Val Met Pro Leu Glu 

210 215 220 

Leu Glu Trp Leu Asp Val Glu His Arg Thr Val Ala Gly Val Leu Ser 
225 230 235 240 

Ser Thr Phe Trp Thr Gly Gly val Met Leu Leu Ala Leu Val Gly Tyr 

245 ' 250 255 

Leu He Arg Asp Trp Arg Trp Leu Leu Leu Ala Val Thr Leu Pro Cys 

260 ~ 265 270 

Ala Pro Gly lie Leu Ser Leu Trp Trp Val Pro Glu Ser Ala Arg Trp 

275 280 285 

Leu Leu Thr Gin Gly His Val Lys Glu Ala His Arg Tyr Leu Leu His 

250 295 300 

Cys Ala Arg Leu Asn Gly Arg Pro Val Cys Glu Asp Ser Phe Ser Gin 
305 310 315 320 

Glu Ala Val Ser Lys Val Ala Ala Gly Glu Arg Val Val Arg Arg Pro 

325 330 335 

Ser Tyr Leu Asp Leu Phe Arg Thr Pro Arg Leu Arg His He Ser Leu 

340 345 350 

Cys Cys Val Val Val Trp Phe Gly Val Asn Phe Ser Tyr Tyr Gly Leu 

355 360 365 

Ser Leu Asp Val Ser Gly Leu Gly Leu Asn Val Tyr Gin Thr Gin Leu 

370 375 380 

Leu Phe Gly Ala Val Glu Leu Pro Ser Lys Leu Leu Val Tyr Leu Ser 
385 390 395 400 

Val Arg Tyr Ala Gly Arg Arg Leu Thr Gin Ala Gly Thr Leu Leu Gly 

405 410 415 

Thr Ala Leu Ala Phe Gly Thr Arg Leu Leu Val Ser Ser Asp Met Lys 

420 425 430 

Ser Trp Ser Thr Val Leu Ala Val Met Gly Lys Ala Phe Ser Glu Ala 

435 440 445 

Ala Phe Thr Thr Ala Tyr Leu Phe Thr Ser Glu Leu Tyr Pro Thr Val 
450 455 460 
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Leu 


Arg 


Gin 


Thr 


Gly 


Met 


Gly 


Leu 


465 










470 






Gly 


Ser 


Leu 


Ala 


Pro 


Leu 


Ala 


Ala 










485 








Leu 


Pro 


Lys 


Leu 


Thr 


Tyr 


Gly 


Gly 


















Ala 


Leu 


Leu 


Leu 


Pro 


Glu 


Thr 


Arg 






515 










520 


Gin 


Asp 


Val 


Glu 


Arg 


Lys 


Ser 


Ala 




530 










535 




Met 


Pro 


Met 


Lys 


Gin 


Val 


Gin 


Asn 


545 










550 




552 




<210> 2401 












<211> 370 












<212> PRT 












<213> Homo 


sapiens 








<400> 2401 










Glu 


lie 


Arg 


Thr 


Pro 


Val 


Ala 


Val 


1 








5 








Glu 


Gly 


Asp 


Glu 


Glu 


Glu 


Thr 


Thr 








20 










Ser 


Glu 


Glu 


Asp 


Gly 


Gly 


Val 


Val 






35 










40 


Thr 


Glu 


Gin 


Pro 


Val 


Gly 


Gly 


Asn 




50 










55 




Gly 


Asn 


Leu 


Asn 


Ser 


Asp 


Pro 


Leu 


65 










70 






Cys 


Gin 


Leu 


Asp 


Cys 


Gly 


Ser 


Arg 










85 








Gin 


His 


Thr 


Ala 


Ala 


Val 


Val 


Ser 








100 










Cys 


Gly 


Arg 


Ala 


Leu 


Ser 


Ser 


Pro 






115 










120 


lie 


His 


Ser 


Glu 


Asp 


Gin 


Arg 


Ser 




130 










135 




Phe 


Thr 


Ser 


His 


Ala 


Thr 


Phe 


Asn 


145 










150 






Asn 


Met 


Glu 


Ser 


Leu 


Pro 


Thr 


Val 










165 








Glu 


Gly 


Lys 


Asp 


lie 


Ala 


Phe 


Ser 








180 










Leu 


Leu 


Val 


Cys 


Asn 


Asn 


Cys 


Ala 






195 










2 00 


Gin 


Thr 


Pro 


Ser 


Val 


Arg 


Lys 


Trp 




210 










215 




Leu 


Glu 


Val 


Arg 


Leu 


Gin 


Arg 


Leu 


225 










230 






Ser 


Arg 


Arg 


Asp 


Asn 


Glu 


Thr 


Pro 










245 








Arg 


Asp 


Arg 


Glu 


Ala 


Lys 


Arg 


Leu 








260 










Gin 


Arg 


Ala 


Arg 


Arg 


Leu 


Gin 


Arg 






275 










280 


Arg 


Ala 


Asn 


Glu 


Thr 


Pro 


Glu 


Lys 




290 










295 




Arg 


Glu 


Ala 


Lys 


Arg 


Leu 


Lys 


Arg 


305 










310 






Leu 


Arg 


Ala 


Gin 


Phe 


Gly 


Gin 


Asp 



325 



Thr 


Ala 


Leu 


Val 


Gly 


Arg 


Leu 


Gly 






475 










480 


Leu 


Leu 


Asp 


Gly 


Val 


Trp 


Leu 


Ser 




490 










495 




He 


Ala 


Leu 


Leu 


Ala 


Ala 


Gly 


Thr 


505 










510 






Gin 


Ala 


Gin 


Leu 


Pro 


Glu 


Thr 


He 










525 








Pro 


Thr 


Ser 


Leu 


Gin 


Glu 


Glu 


Glu 








540 










Ser 


Ser 


Ala 


Pro 


ser 


Gly 


Asp 


Ser 




10 










15 




Gin 


Asp 


Glu 


Val 


Ser 


Ser 


His 


Thr 


25 










30 






Lys 


Val 


Glu 


Lys 


Glu 


Leu 


Glu 


Asn 










45 








Glu 


Val 


Val 


Glu 


His 


Glu 


Val 


Thr 








60 










Leu 


Glu 


Leu 


Cys 


Gin 


Cys 


Pro 


Leu 






75 










80 


Glu 


Gin 


Leu 


He 


Ala 


His 


Val 


Tyr 




90 










95 




Ala 


Lys 


Ser 


Tyr 


Met 


Cys 


Pro 


Val 


105 










110 






Gly 


Ser 


Leu 


Gly 


Arg 


His 


Leu 


Leu 










125 








Asn 


Cys 


Ala 


Val 


Cys 


Gly 


Ala 


Arg 








140 










Ser 


Glu 


Lys 


Leu 


Pro 


Glu 


Val 


lieu 






155 










160 


His 


Asn 


Glu 


Gly 


Pro 


Ser 


Ser 


Ala 




170 










175 




Pro 


Pro 


Val 


Tyr 


Pro 


Ala 


Gly 


He 


185 










190 






Ala 


Tyr 


Arg 


Lys 


Leu 


Leu 


Glu 


Ala 










205 








Ala 


Leu 


Arg 


Arg 


Gin 


Asn 


Glu 


Pro 








220 










Glu 


Arg 


Glu 


Arg 


Thr 


Ala 


Lys 


Lys 






235 










240 


Glu 


Glu 


Arg 


Glu 


val 


Arg 


Arg 


Met 




250 










255 




Gin 


Arg 


Met 


Gin 


Glu 


Thr 


Asp 


Glu 


265 










270 






Asp 


Arg 


Glu 


Ala 


Met 


Arg 


Leu 


Lys 










285 








Arg 


Gin 


Ala 


Arg 


Leu 


He 


Arg 


Glu 








300 










Arg 


Leu 


Glu 


Lys 


Met 


Asp 


Met 


Met 






315 










320 


Pro 


Ser 


Ala 


Met 


Ala 


Ala 


Leu 


Ala 



330 335 
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Ala Glu Met Asn Phe Phe Gin Leu Pro Val Ser Gly Val Glu Leu Asp 

340 345 350 

Ser Gin Leu Leu Gly Lys Met Ala Phe Glu Glu Gin Asn Ser Ser Ser 
355 360 365 

Leu His 
370 



<210> 2402 
<211> 345- 
<212> PRT 

<213> Homo sapiens 



<400> 2402 

Arg His Gly His Gly Gly Arg Asp Arg Arg Gly Gly Gly Arg Val Ala 

l " 5 10 15 

Arg Pro Gly Gly Leu Gly Arg Tyr Pro Gly Arg Gly Ala Ala Ala Ser 

20 25 30 

Leu Val Phe Val Pro Thr Arg Arg Arg Ser Gly Pro Ser Gly Thr Ala 

35 40 45 

Ser Val Ala Ala Met Ala Tyr His Ser Gly Tyr Gly Ala His Gly Ser 

50 55 60 

Lys His Arg Ala Arg Ala Ala Pro Asp Pro Pro Pro Leu Phe Asp Asp 
65 70 75 80 

Thr Ser Gly Gly Tyr Ser Ser Gin Pro Gly Gly Tyr Pro Ala Thr Gly 

85 90 95 

Ala Asp Val Ala Phe Ser Val Asn His Leu Leu Gly Asp Pro Met Ala 

100 * 105 HO 

Asn Val Ala Met Ala Tyr Gly Ser Ser He Ala Ser His Gly Lys Asp 

115 120 125 

Met Val His Lys Glu Leu His Arg Phe Val Ser Val Ser Lys Leu Lys 

130 * 135 140 

Tyr Phe Phe Ala Val Asp Thr Ala' Tyr Val Ala Lys Lys Leu Gly Leu 
145 150 155 160 

Leu Val Phe Pro Tyr Thr His Gin Asn Trp Glu Val Gin Tyr Ser Arg 

165 170 175 

Asp Ala Pro Leu Pro Pro Arg Gin Asp Leu Asn Ala Pro Asp Leu Tyr 

180 185 190 

He Pro Thr Met Ala Phe He Thr Tyr Val Leu Leu Ala Gly Met Ala 

195 200 205 

Leu Gly He Gin Lys Arg Phe Ser Pro Glu Val Leu Gly Leu Cys Ala 

210 215 220 

Ser Thr Ala Leu Val Trp Val Val Met Glu Val Leu Ala Leu Leu Leu 
225 230 235 240 

Gly Leu Tyr Leu Ala Thr Val Arg Ser Asp Leu Ser Thr Phe His Leu 

245 250 255 

Leu Ala Tyr Ser Gly Tyr Lye Tyr Val Gly Met He Leu Ser Val Leu 

260 265 270 

Thr Gly Leu Leu Phe Gly Ser Asp Gly Tyr Tyr Val Ala Leu Ala Trp 

275 2B0 285 

Thr Ser Ser Ala Leu Met Tyr Phe He Val Arg Ser Leu Arg Thr Ala 

290 295 300 

Ala Leu Gly Pro Asp Ser Met Gly Gly Pro Val Pro Arg Gin Arg Leu 
305 310 315 320 

Gin Leu Tyr Leu Thr Leu Gly Ala Ala Ala Phe Gin Pro Leu He He 

325 330 335 

Tyr Trp Leu Thr Phe His Leu Val Arg 
340 345 



<210> 2403 
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<211> 236 
<212> PRT 

<213> Homo sapiens 



<400> 2403 



Arg 


Pro 


Pro 


Arg 


Val 


Trp 


Tyr 


Pro 


Glu 


Leu 


Arg 


Glu 


Leu 


Ser 


Ala 


Ala 


1 








5 










10 










15 




Ala 


Pro 


Arg 


Trp 


Ser 


His 


Arg 


Thr 


Ala 


Pro 


Gly 


He 


Met 


Val 


Phe 


Tyr 








20 










25 










30 






Phe 


Thr 


Ser 


Ser 


Ser 


Val 


Asn 


Ser 


Ser 


Ala 


Tyr 


Thr 


lie 


Tyr 


Met 


Gly 






35 










40 










45 








Lys 


Asp 


Lys 


Tyr 


Glu 


Asn 


Glu 


Asp 


Leu 


lie 


Lys 


His 


Gly 


Trp 


Pro 


Glu 




50 










55 










60 










Asp 


He 


Trp 


Phe 


His 


Val 


Asp 


Lys 


Leu 


Ser 


Ser 


Ala 


His 


Val 


Tyr 


Leu 


65 










70 










75 










80 


Arg 


Leu 


His 


Lys 


Gly 


Glu 


Asn 


He 


Glu 


Asp 


He 


Pro 


Lys 


Glu 


Val 


Leu 










85 










90 










95 




Met 


Asp 


Cys 


Ala 


His 


Leu 


Val 


Lys 


Ala 


Asn 


Ser 


He 


Gin 


Gly 


Cys 


Lys 








100 










105 










110 






Met 


Asn 


Asn 


Val 


Asn 


Val 


Val 


Tyr 


Thr 


Pro 


Trp 


Ser 


Asn 


Leu 


Lys 


Lys 






115 










120 










125 








Thr 


Ala 


Asp 


Met 


Asp 


Val 


Gly 


Gin 


He 


Gly 


Phe 


His 


Arg 


Gin 


Lys 


Asp 




Iju 






























Val 


Lys 


He 


Val 


Thr 


Val 


Glu 


Lys 


Lye 


Val 


Asn 


Glu 


He 


Leu 


Asn 


Arg 


145 










150 










155 










160 


Leu 


Glu 


Lys 


Thr 


Lys 


Val 


Glu 


Arg 


Phe 


Pro 


Asp 


Leu 


Ala 


Ala 


GlU 


Lys 










165 










170 










175 




Glu 


Cys 


Arg 


Asp 


Arg 


Glu 


Glu 


Arg 


Asn 


GlU 


Lys 


Lys 


Ala 


Gin 


He 


Gin 








180 










185 










190 






GlU 


Met 


Lys 


Lys 


Arg 


Glu 


Lys 


Glu 


Glu 


Met 


Lys 


Lys 


Lys 


Arg 


Glu 


Met 






195 










200 










205 








Asp 


Glu 


Leu 


Arg 


Ser 


Tyr 


Ser 


Ser 


Leu 


Met 


Lys 


Val 


Glu 


Asn 


Met 


Ser 




210 










215 










220 










Ser 


Asn 


Gin 


Asp 


Gly 


Asn 


Asp 


Ser 


Asp 


Glu 


Phe 


Met 










225 










230 










235 


236 












<210> 2404 




























<211> 61 




























<212> PRT 




























<213> Homo 


sapiens 
























<400> 2404 


























Arg 


Glu Ala 


Thr 


Thr 


Leu 


Ala 


Cys 


Arg 


Asn 


Ser 


Cys 


Trp 


Val 


Phe 


Ser 


1 








5 










10 










15 




Arg 


Cys 


Ser 


Leu 


Gly Ala 


Cys 


Lys 


Pro 


Thr 


Val 


Cys 


Ser 


Met 


Pro 


Ser 








20 










25 










30 






Leu 


Ser Arg Gin 


Gly Ser 


Gin 


Thr 


Leu 


Cys 


Leu 


Arg 


Leu 


Ala 


Glu 


Tyr 






35 










40 










45 








Cys 


Met 


Glu 


Ser 


Val Asp 


Ser 


Gin 


Arg 


Leu 


Leu 


Leu 


Ser 










50 










55 










50 


61 









<210> 2405 
<211> 225 
<212> PRT 

<213> Homo sapiens 



<400> 2405 
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Gin Gin 


Glu 


Ser 


Pro 


Ala Ala Gly 


1 






5 




Gly Thr 


Asp 


Ser 


Ser 


Cys Gly Cys 






20 






Leu Lys 


Cys 


val 


Val 


Val Gly Asp 




35 






40 


Leu Met 


Ser 


Tyr 


Ala 


Asn Asp Ala 


50 








55 


Val Phe 


Asp 


His 


Tyr 


Ala Val Thr 


65 








70 


Leu Leu 


Gly 


Leu 


Tyr 


Asp Thr Ala 








85 




Arg Pro 


Leu 


ser 


Tyr 


Pro Asn Thr 






100 






Val Val 


Asn 


Pro 


Ala 


Ser Tyr His 




115 






120 


Glu Leu 


Lys 


Asp 


Cys 


Met Pro His 


130 








135 


Gin He 


Asp 


Leu 


Arg 


Asp Asp Pro 


145 








150 


Met Lys 


Glu 


Lys 


Pro 


Leu Thr Tyr 








165 




Ala lie 


Gly 


Ala 


Gin 


Cys Tyr Leu 






180 






Gly Leu 


Lys 


Ala 


Val 


Phe Asp Glu 




195 






200 


Lys Lys 


Lys 


Lys 


Lys 


Arg Cys Ser 


210 








215 


lie 










225 











Ala 


Ala Arg Met Asn Cys 


Lys Glu 




10 


15 


Arg 


Gly Asn Asp Glu Lys 


Lys Met 


25 


30 




Gly 


Ala Val Gly Lys Thr 


Cys Leu 




45 




Phe 


Pro Glu Glu Tyr Val 


Pro Thr 




60 




Val 


Thr Val Gly Gly Lys 


Gin His 




75 


80 


Gly 


Gin Glu Asp Tyr Asn 


Gin Leu 




90 


95 


Asp 


Val Phe Leu He Cys 


Phe Ser 


105 


110 




Asn 


Val Gin Glu Glu Trp 


Val Pro 




125 




Val 


Pro Tyr Val Leu He 


Gly Thr 




140 




Lys 


Thr Leu Ala Arg Leu 


Leu Tyr 




155 


160 


Glu 


His Gly Val Lys Leu 


Ala Lys 




170 


175 


Glu 


Cys Ser Ala Leu Thr 


Gin Lys 


185 


190 




Ala 


lie Leu Thr He Phe 


His Pro 




2 05 




Glu 


Gly His Ser Cys Cys 


Ser He 




220 





<210> 2406 
<211> 23 
<212> PRT 

<213> Homo sapiens 



<400> 2406 

Asn Pro Arg He Gin Leu Ser Gly Asn Ser Cys Cys Ala Gly Ser Cys 

15 10 15 

Arg Val Trp Leu Ser Glu Gin 
20 23 



<210> 2407 

<211> 157 

<212> PRT 

<213> Homo sapiens 



<400> 2407 

Pro Ala Gly He Arg His Glu Gin Ala Arg Gly Ala Asp Arg Met Gly 

1 5 10 15 

Lys Cys Arg Gly Leu Arg Thr Ala Arg Lys Leu Arg Ser His Arg Arg 

20 25 30 

Asp Gin Lys Trp His Asp Lys Gin Tyr Lys Lys Ala His Leu . Gly Thr 

35 40 45 

Ala Leu Lys Ala Asn Pro Phe Gly Gly Ala Ser His Ala Lys Gly He 

50 55 60 

Val Leu Glu Lys Val Gly Val Glu Ala Lys Gin Pro Asn Ser Ala He 
65 70 75 80 
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Arg 


Lys 


Cys 


Val 


Arg Val 


Gin 


Leu 


He 


Lys 


Asn 


Gly 


Lys 


Lys 


He Thr 










85 








90 










95 


Ala 


Phe 


Val 


Pro 


Asn Asp 


Gly 


Cys 


Leu 


Asn 


Phe 


He 


Glu 


Glu 


Asn Asp 








100 








105 










110 




Glu 


Val 


Leu 


Val 


Ala Gly 


Phe 


Gly 


Arg 


Lys 


Gly 


His 


Ala 


Val 


Gly Asp 






115 








120 










125 






lie 


Pro 


Gly 


Val 


Arg Phe 


Lys 


Val 


Val 


Lys 


Val 


Ala 


Asn 


Val 


Ser Leu 




130 








135 










140 








Leu 


Ala 


Leu 


Tyr 


Lys Gly 


Lys 


Lys 


Glu 


Arg 


Pro 


Arg 


Ser 






145 








150 










155 




157 







<210> 2408 
<211> 236 
<212> PRT 

<213> Homo sapiens 



<400> 2408 



Pro 


Gly 


Leu 


Ser 


1 








Val 


Ala 


lie 


Gly 








20 


Leu 


Val 


Leu 


Val 






35 




Gin 


Arg 


Tyr 


Asp 




50 






Thr 


Gin 


Ser 


Glu 


65 








Asn 


Pro 


His 


lie 


Ala 


Ser 


Gly 


Leu 








100 


Thr 


Leu 


Thr 


Glu 






115 




Met 


Lys 


Thr 


Ser 




130 






lie 


Ser 


Pro 


Arg 


145 








Asp 


Pro 


Lys 


Leu 


Ser 


His 


Leu 


Val 








180 


Leu 


Asp 


Trp 


He 






195 




Val 


Leu 


Arg 


Glu 




210 






Gly 


Pro 


Glu 


Gly 



225 



Gin 


Glu 


Pro 


Ser 


5 








Val 


Leu 


Ala 


Thr 


Cys 


Arg 


Gin 


Arg 








40 


Ser 


Lys 


Pro 


He 






55 




Pro 


Ser 


Glu 


Leu 




70 






Glu 


Ala 


He 


Leu 


85 








Met 


Ser 


His 


Cys 


Lys 


Leu 


Val 


Ala 








120 


Ala 


Ser 


Val 


Ser 






135 




Val 


Asp 


Asp 


Val 




150 






Leu 


Asp 


Ala 


Arg 


165 








Leu 


Val 


Thr 


Arg 


Asp 


Gin 


Ser 


Leu 








200 


Ala 


Ala 


Leu 


Ala 






215 




Phe 


Leu 


Gin 


Glu 




230 







Glv 


Ser 


Met 


Glu 




10 






He 


Phe 


Leu 


Ala 


25 








Tyr 


Cys 


Arg 


Pro 


Val 


Asp 


Leu 


He 








60 


Glu 


Leu 


Asp 


Asp 






75 




Glu 


Asn 


Glu 


Asp 




90 






He 


Ala 


lie 


Leu 


105 








Met 


Thr 


Met 


Gly 


Asp 


He 


He 


Val 








140 


Val 


Lys 


Ser 


Met 






155 




Thr 


Thr 


Ala 


Leu 




170 






Asn 


Ala 


Cys 


His 


185 








Ser 


Ala 


Ala 


Glu 


Ser 


Glu 


Pro 


Asp 








220 


Gin 


Ser 


Ala 


He 






235 


236 



Thr 


Val 


Val He 






15 


Ser 


Phe 


Ala Ala 




30 




Arg 


Asp 


Leu Leu 


45 






Gly 


Ala 


Met Glu 


Val 


Val 


He Thr 






80 


Trp 


He 


Glu ABp 






95 


Lys 


He 


Cys His 




110 




Ser 


Gly 


Ala Lys 


125 






Val 


Ala 


Lys Arg 


Tyr 


Pro 


Pro Leu 






160 


Leu 


Leu 


Ser Val 






175 


Leu 


Thr 


Gly Gly 




190 


Glu 


His 


Leu Glu 


205 






Lys 


Gly 


Leu Pro 



<210> 2409 

<211> 170 

<212> PRT 

<213> Homo sapiens 



<400> 2409 

Met Arg Leu Gin Gly Ala He Phe Val Leu Leu Pro His Leu Gly Pro 

1 5 10 15 

He Leu Val Trp Leu Phe Thr Arg Asp His Met Ser Gly Trp Cys Glu 
20 25 30 
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Gly Pro 


Arg 


Met 


Leu 


Ser 


Trp Cys 




35 








40 


Val Gin 


Thr 


Ala 


lie 


Tyr 


Ser Val 


50 










55 


Trp Lys 


Asp 


Leu 


Gly 


Gly 


Gly Leu 


65 








70 




Gly Leu 


Tyr 


Ala 


Val 


Gin 


Leu Thr 








85 






Phe Phe 


Thr 


Val 


His 


Asn 


Pro Gly 






100 








Leu Tyr 


Gly 


Leu 


Val 


Val 


Ser Thr 




115 








120 


Lys Leu 


Ala 


Ala 


Leu 


Leu 


Leu Leu 


130 










135 


Thr Ser 


Ala 


Leu 


Thr 


Tyr 


His Leu 


145 








150 




His Gin 


Pro 


Gin 


Pro 


Thr 


Glu Lys 



165 



Pro 


Phe 


Tyr Lys 


Val Leu Leu Leu 








45 


Val 


Gly 


Tyr Ala 


Ser Tyr Leu Val 






60 




Gly 


Trp 


Pro Leu 


Ala Leu Pro Leu 






75 


80 


He 


Ser 


Trp Thr 


Val Leu Val Leu 




90 




95 


Leu 


Ala 


Leu Leu 


His Leu Leu Leu 


105 






110 


Ala 


Leu 


He Trp 


Hie Pro He Aen 








125 


Pro 


Tyr 


Leu Ala 


Trp Leu Thr Val 






140 




Trp 


Arg 


Asp Ser 


Leu Cys Pro Val 






155 


160 


Ser 


Asp 








170 







<210> 2410 
<211> 26 
<212> PRT 

<213> Homo sapiens 



<400> 2410 

Pro Lys Leu Ser Val Tyr Pro Leu Gin Ser His His Cys Leu Ser Glu 

15 10 15 

Pro Phe Gin Ser Leu Val Cys Cys Leu Ala 
20 25 26 



<210> 2411 

<211> 275 

<212> PRT 

<213> Homo sapiens 



<400> 2411 








Ser Cys 


Lys Thr 


Glu 


Asn 


Leu Leu 


1 




5 






Leu Ser 


Phe Leu 


Pro 


Ser 


Ala Leu 




20 








He Phe 


Ser Tyr 


He 


Thr 


Ala Val 




35 






40 


Leu Pro 


Tyr He 


Ser 


Asp 


Thr Gly 


50 








55 


Phe Gly 


Ala Met 


Leu 


Asn 


He Ala 


65 






70 




Tyr val 


Arg Tyr 


Lys 


Gin 


Val His 






85 






He He 


Lys Leu 


Asn 


Lys 


Ala Gly 




100 








Leu Gly 


Leu Ser 


He 


Val 


Ala Asn 




115 






120 


Ala His 


Val Ser 


Gly 


Ala 


Val Leu 


13 0 








135 


Met Phe 


Val Gin 


Thr 


lie 


Leu Ser 


145 






150 




Gly Lys 


Gin Val 


Phe 


Trp 


lie Arg 






165 







Glu 


Met 


Trp Trp 


Phe Gin Gin Gly 




10 




15 


Val 


He 


Trp Thr 


Ser Ala Ala Phe 


25 






30 


Thr 


Leu 


His His 


He Asp Pro Ala 








45 


Thr 


Val 


Ala Pro 


Glu Lys Cys Leu 






60 




Ala 


Val 


Leu Cys 


He Ala Thr He 






75 


80 


Ala 


Leu 


Ser Pro 


Glu Glu Asn Val 




90 




95 


Leu 


Val 


Leu Gly 


He Leu Ser Cys 


105 






110 


Phe 


Gin 


Lys Thr 


Thr Leu Phe Ala 








125 


Thr 


Phe 


Gly Met 


Gly Ser Leu Tyr 






140 




Tyr 


Gin 


Met Gin 


Pro Lys He His 






155 


160 


Leu 


Leu 


Leu Val 


He Trp Cys Gly 




170 




175 
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Val 


Ser 


Ala 


Leu 


Ser 


Met 


Leu 


Thr 


Cys 








180 










185 


Asn 


Phe 


Gly 


Thr 


Asp 


Leu 


Glu 


Gin 


Lys 






195 










200 




Lys 


Gly 


Tyr 


Val 


Leu 


His 


Met 


He 


Thr 




210 










215 






Ser 


Phe 


Ser 


Phe 


Phe 


Gly 


Phe 


Phe 


Leu 


225 










230 








Lys 


lie 


Ser 


Leu 


Arg 


Val 


Glu 


Ala 


Asn 










245 










Asp 


Thr 


Ala 


Pro 


Cys 


Pro 


lie 


Asn 


Asn 








260 










265 


Arg 


Asp 


lie 


















275 
















<210> 2412 














<211> 254 














<212> PRT 














<213> Homo 


sapiens 










<:400> 2412 












Glv 


Gly 


Ala 


Pro 


fXO 


axel, 


Ser 


Val 


Pro 


1 








5 










Gly 


Ala 


Gin 


Gly 


Ser 


Ser 


Arcr 


Thr 


Arcr 

""""3 








20 










25 


Ala 


Arg 


Ala 


Pro 


Gin 


Leu 


Cvs 


Ser 


Ser 






35 










40 




Ala 


Met 


Ser 


Arg 




ueu 


Gin 


Leu 


Leu 




50 










55 






Leu 


Ala 


Pro 


Ala 


Thr 


Pro 


Glu 


Val 


Lvs 


65 










70 








Asn 


Leu 


Pro 


Cys 


Thr 


Ala 


Pro 




Asn 










85 










Ser 


Trp 


Val 


Lys 


Leu 


Leu 


Glu 


Gly 


Gly 








100 










105 


Gin 


Glu 


Asp 


His 


Leu 


Arg 


Gly 


Gin 


His 






115 










120 




Glv 


Ser 


Phe 


Asp 


Ala 


Pro 


Asn 


Glu 


Arcr 




130 










135 






Asn 


Thr 


Thr 


Ser 


Cys 


Asn 


Ser 


Gly 


Thr 


145 










150 








Pro 


Asp 


Gly 


Gin 


Arg 


Asn 


Leu 


Ser 


Gly 










165 










Gly 


Cys 


Pro 


Ala 


Gin 


Arg 


Lys 


Glu 


Glu 








180 










185 


Glu 


lie 


Val 


Leu 


Leu 


Leu 


Ala 


Leu 


Val 






195 










200 




lie 


Phe 


Thr 


Cys 


Lys 


Phe 


Ala 


Arg 


Leu 




210 










215 






Ser 


Lys 


Ala 


Gly 


Met 


Glu 


Arg 


Ala 


Phe 


225 










230 








Lys 


His 


Leu 


Gly 


Leu 


Val 


Thr 


Pro 


His 










245 












<210> 2413 














<211> 155 














<212> PRT 














<213> Homo 


sapiens 









PCT/US01/03800 



Ser 


Ser 


Val Leu His 


Ser 


Gly 






190 






Leu 


His 


Trp Asn Pro 


Glu 


Asp 






205 






Thr 


Ala 


Ala Glu Trp 


Ser 


Met 






220 






Thr 


Tyr 


lie Arg Asp 


Phe 


Gin 




235 






240 


Leu 


His 


Gly Leu Thr 


Leu 


Tyr 


250 






255 




Glu 


Arg 


Thr Arg Leu 


Leu 


Ser 






270 






Ala 


Arcr 


Glu Ser Pro 


Val 


Ser 


10 






15 




Glv 


His 


Lys Arg Ala 


Ala 


Glv 






30 






Trp 


Gin 


Arg Arg Ser 


Ala 


Pro 






45 






Leu 


Leu 


Ser Cys Ala 


Tyr 


Ser 






60 






Val 


Ala 


Cys Ser Glu 


Asp 


Val 




75 






B0 


Pro 


Gin 


Val Pro Tyr 


Thr 


Val 


90 






95 




Glu 


Glu 


Arg Met Glu 


Thr 


Pro 






110 






Tyr 


His 


Gin Lys Gly 


Gin 


Asn 






125 






Pro 


Tyr 


Ser Leu Lys 


lie 


Arg 






140 






Tyr 


Arcr 


Cys Thr Leu 


Gin 


Asp 




155 






160 


Lys 


Val 


He Leu Arg 


Val 


Thr 


170 






175 




Thr 


Phe 


Lys Lys Tyr 


Arg 


Ala 






190 






lie 


Phe 


Tyr Leu Thr 


Leu 


He 






205 






Gin 


Ser 


He Phe Pro 


Asp 


Phe 






220 






Leu 


Pro 


Val Thr Ser 


Pro 


Asn 




235 






240 


Lys 


Thr 


Glu Leu Val 






250 




254 
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<400> 2413 



Cys Glu 


Thr 


Ser Thr 


Ser Ser Ala 


1 




5 




Ala Gin 


Gly 


Pro Pro 


Ala Glu Pro 






20 




His Gin 


Arg 


Leu His 


Ala Trp Pro 




35 




40 


Trp Pro 


Pro 


Lys Asn 


Gly Lys Trp 


50 






55 


Gly Arg 


Pro 


Gin Arg 


Arg Pro Ser 


65 






70 


Ala Trp 


Ser 


Gly Ser 


Pro Arg Met 






85 




Leu Met 


Cys 


Pro His 


Arg Ser Gin 






100 




Gin Arg 


Ser 


Pro Gly 


Ala Asn Thr 




115 




120 


Ser Lys 


Glu 


Met Lys 


Ser Val Gin 


130 






135 


His Leu 


Gin 


Ser Lys 


Arg Lys He 


145 






150 



Gly His Ala Pro Cys Arg His Ala 

10 15 
Thr Gly Leu Arg Leu Cys Ser Glu 

25 30 
Pro Gly Pro Arg Arg Pro Ser Leu 
45 

His Ser Gly Lys Arg Thr Ala Gly 
60 

Arg Arg Gin Ser Gin Arg Pro Ser 
75 80 
His Ser Pro Gly Gin Lys Cys ser 

90 95 
Asp Ser Leu Ser Thr Ala He Phe 
105 110 
Gly Arg Ala Leu His Cys Val Leu 
125 

Arg Ser Leu Gly Leu Ser Arg He 
140 

lie His Phe Val Leu Thr Arg 

155 159 . 



<210> 2414 

<211> 370 

<212> PRT 

<213> Homo sapiens 



<400> 2414 

Leu Lys Asp Thr Leu Lys Ser Gin Met Thr Gin Glu Ala Ser Asp Glu 

15 10 15 

Ala Glu Asp Met Lys Glu Ala Met Asn Arg Met He Asp Glu Leu Asn 

20 25 30 

Lys Gin Val Ser Glu Leu Ser Gin Leu Tyr Lys Glu Ala Gin Ala Glu 

35 40 45 

Leu Glu Asp Tyr Arg Lys Arg Lys Ser Leu Glu Asp Val Thr Ala Glu 

50 55 60 

Tyr He His Lys Ala Glu His Glu Lys Leu Met Gin Leu Thr Asn Val 
65 70 75 80 

Ser Arg Ala Lys Ala Glu Asp Ala Leu Ser Glu Met Lys Ser Gin Tyr 

85 90 95 

Ser Lys Val Leu Asn Glu Leu Thr Gin Leu Lys Gin Leu Val Asp Ala 

100 105 110 

Gin Lys Glu Asn Ser Val Ser lie Thr Glu His Leu Gin Val He Thr 

115 120 125 

Thr Leu Arg Thr Ala Ala Lys Glu Met Glu Glu Lys He Ser Asn Leu 

130 135 140 

Lys Glu His Leu Ala Ser Lys Glu Val Glu Val Ala Lys Leu Glu Lys 
145 150 155 160 

Gin Leu Leu Glu Glu Lys Ala Ala Met Thr Asp Ala Met Val Pro Arg 

165 170 175 

Ser Ser Tyr Glu Lys Leu Gin Ser Ser Leu Glu Ser Glu Val Ser Val 

180 185 190 

Leu Ala Ser Lys Leu Lys Glu Ser Val Lys Glu Lys Glu Lys Val His 

195 200 205 

Ser Glu Val Val Gin He Arg Ser Glu Val Ser Gin Val Lys Arg Glu 

210 215 220 

Lys Glu Asn He Gin Thr Leu Leu Lys Ser Lys Glu Gin Glu Val Asn 
225 230 235 240 

Glu Leu Leu Gin Lys Phe Gin Gin Ala Gin Glu Glu Leu Ala Glu Met 
245 250 255 
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Lys 


Arg 


Tyr 


Ser 
260 


Glu 


Ser 


Ser 


Ser 


Lys 
265 


Leu 


Glu 


Glu 


Asp 


Lys 
270 


Asp 


Lys 


Lys 


He 


Asn 


Glu 


Met 


Ser 


Lys 


Glu 


Val Thr 


Lys 


Leu 


Lys 


Glu 


Ala 


Leu 






275 










280 










285 








Asn 


Ser 
290 


Leu 


Ser 


Gin 


Leu 


Ser 
295 


Tyr 


Ser 


Thr 


Ser 


Ser 
300 


Ser 


Lys 


Arg 


Gin 


Ser 


Gin 


Gin 


Leu 


Glu 


Ala 


Leu 


Gin 


Gin 


Gin 


Val 


Lys 


Gin 


Leu 


Gin 


Asn 


305 










310 










315 










320 


Gin 


Leu 


Ala 


Glu 


Cys 
325 


Lys 


Lys 


Gin 


His 


Gin 
330 


Glu 


Val 


He 


Ser 


Val 
335 


Tyr 


Arg 


Met 


His 


Leu 
340 


Leu 


Tyr 


Ala 


Val 


Gin 
345 


Gly 


Gin 


Met 


Asp 


Glu 
350 


Asp 


Val 


Gin 


Lys 


val 
355 


Leu 


Lys 


Gin 


He 


Leu 
360 


Thr 


Met 


Cys 


Lys 


Asn 
365 


Gin 


Ser 


Gin 



Lys Lys 
370 



<210> 2415 
<211> 219 
<212> PRT 

«=213> Homo sapiens 



<400> 2415 



Ala 


Ala 


Ala 


Thr 


Ala 


Ala 


Ser 


Leu 


Ser 


Pro 


Arg 


Gly 


Cys 


Arg 


Leu 


Arg 


1 








5 










10 










15 




Thr 


Pro 


Ser 


Ser 
20 


Asp 


Val 


Gly 


Pro 


Ser 
25 


Arg 


Ala 


Pro 


Pro 


Pro 
30 


Ser 


Ala 


Ala 


Pro 


Leu 
35 


Pro 


Thr 


Gly 


Arg 


Ala 
40 


Gin 


Met 


Ser 


Pro 


Ser 
45 


Gly 


Arg 


Leu 


Cys 


Leu 
50 


Leu 


Thr 


He 


Val 


Gly 
55 


Leu 


He 


Leu 


Pro 


Thr 
60 


Arg 


Gly 


Gin 


Thr 


Leu 


Lys 


Asp 


Thr 


Thr 


Ser 


Ser 


Ser 


Ser 


Ala 


Asp 


Ala 


Thr 


lie 


Met 


Asp 


65 










70 










75 










60 


lie 


Gin 


Val 


Pro 


Thr 
85 


Arg 


Ala 


Pro 


Asp 


Ala 
90 


Val 


Tyr 


Thr 


Glu 


Leu 
95 


Gin 


Pro 


Thr 


Ser 


Pro 
100 


Thr 


Pro 


Thr 


Trp 


Pro 
105 


Ala 


Asp 


Glu 


Thr 


Pro 
110 


Gin 


Pro 


Gin 


Thr 


Gin 
115 


Thr 


Gin 


Gin 


Leu 


Glu 
120 


Gly 


Thr 


Asp 


Gly 


Pro 
125 


Leu 


Val 


Thr 


Asp 


Pro 
130 


Glu 


Thr 


His 


Lys 


Ser 
135 


Thr 


Lys 


Ala 


Ala 


His 
140 


Pro 


Thr 


Asp 


Asp 


Thr 


Thr 


Thr 


Leu 


Ser 


Glu 


Arg 


Pro 


Ser 


Pro 


Ser 


Thr 


Asp 


Val 


Gin 


Thr 


145 










150 










155 










160 


Asp 


Pro 


Gin 


Thr 


Leu 
165 


Lys 


Pro 


Ser 


Gly 


Phe 
170 


His 


Glu 


Asp 


Asp 


Pro 
175 


Phe 


Phe 


Tyr 


Asp 


Glu 
180 


His 


Thr 


Leu 


Arg 


Lys 
185 


Arg 


Gly 


Leu 


Leu 


Val 
190 


Ala 


Ala 


Val 


Leu 


Phe 
195 


He 


Thr 


Gly 


He 


He 
200 


He 


Leu 


Thr 


Ser 


Gly 
205 


Lys 


Cys 


Arg 


Gin 


Leu 
210 


Ser 


Arg 


Leu 


Cys 


Arg 
215 


Asn 


His 


cys 


Arg 
219 













<210> 2416 
<211> 534 
<212> PRT 

<213> Homo sapiens 



<400> 2416 
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Phe Val Gly Glu Gin Glu Gly Gly Cys Glu Ala Gly Ala Gly Arg Gly 

15 10 15 

Ala Gin Thr Tyr Pro Gly Glu Ala Gly Glu Arg Trp Phe Gly Arg Arg 

20 25 ~ 30 

Arg Arg Arg Gly Arg Val Val Ser Arg Lys Lys Met Ser Leu Lys Ser 

35 40 45 

Glu Arg Arg Gly He His Val Asp Gin Ser Asp Leu Leu Cys Lys Lys 

50 55 60 

Gly Cys Gly Tyr Tyr Gly Asn Pro Ala Trp Gin Gly Phe Cys Ser Lys 
65 70 75 80 

Cys Trp Arg Glu Glu Tyr His Lys Ala Arg Gin Lys Gin He Gin Glu 

85 90 95 

Asp Trp Glu Leu Ala Glu Arg Leu Gin Arg Glu Glu Glu Glu Ala Phe 

100 105 110 

Ala Ser Ser Gin Ser Ser Gin Gly Ala Gin Ser Leu Thr Phe Ser Lys 

115 120 125 

Phe Glu Glu Lys Lys Thr Asn Glu Lys Thr Arg Lys Val Thr Thr Val 

130 135 140 

Lye Lys Phe Phe Ser Ala Ser Ser Arg Val Gly Ser Lys Lys Glu lie 
145 150 155 ~ 160 

Gin Glu Ala Lys Ala Pro Ser Pro Ser He Asn Arg Gin Thr Ser He 

165 170 175 

Glu Thr Asp Arg Val Ser Lys Glu Phe He Glu Phe Leu Lys Thr Phe 

180 185 190 

His Lys Thr Gly Gin Glu He Tyr Lys Gin Thr Lys Leu Phe Leu Glu 

195 200 205 

Gly Met His Tyr Lys Arg Asp Leu Ser He Glu Glu Gin Ser Glu Cys 

210 215 220 

Ala Gin Asp Phe Tyr His Asn Val Ala Glu Arg Met Gin Thr Arg Gly 
225 230 235 240 

Lys Val Pro Pro Glu Arg Val Glu Lys He Met Asp Gin He Glu Lys 

245 250 255 

Tyr He Met Thr Arg Leu Tyr Lys Tyr Val Phe Cys Pro Glu Thr Thr 

260 265 270 

Asp Asp Glu Lys Lys Asp Leu Ala He Gin Lys Arg He Arg Ala Leu 

275 280 285 

Arg Trp Val Thr Pro Gin Met Leu Cys Val Pro Val Asn Glu Asp He 

290 295 300 

Pro Glu Val Ser Asp Met Val Val Lys Ala He Thr Asp He He Glu 
305 310 315 320 

Met Asp Ser Lys Arg Val Pro Arg Asp Lys Leu Ala Cys He Thr Lys 

325 330 335 

Cys Ser Lys His He Phe Asn Ala He Lys He Thr Lys Asn Glu Pro 

340 345 350 

Ala Ser Ala Asp Asp Phe Leu Pro Thr Leu He Tyr He Val Leu Lys 

355 360 365 

Gly Asn Pro Pro Arg Leu Gin Ser Asn He Gin Tyr He Thr Arg Phe 

370 375 380 

Cys Asn Pro Ser Arg Leu Met Thr Gly Glu Asp Gly Tyr Tyr Phe Thr 
385 390 395 4 400 

Asn Leu Cys Cys Ala Val Ala Phe He Glu Lys Leu Asp Ala Gin Ser 

405 410 415 

Leu Asn Leu Ser Gin Glu Asp Phe Asp Arg Tyr Met Ser Gly Gin Thr 

420 425 430 

Ser Pro Arg Lys Gin Glu Ala Glu Ser Trp Ser Pro Asp Ala Cys Leu 

435 440 445 

Gly Val Lys Gin Met Tyr Lys Asn Leu Asp Leu Leu Ser Gin Leu Asn 

450 455 * 460 

Glu Arg Gin Glu Arg He Met Asn Glu Ala Lys Lys Leu Glu Lys Asp 
465 470 475 ^ 480 

Leu He Asp Trp Thr Asp Gly He Ala Arg Glu Val Gin Asp He Val 

485 490 " 495 

Glu Lys Tyr Pro Leu Glu He Lys Pro Pro Asn Gin Pro Leu Ala Ala 
500 505 510 
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lie Asp Ser Glu Asa Val Glu Asn Asp Lys Leu Pro Pro Pro Leu Gin 

515 520 525 

Pro Gla Val Tyr Ala Gly 
530 534 



<210> 2417 
<211> 47 
<212> PRT 

<213> Homo sapiens 



<400> 2417 

Ser Asn Met Arg Glu Val Gly Cys Gly Trp Leu Val Pro Val He Pro 

1 5 10 15 

Ala Phe Trp Glu Ala Glu Val Gly Gly Ser Leu Glu Ala Arg Ser Leu 

20 25 30 

Arg Gin Ala Trp Ala Thr Lys Gin Asp Pro He Ser Lys Lys Lys 

35 40 45 47 



<210> 2418 
<211> 10 
<212> PRT 

<213> Homo sapiens 



<400> 2418 

Pro Cys Arg Pro Gly Met Glu Cys Asn Ser Met He Ser Val His Cys 

1 5 10 15 

Asn Leu 
18 



<210> 2419 
<211> 18 
<212> PRT 

<213> Homo sapiens 



<400> 2419 

Pro Cys tog Pro Gly Met Glu Cys Asn Ser Met He Ser Val His cys 

15 10 15 

Asn Leu 
18 



<210> 2420 

<211> 461 

<212> PRT 

<213> Homo sapiens 

<221> raisc_feature 
<222> (1) . . . (461) 

<223> Xaa = any amino acid or nothing 



<400> 2420 

Pro Tyr Pro Gin Gly Gly Tyr Pro Gin Gly Pro Tyr Pro Gin Glu Gly 
15 10 15 
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Tyr Pro Gin Gly Pro Tyr Pro Gin Gly Gly Tyr Pro Gin Gly Pro Tyr 

20 25 30 

Pro Gin Ser Pro Phe Pro Pro Asn Pro Tyr Gly Gin Pro Gin Val Phe 

35 40 45 

Pro Gly Gin Asp Pro Asp Ser Pro Gin His Gly Asn Tyr Gin Glu Glu 

50 55 50 

Gly Pro Pro Ser Tyr Tyr Asp Asn Gin Asp Phe Pro Ala Thr Asn Trp 
65 70 75 80 

Asp Asp Lys Ser He Arg Gin Ala Phe He Arg Lye Val Phe Leu Val 

85 90 95 

Leu Thr Leu Gin Leu Ser Val Thr Leu Ser Thr Val Ser Val Phe Thr 

100 105 110 

Phe Val Ala Glu Val Lys Gly Phe Val Arg Glu Asn Val Trp Thr Tyr 

115 120 125 

Tyr Val Ser Tyr Ala Val Phe Phe He Ser Leu He Val Leu Ser Cys 

130 135 140 

Cys Gly Asp Phe Arg Arg Lys His Pro Trp Asn Leu Val Ala Leu Ser 
145 150 155 160 

Val Leu Thr Ala Ser Leu Ser Tyr Met Val Gly Met He Ala Ser Phe 

165 170 175 

Tyr Asn Thr Glu Ala Val He Met Ala Val Gly He Thr Thr Ala Val 

180 185 190 

Cys Phe Thr Val Val He Phe Ser Met Gin Thr Arg Tyr Asp Phe Thr 

195 200 205 

Ser Cys Met Gly Val Leu Leu Val Ser Met Val Val Leu Phe He Phe 

210 215 220 

Ala He Leu Cys He Phe He Arg Asn Arg He Leu Glu He Val Tyr 
225 230 235 240 

Ala Ser Leu Gly Ala Leu Leu Phe Thr Cys Phe Leu Ala Val Asp Thr 

245 250 255 

Gin Leu Leu Leu Gly Asn Lys Gin Leu Ser Leu Ser Pro Glu Glu Tyr 

260. 265 270 

Val Phe Ala Ala Leu Asn Leu Tyr Thr Asp He He Asn He Phe Leu 

275 280 285 

Tyr He Leu Thr He He Gly Arg Ala Lys Glu Xaa Pro Ser Ser Ser 

290 295 300 

Ser Leu Cys Pro Leu Arg Trp His Gly Trp Pro $ly Pro Cys Pro Trp 
305 310 315 320 

His Gly Ser Ala Ser Cys Thr Ser Pro Leu Ser Cys Pro Gin Ala Gin 

325 330 335 

Pro Arg Glu Lys Asp Ala Ser Leu Gin Pro Ser Cys Met Tyr Thr Ala 

340 345 350 

Asp Thr Ser He Trp Thr Arg Cys Gly His Ser Met Ala Pro Leu Val 

355 360 365 

Leu Pro Pro Pro Pro Arg Gly Thr Lys Ala Thr Phe Pro Cys His Leu 

370 375 380 

Leu Ser Thr His Cys Cys Met Ser Pro Val Cys Gin Pro Thr Pro Gly 
385 390 395 400 

thr Gly Gly Ser Thr Arg Ser Arg Gly Glu Gly Leu Ser Gin Glu Val 

405 410 415 

Arg Val His Val Phe Pro Pro Val Pro Ala Pro Gin Pro Gly Val Glu 

420 425 430 

His Pro Ser Pro Pro Pro His Pro Pro Gly Val Leu Pro Ser Gly Asp 

435 440 445 

Met Arg Ser Gly Gly Leu He Pro Val Leu Ser Pro Glu 
450 455 460 461 



<210> 2421 

<211> 119 

<212> PRT 

<213> Homo sapiens 
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<221> misc_feature 
<222> (1) . . , (118) 

<223> Xaa = any amino acid or nothing 





<400> 2421 


















Ala 


Arg 


Gly 


Asn 


Thr 


Leu 




His 


Leu 


Pro 


Ara Leu Cvs Arcr 


Lys Leu 


1 








5 










10 




15 


Asn 


Leu 


Arg 


Trp 
20 




Car 


Ala 


Ser 


Thr 
25 


Leu 


TV/-*- jiar> Val Gin 

X jr J. ASU VGLJk W«U 

30 


His Asp 


Asp 


Lys 


Met 
35 


Gly 


Ser 


Asn 


Thr 


Phe 
40 


Phe 


Lys 


Arg Asn Asp Cys 
45 


Arg Tyr 


val 


Met 
50 


He 


ser 


Cys 


Lys 


Ala 
55 


ASp 


Met 


Ala 


Tyr Asp Asn Val 
60 


Arg His 


Pro 


Phe 


Met 


He 


Xaa 


Ser 


He 


Lys 


Leu 


He 


Met Glu Glu Thr 


Tyr Leu 


65 










70 










75 


80 


Asn 


He 


He 


Lys 


Ala 


Val 


Tyr 


Asp 


Arg 


Pro 


Thr Ala Ser He 


He Leu 










85 








90 




95 


Asn 


Gly 


Glu 


Lys 
100 


lieu 


Lys 


Val 


Phe 


Pro 
105 


Val 


Arg Ser Gly Thr 
110 


Xaa Gin 


Gly 


Cys 


Ser 
115 


Val 


Trp 


Pro 
118 















<210> 2422 
<211> 211 
<212> PRT 

<213> Homo sapiens 

<221> misc_ feature 
<222> (1) .7. (206) 

<223> Xaa = any amino acid or nothing 





<400> 2422 


















Met 


Glu 


Ser 


Val 


Leu 


Ser 


Lys 


Tyr 


Glu 


Asp 


Gin He Thr He 


Phe Thr 


1 








5 










10 




15 


Asp 


Tyr 


Leu 


Glu 


Glu 


Tyr 


Pro 


Asp 


Thr 


Asp 


Glu Leu Val Trp 


He Leu 








20 










25 




30 




Gly 


Lys 


Gin 


His 


Leu 


Leu 


Lys 


Thr 


Glu 


Lys 


Ser Lys Leu Leu 


Ser Asp 






35 










40 






45 




He 


Ser 


Ala 


Arg 


Leu 


Trp 


Phe 


Thr 


Tyr 


Arg 


Arg Lys Phe Ser 


Pro He 




50 










55 








60 




Gly 


Gly 


Thr 


Gly 


Pro 


Ser 


Ser 


Asp. 


Ala 


Gly 


Trp Gly Cys Met 


lieu Arg 


65 










70 










75 


80 


Cys 


Gly 


Gin 


Met 


Met 


Leu 


Ala 


Gin 


Ala 


Leu 


He Cys Arg His 


Leu Gly 










85 










90 




95 


Arg 


Asp 


Trp 


Ser 


Trp 


Glu 


Lys 


Gin 


Lys 


Glu 


,Gln Pro Lys Glu 


Tyr Gin 








100 










105 




110 




Arg 


He 


Leu 


Gin 


Cys 


Phe 


Leu 


Asp 


Arg 


Lys 


Asp Cys Cys Tyr 


Ser lie 






115 










120 






125 




His 


Gin 


Met 


Ala 


Gin 


Met 


Gly 


Val 


Gly 


Glu 


Gly Lys ser He 


Gly Glu 




130 










135 








140 




Trp 


Val 


Leu 


Gly 


Pro 


Asn 


Thr 


Val 


Ala 


Gin 


Gly Val Xaa Lys 


Asn Leu 


145 










150 










155 


160 


Ala 


Leu 


Phe 


Asp 


Glu 


Trp 


Asn 


Ser 


Leu 


Gly 


Leu Val Tyr Val 


Ser Met 










165 










170 




175 


Asp 


Asn 


Pro 


Ser 


Gly 


Ser 


lie 


Ala 


Arg 


Phe 


Pro Lys Lys Leu 


Cys Arg 








180 










185 




190 




Val 


Leu 


Pro 


Leu 


Ser 


Ala 


Asp 


Thr 


Ala 


Gly 


Leu Thr Gly Pro 








195 










200 






205 206 
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<210> 2423 

<211> 89 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (89) 

<223> Xaa = any amino acid or nothing 





<400> 2423 






Asp 


Phe 


Ser Val Xaa 


Gly 


Asp Val 


1 




5 






Cys 


Leu 


Gin Leu Leu 


Thr 


Glu Pro 






20 






Leu 


Xaa 


Gin Val Cys 


lie 


Thr Ala 






35 




40 


Ser 


Gly 


Gly Xaa Ser 


Ser 


Ser Pro 




50 






55 


Ala 


Asn 


Leu Arg Thr 


Ser 


Arg Tyr 


65 






70 




Leu 


Gly 


Pro Asp Glu 


Pro 


Gin Glu 



85 



Asp lie Glu Val Thr Cys Pro He 

10 * 15 

Leu Ser Leu Asn Cys Gly Leu Arg 

25 30 
Xaa lie Lys Glu Ser Val He He 
45 

Val Cys His Thr Thr Phe Gin Pro 
60 

Leu Pro Thr Xaa Ser He Lys Ser 
75 80 

Gly 
89 



<210> 2424 

<211> 124 

<212> PRT 

<213> Homo sapiens 

<22l> misc_feature 
, <222> (1) . . . (123) 

<223> Xaa » any amino acid or nothing 



<400> 2424 



His 


Leu 


Gin 


Gly Arg 


Ser He Arg 


1 






5 




Glu 


Lys 


Asn 


Cys Glu 


Val Ser Glu 








20 




Lys 


Glu 


He 


Ser Phe 


Gly Asp Tyr 






35 




40 


Cys 


Trp 


Ala 


Asp Arg 


Ser Pro Leu 




50 






55 


Leu 


Leu 


Ala 


Leu Lys 


Thr Leu He 


65 








70 


Trp 


Thr 


Leu 


Asp Arg 


Val Ser Ser 








85 




Pro 


Val 


Ala 


Cys Ala 


Lys Pro Tyr 








100 




Gly 


Thr 


Val 


Thr Gly 


Pro Pro Leu 






115 




120 



Thr 


Leu 


Gin Leu Thr Gly Glu Asn 




10 


15 - 


Arg 


lie 


Arg Arg Ser Gly Pro Trp 


25 




30 


lie 


Cys 


His Thr Phe Gin Gly Asp 






45 


His 


Glu 


Ala Ala Ala His Gly Arg 






60 


Ala 


Gin 


Gly Val Asn Val Asn Leu 






75 80 


Leu 


His 


Glu Ala Cys Leu Xaa Gly 




90 


95 


Trp 


Lys 


Met Val Pro Arg His Gly 


105 




110 


Leu 


Met 


Val 



123 



<210> 2425 

<211> 349 

<212> PRT 

<213> Homo sapiens 

<22l> misc_feature 
<222> <1) . . . (349) 
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<223> Xaa = any amino acid or nothing 



<400> 2425 




Arg Sex* 


Gly 


Asd Atq 


Ben ftT \7 T ,pi i 






5 




Gin Gly 


Ser 


Arg Asn 


f3l ti Qo f T*w 






20 




Arg G3.ii 


Arcr 


Pro Ser 


nia riu Axy 




35 




40 


Ser Ser 


Val 


Tvx Tvr 


wXJr PCX i/l 


50 






55 


Pro Trp 


Pro 


Ser Leu 


Xieu Aop uyts 








1ft 


Lys Arg 


Leu 


Ser Glu 








85 




Val Tip 


Glv 


Leu Ser 


rxO xiys ASH 






lUw 




1.X1X xrx <-/ 


Val 


<*7-L U rlij^ 


ulu (jXU irro 




11C 

J.1J 






1.x ix sex 


Glu 


wXU U1U 


Lys Lys Lys 


n a 

U V 








Ser Lys 


T,VQ 

uya 


Hiy ■**-»- y 


Lys Lys Lys 








T en 


Tyr Ser 


U1U 


Asp Ser 


Asp Ser Asp 






ICC 

1D3 






Asp 


noil Uj o 


Arg Arg Ala 






1 on 




T «7C! f ,tfe 


Lys 


Sis Arg 


Ser Lys Lys 




J. 73 




o ft n 


ocr HTg 


Lys 


UlU OCX 


Ser Asp Ser 


.1U 






1 c 


irXic Lie u, 


ul LI 


noii e X V 


Trp Lys Asp 












lie 


Gly Pro 


Glu Ala Pro 










Lys Pro 


Leu 


Asn Tyr 


Gly Hxs Ala 






260 




Met Ala 


Glu 


Tyr val 


Lys Ala Gly 




275 




280 


lie Gly 


Leu 


Thr Arg 


Xaa Arg Asn 


290 






295 


Met Xaa 


Xaa 


Val Val 


Ser Arg His 


305 






310 


Ala Lys 


Arg 


Glu Pro 


Glu Ser Thr 






325 




His Pro 


Phe 


Asn Pro 


Arg Arg Glu 






340 





Thr 


His 


Gin Leu 


Gly Gly Leu Ser 




10 




15 


Arg 


Ser 


Arg Ser 


Arg Ser Arg Ser 


25 






30 


Gly 


He 


Pro Phe 


Ala Ser Ala Ser 








45 


Ser 


Arcr 


Pro Tyr 


Gly Ser Asp Lys 






60 




Glu 




Glu Glu 


Ser Leu Arg Gin 






75 


BO 


lie 


Gly 


Glu Leu 


Gly Ala Pro Glu 




90 




95 


Pro 


Glu 


Pro Asp 


Ser Asp Glu His 


105 






110 


Lys 


Lys 


Ser Thr 


Thr Ser Ala Ser 








125 




Ser 


Ser Arg 


Ser Lvs Glu Aro 






140 




Ser 


Ser 


Lys Arg 


Lys His Lys Lys 






155 


160 


OCX 




Ser Glu 


Thr Asti Ser Ser 

X4>4X li WCt 




170 




175 


Lys 


Lys 


Ala Lys 


Lys Lys Glu Lys 


1 RC 
IDj 






190 


Tyr 


ys 


T,VB T,vo 
J-i jr O UrD 


A **cf Qf*T* Tive TjVR 








205 


Ser 


Ser 




Ser Gin Glu Glu 






220 




Arg 


Thr 


T,vq Ala 


Glu Glu Pro Ser 






235 


240 


Lys 


Thr 


Leu Thr 


Ser Gin Asp Asp 








255 


Leu 


Leu 


Pro Gly 


Glu Gly Ala Ala 


265 






270 


Lys 


Arg 


He Pro 


Arg Arg Gly Glu 








285 


Cys 


His 


His Leu 


Asn Ala Gin Val 






300 




Arg 


Arg 


Met Glu 


Ala Val Arg Thr 






315 


320 


Val 


Leu 


Met Arg 


Arg Glu Pro Leu 




330 




335 


Thr 


Lys 


Glu Arg 


Glu 


345 






349 



<210> 2426 
<211> 216 
<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1) . . . (214) 

<223> Xaa = any amino acid or nothing 



<400> 2426 

Gly Arg Ser Thr Glu Ala Glu Lys Glu Pro Ala Phe Asp Glu Arg Thr 
15 10 15 
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Gly Lys 


Gly 


Arcr Arc 


Leu 


Pro 


Arg 






20 








Xaa Ala 


Pro 


Gly Pro 


Gly 


Pro 


Arci 




35 








40 


Pro Glu 


Glu 


Pro Pro 


Gly 


Ala 


Arcr 


50 








55 




Phe Tyr 


Leu 


Asp Leu 


Pro 


Ala 


Glv 


65 






70 






Ala He 


Gin 


Gin Leu 


Gly 


Glv 


Val 






85 








Val Ser 


Tyr 


He Val 


Ser 


Ser 


Arcr 






100 








Gly Lys 


Ser 


His Arg 


Gly 


Cvs 


Pro 




115 








120 


Val Glu 


Thr 


Ser Ala 


Met 


Val 


Asp 


130 








135 




Ser Arg 


Lys 


Pro Val 


Asp 


Ser 


Val 


145 






150 






Leu Gin 


Lys 


Ala He 


Arg 


Asn 


Gin 






165 








Leu Ser 


His 


Cys Arg 


Leu 


Tyr 


Gly 






180 








Gin Arg 


Glu 


His Val 


Gin 


Gin 


Gin 




195 








200 


Asp Leu 


Lys 


Gly Pro 


Arg 







210 214 



Ala 


Glv Glu Phe His 


Glv 


Xaa 


Glu 


25 




30 






Ser 


Phe Gin Val Ser 


Arcr 


Lys 


Met 




45 








Lys 


His Pro Phe Ser 


Glv 


Lvs 


Ser 




60 








Lys 


Asn Leu Gin Phe 


Leu 


Thr 


Glv 




75 






80 


He 


Glu Gly Phe Leu 


Ser 


Lvs 


Glu 




90 




95 




Arcr 


Glu Val Lys Ala 


Glu 


Ser 


Ser 


105 




110 






Ser 


Pro Ser Pro Ser 


Glu 


Val 


Arcr 




125 








Pro 


Lys Gly Ser His 


Pro 


Arg 


Pro 




140 








Pro 


Leu Ser Arg Gly 


Lys 


Glu 


Leu 




155 






160 


Lys 


Xaa Xaa Cys Thr 


Val 


Gin 


Gin 




170 




175 




Glu 


Lys Thr Thr Ala 


Lys 


Arg 


Ser 


IBS 




190 






Ser 


Gin Glu His Gly 


Lys 


Trp 


Pro 



205 



<210> 2427 

<211> 117 

<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> <1) . . . (116) 

<223> Xaa = any amino acid or nothing 



<400> 2427 



Ala Lys 


He 


Gly Ala Tyr 


Lys Tyr He 


Gin 


Glu Leu Trp Arg 


Lys 


Lys 


1 




5 




10 




15 




Gin Ser 


Asp 


Val Met His 


Phe Leu Leu 


Arg 


Val Arg Cys Trp 


Gin 


Tyr 






20 


25 




30 






Pro Ala 


Leu 


His Arg Ala 


Gly Thr Glu 


Trp 


Gin Leu Ser Ala 


Leu 


His 




35 




40 




45 






Arg Ala 


Pro 


Arg Ser Thr 


Gin Pro Asp 


Lys 


Ala Cys Arg Leu 


Gly 


Tyr 


50 






55 




60 






Lys Ala 


Lys 


Gin Gly Tyr 


lie He Tyr 


Arg 


He Cys Val Arg 


Arg 


Gly 


65 




70 






75 




80 


Gly Trp 


Lys 


Cys Pro Val 


Pro Lys Ala 


Val 


Thr Tyr Gly Lys 


Pro 


Val 






85 




90 




95 




His His 


Gly 


Val Asn Xaa 


Leu Lys Phe 


Ala 


Gin Ser Leu Gin 


Ser 


Val 






100 


105 




110 






Ala Glu 


Glu 


Gin 














115 


116 













<210> 2428 
<2ll> 82 
<212> PRT 

<213> Homo sapiens 
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<221> misc_feature 
<222> (1) . . . (82) 

<223> Xaa = any amino acid or nothing 





<400> 2428 








Ala 


Cys 


Pro Ala 


Glu 


Asn Arg Glu Val Pro 


Glu Met Ala Ala Gly Gin 


1 




5 


10 


15 


Ala 


Pro 


Bis Ala 


Gly 


Pro Gly Ala Gly Pro 


Gly Gin Pro Ala Pro Ala 






20 




25 


30 


Leu 


Pro 


Phe Ala 


Ala 


Thr Pro Gly Ser Arg 


Gly Gin Ala Leu Cys Arg 






35 




40 


45 


Gly 


Gly 


Arg Arg 


Arg 


Gin His Leu His Gly 


Pro Leu His Arg Pro Xaa 




50 






55 


60 


Gin 


Ala 


Ala Pro 


Ala 


Leu His Ala Gly Cys 


Gin Leu Ala Pro His Pro 


65 








70 


75 80 


Pro 


Thr 












82 











<210> 2429 
c211> 86 
<212s» PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1) . . . (85) 

<223> Xaa = any amino acid or nothing 



<400> 2429 



Asn 


Leu 


He 


Trp Lys 


Leu 


Cys 


Val Thr Glu Arg Arg Leu Val 


He Leu 


1 






5 






10 


15 


Asp 


Asn 


Tyr 


Asp Leu 
20 


Ala 


Ser 


Glu Tyr Glu Ala Asn Lys Tyr 
25 30 


He Cys 


Asn 


Arg 


He 
35 


He Gin 


Phe 


Lys 


Pro Gly Gin Asp Lys Tyr Phe 
40 45 


Thr Leu 


Gly 


Leu 
50 


Pro 


Thr Gly 


Ser 


Thr 
55 


Pro Leu Xaa Cys Tyr Pro Lys 
SO 


Leu He 


Glu 


Tyr 


Asn 


Lys Asn 


Gly 


His 


Leu Ser Phe Lys Tyr Val Lys 


Thr Phe 


65 








70 




75 


80 


Ser 


Met 


Asp 


Glu Tyr 
85 











<210> 2430 
<211> 470 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (468) 

<223> Xaa = any amino acid or nothing 



<400> 2430 

Ser Ser Glu Ser Pro Ser Asp Pro Gly Arg Met Ala Met Thr Trp He 

1 5 .10 15 

Val Phe Ser Leu Trp Pro Leu Thr Val Phe Met Gly His He Gly Gly 

20 25 30 

His Ser Leu Phe Ser Cys Glu Pro He Thr Leu Arg Met Cys Gin Asp 
35 40 45 
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Leu Pro Tyr Asn Thr Thr Phe Met Pro Asn Leu Leu Asn His Tyr Asp 

50 55 60 

Gin Gin Thr Ala Ala Leu Ala Met Glu Pro Phe His Pro Met Val Asn 
65 70 75 80 

Leu Asp Cys Ser Arg Asp Phe Arg Pro Phe Leu Cys Ala Leu Tyr Ala 

85 90 * 95 

Pro lie Cys Met Glu Tyr Gly Arg Val Thr Leu Pro Cys Arg Arg Leu 

100 105 no 

Cys Gin Arg Ala Tyr Ser Glu Cys Ser Lys Leu Met Glu Met Phe Gly 

115 120 125 

Val Pro Trp Pro Glu Asp Met Glu Cys Ser Arg Phe Pro Asp Cys Asp 

130 135 140 

Glu Pro Tyr Pro Arg Leu val Asp Leu Asn Leu Ala Gly Glu Pro Thr 
145 150 155 160 

Glu Gly Ala Pro Val Ala Val Gin Arg Asp Tyr Gly Phe Trp Cys Pro 

165 170 175 

Arg Glu Leu Lys lie Asp Pro Asp Leu Gly Tyr Ser Phe Leu His Val 

180 185 190 

Arg Asp Cys Ser Pro Pro Cys Pro Asn Met Tyr Phe Arg Arg Glu Glu 

195 200 205 

Leu Ser Phe Ala Arg Tyr Phe lie Gly Leu lie Ser lie lie Cys Leu 

210 215 220 

Ser Ala Thr Leu Phe Thr Phe Val Thr Phe Leu lie Asp Val Thr Arg 
225 230 235 240 

Phe Arg Tyr Pro Glu Arg Pro lie Lys Cys Tyr Ala Val Trp His Met 

245 250 255 

Met Val Ser Leu He Phe Phe He Gly Phe Leu Leu Glu Asp Arg Val 

260 265 270 

Ala Cys Asn Ala Ser He Pro Ala Gin Tyr Lys Ala Ser Thr Val Thr 

275 280 285 

Gin Gly Ser His Asn Lys Ala Cys Thr Met Leu Phe Met He Leu Tyr 

290 295 300 

Phe Phe Thr Met Ala Gly Ser Val Trp Trp Val He Leu Thr He Thr 
305 310 315 320 

Trp Phe Leu Ala Ala Val Pro Lys Trp Gly Ser Glu Ala He Glu Lys 

325 330 335 

Lys Ala Leu Leu Phe His Ala Ser Ala Trp Gly He Pro Gly Thr Leu 

340 345 350 

Thr He He Leu Leu Ala Met Asn Lys He Glu Gly Asp Asn He Ser 

355 360 365 

Gly Val Cys Phe Val Gly Leu Tyr Asp Val Asp Ala Leu Arg Tyr Phe 

370 375 3B0 

Val Leu Ala Pro Leu Cys Leu Tyr Val Val Val Gly Val Ser Leu Leu 
385 390 395 400 

Leu Ala Gly He He Ser Leu Asn Arg Val Arg lie Glu lie Pro Leu 

405 410 415 

Xaa Lys Glu Asn Gin Asp Lys Leu Val Lys Phe Met He Arg He Gly 

420 425 430 

Val Phe Ser He Leu Tyr Leu Val Pro Leu Leu Val Val He Gly Cys 

435 440 445 

Tyr Phe Tyr Glu Gin Ala Tyr Arg Gly He Trp Glu Thr Thr Trp He 

450 455 ~ 460 

Gin Glu Arg Cys 
465 468 



<210> 2431 

<211> 122 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
. <222> (1) . . . (121) 
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<223>.Xaa = any amino acid or nothing 
<400> 2431 



Glu 


Glu 




Thr Lys Met Ser 


Thr 


Glv 


Pro 


Asp Val 


Lys Ala Thr 


Val 








5 






10 




15 




Glv 


Asp 


He 


Ser Ser Asp Gly 


Asn 


Leu 


Asn 


Val Ala 


Gin Glu Glu 


Cys 








20 




25 






30 




Ser 


Arg 


Lys 


Gly He Val Asp 


Glu 


Phe 


Phe 


Pro Leu 


Leu Ser Asn 


Xaa 






35 




40 








45 




Cys 


He 


Trp 


Thr Gin Pro Gin 


Gly 


Tyr 


Pro 


Gin Ser 


Ser Tyr Gly Thr 




50 




55 








60 






Leu 


Ala 


Asn 


Phe Val Phe Cys 


Ser 


val 


Arg 


His Gly 


Leu Ala Leu 


lie 


65 






70 








75 




80 


Leu 


Gin 


Leu 


Cys Asn Phe Ser 


He 


Tyr 


Thr 


Gin Gin 


Met Asn Leu 


Ser 








85 






90 




95 




He 


Ala 


He 


Pro Ala Met Val 


Asn 


Asn 


Thr 


Ala Pro 


Pro Ser Gin 


Pro 








100 




105 






110 




Asn 


Ala 


Ser 


Thr Glu Arg Pro 


Ser 


Thr 














115 




120 


121 











<210> 2432 
<211> 246 
<212> PRT 

<213> Homo sapiens 

<22l> misc_feature 
<222> (1) . . . (242) 

<223> Xaa = any amino acid or nothing 





<400> 2432 
















Pro 


Phe Gly 


Thr Pro 


Ser 


Ser 


Thr 


Met 


Ala 


Val Val 


Lys Asn Lys Cys 


1 




5 










10 




15 


Leu 


Met Lys 


Gly Gly 


Lys 


Lys 


Gly 


Val 


Lys 


Lys Lys 


Val Val Gly Pro 






20 








25 






30 


Phe 


Ser Lys 


Lys Asp 


Gin 


Tyr 


Asp 


Val 


Lys 


Ala Pro 


Ala Met Phe Asn 




35 








40 








45 


He 


Arg Asn 


Thr Gly 


Lys 


Thr 


Leu 


Val 


Ala 


Arg Thr 


Gin Gly Thr Gin 




50 






55 








60 




He 


Ala Ser 


Asp Gly 


Leu 


Lys 


Gly 


Leu 


Leu 


Phe Glu 


Val Ser Leu Ala 


65 






70 










75 


80 


Asp 


Leu ' Gin 


Asn Asp 


Glu 


val 


Ala 


Phe 


Arg 


Lys Phe 


Lys Leu He Thr 






85 










90 




95 


Glu 


Asp Val 


Gin Asp 


Lys 


Asn 


Cys' 


Leu 


Thr 


Asn Phe 


Tyr Gly Met Asp 






100 








105 






110 


Leu 


Thr Cys 


Asp Lys 


He 


Cys 


Ser 


Met 


Val 


Glu Lys 


Trp Ser Thr Met 




115 








120 








125 


He 


Glu Ala 


His Val 


Asp 


Val 


Lys 


Thr 


Thr 


Asp Gly 


Tyr Phe Phe His 




130 






135 








140 




Leu 


Phe Cys 


val Gly 


Phe 


Thr 


Lys 


Lys 


His 


Asn Asn 


Gin He Leu Lys 


145 






150 










155 


160 


Thr 


Ser Tyr 


Ala Xaa 


His 


Gin 


Gin 


Ser 


Arg 


Gin He 


Gin Lys Lys Met 






165 










170 




175 


Met 


Glu He 


Met Thr 


Xaa 


Glu 


Val 


Gin 


Thr 


Asn Asp 


Leu Lys Glu Val 






180 








185 






190 


Val 


Asn Lys 


Leu He 


Pro 


Asp 


Asn 


He 


Gly 


Lys Asp 


Thr Glu Lys Val 




195 








200 








205 


Cys 


Pro He 


Tyr Pro 


Leu 


His 


Asp 


Val 


Phe 


He Arg 


Lys Val Lys Met 




210 






215 








220 




Leu 


Glu Asn 


Pro Gly 


Phe 


Glu 


Arg 


Met 


Glu 


Leu Arg 


Gly Gly Gly Ser 


225 






230 










235 


240 
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Ser Ser 
242 



<210> 2433 
<2ll> 122 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1)...(120) 

<223> Xaa = any amino acid or nothing 



<400> 2433 



Ueu Thr 


Trp 


Pro 


Gin 


Pro 


His 


He 


Pro 


Ser 


Cys Pro Ala Met Ser Glu 


1 






5 










10 


15 


6lu Thr 


Leu 


Gin 


Ser 


Lys 


Leu 


Ala 


Ala 


Ala 


Lys Lys Lys Leu Pro Trp 






20 










25 




30 


Gly Ala 


Val 


Gin 


Gly 


Ser 


Arg 


Ala 


Met 


Ser 


Asp Leu Leu Leu Leu Leu 




35 










40 






45 


Leu Asp 


Leu 


Thr 


Leu 


Leu 


Leu 


Leu 


Leu 


Met 


Leu Leu Gly Phe Ala Giy 


50 










55 








60 


Tyr Ser 


Gly 


Gin 


Leu 


Ala 


Gly 


Val 


Ala 


Val 


Ser Ala Gly Ser Pro Pro 


65 








70 










75 80 


He Arg 


Tyr 


Lys 


Phe 


His 


Val 


Glu Pro 


Tyr 


Gly Glu Thr Gly Trp Leu 








85 










90 


95 


Leu Thr 


Glu 


Ser 


Cys 


Ser 


He 


Ser 


Pro 


Lys 


Leu Cys Ser lie Ala Val 






100 










105 




110 


His Xaa 


Asp 


Asn 


Pro 


Ala 


Trp 


Phe 









115 120 



<210> 2434 
<211> 55 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1)...(54) 

<223> Xaa « any amino acid or nothing 



<400> 2434 

His Tyr Thr Pro He Asn Thr Asp Thr He Glu Asn Ser Glu Asn Asn 

15 10 15 

Lys Cys Trp Xaa Gly Tyr Xaa Glu Val Gly Leu He His His Trp Trp 

20 25 30 

Gly Gly Lys Arg Val Gin Pro Phe Trp Lys Arg Val Trp Gin Lys Arg 

35 40 " 45 

Thr Leu Asn Leu Arg Val 
50 54 



<210> 2435 
<211> 137 
<212> PRT 

<213> Homo sapiens 

«c221> misc_ feature 
<222> (1) . . . (132) 
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<223> Xaa = any amino acid or nothing 



<400> 2435 



His 


Met 


Glv 


Gin 


Leu 


Glv 


* /*■ 


Phe 


He 


Gin 


CVS T*X7"D TlTD Glu. CVS TjVS 


T 
X 








c 










10 


15 


Arcr 


Leu 


He 


ser 


Phe 


Trp 


Lys 


Thr 


He 


Xaa 


Gin Ser Pro Ala Lys Xaa 








20 










25 




30 


Thr 


lie 


Tyr 


Thr 


Ser 


Tyr 


Asp 


Thr 


Ala 


lie 


Pro He Ser Gly He Tyr 






35 










40 






45 


Pro 


Lys 


Arg 


Met 


Ser 


Ser 


Lys 


Cys 


His 


Gin 


Glu Thr Cys Ala Arg Met 




50 










55 








60 


Phe 


He 


Leu 


Ala 


Pro 


Phe 


Thr 


Ala 


Thr 


He 


Lys Gly Lys Gin Leu Thr 


65 










70 










75 80 


Cys 


Pro 


Leu 


Val 


Glu 


Glu 


Arg 


He 


Asp 


Tyr 


Met Trp Tyr Ser His Lys 










85 










90 


95 


Tyr 


Tyr 


He 


Lys 


Val 


Lys 


Arg 


Asn 


Leu 


Xaa 


Val Thr He Thr His Thr 








100 










105 




110 


Trp 


Val 


Asn 


Leu 


Asn 


lie 


Leu 


Met 


Phe 


Glu 


He He Leu Trp Tyr Ser 



115 120 125 

His Lys Tyr Tyr 
13 0 132 



<210> 2436 

<211> 53 

<212> PRT 

<213> Homo sapiens 



<22i> mis cofeature 
<222> (1) . . . (53) 

<223> Xaa « any amino acid or nothing 



<400> 2436 

His Xaa Lys He Leu Gin Val Gly Arg Ala Gin Arg Ala His Xaa Ser 

15 ** 10 15 

Arg Leu Xaa Ser Gin Leu Leu Arg Arg Leu Arg His Glu Ser His Leu 

20 25 30 

Asn Pro Gly Ala Arg Gly Cys Ser Glu Ala Arg Leu His Arg Cys Thr 

35 40 45 

Pro Ala Trp Thr Thr 
50 53 



<210> 2437 

<211> 91 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (91) 

<223> Xaa « any amino acid or nothing 



<400> 2437 
Leu His Val Lys His Leu Gly His 

1 5 
He Cys His Cys He Leu Met Pro 
20 

Xaa Glu Arg Ser Val Cys Ala Phe 
35 40 



Phe Gin Leu Val Phe Ser Glu Val 

10 15 
Val Ser Xaa Glu Leu Gin Arg Leu 

25 30 
His Val Cys He Gin Thr Tyr Val 
45 
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Cys Leu Gin Val Tyr Ala Cye Met 

50 55 
Val Tyr Ser Val Tyr Gly Cys Gly 

65 70 
Val Tyr He Cys Val Cys Val Gin 
85 



Cys Val Tyr Tyr He Cys Met Phe 
60 

Leu Cys Thr Cys Val Cys Met Asp 
75 80 
Glu Phe Leu 
90 91 



<210> 2438 
<211> 145 
<212> PRT 

<213> Homo sapiens 

<22l> misc_feature 
<222> (1) . . . (138) 

<223> Xaa o any amino acid or nothing 



<400> 2438 






Asn Xaa 


Lys 


Trp He 


Leu His 


Val 


1 




5 






Phe He 


Lys 


Arg Asn 


Gin Lys 


He 






20 






Lys Lys 


Phe 


Leu Asp 


Met Met 


Ser 




35 






40 


Asp Lys 


Leu 


Asp Leu 


lie Lys 


Phe 


50 






55 




Thr Val 


Lys 


Arg He 


Lys He 


His 


65 






70 




Arg Asn 


His 


Leu Ser 


Asp Lys 


Asp 






85 






Leu Ser 


Lys 


Leu Asn 


Arg Arg 


Lys 






100 






Val Lys 


Asp 


Leu Ser 


Arg Tyr 


Phe 




115 






120 


Asn Lys 


His 


Lys Lys 


He Phe 


Ser 


130 






135 





Asn 


Val 


Arg He Gin Ser He Phe 




10 


15 


Asn 


Ser 


His Glu Leu Lys Leu Asp 


25 




30 


Asn 


Ala 


Xaa Ser Hir Lys Lys His 






45 


Lys 


Thr 


Leu Cys Ser Ala Lys Tyr 






60 


Pro 


Thr 


Asp Leu Glu Lys Met Leu 






75 80 


Xaa 


Tyr 


Ser Gly Val Tyr Lys Asp 




90 


95 


Thr 


Glu 


Ser Xaa Val Lys Lys Trp 


105 




110 


He 


Lys 


Glu Val He Ser Met Glu 






125 


Thr 


Ser 






138 





<210> 2439 
<211> 90 
<212> PRT 

<213> Homo sapiens 

<22l> mis cofeature 
<222> (1) . . . (90) 

<223> Xaa » any amino acid or nothing 



<400> 2439 



Met 


Ala Leu Thr Pro 


Glu 


Ser 


Pro 


1 


5 








Thr 


Gly Ser Ser Val 


Pro 


Glu 


Pro 




20 








Asn 


Ser Ser Trp Asp 


Ser 


Pro 


Thr 




35 






40 


Glu 


Ala Thr Gly Thr 


He 


Gly 


Thr 




50 




55 




Gly 


Val Glu Asp Asn 


Ala 


Tyr 


Thr 


65 




70 






Arg 


Ala Val Gly He 


Met 


Xaa 


He 



85 



Ser 


Ser 


Phe Pro Gly Leu Ala Ala 




10 


15 


Pro 


Gly 


Gly Pro Asn Ala Thr Leu 


25 




30 


Glu 


Pro 


Ser Ser Leu Glu Asp Leu 






45 


Leu 


Leu 


Ser Asp Met Gly Val Val 






60 


Leu 


Glu 


Val Asn Ser Arg Tyr Met 






75 80 


His 


Leu 






90 
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<210> 2440 
<211> 118 
<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1) . . . (116) 

<223> Xaa as any amino acid or nothing 



<400> 2440 



Ser 


Asn 


lie 


Thr lie Thr Leu Thr 


1 






5 


Phe 


Cys 


Trp 


Xaa Gly Cys Gly Gin 








20 


Gin 


Glu 


Ser 


Lys Phe He Gin Ala 






35 


40 


Leu 


Ala 


Xaa 


He Ser He His lie 




50 




55 


Leu 


Gly 


Gly 


Tyr Pro Gly Gly Thr 


65 






70 


Leu 


Val 


Ser 


Ser Val Phe Tyr Asn 








85 


Leu 


lie 


Ala 


Ala Leu Phe He He 








100 


Asp 


His 


Tyr 


He 






115 


116 



<210> 2441 • 
<211> 120 
<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1) .7. (119) 
<223> Xaa a any amino acid 



<400> 2441 



Tyr 


Pro 


Leu 


Pro Val Cys 


Ser 


Tyr 


1 






5 






Trp 


Asn 


Ser 


Leu Gly Gly 


Lys 


Ser 








20 






Leu 


Val 


Ser 


Ser Arg Phe 


Lys 


He 






35 






40 


Leu 


Ser 


val 


Gly Lys Thr 


Cys 


Leu 




50 






55 




Ala 


Glu 


Leu 


Gly Arg Val 


Gly 


Pro 


65 






70 






Arg 


Ser 


Gin 


His Leu Val 


Pro 


Ser 








85 






Lys 


Asn 


Tyr 


Lys Ala Pro 


He 


Gly 








100 






Glu 


Val 


Leu 


Gly He Pro 


Phe 








115 




119 





Xaa 


Met 


Lys Lys 


Tyr Asp Asn Thr 




10 




15 


He 


Gly 


Thr Leu 


He Tyr Cys Trp 


25 






30 


Phe 


Trp 


Ser Lys 


He Gin Gin Tyr 








45 


Leu 


Phe 


Asp Pro 


Ala Phe Leu Phe 






60 




Gin 


Ser 


Val Phe 


Leu Thr Gly Val 






75 


80 


Met 


Lys 


Met Leu 


His Thr Arg Leu 




90 




95 


Val 


Gin 


Tyr Trp 


Lys Gin Ser Lys 


105 






110 



or nothing 



Leu 


Ser 


Gly Pro 


Arg Gly Glu His 




10 




15 


Ser 


Cys 


Pro Leu 


Pro Leu Pro Thr 


25 






30 


Ser 


Lys 


Val He 


Val Val Gly Asp 








45 


He 


Asn 


Arg Xaa 


Gly- Gly Ala Gly 






60 




Ser 


Leu 


Ala Arg 


Trp Ala Gly Ser 






75 


80 


Gin 


Val 


Cys Lys 


Asp Ser Phe Asp 




90 




95 


Ala 


Asp 


Phe Glu 


Met Glu Arg Phe 


105 






110 



<210> 2442 
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<211> 88 
<212> PRT 

<213> Homo sapiens 

<221> misc_feacure 
<222> (1) . . . (87) 

<223> Xaa = any amino acid or nothing 



<400> 2442 

Ser Ser Phe lie Lye Arg His lie Leu lie Phe Glu Asp Asp Trp His 

15 10 " 15 

Gin Thr Thr Cys Cys His His Pro His His Pro Phe Xaa Arg Cys Gin 

20 25 30 

Phe His lie Phe Tyr Val Ser val Gin Asn ser lie Ser Pro Ser Leu 

35 40 45 

Ser Val Ser Ser Ser His Pro Asp Arg Pro Asp His Glu Val His Gin 

50 55 60 

His Arg Ala Ala His His His Gin His Gly Gin Gly Pro Leu Gly His 
65 70 75 ^ 80 

Gly Leu Val Ala Arg Val Gly 
85 87 



<210> 2443 
<211> 919 
<212> PRT 

<213> Homo sapiens 

<221> raisc_feature 
<222> (1) . . . (915) 

<223> Xaa = any amino acid or nothing 



<40o> : 


2443 






Ala Leu Leu 


Gly Leu 


Gin 


Gin Pro 


1 


5 






Ser Ser Val 


Met Gly 


Val 


Arg Gly 




20 






Cys Pro His 


He Cys 


Thr 


Val Val 


35 






40 


His Arg Ser 


Lys Tyr 


Pro 


Gly Cys 


50 






55 


Met Cys Cys 


Leu Arg 


Tyr 


Trp Tyr 


65 




70 




Gly Gin Trp 


Arg Glu 


Tyr 


Phe Ser 




85 






Phe Thr Ala 


Ala Gly 


He 


Lys Leu 




100 






Glu Gin Asp 


Lys Arg 


Asp 


Glu Trp 


115 






120 


Arg Glu lie 


Ser Arg 


He 


Phe His 


130 






135 


Pro Gly Arg 


Asn Met 


Phe 


Phe He 


145 




150 




Arg Phe Ala 


Leu Lys 


Thr 


Leu Gly 




165 






Glu Ala Asp 


Tyr Glu 


Val 


Ala Ser 




180 






Gly He Leu 


Gly Glu 


Asp 


Thr Asp 


195 






200 


Tyr Phe Ser 


He Ser 


Glu 


Leu Cys 


210 






215 



Ala 


Gin 


Ser Leu He Leu Ser Arg 




10 


15 


Leu 


Gin 


Gly Phe Val Gly Ser Thr 


25 




30 


Asn 


Phe 


Lys Glu Leu Ala Glu His 






45 


Thr 


Pro 


Thr He Val Val Asp Ala 






60 


Thr 


Pro 


Glu Ser Trp He Cys Gly 






75 80 


Ala 


Leu 


Arg Asp Phe Val Lys Thr 




90 


95 


lie 


Phe 


Phe Phe Asp Gly Met Val 


105 




110 


Val 


Lys 


Arg Arg Leu Lys Asn Asn 






125 


Tyr 


lie 


Lys Ser His Lys Glu Gin 






140 


Pro 


Ser 


Gly Leu Ala Val Phe Thr 






155 160 


Gin 


Glu 


Thr Leu Cys Ser Leu Gin 




170 


175 


Tyr 


Gly 


Leu Gin His Asn Cys Leu 


185 




190 


Tyr 


Leu 


He Tyr Asp Thr Cys Pro 






205 


Leu 


Glu 


Ser Leu Asp Thr Val Met 



220 
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Leu 


Cvs 


Arg 


Glu 


LVS 


Leu 


Cys 


Glu 


225 










230 






Leu 


Pro 


Leu 


Leu 


Ala 


Cys 


Leu 


Leu 










245 








Met 


Phe 


Glu 


Ser 


Phe 


Ara 


Tyr 
z 


Lys 

z 








260 










Lys 


Glu 


Asn 


Phe 


Asp 


Lys 


Lys 


Gly 






275 










280 


His 


He 


Ser 


Lys 


Val 


Leu 


Tyr 


Leu 




290 










295 




Glu 


He 


Leu 


Pro 


Leu 


Val 


Thr 


Lys 


305 










310 






Glv 


He 


He 


Ser 


Phe 


Thr 


Arq 


Thr 










325 








Asn 


Pro 


LVS 


Val 


Xaa 


Xaa 


Leu 


Trp 

^Zf 








340 










Gin 


Thr 


Pro 


Asn 


Pro 


Gly 

z 


Lys 

z 


Lys 






355 










360 


Pro 


Glv 


Lvs 


Lvs 


Phe 


Pro 


Cvs 

* 


Val 




370 










3 75 




Phe 


Pro 


Cvs 


He 


His 


He 


Pro 


Glu 


385 










390 






Sex* 


Asp 


Pro 


Glu 


Pro 


Ara 


Gin 


Glu 










405 








Ser 


Ara 


Ara 


Glu 


Val 


Pro 


Met 


Cys 








420 










Val 


Pro 


Met 


Cys 


Thr 


Glv 


Pro 


Glu 






435 










440 


Thr 


Glv 


Pro 


Glu 


Ala 




Gin 


Glu 




*3 v 










455 




Pro 


Bra 


Gin 


Glu 


Val 


Pro 


Met 


Cvs 


465 










470 






Val 


Pro 


Met 


Tvr 


Thr 


Glv 


Ser 


Glu 










485 








Thx 


Glv 


Pro 


Glu 


Ser 


Ara 


Gin 


Glu 








500 










Ser 


Ara 


Gin 


Glu 


Val 


Leu 


He 


Ara 






515 










520 


He 


Met 


Cvs 


Thr 


Glv 
• * 


His 


Glu 


Ser 




530 










535 




Asr> 


Pro 


lie 


Ser 


Lvs 


Gin 


Glu 


Asp 


545 










550 






Asn 


Gin 


Lvs 


Leu 


Pro 


Val 


Ala 


Thr 










565 








Leu 


Met 


Cvs 


Thr 


Asn 


Pro 


Glu 


lie 








580 










Gly 


Pro 


Glu 


Val 


Lys 


Gin 


Gin 


Val 






595 










600 


Leu 


Lys 


Val 


Ala 


Ara 


Thr 


His 


His 




610 










615 




Tyr 


Asn 


He 


Met 


Ser 


Ser 


Gly 

^~z 


Glu 


625 










630 






Asp 


Glu 


Leu 


ASP 


Gin 


Ala 


Leu 


Pro 










645 








lie 


Arg 


Gin 


Arg 


Val 


Tyr 


Ser 


Leu 








660 










Thr 


Ser 


Thr 


Cys 


Leu 


Ala 


val 


Lys 






675 










680 


Pro 


Leu 


Arg 


His 


Pro 


Asp 


Leu 


Val 




S90 










695 




Gly 


Gly 


Thr 


Pro 


Ser 


Leu 


Lys 


He 


705 










710 






lie 


Gin 


Val 


Arg 


Arg 


Leu 


Asp 


Thr 



725 



Ser 


Leu 


Gly Leu 


Cys Val Ala 


Asp 






235 




240 


Gly 


Asn 


Asp He 


He Pro Glu 


Gly 




250 




255 




Cys 


Leu 


Ser Ser 


Tyr Thr Ser 


Val 


265 






270 




Asn 


lie 


He Leu 


Ala Val Ser 


Asp 








285 




Tyr 


Gin 


Gly Glu 


Lys Lys Leu 


Glu 






300 






Gin 


Ser 


Ser Phe 


Leu Xaa Arg 


Asn 






315 




320 


He 


Asn 


Leu His 


Gly Phe Ser 


Lys 




330 




335 




Thr 


Asn 


Lys Xaa 


Tyr Pro Arg 


val 


345 






350 




Phe 


Pro 


Cys Val 


Gin Met Leu 


Ash 








365 




Gin 


Ala 


Leu Asn 


Pro Gly Glu 


Lvs 






380 






Pro 


Ara 


Gin Glu 


Val Pro Thr 


Cvs 






395 




400 


Val 


Pro 


Thr Cys 


Thr Gly Pro 


Glu 




410 




415 




Ser 


Asp 


Pro Glu 


Pro Ara Gin 


Glu 


425 






430 




Pro 


Ara 


Gin Glu 


Val Pro Met 


Cvs 








445 




Val 


Pro 


Met Cys 


Thr Asp Ser 


Glu 






460 






Thr 


Asp 


Ser Glu 


Pro Ara Gin 


Glu 






475 




480 


Pro 


Ara 


Gin Glu 


Val Pro Met 


Tvr 




490 




495 




Val 


Pro 


Met Tyr 


Thr Gly Pro 


Glu 


505 






510 




Thr 


Asp 


Pro Glu 


Ser Arg Gin 


Glu 








525 




Lys 


Gin 


Glu Val 


Pro Tie Cvs 


Thr 






540 






Ser 


Met 


Cys Thr 


His Ala Glu 


He 






555 




560 


Asp 


Phe 


Glu Phe 


Lys Leu Glu 


Ala 




570 




575 




Lys 


Gin 


Glu Asp 


Pro Thr Asn 


Val 


585 






590 




Thr 


Met 


Val Ser 


Asp Thr Glu 


He 








605 




Val 


Gin 


Ala Glu 


Ser Tyr Leu 


Val 






620 






lie 


Glu 


Cys Ser 


Asn Thr Leu 


Glu 






635 




640 


Ser 


Gin 


Ala Phe 


He Tyr Arg 


Pro 




650 




655 




Leu 


Leu 


Glu Asp 


Cys Gin Asp 


Val 


665 






670 




Glu 


Trp 


Phe Val 


Tyr Pro Gly 


Asn 








6 85 




Arg 


Pro 


Leu Gin 


Met Thr He 


Pro 






700 






Leu 


Trp 


Leu Asn 


Gin Glu Pro 


Glu 






715 




720 


Leu 


Leu 


Ala Cys 


Phe Asn Leu 


Ser 




730 




735 





1474 



WO 01/57188 



PCT/US01/03800 



Ser Ser 


Arg 


Glu Glu 


Leu Gin Ala 






740 




Cys Cys 


Leu 


Leu lie 


Tvr Leu. Phe 




755 




760 


Glu Asp 


Leu 


His Ala 


Phe He Ala 


770 






775 


Ser Thr 


Ser 


Gin Leu 


Val Asn Leu 


785 






790 


Ala Val 


Gin 


Leu Gly 


Ser Leu Leu 






605 




Leu Val 


Asn 


Ser Ala 


Cys Gly Phe 






820 




Pro Trp 


Asn 


Val Phe 


Asn Glv Iwe 




835 




840 


Ser Glu 


Lvs 




iiia Vcu uiu 


850 






855 


Ser Ala 


His 


Gin He 


Pro Gin Pro 


865 






870 


His Glu 


Gly 


Glu Gin 


Thr His His 






885 




Pro Arg 


Arg 


Glu Val 


Gly Lys Thr 






900 




Leu Trp 


Val 








915 







Val Glu Ser Pro Phe Gin Ala Leu 
745 750 
Val Gin Val Asp Thr Leu Cys Leu 
765 

Gin Ala Leu Cys Leu Gin Gly Lys 
780 

Gin Pro Asp Tyr He Asn Pro Arg 
795 800 
Val Arg Gly Leu Thr Thr Leu Val 

810 815 
Pro Trp Lys Thr Ser Asp Phe Met 
825 830 
Leu Phe His Gin Lys Tyr Leu Gin 
845 

Val Leu Cys Arg Thr Lys Xaa He 
860 

Glu Gly Ser Arg Leu Gin Gly Leu 
875 880 
Trp Pro Ser Pro Leu Gly Leu Thr 

890 895 
Gly Leu Gin Leu Pro Gin Asp Gly 
905 910 



<r210> 2444 

<211> 246 

<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1) . . . (245) 

<223> Xaa - any amino acid or nothing 



<400> 2444 

Ala Arg Glu Ala Cys Arg Ala Lys Thr Asp Phe Pro Gly Arg Arg Phe 

15 10 15 

Arg Leu Trp Pro Ser Cys Cys Cys Arg Val He Val Gly Ala Glu Thr 

20 25 30 

Xaa His Met Ala Glu Pro Val Ser Pro Leu Lys His Phe Val Leu Ala 

35 40 45 

Lys Lys Ala He Thr Ala He Phe Asp Gin Leu Leu Glu Phe Val Thr 

50 55 60 

Glu Gly Ser His Phe Val Glu Ala Thr Tyr Lys Asn Pro Glu Leu Asp 
65 70 75 80 

Arg He Ala Thr Glu Asp Asp Leu Val Glu Met Gin Gly Tyr Lys Asp 

85 30 95 

Lys Leu Ser He He Gly Glu Val Leu Ser Arg Arg His Met Lys Val 

100 105 ~ 110 

Ala Phe Phe Gly Arg Thr Ser Ser Gly Lys Ser Ser Val He Asn Ala 

115 120 " 125 

Met Leu Trp Asp Lys Val Leu Pro Ser Gly He Gly His He Thr Asn 

130 135 140 

Cys Phe Leu Ser Val Glu Gly Thr Asp Gly Asp Lys Ala Tyr Leu Met 
145 150 155 160 

Thr Glu Gly Ser Asp Glu Lys LyB Ser Val Lys Thr Val Asn Gin Leu 

165 170 175 

Ala His Ala Leu His Met Asp Lys Asp Leu Lys Ala Gly Cys Leu Val 

180 185 190 

Arg Val Phe Trp Pro Lys Ala Lys Cys Ala Leu Leu Arg Asp Asp Leu 
195 200 205 
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Val Leu Val Asp Gly Pro Gly Thr Asp Val Thr Thr Glu Leu Asp Ser 

210 215 220 

Trp lie Asp Lys Phe Cys Thr Lys Ser Ser Thr Arg Glu He Thr Asn 
225 230 235 240 

Ser Gly Ser Asp Thr 
245 



<210> 2445 
<211> 181 
<212> PRT 

<213> Homo sapiens 

<221> misc — feature 
<222> (1) . . . (179) 

<223> Xaa = any amino' acid or nothing 



<400> 2445 



Leu 


Val 


Leu 


Asn Ser 


Arg 


Val 


Glu Asp 


Phe 


Val Pro Pro Glu Gly Ala 


1 






5 








10 


15 


Gly 


Arg 


Thr 


Leu Pro 


Phe 


Ala 


Leu Arg 


Pro 


Leu Ala Ala Cys Trp Leu 








20 






25 




30 


Leu 


His 


Arg 


Arg Ala 


Arg 


Arg 


Ser Ser 


Ala 


Leu Cys Pro Arg Pro Arg 






35 








40 




45 


Ser 


Trp 


Gly 


Val Ser 


Gly 


Gly 


Glu Gly 


Ala 


Gly Ala Arg Glu Pro Xaa 




50 








55 






60 


lie 


Thr 


Ser 


Ser Ser 


Cys 


Cys 


Leu Ser 


Ala 


Ala Ser His Leu Ser He 


65 








70 








75 80 


Gin 


Ser 


Pro 


Asn Met 


Ala 


Gly 


Ala Arg 


Arg 


Arg He Arg Pro Gin Leu 








85 








90 


95 


Ala 


Lys 


Glu 


Lys He 


Glu 


Gly 


Cys His 


He 


Cys Thr Ser Val Thr Pro 








100 






105 




110 


Gly 


Glu 


Pro 


Gin Val 


Phe 


Leu 


Gly Lys 


Asp 


Lys Ala Phe Thr Phe Asp 






115 








120 




125 


Tyr 


Val 


Phe 


Asp lie 


Asp 


Ser 


Gin Gin 


Glu 


Gin He Tyr He Gin Cys 




130 








135 






140 


He 


Glu 


Lys 


Leu He 


Glu 


Gly 


Cys Phe 


Glu 


Gly Tyr Asn Ala Thr Val 


145 








150 








155 160 


Phe 


Ala 


Tyr 


Gly Gin 


Thr 


Gly 


Ala Gly 


Lys 


Thr Tyr Thr Met Gly Thr 








165 








170 


175 


Gly 


Phe 


Asp 


















179 















<210> 2446 

<211> 95 

<212> PRT 

<213> Homo sapiens 

<22l> misc_feature 
<222> (1) . . . (94) 

<223> Xaa = any amino acid or nothing 



<400> 2446 
Phe Phe Phe Phe Asn Val Cys Lys 

1 5 
Cys Lys Glu Glu Ser Thr Gly Thr 
20 

Leu Gly Gin His Ser Glu Thr Pro 
35 40 



Ser Pro Lys Val Pro Lys Pro Gly 

10 15 
Leu Phe Lys Asn Thr Leu He Ser 

25 30 
Ser Leu Lys Lys Lys Leu Ala Gly 
45 
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Tyr Ser Gly Met Cys Leu Xaa Ser 

50 55 
Glu Asp Cys Leu Ser Pro Gly Gly 

65 70 
Cys Pro Tyr Thr Pro Ala Trp He 
85 



Gin Val Leu Arg Arg Leu Arg Gin 
60 

Gly Aen Cys Arg Glu Ser Xaa Ser 
75 80 
Thr Glu Arg Asp Pro Val 
90 94 



<210> 2447 

<211> 122 

<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1) . . . (121) 

<223> Xaa « any amino acid or nothing 



<400> 2447 














Ala Arg 


Ser 


Thr 


Gly 


Phe 


Trp 


Gly Glu 


lie 


Leu Trp Cys Gly Phe Leu 


l 






5 








10 


15 


Lys Arg 


Ser 


Leu 


Ala 


Leu 


Ser 


Pro Arg 


Val 


Lys Cys Ser Gly Ala He 






20 








25 




30 


Leu Ala 


His 


Cys 


Asn 


Phe 


Arg 


His Ala 


Gly 


Phe Pro Pro Leu Ser Cys 




35 










40 




45 


Leu Ser 


Leu 


Pro 


Asn 


Arg 


Trp 


Glu Tyr 


Arg 


Arg Pro Pro Ala Arg Pro 


50 










55 






60 


Gly Lys 


Phe 


Phe 


Leu 


val 


Phe 


Leu Val 


Glu 


Thr Gly Phe Gin Cys Gly 


65 








70 








75 80 


Xaa Asp 


Gly 


Leu 


Asp 


Leu 


Leu 


Thr Ser 


Arg 


Ser Ala Cys Leu Gly Leu 








85 








90 


35 


Pro Lys 


Cys 


Trp 


Asp 


Tyr 


Arg 


Arg Glu 


Pro 


Ala Ala Ser He He Phe 






100 








105 




110 


Gin Thr 


Thr 


Phe 


Phe 


He 


Asn 


Ser Lys 








115 










120 121 







<210> 2446 
<211> 141 
<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1) ... . (141) 

<223> Xaa » any amino acid or nothing 



<400> 2448 



Lys 


Val 


Val 


Val 


Met 


Ser 


Cys 


Glu Asp 


He 


Asn lie 


Ser Gly Ser Phe 


i 








5 








10 




15 


Tyr 


Arg 


Asn 


Lys 


Leu 


Lys 


Tyr 


Leu Ala 


Phe 


Leu Cys 


Lys Arg Thr Ser 








20 








25 






30 


Thr 


Asn 


Pro 


Ser 


Gin 


Gly 


Pro 


Tyr His 


Leu 


Trp Val 


Pro Ser His He 






35 










40 






45 


Phe 


Trp 


Gin 


Thr 


Thr 


Cys 


Gly 


Arg Leu 


Pro 


His Lys 


Thr Lys Gin Gly 




50 










55 






60 




Xaa 


Ala 


Ala 


Leu 


Asp 


His 


Leu 


Lys Val 


Phe 


Asp Arg 


He Pro Leu Pro 


€5 










70 








75 


80 


Tyr 


Asp 


Lys 


Lys 


Lys 


Gin 


Met 


Ala Val 


Ser 


Ala Thr 


Leu Glu Val Val 










85 








90 




95 


Arg 


Pro 


Lys 


Pro 


Xaa 


Arg 


Lys 


Phe Ala 


Tyr 


Leu Gly His Trp Ala Gin 



100 105 110 
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Lys Val Asp Trp Lys Tyr Gin Ala Met Thr Ala Thr Met Gly Glu Lys 

115 120 125 

Arg Lys Val Tyr Tyr Gin Lys lie Cys Tyr Gin Lys Lys 
130 135 140 141 



<210> 2449 
<211> 96 
<212> PRT 

<213> Homo sapiens 

<22l> mis cofeature 
<222> (1) . . . (93) 

<223> Xaa = any amino acid or nothing 



<400> 2449 



He 


He 


Phe 


Tyr 


Ser 


His 


Gin 


Gin Cys 


Met 


Arg Val Trp Gin Gly Cys 


1 








5 








10 


15 


Gly 


Asp 


He 


Glu 


Thr 


Leu 


He 


His Cys 


Trp 


Xaa Glu Xaa Lys He He 








20 








25 




30 


His 


Ser 


Leu 


Trp 


Lys 


Thr 


Val 


Xaa Gin 


Phe 


Leu Lys Arg Leu Tyr Leu 






35 










40 




45 


His 


Leu 


Pro 


His 


Asn 


Ser 


Val 


He Ala 


Phe 


Leu Gly He Ser Pro Arg 




50 










55 






50 


Lys 


lie 


Lys 


Thr 


Cys 


Pro 


Gin 


Asn Ser 


Cys 


Thr Ser Met Leu He Asn 


65 










70 








75 80 


Ala 


He 


His 


Asn 


Asp 


Gin 


Lys 


Trp Lys 


Lys 


He Asn He 










85 








90 


93 



<210> 2450 
<211> 60 
<212> PRT 

<213> Homo sapiens 
<22l> misc_feature 

<222> (1) . . . (60) 

<223> Xaa « any amino acid or nothing 



<400> 2450 

Arg Gin Ser Leu Ala Leu Ser Pro Arg Leu Glu Cys Ser Gly Thr He 

15 10 15 

Ser Ala His Cys Arg Leu Cys Pro Leu Val Phe Thr Pro Leu Ser Cys 

20 25 30 

Leu Ser Leu Thr Ser Ser Trp Asp Tyr Arg Arg Pro Pro Pro His Pro 

35 40 45 

Ala Asn Phe Leu Tyr Phe Lys Xaa Arg Arg Gly Phe 
50 55 60 



<210> 


2451 


<211> 


94 


<212> 


PRT 


<213> 


Homo i 


<221> 


raise : 


<222> 


(D.T 


<223> 


Xaa = 



(92) 
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<400> 2451 

Leu Phe Phe Leu Arg Lys Val Ser Asn Gin Phe Leu Ser Pro Ser Leu 

1 5 10 15 

Leu Pro Val Asn Phe Gin Gly Phe Val Phe Ala Phe Leu Leu Leu Leu 

20 25 30 

Leu Phe Leu Leu Phe Glu Met Glu Ser Leu Pro Val Ala Arg Val Glu 

35 40 45 

Cys Ser Gly Thr lie Ser Ala His Cys Asn Leu Cys Leu Pro Gly Ser 

50 55 60 

Ser Asp Ser Pro Ala Ser Ala Ser Xaa Val Ala Gly lie Thr Asp Met 
65 70 75 " 80 

Cys Arg Tyr Thr Gin Leu lie Leu Phe His Ala Ser 
85 90 92 



<210> 2452 
<211> 260 
<212> PRT 

<213> Homo sapiens 

<221> misc feature 
<222> (1) . (258) 

<223> Xaa ss any amino acid or nothing 



<400> 2452 

Lys Thr Ser Met Phe Trp Lys Phe Asp Leu His Ser Ser Ser His He 

15 10 15 

Asp Thr Leu Leu Glu Arg Glu Asp Val Thr Leu Lys Glu Leu Met Asp 

20 25 30 

Glu Glu Asp Val Leu Gin Glu Cys Lys Ala Gin Asn Arg Lys Leu He 

35 40 45 

Glu Phe Leu Leu Lys Ala Glu Cys Leu Glu Asp Leu Val Ser Phe He 

50 55 " 60 

Xaa Glu Glu Pro Pro Gin Asp Met Asp Glu Lys He Arg Tyr Lys Tyr 
65 70 75 * 80 

Pro Asn He Ser Cys Glu Leu Leu Thr Ser Asp Val Ser Gin Met Asn 

85 90 95 

Asp Arg Leu Gly Glu Asp Glu Ser Leu Leu Met Lys Leu Tyr Ser Phe 

100 105 110 

Leu Leu Asn Asp Ser Pro Leu Asn Pro Leu Leu Ala Ser Phe Phe Ser 

115 120 125 

Lys Val Leu Ser He Leu He Ser Arg Lys Pro Glu Gin He Val Asp 

13 0 135 140 

Phe Leu Lys Lys Lys His Asp Phe Val Asp Leu He He Lys His He 
145 150 ~ 155 160 

Gly Thr Ser Ala He Met Asp Leu Leu Leu Arg Leu Leu Thr Cys He 

165 170 175 

Glu Pro Pro Gin Pro Arg Gin Asp Val Leu Asn Trp Phe Lys Val Gin 

180 185 190 

Arg Asn Leu Xaa His Ser Thr Xaa Asn Val Met Asp He Ser Lys Tyr 

195 200 205 

Val Asn Leu His Trp Gly Leu Asn Lys Ser His Ser Leu Leu Xaa Leu 

210 215 220 

Leu Leu Gin Cys Val Leu Gin Trp Leu Asn Glu Glu Lys lie lie Gin 
225 230 235 240 

Arg Leu Val Glu He Val His Pro Ser Gin Glu Glu Asp Val Ser Ser 
245 250 " 255 

Leu Val 
258 
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<210> 2453 
<211> 139 
<212> PRT 

<213> Homo sapiens 

<221> misc__f eature 
<222> (1) . . . (134) 

<223> Xaa = any amino acid or nothing 



<400> 2453 



Gly 


Leu 


His 


Val 


Tyr 


Asp 


Phe 


Gin 


Val 


Tyr 


Arg Glu His lie Leu Thr 


1 








5 










10 


15 


Leu 


Asn 


Val 


Lys 


Lys 


Cys 


Ser 


Val 


Ser 


Phe 


Trp Gly Leu Arg Glu Trp 








20 










25 




30 


Leu 


Tyr 


Leu 


Gin 


Met 


Tyr 


Glu 


lie 


He 


Lys 


Ser Pro Arg Phe Pro He 






35 










40 






45 


lie 


Lys 


Met 


Thr 


Asp 


lie 


Thr 


Lys 


Cys 


Trp 


Xaa Gly Cys Gly Ala Ala 




50 










55 








$0 


Gly 


Met 


Gin 


lie 


His 


Cys 


Trp 


Trp 


Cys 


Val 


Asn Val Gly Lys Phe Trp 


65 










70 










75 80 


Glu 


Met 


Ser 


Xaa 


Tyr 


Tyr 


Leu 


Leu 


Lys 


Leu 


Ser He Ser Thr Pro Tyr 










85 










90 


95 


Asp 


Pro 


Ala 


lie 


Pro 


Leu 


Leu 


Gly 


He 


Tyr 


Leu Xaa Glu Thr Arg Val 








100 










105 




110 


Tyr 


lie 


His 


Pro 


Lys 


Thr 


Cys 


Met 


Arg 


Met 


Leu He Ala Ala Pro Phe 






115 










120 






125 


Val 


Leu 


Ala 


Val 


Asn 


Cys 













130 134 



<210> 2454 
<211> 108 
<212> PRT 

<213> Homo sapiens 

<221> mi sc_f eature 
<222> (1) . . . (105) 

<223> Xaa a any amino acid or nothing 



<400> 2454 



Lys 


Trp 


Leu 


Phe Ser Ser Leu Asn 


He Thr 


Gly Arg Gly Asp He He 


1 






5 


10 


15 


Gly 


His 


Leu 


Lye Trp Leu Asp Cys 


Arg Asn 


Cys Ser Ser Phe Pro He 








20 


25 


30 


Lys 


Arg 


Asn 


Arg Gin Thr Eis Ser 


Thr Glu 


Ser Asn Lys Leu Lys Ala 






35 


40 




45 


Gly 


His 


Ser 


Phe Gly Tyr Asn Xaa 


Leu He 


His Xaa Asn Ser Val Lys 




50 




55 




60 


Thr 


Asp 


Cys 


Gly Cys Gly Ala Asn 


Ser Lys 


Gly Val Val Val Val Met 


€5 






70 




75 80 


Lys 


Val 


Lys 


Thr Ala Gin Gin Lys 


Gin Thr 


Thr Ser Tyr Met Gin He 








85 


90 


95 


Gly 


Thr 


Thr 


Lys Asn Ser Arg Ala 


Thr 










100 


105 





<210> 2455 
<211> 139 
<212> PRT 
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<213> Homo sapiens 

<221> mis cofeature 
<222> (1) . . . (138) 

<223> Xaa » any amino acid or nothing 



<400> 2455 

Asp Leu Leu He Leu Arg Asn Leu Ala Phe Pro Glu Leu Lys Arg Arg 

1 5 -10 15 

Asn Cys He Ser Arg Phe Tyr Leu Ala Tyr His Leu His Lys He Tyr 

20 25 30 

ser Arg Ser He Leu Leu Cys Asn Asn Cys ser Gly Phe Tyr He Leu 

35 40 45 

Ser Leu Xaa Gin Tyr Asp Val Phe Phe Phe Asn Tyr Phe Phe Phe Arg 

50 55 60 

Asp Arg Ala Trp Pro Cys Cys Pro Gly Trp Ser Ala Ala Trp Leu Thr 
65 70 75 80 

He Val He Leu Ala His Tyr Arg Arg Pro Gly Leu Glu Arg Ser Cys 

85 90 95 

Cys Leu Ser Leu Ser Ser Ser Trp Asp His Arg Arg Val Pro Pro Cys 

100 105 110 

Pro Ala Asn Phe Xaa Tyr Phe Ser Met Gly Phe Thr Ala Phe Pro Arg 

115 120 125 

Leu Val Leu Asn Ser Xaa Thr Gin Gly He 
130 135 138 



<210> 2456 
<211> 48 
<212> PRT 

<213> Homo sapiens 



<221> misc_feature 
<222> (1) . . . (48) 

<223> Xaa = any amino acid or nothing 



<400> 2456 

Glu Ser Gly Ser Leu He His Xaa Trp Trp Glu Asn Lys Pro Ala Gin 

15 io 15 

Pro Leu Trp Trp Glu He Xaa Gin His Val Gin Lys Leu Pro Thr His 

20 25 * 30 

Phe Pro Cys Asp Pro Ala He Pro Leu Leu Gly He Cys Pro Glu Asp 
35 40 45 48 



<210> 2457 
<211> 192 
<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1) . . . (188) 

<223> Xaa = any amino acid or nothing 



<400> 2457 

Lys Pro Ser Ser Gly Ser Phe He Arg Ala He Tyr He Phe Leu Ser 
15 io 15 
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Thr 


Ala 


His 


Val 
20 


Pro 


Ala 


Leu 


Phe 


Thr 


Xaa 


Ala 
35 


Phe 


Ser 


Gin 


Ser 


Ser 
40 


Lys 


Thr 
50 


Ser 


Leu 


Ser 


Leu 


Val 
55 


He 


Ala 


Val 


Arg 


Glu 


Asn 


Phe 


Leu 


Pro 


65 










70 






Leu 


Asp 


Asn 


Val 


TjVS 
J 

85 


Cvs 


Tro 


Gin 


He 


His 


Cys 


Trp 
100 


Trp 


Glu 


Tyr 


Asn 


Val 


Thr 


Phe 
115 


Pro 


Arg 


Lys 


Val 


Glu 
120 


Glu 


He 
130 


ser 


Val 


Arg 


Xaa 


He 
135 


His 


Gin 


Glu 


Thr 


His 


Thr 


Ser 


Val 


Phe 


145 










150 






Glu 


Thr 


Arg 


Cys 


Arg 
165 


Pro 


Thr 


Lys 


He 


Tyr 


Thr 


Met 


Glu 


His 


Tyr 


Gly 



180 



<210> 2458 
<211> 180 
<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 

<222> (1) . . . (179) 

<223> Xaa = any amino acid 



<400> 2458 



Gly 


Gly 


Asn 


Asp 


Cys 


Ser 


val 


Thr 


1 








5 








Glu 


He 


Thr 


Xaa 
20 


Lys 


Arg 


Lys 


Phe 


Gly 


Ala 


Pro 
35 


Pro 


Ser 


Arg 


Thr 


Pro 
40 


Gly 


Asp 


Arg 


Leu 


Leu 


Pro 


Pro 


Ser 




50 








55 




Ser 


Ala 


Phe 


Pro 


Pro 


Ala 


Glu 


Arg 


65 










70 






Leu 


Xaa 


Arg 


Ala 


Arg 
85 


Trp 


Ser 


Ala 


Ser 


Ala 


Ser 


Glu 
100 


Pro 


Val 


Gin 


Ser 


Ser 


Asp 


Ser 
115 


Pro 


Pro 


Ala 


Val 


Pro 
120 


Ser 


Arg 
130 


Pro 


Ala 


Ala 


Pro 


Gly 
135 


Ser 


Ser 


Pro 


Ala 


Pro 


Ser 


Arg 


Thr 


Pro 


145 










150 






Gin 


Arg 


Pro 


Pro 


Pro 
165 


Pro 


Ser 


Gly 


Cys 


Arg 


Tyr 













173 



<210> 2459 



Ser 


Val 


Leu Val 


Arg Thr Lys 


Leu 


25 






30 




Val 


Leu 


Trp Ala 


His Lys Gin 


Gin 








45 




Arcr 


Glu 


Arg Leu 


Gin He Lys 


Thr 






60 






lie 


Arcr 


Leu Ala 


Lys He Leu 


LVS 






75 




80 


Glv 


Ser 


Gly Ser 


Asn Met Ser 


Leu 




90 




95 




Val 


He 


His He 


He Trp Asn 


Ser 


105 






110 




His 


Val 


Tyr He 


Thr Tyr Ala 


Pro 








125 




Gly 


Gly 


Leu Pro 


Thr Leu Val 


His 






140 






Arg 


Gly 


Ala Pro 


Ser Val He 


Pro 






155 




160 


Glu 


Ser 


He Asn 


Lys Leu Leu 


His 




170 




175 




Asp 


Glu 


Asn Lys 






185 




1B8 







or nothing 



Pro 


Thr 


Thr Glu 


Pro Gly Arg 


Lys 




10 




15 




Xaa 


Glu 


Lys Thr 


Asp Arg Leu 


Pro 


25 






30 




Pro 


Thr 


Pro Tyr 


Pro Cys Pro 


His 












Arg 


Pro 


Leu Pro 


Ala Gly Pro 


Ala 






60 






Ser 


Arg 


Gly His 


Arg Arg Ala 


Ser 






75 




80 


Ala 


Val 


Pro Arg 


Arg Ser Ala 


Gly 




90 




95 




Arg 


Trp 


Leu Arg 


Leu Pro Val 


Gly 


105 






110 




Val 


Arg 


Val Cys 


Pro Ala Pro 


Asp 








125 




Arg 


Leu 


Pro Asp 


Pro Gly Leu 


Asp 






140 






Ser 


Ser 


Ser Val 


Asp Xaa Gly 


Gly 






155 




160 


Asp 


Ser 


Leu Ser 


Pro Pro Gly 


Cys 




170 




175 
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<211> 57 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1)...(57) 

<223> Xaa « any amino acid or nothing 



<400> 2459 

His Glu Ser Tyr His Val Asn Pro Asn Leu Cys Asn Pro Val Ala Pro 

1 5 10 15 

Thr Ser Gly Ala His Ser He Gly Xaa Lys Trp Pro Ser Trp Leu Gly 

20 25 30 

Ala Val Ala His Ser Cys Asri Pro Ser Thr Leu Val Gly Arg Gly Gly 

35 40 45 

Arg He Thr Arg Gly Gin Glu Leu Arg 
50 55 57 



<210> 2460 
<211> 109 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (108) 

<223> Xaa - any amino acid or nothing 



<400> 2460 

Glu Glu Gin Phe Phe Phe Phe Ala Val Gly Met Phe Pro Xaa Val Asp 

15 10 15 

Phe Leu Ala Pro Ala Ser Gly Glu Leu Trp Asp Arg Leu Arg Leu Thr 

20 25 ~ 30 

Cys Ser Arg Pro Phe Thr Arg His Gin Ser Phe Gly Leu Ala Phe Leu 

35 40 45 

Arg Val Cys ser Ser Leu Asp Ser Leu Asp Asp Ser Val val Gly Pro 

50 55 • 60 

Ser Ala Leu Leu Ser Ser Val Leu Asn Gin Gly Gly Arg Asn Val Leu 
65 70 75 80 

Glu Ala Arg Glu Ala Ala Lys His Pro Thr He Xaa Arg Gin Ser Leu 

85 90 95 

Leu Arg Lys Gin Arg Asn Lys Arg Met Ala He Pro 
100 105 10B 



<210> 2461 

<211> 23 

<212> PRT 

<213> Homo sapiens 



<400> 2461 

Ser Phe Leu Ser Val Arg Leu Glu Cys Asn Gly Ala He Met Ala His 

15 10 15 

Cys Ala Leu Pro Leu Pro Gly 
20 23 



<210> 2462 
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<211> 271 
<212> PRT 

<213> Homo sapiens 

<221> raisc_f eature 
<222> (1) .7. (270) 

<223> Xaa = any amino acid or nothing 



<400> 2462 





Airg 


Arg 


Glv 


Glv 


Glv 


Ser Arg 


Pro 


Ara 


Arcr Thr" Pr~o Val 


Pro Ala 










c 
D 








1 0 




15 


Pro 




J. i V 


Glv 




Ser 


Phe Gly 


Met 


Asp 


Val Arcr Phe TVir 


Pro Ala 
























AJ.a 


Ala 


i»j.y 


Asp 


Pro 




Ser Leu 


Asp 


•true 


Aid vjiu Lyt lieu 


iaxy lyi 














Art 






id 




Tyr 


pi 


Tyr 




Lys 


irne 


oiy Asn 


Asn 


Asn 


Abu xys. net asii 


rJcL Ala 




c n 
5 0 
















o u 




GlU 


Ala 


TV an 

Asn 


Asn 


Ala 


Pne 


rue A±a 


Axa 


oer 


o±u uin lor riie 


His Thr 


65 










70 










Oft 

oU 


Pro 


Ser 


Leu 


Gly 


Asp 


Glu 


Glu Pne 


GlU 


lie 


t*ro fro ij_e inr 


Pro Pro 










85 












at 


Pro 


GlU 


Ser 


Asp 


Pro 


Aia 


Leu Gly 


nee 


Pro 


ASp Vdi JjSU lieu 


Pro Phe 








100 








105 




lit) 




uiH 


Ala 


Leu 


Cor 


Asp 


Pro 


Leu Pro 


Cor 


V3j.il 


f2l Car f2l 1 1 OVia 
uiy DCL V3XU flic 


Tixr Pro 






115 








120 






125 




Gin 


Phe 


Pro 


Pro 


Gin 


Ser 


Leu Asp 


Leu 


Pro 


Ser lie Thr lie 


Ser Arg 




130 










135 






140 




Asn 


Leu 


Val 


Glu 


Gin 


Asp 


Gly Val 


Leu 


His 


Ser Ser Gly Leu 


His Met 


145 










150 








155 


160 


Asp 


Gin 


Ser 


His 


Thr 


Gin 


Val Ser 


Gin 


Tyr 


Arg Gin Asp Pro 


Ser Leu 










165 








170 




175 


lie 


Met 


Arg 


Pro 


Ser 


Ser 


Thr Xaa 


Pro 


Asp 


Ala Ala Arg Ser 


Gly Val 








180 








185 




190 




Met 


Pro 


Pro 


Ala 


Gin 


Leu 


Thr Thr 


lie 


Asn 


Gin Ser Gin Leu 


Ser Ala 






195 








200 






205 




Gin 


Leu 


Gly 


Leu 


Asn 


Leu 


Gly Gly 


Ala 


Ser 


Met Pro His Thr 


Ser Pro 




210 










215 






220 




Ser 


Pro 


Pro 


Ala 


Ser 


Lys 


Ser Ala 


Thr 


Pro 


Ser Pro ser Ser 


ser lie 


225 










230 








235 


240 


Asn 


Glu 


Glu 


Asp 


Ala 


Asp 


Glu Ala 


Asn 


Arg 


Ala lie Gly Glu 


Lys Arg 










245 








250 




255 


Ala 


Ala 


Pro 


Asp 


Ser 


Gly 


Lys Lys 


Pro 


Lys 


Thr Pro Lys Lys 










260 








265 




270 





<210> 


2463 




<211> 


134 




<212> 


PRT 




<213> 


Homo 


sapiens 


<221> 


misc 


feature 


<222> 


[!).' 


\ (134) 


<223> 


Xaa = 


: any amino acid 



<400> 2463 

Phe Leu Arg Pro Ser Phe Ala Leu Val Pro Gin Ala Gly Val Gin Trp 

15 10 15 

Cys Ala Leu Ser Trp Leu Gin Pro Pro Ser Pro Arg Phe Lys Xaa Phe 

20 25 30 

Ser Cys Leu Ser Leu Pro Ser Ser Trp Asp Tyr Arg His Val Pro Pro 
35 40 45 
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Pro 


Ala 


As ii 


true riic 


V ctx ucu 




50 








55 


Val 


Glv 


Gin 


Ala 




Glu Pro 


65 








70 




Ser 


Ala 


Ser 


Gin 


Ser Ala 


Gly He 










85 


Pro 


Ser 


Phe 


Phe 


lie Phe 


Ser Arg 








100 






Qly 


Trp 


Ser 


Arg 


Thr Ser 


Gly Leu 






115 






120 


Leu 


Lys 


Cys 


Trp 


Asp Tyr 






130 






134 





Leu val Glu Thr Gly Phe Leu His 
60 

Leu Thr Ser Gly Asp Pro Pro Ala 
75 80 
Thr Gly Val Ser His Gin Ala Trp 

30 55 
Asp Thr Val Leu Leu Cys Cys Ser 
105 110 
Lys Gin Ser Ala Cys Leu Ser Leu 
125 



<210> 2464 

<211> 76 

<212> PRT 

<213> Homo sapiens 

<22l> misc_feature 
<:222> (1).. . (75) 

<223> Xaa a any amino acid or nothing 



<400> 2464 

Asn Gin Leu Pro Leu Gin Gin Trp Thr Phe Phe He Tyr Glu Thr Gly 

15 10 15 

Phe Cys Ser Val Ala Gin Ala Gly Val Gin Cys Arg Asp His Ser Ser 

20 25 30 

Leu His Pro Xaa Pro Pro Gly Ser Ser Asp Pro Pro Ala Pro Pro Ser 

35 40 45 

Xaa Val Leu Gly He Thr Gly Gin Arg Tyr His Ala Cys Leu He He 

50 55 €0 

Tyr Leu Tyr Val Gin Thr Val Pro Gin Arg Val 
65 70 " 75 



<210> 2465 

<211> 144 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (143) 

<223> Xaa = any amino acid or nothing 



<400> 2465 

Gin Arg Pro Leu Leu Arg Gin Gin Leu Gly Ser Trp Pro Thr Cys Arg 

1 5 10 15 

Ser Leu Glu Gly Asp Leu Ala Ser Pro Trp Xaa Xaa Arg Leu Pro Gly 

20 25 30 

Ser Pro Arg Met Arg Arg Ser Gly Thr Ala Thr Leu Asn Leu Pro Leu 

35 40 45 

Ser Pro Gin Gly Thr Val Arg Thr Ala Val Glu Phe Gin Val Met Thr 

50 55 60 

Gin Thr Gin Ser Leu Ser Phe Leu Leu Gly Ser Ser Ala Ser Leu Asp 
S5 70 75 80 

Cys Gly Phe Ser Met Ala Pro Gly Leu Asp Leu He Ser Val Glu Trp 

85 90 95 

Arg Leu Gin His Lys Gly Arg Gly Arg Gly Asp Leu His Leu Pro Asp 
100 105 HO 
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His His Leu Ser Val Pro Ser Ser Ala Asp His Pro Ala Gin Gin Pro 

115 120 125 

Ser Gin Phe Asn Gly Arg Asn Leu Tyr Phe Leu Pro Leu Phe Arg 
130 135 140 143 



<210> 2466 
<211> 247 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (246) 

<223> Xaa = any amino acid or nothing 



<400> 2466 



□er 


Aia 


Cor* 

bet 


nis 


val il 


Pro 


/via 


uiu 


1 








5 








ber 


Aia 


£>er 


bin 


Fro 


Pro 


Arg 


jrro 








20 










nis 


Val 


nis 


Val 


Pro 


Pro 


Trp 


Tnr 






35 










40 


Arg 


Ala 


Pro 


Thr 


Ala 


Gly 


Asp 


Gly 




50 










55 




His 


Val 


Pro 


Ser 


Thr 


Arg 


Pro 


His 


65 










70 






Glu 


Ala 


Ala 


Gly 


Arg 


Gly 


Gly 


Arg 










85 








Ala 


Leu 


Pro 


Ala 


Gly 


Leu 


Pro 


His 








100 










Glu 


Gly 


Gly 


Gly 


Thr 


Pro 


Xaa 


Gly 






115 










120 


Gly 


Ser 


Pro 


Ala 


Gly 


Arg 


Ala 


Cys 




130 










135 




Pro 


Pro 


Arg 


Pro 


Ala 


Ala 


Ser 


Ser 


145 










150 






Gly 


Leu 


Val 


Glu 


Gly 


Thr 


Xaa 


Pro 










165 








Ser 


Pro 


Ala 


val 


Gly 


Ala 


Arg 


Leu 








180 










Gin 


Gly 


Gly 


Thr 


Trp 


Thr 


Cys 


Xaa 






195 










200 


Leu 


Gly 


Gly 


Trp 


Glu 


Ala 


Glu 


Arg 




210 










215 




Ala 


Gly 


Ser 


Xaa 


Asp 


Ala 


Asp 


Xaa 


225 










230 






Ser 


Arg 


Ser 


Trp 


Gly 


Ser 














245 


246 







HIS 


Asp 


Gly Gly 


Ala Asp Ser Leu 




10 




15 


til mm 

Ala 


Gly 


Arg Pro 


Aia Giy Ala Gin 


25 






30 


Asp 


Val 


Leu Ala 


Gly Gin Asp Arg 








45 


Ala 


Pro 


Trp Pro 


Ala Pro Gly Gly 






60 




Asp 


Pro 


Ala Glu 


Phe His Ala Asp 






75 


80 


Gly 


Leu 


Gin Pro 


Ala Ala Pro His 




90 




95 


Gly 


Pro 


Pro Ala 


Pro Ala Pro Ala 


105 






110 


Ser 


Ala 


Gly Ala 


Gly Gly Pro Xaa 








125 


Gly 


Ala 


Ala Gly 


Cys Arg Pro Arg 






140 




Ala 


Xaa 


Asn Ser 


Ala Gly Ser Xaa 






155 


160 


Pro 


Gly 


Ala Gly 


His Gly Ala Pro 




170 




175 


Ser 


Cys 


Pro Ala 


Arg Thr Ser Val 


185 






190 


Ala 


Pro 


Ala Gly 


Arg Pro Ala Gly 








205 


Glu 


Ser 


Ala Pro 


Pro Ser Cys Ser 






220 




Gly 


Ala 


Glu Pro 


Trp Gly Ala Gly 






235 


240 



<210> 2467 

<211> 188 

<212> PRT 

<213> Homo sapiens 

<221> misc_f eature 
<222> (1) . . . (186) 

<223> Xaa = any amino acid or nothing 



<400> 2467 
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T.vfl 

iiys 


Car 


Glv 
uiy 


TTi h Tvn 3X1 a TiV« Gl n 
alp tr a uyo v>iu 


Cvs 


Leu 


Gin 


Pro Arcr He Pro 


Pro 


1 






5 




10 




15 




Arg 


Pro 


uys 


Dro 11 ^ Pvjj Val fllv 


Pro 


His 


Tro 


Lys Ser Asp Cys 


Pro 








20 


25 






30 




T>ir" 
1 LLL 






Glv Ala Val Prn iro 

OA jr Ala VaX riU Aty 


Ala 


Pro 


Glv 
uiy 


Thr Leu Pro Gin 


Glv 






35 


40 








45 




Ser 


Leu 


Thr 


lan Rer Phe Pro Asia 


Leu 


Leu 


Ser 


Leu Val Ala Glu 


Asp 

XT 




50 




55 








60 




Xaa 


Cys 




Leu Met Ala. Glu 


Ala 


Ser 


Tro 


Thr He Thr Glu 


Leu 


65 






70 






75 




80 




Val 




T^ii Tlrr* Val Gin Rl v 


Lys 


Ser 


Val 


Pro Cys Leu Asn 


Thr 






85 




90 




95 




V31U 


Al a 
Ala 


i xix. 


IlXo OCJ. X ILL JJCU riU 


Ser 


Phe 


Gin 


Glv Pro Val Ser 


Leu 








100 


105 






110 




Al a 
Ala 




lie 


Thr- Val Val fllv Tl^ 
1 ILL vai. veil Uiy lie 


Asp 


Glv 


Gin 


Ala. Ser Lvs Pro 


Leu 






115 


120 








125 




Lys 


Thr 


Pro 


Gin Leu Trp CyB Gin 


Leu 


Gly 


Gin 


Tyr Ser Phe Met 


His 




130 




135 








140 




Tyr 


Phe 


Leu 


Val He Pro Thr Cys 


Pro 


Val 


Pro 


Leu Leu Gly Xaa 


Gly 


145 






150 






155 




160 


lie 


Leu 


Thr 


Lys Leu Ser Ala Phe 


Leu 


Thr 


He 


Pro Arg Leu Gin 


Pro 








165 




170 




175 




His 


Leu 


He 


Ala Ala Leu Ser Pro 


Ser 


Ser 














180 


185 


186 









<210> 2468 
<211> 157 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (156) 

<223> Xaa = any amino acid or nothing 



<400> 2468 



Ala 


Ala 


Gly 


Gin Val 


Val 


Val 


Glu 


Val 


Thr 


Ser 


His Leu Tyr Leu 


Cys 


1 






5 










10 




15 




He 


Thr 


Ser 


Asp Ala 


Ala 


Gly 


Leu 


Arg 


Leu 


Leu 


Pro Pro Ala Glu 


Ser 








20 








25 






30 




GlU 


Arg 


Gly 


Glu Gly 


Gly 


His 


Cys 


Pro 


Ala 


Glu 


Ala Pro Leu Pro 


Pro 






35 








40 








45 




Arg 


Pro 


Gin 


Tyr Cys 


Leu 


Ala 


Lys 


His 


Pro 


Leu 


Leu Arg Lys Leu 


Pro 




50 








55 










60 




Glu 


Glu 


Lys 


He Lys 


Leu 


Asp 


Pro 


Tyr 


Leu 


Thr 


Gin His !Thr Lys 


He 


65 








70 










75 




80 


Asn 


Ser 


Lys 


Gin He 


Lys 


Tyr 


Leu 


Ser 


val 


Arg 


Ala Lys Thr Thr 


Gin 








85 










90 




95 




Leu 


Val 


Glu 


Gly Asn 


He 


Gly 


Val 


Asn 


Leu 


Gin 


Asn Thr Glu Leu 


Lys 








100 








105 






110 




Gin 


His 


Xaa 


He Asn 


Gly 


Phe 


Leu 


Asp 


Thr 


Thr 


Pro Glu Ala Gin 


Glu 






115 








120 








125 




Thr 


Lys 


Glu 


Lys Thr 


Asn 


Lys 


Leu 


Asn 


Phe 


He 


Lys Lys Val Lys 


Arg 




130 








135 










140 




Gin 


Leu 


Ala 


Glu Trp 


Glu 


Lys 


He 


Phe 


Gin 


He 


Ala 




145 








150 










155 


156 





<210> 2469 
<211> 1065 
<212> PRT 
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<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (1060) 

<223> Xaa = any amino acid or nothing 





<400> 2469 




















ai a 

Ala 


Cvs 


Pro 


Arti 


Leu 


al a 

Ala 


Arg 


Arts 




Arg 


Arg 


Val &m .Q^y* T^pii 


Arg 










5 










10 




15 




Arg 






Glv 


rrp 




Arg 


Ala 


Arg 


rrp 


Ser 


7k wi nlv f21 7\ CJT*» 

/iiy \jr±.y \3±ll /A rill 


ASH 








on 






















Ala 


Ala 


Arcr 


Arg 


Tl a 

i l© 


Tnr 


tain 


Vjl U. 


Tnr 




ASp Aid vai lieu 


via 
















40 








45 




<31U 


Lys 


ai a 

Ala 


jjys 


Arg 


Tyr 


rlxS 


wet 


Asp 


Aid 


C o v- 


vjiy v9lu Ala. Val 


oer 




Cf\ 










C C 










bU 




G1U 




ucU 


ni n 

V3-LX1 


pne 


jjys 


Aia 


Gin 


Asp 


lieu 


Leu 


Arg Aia vai Fro 


Arg 


ob 










/ U 










*7 C 




Qft 


Ser 


Arg 


al a 


rsl ii 


Met 


Tyr 


Asp 


Asp 


vai 


HIS 


Ser 


Asp Gly Arg Tyr 


Ser 




























Leu 


Cor 




Car 


Val 


Ala 


His 


Ser 


Arg 


Asp 


Ala 


Gly Arg Glu Ser 


Leu 








inn 
100 
















lift 

11U 




Arg 


ocl 


Asp 


vai 


Phe 


Ser 


Gly 


Pro 


Ser 


Phe 


Arg 


Ser Ser Asn Pro 


Ser 






115 










1 OA 

120 








1 *>c 
l<£b 




lie 


q Ar 


Asp 


Asp 


Ser 


Tyr 


Phe 


Arg 


Lys 


Glu 


Cys 


Gly Arg Asp Leu 


Glu 




-ion 










TIC 










14U 




Pne 


Ser 


rilS 


Ser 


Asn 


Ser 


Arg 


Asp 


Gin 


val 


lie 


Gly His Arg Lys 


Leu 


IXC 

145 










150 










155 




lbU 


Gly 


rile 


r-)Vi q 


Arg 


Ser 


Gin 


Asp 


Trp 


Lys 


Phe 


Ala 


Leu Arg Gly Ser 


Trp 










165 










170 




175 




Glu 


uin 


Asp 




Gly 


His 


Pro 


Val 


Ser 


Gin 


Glu 


Ser Ser Trp Ser 


Gin 








180 










185 






190 




62 U 


Tyr 


Ser 




Gly 


Pro 


Ser 


Ala 


Val 


Leu 


Gly 


Asp Phe Gly Ser 


Ser 






IOC 










o n n 












Arg 


Leu 


lie 


Glu 


Lys 


ValU 


Cys 


Leu 


Glu 


Lys 




Ser Arg Asp Tyr 


Asp 




*>i ft 










ID 










Z/ZvJ 




vai 


Asp 


His 


Pro 


Gly 


Glu 


Aia 


Asp 


Ser 


vai 


Leu 


Arg Gly Gly Ser 


Gin 


one 










ft 














0 Aft 


tr=l 
val 


Gin 


al a 


Arg 


Giy 


Arg 


Aid 


Leu 


Asn 


lie 


vai 


Asp Gin Glu Gly 


Cor 

£>er 




























Leu 


ucu 




iiys 


uiy 


uiu 


Tnr 


vjin 


i r 

faiy 


Leu 


Leu 


Thr Ala Lys Gly 


<jiy 
























97ft 




val 


Glv 


Lys 


Leu 


\7»1 

vai 


Thr 


Leu 


Arg 


Asn 


vax 




inr jjys itys lie 


Fro 






275 










280 








285 




X LLL 


Val 


Asn 




Tl A 


2. ILL 




Lys 


-L ULX 


fll r» 




i ixx A0Xi ujm -Lie 


m n 




290 










2 95 










3 00 




Lys 


Asn 


Thr 


Pro 


Ser 




Asp 


Val 


J. HI 


Leu 


m v 
uiy 


lilt x\fc>iJ rLU uiy 


1 UX 












71 ft 






• 












Asp 


lie 


Gin 


xr lie 


Pro 




m r> 
\ixn 


Lys 


lie 


Pro 


T.Alt « / T.Qit 7\ on 

lieu toiy liCU Asp 


Leu 










325 










330 




335 




Lys 


Asn 


Leu 


Arg 


Leu 


Pro 


Arg 


Arg 


Lys 


Met 


Ser 


Phe Asp He He 


Asp 








340 










345 






350 




Lys 


Ser 


Asp 


Val 


Phe 


Ser 


Arg 


Phe 


Gly 


lie 


Glu 


He He Lys Trp 


Ala 






355 










360 








365 




Gly 


Phe 


His 


Thr 


lie 


Lys 


Asp 


Asp 


lie 


Lys 


Phe 


Ser Gin Leu Phe 


Gin 




370 










375 










380* 




Thr 


Leu 


Phe 


Glu 


Leu 


Glu 


Thr 


Glu 


Thr 


Cys 


Ala 


Lys Met Leu Ala 


Ser 


385 










390 










395 




400 


Phe 


Lys 


Cys 


Ser 


Leu 


Lys 


Pro 


Glu 


His 


Arg 


Asp 


Phe Cys Phe Phe 


Thr 










405 










410 




415 




lie 


Lys 


Phe 


Leu 


Lys 


His 


Ser 


Ala 


Leu 


Lys 


Thr 


Pro Arg Val Asp 


Asn 








420 










425 






430 




Glu 


Phe 


Leu 


Asn 


Met 


Leu 


Leu 


Asp 


Lys 


Gly 


Ala 


Val Lys Thr Lys 


Asn 






435 










440 








445 . 
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Phe 


Phe 


Glu 


lie 


lie 


Lys 


Pro 


Phe 




450 










455 






Gin 


Ast> 


Ara 


Leu 


Leu 


Lvs 


Ser 


Val 


Thr 


465 










470 








Ala 


Tvr 


Glu 


Leu 


Ser 


Val 


Lvs 


Met 


Lvs 










485 










Leu 


Ala 


Leu 


Ala 


Leu 


Glu 


Thr 


Thr 


Asn 








500 










505 


Ala 


Leu 


Leu 


Gly 


Gin 


Thr 


Phe 


Ser 


Leu 






515 










520 




Lvs 


He 


Leu 


Xaa 


Ala 


Val 


Glv 


Leu 


Gin 




53 0 










535 






Ala 


Phe 


Pro 


Asn 


Phe 


Glu 


Asd 


Ser 


Thr 


545 










550 








Ben 


His 


Leu 


Lvs 


Ala 




Leu 


Val 


Ser 










565 










Lys 


Lys 


Ala 


Glu 


Pro 


Glu 


Pro 


Met 


Ara 

•**xy 








580 










585 


Pro 


Thr 


Lys 


Pro 


Glu 


lie 


Gin 


Ala 


Lys 






595 










600 




Ala 


Val 


Pro 


Gin 




Ala 


Asp 


HiB 






610 










615 






Leu 


Val 


Lys 




Val 


lie 


Glu 


Glv 
uxy 


Ser 


525 










630 








Leu 


Leu 


Lys 


Glu 


Asp 


Pro 


Ala 


xyr 


Trp 










645 










Leu 


Glu 


Tvr 


Lys 


Tvr* 


Tvr 


xiys 


Leu 


uys 








660 










665 


Ser 


Glu 


Asn 


Leu 




Gly 


Ala 


Asp 


Gin 






675 










680 




Ala 


Val 




Ala 


Met 


Leu 


Tvr 
xyc 


Ser 






690 










695 






Lys 


Leu 


Leu 


Pro 


Trti 
X *P 


Gin 






Glv 
v*xy 


705 










710 










Glv 




Lys 


Ala 






Ala 


Thr 










725 










Ptie 


Leu 


ZiTtT 


Ala 


Pro 


oxy 


Leu 


Lys 


His 








740 








745 


Leu 


Ser 


Gin 


Ala 


Lys 


Pro 


Ser 


Leu 


Pro 






755 










760 






Cvs 


Pro 


Pro 


Asp 


Pro 


Val 


Glv 

oxy 


Pro 




770 










775 






Glu 


Ala 


Ser 


Gly 


Pro 


Ser 


Pro 


Lys 


Pro 


785 










790 








Ala 


Pro 


Gin 


Thr 


Ser 


Ser 


Pro 


Cvs 


Pro 










805 










Thr 


Met 


Glu 


Thr 


Ala 


Glu 


Lvs 


Leu 


Ala 








820 










825 


Pro 


Glu 


lie 


Glu 


Gin 


Phe 


Ser 


He 


Glu 






835 










840 




Leu 


Trp 


Phe 


Leu 


His 


Asp 


Gin 


Asn 


Ser 




850 










855 






Lvs 


LVS 


Val 


Phe 


Glu 


Leu 


Cvs 


Pro 


Ser 


865 










870 








His 


Asn 


Leu 


His 


Thr 


Gly 


Gly 


Gly 


Asp 










885 










Pro 


Val 


Asp 


Leu 


Met 


Glu 


Gly 


Glu 


Ala 








900 










905 


Pro 


Arg 


Glu 


Ala 


Glu 


Leu 


Glu 


Ser 


Pro 






915 










920 




Asp 


Glu 


Asp 


Asp 


Glu 


Asp 


Gly 


Gly 


Glu 




930 










935 






Ala 


Gly 


Lys 


Ser 


Glu 


Gly 


Ser 


Thr 


Pro 



945 950 
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Asp 


Lys 


Tvr 
xyx 

460 


lie 


Met 


Ara 


Leu 


Pro 


Leu 
475 


Leu 


Met 


Ala 


Cvs 


Asn 
480 


Thr 


Leu 


Ser 


Asn 


Pro 


Leu 


Asn 


490 










495 




Ser 


Leu 


Cvs 


Arcr 


Lys 
510 


Ser 


Leu 


Ala 


Ser 


Ser 


Phe 
525 


Ara 


Gin 


Glu 


Asn 


He 


Ala 
540 


Pro 


Ser 


Pro 


Ala 


Leu 


Phe 
555 


Glv 


Ara 


Glu 


Tvr 


He 
560 


Ser 


Glv 
v»xy 


Cvs 


Pro 


Leu 


Gin 


Val 


570 










575 




Glu 


Glu 


Glu 


Lys 


Met 
590 


lie 


Pro 


Ala 


Pro 


Ser 


Ser 
605 


Leu 


Ser 


Asp 


VAX 


Val 


Gly 
620 


Thr 


lie 


Asp 


Gin 


Leu 


Cay 
OCX 

635 


Pro 


Lys 


VJ1U 


Axy 


Thr 
640 




Leu 


Ser 


Asp 


UXU 


Asn 


Ser 


650 










655 




Leu 


Ala 


Glu 




Gin 
670 


Axg 


Met 


±»ys 


Pro 


Thr 


Ser 
685 


Ala 


Asp 


uys 


Ala 


Val 


700 


Asn 


Leu 




Lys 




Leu 
715 




Ala 


Gin 


Gly 


Leu 
720 


Thr 


txxy 


Thr 


Gin 


Thr 


Leu 


Leu 


730 










735 




His 


Gly 




Gin 


Ala 
750 


Pro 


m v 

ijxy 


Asp 


/ixg 




765 


Ala 


Ala 

ALA 


T,VB 
XljfO 


Ser 


Pro 


Gin 
780 


Asp 


Pro 


Ser 


Leu 


Ala 


Gly 
795 


Val 


Asp 


lie 


Ser 


Glu 
800 


Ser 


Ala 


Asp 


lie 


Asn 


Met 


LVS 


810 










815 




Ara 


Phe 


Val 


Ala 


Gin 
830 


Val 


Glv 


Asn 


Ser 


Thr 


Asd 
845 


Asn 


Pro 


Asn 


Ser 


Ala 


Phe 
860 


Lvs 


Phe 


Tvr 


Ara 


He 


Cvs 
875 


Phe 


Thr 


Ser 


Ser 


Pro 
880 


Thr 


xux 


Gly 


Ser 


Gin 


Glu 


Ser 


890 










895 




Glu 


Phe 


Glu 


Asp 


Glu 
910 


Pro 


Pro 


Glu 


Val 


Met 


Pro 
925 


Glu 


Glu 


Glu 


Glu 


Ala 


Pro 
940 


Ala 


Pro 


Gly 


Gly 


Ala 


Asp 
955 


Gly 


Leu 


Pro 


Gly 


Glu 
960 
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Ala Ala Glu Asp Asp Leu Ala Gly Ala Pro Ala Leu Ser Gin Ala Ser 

965 970 975 

Ser Gly Thr Cys Phe Pro Arg Lys Arg He Ser Ser Lys Ser Leu Lys 

980 985 990 

Val Gly Met He Pro Ala Pro Lys Arg Val Cys Leu He Gin Glu Pro 

995 1000 1005 

Lys Gly Glu Cys Pro Pro Val Gly Thr Val Ala Ser Ser Thr Val Leu 

1010 1015 1020 

Gly Trp Trp Ala Val Arg Val Arg Arg Asp Arg Trp Arg His Phe Asn 
1025 1030 1035 1040 

Pro Lys Glu Phe Cys Ala Pro Leu Gin Asn Val Ser Arg His Ser Cys 
1045 1050 1055 

Phe Pro Val Val 
1060 



<210> 2470 
<211> 28 
<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1) . . . (28) 

<223> Xaa = any amino acid or nothing 



<400> 2470 

Pro Pro Arg Ala Cys Arg Pro Cys Pro Arg Ala Cys Pro Cys Pro Pro 

1 5 10 15 

Thr Xaa Lys Cys Ser Gin Pro Val Ser Trp Pro Cys 
20 25 28 



<210> 2471 
<211> 85 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (84) 

<223> Xaa = any amino acid or nothing 





<400> 2471 






Pro 


Met 


Ser 


Ser 


Leu Gin Gly Cys Phe 


Tyr Thr Phe Lys Cys He He 


x 








5 


10 15 


Phe 


Lys 


Gly 


He 


Phe Leu Leu Leu He 


Ser Asn Leu He Ala Phe Xaa 






20 


25 


30 


Xaa 


Glu 


Lys 


Val 


Cys Ser His He Thr 


Asp Ser Leu Lys Phe He Gly 






35 




40 


45 


Lys 


Gly 


Trp 


Val 


Gly Met Val Thr His 


Ala Cys Asn Pro Gly Thr Leu 




50 






55 


60 


Gly 


Gly 


Xaa 


Gly 


Gly Trp He Ala Xaa 


Val Arg Glu Phe Glu Thr Ser 


65 








70 


75 80 


Leu 


Gly 


Asn 


Met 












84 







<210> 2472 
<211> 69 
<212> PRT 
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<213> Homo sapiens 



<400> 2472 

Met Asn Arg Arg Arg Phe Leu Arg Pro Ala Asp Cys His Ser Gly Met 

1 5 io 15 

Arg Gly Thr Glu Asn Gly Ala Cys Ser Glu Gly Glu Ser Gin lie His 

20 25 30 

Cys Gly Ala Gly Gly Glu Gly Val Gin Leu Val His Val Val Asn Gin 

35 40 45 

Pro Glu Asn Gly Cys Leu Gin Phe Asp Ser Thr His He Thr Phe ser 

SO 55 60 

Lys Arg Gin Asn * 
65 68 \ 



<210> 2473 
<211> 138 
<212> PRT 

<213> Homo sapiens 



<400> 2473 



Met Val 


Asp 


Arg Ser Pro Leu Leu 


1 




5 


Ala He 


Gly 


Ala Ala He Phe Glu 






20 


Glu Ala 


Lys 


Lys Asn Tyr Tyr Thr 




35 


40 


Phe Pro 


Cys 


Leu Gly Gin Glu Gly 


50 




55 


Ser Asp 


Ala 


Ala Gly Gin Gly Val 


65 




70 


Asn Asn 


Trp 


Asn Trp Pro Asn Ala 






85 


Thr Thr 


lie 


Gly Tyr Gly Asn Val 






100 


Leu Phe 


Cys 


Gly Phe Tyr Gly Leu 




115 


120 


Trp lie 


Asn 


Ala Leu Gly Lys Phe 


130 




135 



Thr 


Ser Val He He Phe 


Tyr Leu 




10 


15 


Val 


Leu Glu Glu Pro His 


Trp Lys 


25 


30 




Gin 


Lys Leu His Leu Leu 


Lys Glu 




45 




Leu 


Asp Lys He Leu Glu 


Val Val 




60 




Ala 


He Thr Gly Asn Gin 


Thr Phe 




75 


80 


Met 


He Phe Ala Ala Thr 


Val He 




90 


95 


Ala 


Ser Lys Thr Pro Gly 


Gly Arg 


105 


110 




Phe 


Gly Val Pro Phe Cys 


Leu Thr 




125 




Phe 


Gly 





138 



<210> 2474 
<211> 125 
<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1) . . , (124) 

<223> Xaa = any amino acid or nothing 



<400> 2474 

Gly Pro Ser Pro Ser Leu Leu Val Leu Leu Pro Gin Glu Pro Gly Gly 

15 10 15 

Thr Gly Thr Pro Val Arg Ala Gly Ala Gly Ala Gly Met Trp Leu Trp 

20 25 30 

Glu Asp Gin Gly Gly Leu Leu Gly Pro Phe Ser Phe Leu Met Leu Met 

35 40 45 

Leu Leu Leu Glu Thr Arg Asn Pro Val Asn Ala Cys Leu Leu Thr Gly 
50 55 60 
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Ser 


Leu Phe 


Val 


Leu Leu Gly Val 


Phe 


Ser 


Phe Glu Pro Val Pro 


ser 


65 






70 






75 


80 


Cys 


Arg Ala 


Leu 


Gin Glu Leu Lys 


Pro Arg 


Asp Arg lie Ser Ala 


lie 








85 




90 


95 




Ala 


His Arg 


Gly 


Gly Arg His Asp 


Pro 


Pro 


Glu Asn Thr Leu Gly Ala 






100 




105 




110 




lie 


Arg Gin 


Gly 


Ser Xaa Xaa Trp 


Ser 


Asn 


Arg Arg 






115 




120 






124 





<210> 2475 
<211> 172 
<212> PRT 

<213> Homo sapiens 





<400> 2475 










Glu 


Ser 


Ser 


Ser 


Gly 


Leu Leu Phe 


Gin Cys 


Phe Gin Gly He His Val 


1 








5 




10 


15 


Gin 


Lye 


Leu 


Thr 


Leu 


Gin Ala Arg 


Pro Thr 


Leu Phe Ser Trp Trp Leu 








20 






25 


30 


Cys 


Ser 


Lys 


Pro 


Pro 


Lys Glu Thr 


Gly Glu 


Leu Glu Asn Ala Glu Ser 






35 






40 




45 


Gly 


Gly 


Asp 


Gly 


Gly 


Arg Arg Gly 


Gly Lys 


Gin Asp Asn Val Ala Trp 




50 








55 




60 


Trp 


Arg 


Arg 


Met 


Gin 


Lys Gly Asp 


Phe Pro 


Trp Asp Asp Glu Asp Phe 


65 










70 




75 80 


Pro 


Gin 


Ser 


Gly 


Pro 


Phe Gly Gly 


Gin Ala 


Leu Pro Met Gly Phe Phe 










85 




90 


95 


Tyr 


Leu 


Tyr 


Phe 


Arg 


Asp Pro Gly 


Arg Glu 


He Thr Trp Lys His Phe 








100 






105 


110 


Val 


Gin 


Tyr 


Tyr 


Leu 


Ala Arg Gly 


Leu Val 


Asp Arg Leu Glu Val Val 






115 






120 




125 


Asn 


Lys 


Gin 


Ser 


Val 


Arg Val He 


Pro Ala 


Pro Gly Thr Ser Ser Glu 




130 








135 




140 


Val 


Arg 


Gly 


Glu 


Phe 


Lys Ala Glu 


Tyr Cys 


Arg His Lys Phe He Ser 


145 










150 




155 160 


Cys 


Lys 


Asn 


val 


Val 


Phe Tyr Phe 


Phe Gin 












165 




170 





<210> 2476 

<211> 27 

<212> PRT 

<213> Homo sapiens 



<400> 2476 

Met Glu Tyr Met Ala Glu Ser Thr Asp Arg Ser Pro Gly His He Leu 

1 5 10 15 

Cys Cys Glu Cys Gly Val Pro He Ser Pro Asn 
20 25 27 



<210> 2477 
<211> 107 
<212> PRT 

<213> Homo sapiens 



<400> 2477 
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Leu Thr Gly Gin Leu Gly Ser lie Leu Leu Arg Val Phe Ser Lys Ser 

15 10 15 

Arg Ala Gly Leu Gly Ala Arg Lys Leu Lys Ala Tyr Arg Thr Met Glu 

20 25 30 

Tyr Met Ala Glu Ser Thr Asp Arg Ser Pro Gly His lie Leu Cys Cys 

35 40 * 45 

Glu Cys Gly Val Pro lie Ser Pro Asn Pro Ala Gin Tyr Cys Val Ala 

50 55 60 

Cys Leu Arg ser Ser Phe His lie Tyr His Cys lie Pro Lys Leu Phe 
65 70 75 80 

lie His Pro Phe Ser Lys Thr Ser Ser Ser Ala Phe lie Thr Pro Ser 

85 90 95 

His Tyr Leu Thr Phe Phe Ser Thr He Ser 
100 105 106 



<210> 2478 

<211> 223 

<212> PRT 

<213> Homo sapiens 



<400> 2478 

Val Leu Lys Phe Leu Leu Leu Gin Thr Met Asp Glu Gin Ser Gin Gly 

1 5 10 15 

Met Gin Gly Pro Pro Val Pro Gin Phe Gin Pro Gin Lys Ala Leu Arg 

20 25 30 

Pro Asp Met Gly Tyr Asn Thr Leu Ala Asn Phe Arg He Glu Lys Lys 

35 40 45 

He Gly Arg Gly Gin Phe Ser Glu Val Tyr Arg Ala Ala Cys Leu Leu 

50 55 60 

Asp Gly Val Pro Val Ala Leu Lys Lys Val Gin He Phe Asp Leu Met 
65 70 75 80 

Asp Ala Lys Ala Arg Ala Asp Cys He Lys Glu He Asp Leu Leu Lys 

85 90 95 

Gin Leu Asn His Pro Asn Val He Lys Tyr Tyr Ala Ser Phe He Glu 

100 105 110 

Asp Asn Glu Leu Asn He Val Leu Glu Leu Ala Asp Ala Gly Asp Leu 

115 120 125 

Ser Arg Met He Lys His Phe Lys Lys Gin Lys Arg Leu He Pro Glu 

130 135 140 

Arg Thr Val Trp Lys Tyr Phe Val Gin Leu Cys Ser Ala Leu Glu His 
145 150 155 160 

Met His Ser Arg Arg Val Met His Arg Asp He Lys Pro Ala Asn Val 

165 170 175 

Phe He Thr Ala Thr Gly Val val Lys Leu Gly Asp Leu Gly Leu Gly 

180 185 190 

Arg Phe Phe Ser Ser Lys Thr Thr Ala Ala His Ser Leu Val Gly Thr 

195 200 205 

Pro Tyr Tyr Met Ser Pro Glu Arg He His Asp Asn Gly 
210 215 220 221 



<210> 2479 
<211> 123 
<212> PRT 

<213> Homo sapiens 



<400> 2479 

Gly Thr Ser Trp Lys He Pro Ser Ala Ala Val Ser Glu Ser Ser Pro 
15 io IS 
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AS 11 


Qlv 


Ala 


Ala 


Tvr 


Ala Ser 


Glv 


Leu 


Pro 


Cys Gly Val Arg 


Gly 


Pro 








20 








25 




30 






Pro 




Ala 


Glv 


Leu 


Ala Leu 


Leu 


Pro 


Ser 


Pro Thr Leu Met 


Ala 


Leu 






35 








40 






45 






Leu 


Arcr 


Arcr 


Pro 


Thr 


Val Ser 


Ser 


Asp 


Leu 


Asp Asn lie Asp 


Thr 


Arg 




50 








55 








50 






Ala 


Thr 


Thr 


Lys 


lie 


Arg Val 


Val 


Ala 


Thr 


He Thr Arg Ala 


Arg 


lie 


65 










70 








75 




80 


Glu 


Asp 


Met 


Arg 


His 


Ser Ala 


Thr 


Ala 


Leu 


Thr Arg Pro Asp 


Ala 


Thr 










85 








90 




95 




Thr 


Ala 


Gin 


lie 


Pro 


Lys Leu 


Pro 


Val 


Thr 


Thr Val Cys Asn 


Arg 


Arg 








100 








105 




110 






Ala 


Asn 


Pro 


Gly 


He 


Pro Pro 


Ser 


Val 


Leu 












115 








120 




122 









<210> 2480 
<211> 119 
<212> PRT 

<213> Homo sapiens 





<400> 2480 








Ala 


Tyr 


Leu 


Lys 


Arg 


Leu Pro 


Val 


1 








5 






Arg 


Leu 


Thr 


Val 


Ser 


Glu Trp 


Leu 








20 








Leu 


Ala 


Leu 


Leu 


Gly 


Tyr Leu 


Ala 






35 








40 


Lys 


Gin 


Gin 


Lys 


Asp 


Ser Leu 


He 




50 








55 




Pro 


Lys 


Val 


Val 


Asn 


Glu He 


Asn 


65 










70 




Ala 


Ala 


Tyr 


Cys 


Arg 


Cys Trp 


Arg 










85 






Gly 


Ser 


His 


Asn 


Lys 


His Asn 


GlU 








100 








Leu 


He 


Leu 


Lys 


Lys 


Lys Glu 








115 






119 





Pro 


Glu 


Ser lie Thr Gly 


Phe 


Ala 




10 




15 




Arg 


Leu 


Leu Pro Phe Leu 


Gly 


Val 


25 




30 






Val 


Arg 


Pro Phe Leu Pro 


Lys 


Lys 






45 






Asn 


Leu 


Lys He Gin Lys 


Glu 


Asn 






60 






He 


Glu 


Asp Leu Cys Leu 


Thr 


Lys 






75 




80 


Ser 


Lys 


Thr Phe Pro Ala 


Cys 


Asp 




90 




95 




Leu 


Thr 


Gly Asp Asn Val 


Gly 


Pro 


105 




110 







<210> 2481 
<211> 141 
<212> PRT 

<213> Homo sapiens 



<400> 2481 



Lye 


Glu 


Leu 


Val 


Asp 


Glu Lys 


Ser 


Glu 


Arg 


Gly Arg Ala Met 


Asp 


Pro 


1 








5 








10 




15 




Val 


Ser 


Gin 


Leu 


Ala 


Ser Ala 


Gly 


Thr 


Phe 


Arg Val Leu Lys 


Glu 


Pro 








20 








25 




30 






Leu 


Ala 


Phe 


Leu 


Arg 


Ala Leu 


Glu 


Leu 


Leu 


Phe Ala He Phe 


Ala 


Phe 






35 








40 






45 






Ala 


Thr 


Cys 


Gly 


Gly 


Tyr Ser 


Gly 


Gly 


Leu 


Arg Leu Ser Val 


Asp 


Cys 




50 








55 








60 






Val 


Asn 


Lys 


Thr 


Glu 


Ser Asn 


Leu 


Ser 


He 


Asp He Ala Phe 


Ala 


Tyr 


65 










70 








75 




60 


Pro 


Phe 


Arg 


Leu 


His 


Gin Val 


Thr 


Phe 


Glu 


Gly Pro Thr Cys 


Glu 


Gly 










85 








90 




95 




Lys 


Glu 


Arg 


His 


Lys 


Leu Ala 


Leu 


He 


Gly 


Asp Ser Ser Ser 


Ser 


Ala 



100 105 110 
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Glu Phe Phe Gly Thr Val Ala Gly Phe Ala Phe Leu Tyr Ser Leu Ala 

115 120 125 

Ala Thr Gly Val Tyr He Phe Phe Gin Asn Lys Tyr 
130 135 140 



<210> 2482 

<211> 285 

<212> PRT 

<213> Homo sapiens 



<400> 2482 

Gly Gly Gly Arg Ala Gly Ala Gly Ser Arg Asp Met Gly Ser Thr Asp 

15 io 15 

Ser Lys Leu Asn Phe Arg Lys Ala Val He Gin Leu Thr Thr Lys Thr 

20 25 30 

Gin Pro Val Glu Ala Thr Asp Asp Ala Phe Trp Asp Gin Phe Trp Ala 

35 40 45 

Asp Thr Ala Thr Ser Val Gin Asp Val Phe Ala Leu Val Pro Ala Ala 

50 55 60 

Glu He Arg Ala Val Arg Glu Glu Ser Pro Ser Asn Leu Ala Thr Leu 
65 70 75 80 

Cys Tyr Lys Ala Val Glu Lys Leu Val Gin Gly Ala Glu Ser Gly Cys 

85 90 95 

His Ser Glu Lys Glu Lys Gin He Val Leu Asn Cys Ser Arg Leu Leu 

100 105 no 

Thr Arg Val Leu Pro Tyr He Phe Glu Asp Pro Asp Trp Arg Gly Phe 

115 120 " 125 

Phe Trp Ser Thr Val Pro Gly Ala Gly Arg Gly Gly Gin Gly Glu Glu 

130 135 140 

Asp Asp Glu His Ala Arg Pro Leu Ala Glu Ser Leu Leu Leu Ala He 
145 150 155 160 

Ala Asp Leu Leu Phe Cys Pro Asp Phe Thr Val Gin Ser His Arg Arg 

165 170 175 

Ser Thr Val Asp Ser Ala Glu Asp Val His Ser Leu Asp Ser Cys Glu 

180 185 190 

Tyr He Trp Glu Ala Gly Val Gly Phe Ala His Ser Pro Gin Pro Asn 

195 200 205 

Tyr He His Asp Met Asn Arg Met Glu Leu Leu Lys Leu Leu Leu Thr 

210 215 ' 220 

Cys Phe Ser Glu Ala Met Tyr Leu Pro Pro Ala Pro Glu Ser Trp Gin 
225 230 235 240 

His Arg Thr His Trp Phe Ser Ser Phe Val Ser Ser Glu Asn Arg His 

245 250 255 

Ala Leu Pro Leu Phe Thr Ser Leu Leu Asn Thr Val Cys Ala Tyr Asp 

260 265 270 

Pro Val Glu Tyr Gly He Pro Tyr Asn His Leu Tyr 
275 280 284 



<210> 2483 

<211> 100 

<212> PRT 

<213> Homo sapiens 



<400> 2483 

Gly Pro Arg Ala Arg Val Gin Gly Phe Ser Gly Ala Asp He Val Lys 

15 10 15 

Phe Met Ala Leu Gly Ser Met Tyr Leu Val Leu Thr Leu He Val Ala 
20 25 30 
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Lys 


Val Leu 
35 


Arg 


Gly Ala 


Glu 


Pro 
40 


Cys 


Cys 


Gly 


Pro 


Leu 
45 


Lys 


Asn 


Arg 


Val 


Leu Arg 
50 


Pro 


Cys Pro 


Leu 
55 


Pro 


Val 


Pro 


Leu 


Pro 
60 


Pro 


Pro 


His 


Pro 


Gin 


Pro Ser 


Arg 


Gly Asn 


Pro 


Val 


Gly 


Cys 


Leu 


Pro 


Thr 


Tyr 


Lys 


Val 


65 






70 










75 










60 


Val 


Tyr Lys 


Leu 


Leu Ser 
85 


Trp 


Pro 


Leu 


His 
90 


Ser 


Asn 


Ser 


Asn 


Val 
95 


Tyr 



Phe lie Val 



<210> 2484 
<211> 507 
<212> PRT 

<213> Homo sapiens 



<400> 2484 



FltS U 


Ala 


Glv 
u±y 


Ala 


ffl V 




T.vrc 






Ala 


JJCU 


Ser 


Ala 


Pro 


Val 


Ala 


1 
X 








c 










1 ft 














Glu 


Glu 


Lys 


Glu 


Glu 


Ala 




Glu 


Lys 


He 


Met 


Ala 


Ala 


Lys 




Ala 








20 










25 










30 






Asp 


Glv 
uxy 


Ala 


Ala 


Pro 


Ala 


Glv 


Glu 


.Glv 


Glu 


Glv 


Val 
vox 


Thr 


Leu 


Gin 


Glv 






35 










40 










45 








Asn 


He 


Thr 


Leu 


Leu 


T.va 


Glv 


Val 


Ala 


Val 


He 


Val 


Val 


Ala 


He 


Met 














cc 




















Glv 


Ser 


Glv 


He 


Phe 


Val 


Thr 


Pro 


Thr 


Glv 


Val 


Leu 


Lys 


Glu 


Ala 


Glv 


65 










70 










75 










80 


Ser 


Pro 


Glv 


Leu 


Ala 


Leu 


Val 


Val 


Trts 


Ala 


Ala 


Cvs 


Glv 


Val 


Phe 


Ser 










85 










90 










95 




lie 


Val 


Glv 


Ala 


lieu 


Cvs 


Tvr 


Ala 


Glu 


Leu 


Glv 


Thr 


Thr 


He 


Ser 


Lvs 








100 










105 










110 






Ser 


Gly 


Gly 


Asp 


Tyr 


Ala 


Tyr 


Met 


Leu 


Asp 


Val 


Tyr 


Gly 


Ser 


Leu 


Pro 






115 










120 










125 








Ala 


Phe 


Leu 


Lys 


Leu 


Trp 


lie 


Glu 


Leu 


Leu 


He 


He 


Arg 


Pro 


Ser 


Ser 




130 










135 










140 










Gin 


Tyr 


He 


Val 


Ala 


Leu 


Val 


Phe 


Ala 


Thr 


Tyr 


Leu 


Leu 


Lys 


Pro 


Leu 


145 










150 










155 










160 


Phe 


Pro 


Thr 


Cys 


Pro 


Val 


Pro 


Glu 


Glu 


Ala 


Ala 


Lys 


Leu 


Val 


Ala 


Cys 










165 










170 










175 




Leu 


Cys 


Val 


Leu 


Leu 


Leu 


Thr 


Ala 


Val 


Asn 


Cys 


Tyr 


Ser 


Val 


Lys 


Ala 








180 










185 










190 






Ala 


Thr 


Arg 


Val 


Gin 


Asp 


Ala 


Phe 


Ala 


Ala 


Ala 


Lys 


Leu 


Leu 


Ala 


Leu 






195 










200 










205 








Ala 


Leu 


lie 


He 


Leu 


Leu 


Gly 


Phe 


Val 


Gin 


He 


Gly 


Lys 


Gly 


Asp 


Val 




210 










215 










220 










Ser 


Asn 


Leu 


Asp 


Pro 


Asn 


Phe 


Ser 


Phe 


Glu 


Gly 


Thr 


Lys 


Leu 


Asp 


Val 


225 










230 










235 










240 


Gly 


Asn 


lie 


Val 


Leu 


Ala 


Leu 


Tyr 


Ser 


Gly 


Leu 


Phe 


Ala 


Tyr 


Gly 


Gly 










245 










250 










255 




Trp 


Asn 


Tyr 


Leu 


Asn 


Phe 


Val 


Thr 


Glu 


Glu 


Met 


lie 


Asn 


Pro 


Tyr 


Arg 








260 










265 










270 






Asn 


Leu 


Pro 


Leu 


Ala 


He 


He 


He 


Ser 


Leu 


Pro 


He 


val 


Thr 


Leu 


Val 






275 










280 










2 85 








Tyr 


Val 


Leu 


Thr 


Asn 


Leu 


Ala 


Tyr 


Phe 


Thr 


Thr 


Leu 


Ser 


Thr 


Glu 


Gin 




290 










295 










300 










Met 


Leu 


Ser 


Ser 


Glu 


Ala 


Val 


Ala 


Val 


Asp 


Phe 


Gly 


Asn 


Tyr 


His 


Leu 


305 










310 










315 










320 


Gly 


Val 


Met 


Ser 


Trp 


He 


He 


Pro 


Val 


Phe 


Val 


Gly 


Leu 


Ser 


Cys 


Phe 










325 










330 










335 




Gly 


Ser 


Val 


Asn 


Gly 


Ser 


Leu 


Phe 


Thr 


Ser 


Ser 


Arg 


Leu 


Phe 


Phe 


Val 



340 345 350 
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Gly 


Ser 


Arg 
355 


Glu 


Gly 


His 


Leu 


Pro 
360 


Ser 


lie 


Leu 


Ser 


Met 
365 


He 


His 


Pro 


Gin 


Leu 
370 


Leu 


Thr 


Pro 


Val 


Pro 
375 


Ser 


Leu 


Val 


Phe 


Thr 
380 


Cys 


Val 


Met 


Thr 


Leu 


Phe 


Tyr 


Ala 


Phe 


Ser 


Lys 


Asp 


He 


Phe 


Ser 


Val 


He 


Asn 


Phe 


Phe 


385 










390 










395 










400 


Ser 


Phe 


Phe 


Asn 


Trp 
405 


Leu 


Cys 


Val 


Ala 


Leu 
410 


Ala 


He 


He 


Gly 


Met 
415 


He 


Tip 


Leu 


Arg 


His 
420 


Arg 


Lys 


Pro 


Glu 


Leu 
425 


Glu 


Arg 


Pro 


He 


Lys 
430 


Val 


Asn 


Leu 


Ala 


Leu 
435 


Pro 


Val 


Phe 


Phe 


He 
440 


Leu 


Ala 


Cys 


Leu 


Phe 
445 


Leu 


lie 


Ala 


Val 


Ser 
450 


Phe 


Trp 


Lys 


Thr 


Thr 
455 


Pro 


Trp 


Ser 


Val 


Ala 
460 


Ser 


Asp 


Phe 


Thr 


lie 


lie 


Leu 


Ser 


Gly 


Leu 


Pro 


Val 


Tyr 


Phe 


Phe 


Gly 


Val 


Trp 


Trp Lys 


465 










470 










475 










480 


Asn 


Lys 


Pro 


Lys 


Trp 
485 


Ala 


Pro 


Pro 


Gly 


His 
490 


Leu 


Ser 


Pro 


Arg 


Pro 
495 


Ser 


Cys 


Val 


Arg 


Ser 
500 


Ser 


Cys 


Met 


Val 


Val 
505 


Pro 


Gin 
507 













<210> 2485 
<211> 124 
<212> PRT 

<213> Homo sapiens 



<400> 2485 



Arg 


Asp 


Arg 


Leu 


Pro 


Pro 


Ala 


Tyr 


Phe 


Cys 


Arg 


Pro 


Val 


val 


Cys Val 


l 








5 










10 










15 


Val 


Thr 


Ala 


Leu 
20 


Asp 


Val 


Gly 


Ser 


Pro 
25 


Glu 


Ser 


Gin 


Glu 


Met 
30 


Asp Leu 


val 


Ala 


Phe 
35 


Glu 


Asp 


Val 


Ala 


Val 
40 


Asn 


Phe 


Thr 


Gin 


Glu 
45 


Glu 


Trp Ser 


Leu 


Leu 
50 


Asp 


Pro 


Ser 


Gin 


Lys 

55 


Asn 


Leu 


Tyr 


Arg 


Glu 
60 


Val 


Met 


Gin Glu 


Thr 


Leu 


Arg 


Asn 


Leu 


Ala 


Ser 


He 


Gly 


Glu 


Lys 


Trp 


Lys 


Asp 


Gin Asn 


65 










70 










75 








80 


lie 


Glu 


Asp 


Gin 


Tyr 
85 


Lys 


Asn 


Pro 


Arg 


Asn 
90 


Asn 


Leu 


Arg 


Ser 


Leu Leu 
95 


Gly 


Glu 


Arg 


Val 
100 


Asp 


Glu 


Asn 


Thr 


Glu 
105 


Glu 


Asn 


His 


Cys 


Gly 
110 


Glu Thr 


Ser 


Ser 


Gin 
115 


lie 


Pro 


Asp 


Asp 


Thr 
120 


Leu 


Asn 


Lys 
123 











<210> 248G 
<211> 327 
<212> PRT 

<213> Homo sapiens 



<400> 2486 



Arg 


Arg Arg Arg 


Arg Ser 


Arg 


Tyr 


Arg 


Arg 


Cys 


Ser 


Arg 


Phe 


Pro Arg 


1 




5 








10 










15 


Pro 


Gly Pro Leu 


Ala Val 


Ser 


Met 


Pro 


His 


Ala 


Phe 


Lys 


Pro 


Gly Asp 




20 








25 










30 




Leu 


Val -Phe Ala 


Lys Met 


Lys 


Gly 


Tyr 


Pro 


His 


Trp 


Pro 


Ala 


Arg He 




35 






40 










45 






Asp 


Asp He Ala 


Asp Gly 


Ala 


Val 


Lys 


Pro 


Pro 


Pro 


Asn 


Lys 


Tyr Pro 




50 




55 










60 
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He 


Phe 


Phe 


Phe 


Gly 


Thr 


His 


Glu 


Thr 


65 










70 








Leu 


Phe 


Pro 


Tyr 


Asp 


Lys 


Cys 


Lys 


Asp 










85 










Arg 


Lys 


Gly 


Phe 


Asn 


Glu 


Gly 


Leu 


Trp 








100 










105 


Ala 


Ser 


Tyr 


Ser 


Ala 


Pro 


Pro 


Pro 


Val 






115 










120 




Pro 


Glu 


Ala 


Asn 


Pro 


Ala 


Asp 


Gly 


Ser 




130 










135 






Gly 


Arg 


Gly 


Val 


Met 


Ala 


Val 


Thr 


Ala 


145 










150 








Asp 


Arg 


Met 


Glu 


Ser 


Asp 


Ser 


Asp 


Ser 










165 










Gly 


Leu 


Lys 


Arg 


Lys 


Thr 


Pro 


Ala 


Leu 








180 










185 


Ala 


Arg 


Lys 


Ala 


Ser 


Ser 


Asp 


Leu 


Asp 






135 










200 




Glu 


Glu 


Glu 


Asn 


Ser 


Glu 


Ser 


Ser 


Ser 




210 










215 






Gin 


Asp 


Phe 


Thr 


Pro 


Glu 


Lys 


Lys 


Ala 


225 










230 








Gly 


Pro 


Leu 


Gly 


Gly 


Arg 


Lys 


Lys 


Lys 










245 










Asp 


Ser 


Lys 


Ala 


Asp 


Ser 


Asp 


Gly 


Ala 








260 










265 


Ala 


Arg 


Ser 


Ala 


Ser 


Ser 


Ser 


Ser 


Ser 






275 










280 




Asp 


Val 


Ser 


Val 


Lys 


Lys 


Pro 


Pro 


Arg 




290 










295 






Pro 


Leu 


Pro 


Lys 


Pro 


Arg 


Gly 


Arg 


Lys 


305 










310 








Ser 


Ser 


Ser 


Ser 


Ser 


Asp 
















325 


326 
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<;211> 73 














<212> PRT 














<213> Homo 


sapiens 










<400> 2487 












Leu 


Phe Pro Arg 


Leu Glu 


Cys 


Arg 


Asp 


1 








5 










Leu 


As ii Leu 


Pro 


Gly Ser 


Lys 


Asn 


Ala 








20 










25 


Gly 


Ser Thr Trp 


Asn Tyr 


Arg 


Gly 


Gly 






35 










40 




Phe 


Val 


Lys 


Thr 


Gly Phe 


Arg 


Cys 


Ser 




50 










55 






Gly 


ser Arg Glu 


Pro 


Pro 


Ala 


Trp 


Ala 


65 










70 






73 
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Ala 


Phe 


Leu Gly 


Pro Lys Asp 




75 




80 


Lys 


Tyr 


Gly Lys 


Pro Asn Lys 


90 






95 


GlU 


He 


Gin Asn 


Asn Pro His 








110 


Ser 


Ser 


Ser Asp 


Ser Glu Ala 






125 




Asp 


Ala 


Asp Glu 


Asp Asp Glu 






140 




Val 


Thr 


Ala Thr 


Ala Ala Ser 




155 




160 


Asp 


Lys 


Ser Ser 


Asp Asn Ser 


170 






175 


Lys 


Met 


ser Val 


Ser Lys Arg 








190 


Gin 


Ala 


Ser Val 


Ser Pro Ser 






205 




Glu 


Ser 


Glu Lys 


Thr Ser Asp 






220 




Ala 


Val 


Arg Ala 


Pro Arg Arg 




235 




240 


Ala 


Pro 


Ser Ala 


Ser Asp Ser 


250 






255 


Lys 


Pro 


Glu Pro 


Val Ala Met 








270 


Ser 


Ser 


Ser Ser 


Ser Asp Ser 






285 




Gly 


Arg 


Lys Pro 


Ala Glu Lys 






300 




Pro 


Lys 


Pro Glu 


Arg Pro Pro 




315 




320 


Pro 


Val 


Thr Val 


Asn Cys Thr 


10 






15 


Pro 


Thr 


Thr Ala 


Ser Gin Val 








30 


Leu 


Pro 


His Pro 


Thr Asn Phe 






45 




Gin 


Ala 


Gly Leu 


Lys Leu Arg 






60 
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Thr Arg Ser Val Gly Val Asn Thr Cys Olu Val Qly Val Val Thr Glu 

1 5 10 15 

Pro Glu Cys Leu Gly Pro Cys Glu Pro Gly Thr Ser Val Asn Leu Glu 

20 25 30 

Gly lie Val Trp His Glu Thr Glu Glu Gly Val Leu Val Val Asn Val 

35 40 45 

Thr Trp Arg Asn Lys Thr Tyr Val Gly Thr Leu Leu Asp Cys Thr Lys 

50 55 60 

His Asp Trp Ala Pro Pro Arg Phe Cys Glu Ser Pro Thr Ser Asp Leu 
65 70 75 80 

Glu Met Arg Gly Gly Arg Gly Arg Gly Lys Arg Ala Arg Ser Ala Ala 

85 * 90 95 

Ala Ala Pro Gly Ser Glu Ala Ser Phe Thr Glu Ser Arg Gly Leu Gin 

100 105 110 

Asn Lys Asn Arg Gly Gly Ala Asn Gly Lys Gly Arg Arg Gly Ser Leu 

115 120 125 

Asn Ala Ser Gly Arg Arg Thr Pro Pro Asn Cys Ala Ala Glu Asp lie 

130 135 140 

Lys Ala Ser Pro Ser Ser Thr Asn Lys Arg Lys Asn Lys Pro Pro Met 
145 150 155 160 

Glu Leu Asp Leu Asn Ser Ser Ser Glu Asp Asn Lys Pro Gly Lys Arg 

165 170 175 

Val Arg Thr Asn Ser Arg Ser Thr Pro Thr Thr Pro Gin Gly Lys Pro 

180 185 190 

Glu Thr Thr Phe Leu Asp Gin Gly Cys Ser Ser Pro Val Leu lie Asp 

195 200 205 

Cys Pro His Pro Asn Cys Asn Lys Lys Tyr Lys His lie Asn Gly Leu 

210 215 220 

Arg Tyr His Gin Ala His Ala His Leu Asp Pro Glu Asn Lys Leu Glu 
225 230 235 240 

Phe Glu Pro Asp Ser Glu Asp Lys lie Ser Asp Cys Glu Glu Gly Leu 

245 250 255 

Ser Asn Val Ala Leu Glu Cys Ser Glu Pro Ser Thr Ser Val Ser Ala 

260 265 270 

Tyr Asp Gin Leu Lys Ala Pro Ala Ser Pro Gly Ala Gly Asn Pro Pro 

275 280 285 

Gly Thr Pro Lys Gly Lys Arg Glu Leu Met Ser Asn Gly Pro Gly Ser 

290 295 300 

lie lie Gly Ala Lys Ala Gly Lys Asn Ser Gly Lys Lys Lys Gly Leu 
305 310 315 320 

Asn Asn Glu Leu Asn Asn Leu Pro Val He Ser Asn Met Thr Ala Ala 

325 330 335 

Leu Asp Ser Cys Ser Ala Ala Asp Gly Ser Leu Ala Ala Glu Met Pro 

340 345 350 

Lys Leu Glu Ala Glu Gly Leu He Asp Lys Lys Asn Leu Gly Asp Lys 

355 360 365 

Glu Lys Gly Lys Lys Ala Asn Asn Cys Lys Thr Asp Lys Asn Pro Ser 

370 375 380 

Lys Leu Lys Ser Ala Arg Pro He Ala Pro Ala Pro Ala Pro Thr Pro 
385 390 395 400 

Pro Gin Leu He Ala He Pro Thr Ala Thr Phe Thr thr Thr Thr Thr 

405 410 415 

Gly Thr He Pro Gly Leu Pro Ser Leu Thr Thr Thr Val Val Gin Ala 

420 425 430 

Thr Pro Lys Ser Pro Pro Leu Lys Pro He Gin Pro Lys Pro Thr He 

435 440 445 

Met Gly Glu Pro lie Thr Val Asn Pro Ala Leu Val Ser Leu Lys Asp 

450 455 460 

Lys Lys Lys Lys Glu Lys Arg Lys Leu Lys Asp Lys Glu Gly Lys Glu 
465 470 475 480 

Thr Gly Ser Pro Lys Met Asp Ala Lys Leu Gly Lys Leu Glu Asp Ser 

485 490 495 

Lys Gly Ala Ser Lys Asp Leu Pro Gly His Phe Leu Lys Asp His Leu 
500 505 510 
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Asn Lys Asn Glu Gly Leu Ala Asn 
515 520 
Arg Met Ala Ser lie Lys Ala Glu 

530 535 
Asp Asn Ala Pro Ser Pro Ser lie 
545 550 



Gly Leu Ser Glu Ser Gin Glu Ser 

525 

Ala Asp Lys Val Tyr Thr Phe Thr 
540 

Gly Ser 
554 



<210> 2489 
<211> 80 
<212> PRT 





<213> Homo 


sapiens 








<400> 2489 








Thr 


Arg Arg Gly 


Gin Pro Trp Arg Arg 


Arg Ala 


Ala Ala Ala Gly He 


1 




5 


10 


15 • 


Leu 


Pro Gly Arg 


Glu Ala Ala Ala Cys 


Leu Pro 


Ser Cys Ala Ser Val 




20 


25 




30 


Thr 


Ala Ala Val 


Ser Gly Leu Leu Val 


Gly Tyr 


Glu Leu Gly He He 




35 


40 




45 


Ser 


Gly Ala Leu 


Leu Gin lie Lys Thr 


Leu Leu 


Ala Leu Ser Cys His 




50 


55 




60 


Glu 


Gin Glu Met 


Gly Val Ser Ser Leu 


Val He 


Gly Ala Leu Leu 


65 




70 


75 


79 



<210> 2490 

<211> 27 

<212> PRT 

<213> Homo sapiens 



<400> 2490 

Met Ala Gin Gly Asn Asn Tyr Gly Gin Thr Ser Asn Gly Val Ala Asp 

15 10 15 

Glu Ser Pro Asn Met Leu Val Tyr Arg Lys Val 
20 25 27 
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<400> 2491 










Phe 


Val 


Glu 


Ala 


Ala 


Val Lys Met Leu 


Gly Ser 


Leu Val Leu Arg Arg 


1 








5 




10 


15 


Lys 


Ala 


Leu 


Ala 


Pro 


Arg Leu Leu Leu 


Arg Leu 


Leu Arg Ser Pro Thr 








20 




25 




30 


Leu 


Arg 


Gly 


His 


Gly 


Gly Ala Ser Gly 


Arg Asn 


Val Thr Thr Gly Ser 






35 






40 




45 


Leu 


Gly 


Glu 


Pro 


Gin 


Trp Leu Arg Val 


Ala Thr 


Gly Gly Arg Pro Gly 




50 








55 




60 


Thr 


Ser 


Pro 


Ala 


Leu 


Phe Ser Gly Arg 


Gly Ala 


Ala Thr Gly Gly Arg 


65 










70 


75 


80 


Gin 


Gly 


Gly 


Arg 


Phe 


Asp Thr Lys Cys 


Leu Ala 


Ala Ala Thr Trp Gly 










85 




90 


95 


Arg 


Leu 


Pro 


Gly 


Pro 


Glu Glu Thr Leu 


Pro Gly 


Gin Asp Ser Trp Asn 








100 




105 




110 
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Gly Val Pro Ser Arg Ala Gly Leu Gly Met Trp Pro Trp Ala Ala Ala 

115 120 125 

Leu Val Val His Cys Tyr Ser Lys Ser Pro Ser Asn Lys Asp Ala Ala 

130 135 140 

Leu Leu Glu Ala Ala Arg Ala Gin Asn Met Gin Glu Val Ser Arg Asn 
145 150 155 160 

Arg Cys Ala Leu Leu His Ser Ala Ala Val Gin Glu Tyr Gly Tyr Gly 
165 170 175 

Asn 
177 



<210> 2492 
<211> 104 
<212> PRT 

<213> Homo sapiens 



<400> 2492 

His Leu Cys Phe Trp Phe Phe Val Gly Leu Phe Leu Pro Glu Gin Gin 

15 10 15 

lie Met Leu Phe Ala Thr Leu Leu Arg Met Ala Gin Gly Cys Asp Phe 

20 25 ' 30 

Ala Leu Gly Asn Asp Phe Leu Asn lie Thr Thr Lys Ala Gin Ala Thr 

35 40 45 

Lys Glu Lys Leu Asp Lys Leu Asp Phe lie Lys lie Lys Thr Cys Cys 

50 55 60 

Thr Ser Met Asp Ala He Glu Lys Thr Glu Pro Leu Thr Lys Trp Thr 
65 70 75 80 

Lys Ala Phe Val Ser His Val Ser Tyr Lys Arg Leu Leu Phe Gly He 

85 90 95 

Cys Lys Glu Tyr Ser Arg Gin 
100 103 



<210> 2493 
<211> 50 
<212> PRT 

<213> Homo sapiens 



<400> 2493 

Gly Leu Pro Gin Gin Thr Ser Thr lie Gin Pro Pro Gly Thr Pro Asp 

1 5 10 15 

Gly Ala Arg Asp Phe Thr Ser Thr He Gin Pro Pro Gly Ala Pro Asp 

20 25 30 

Gly Ala Arg Asp Ser Thr Ser He lie Arg Met Gly Pro Glu He Pro 
35 40 45 

Pro Pro 
50 



<210> 2494 
<211> 134 
<212> PRT 

<213> Homo sapiens 



<400> 2494 

Lys Lys Val Pro Gly Arg Leu Ser Glu Met Ser Phe Ser Leu Asn Phe 
15 10 15 
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.Thr Leu 


Pro 


Ala Asn 


Thr Thr Ser 






20 




Ser Leu 


Gly 


Leu Ala 


Ala Gly lie 




35 




40 


Leu Val 


Ala 


Leu Leu 


Phe Thr Leu 


50 






55 


Glu Ala 


Met 


Glu Glu 


Ser Asp Arg 


65 






70 


Asp Asn 


Pro 


Lys lie 


Ser Glu Asn 






85 




Lys Asn 


Thr 


Met Gly 


Ala Gin Glu 






100 




Ala Gly 


Ser 


Glu Glu 


Pro Val His 




115 




120 


Met Glu 


Arg 


Arg Arg 




130 




133 





Ser Pro Val Thr Asp Cys Gly Pro 

25 30 
Pro Leu Leu Val Ala Thr Ala Leu 
45 

He His Arg Arg Arg Ser Ser He 
60 

Pro Cys Glu He Ser Glu He Asp 
75 80 
Pro Arg' Arg Ser Pro Thr His Glu 

90 95 
Ala His He Tyr Val Lys Thr Val 
105 110 
Asp Arg Tyr Arg Pro Thr He Glu 
125 



<210> 2495 
<211> 79 
<212> PRT 

<213> Homo sapiens 



<400> 2495 

Met Glu Thr He Trp He Tyr Gin Phe Arg Leu He Glu He Gly Asp 

1 5 10 15 

Ser Thr Val Gly Lys Ser Cys Leu Leu His Arg Phe Thr Gin Gly Arg 

20 25 30 

Phe Pro Gly Leu Arg Ser Pro Ala Cys Asp Pro Thr Val Gly Val Asp 

35 .40 45 

Phe Phe Ser Arg Leu Leu Glu He Glu Pro Gly Lys Arg He Lys Leu 

50 55 60 

Leu Leu Trp Asp Thr Ala Gly Gin Glu Arg Phe He Ser He Thr 
65 1 70 75 79 



<210> 2496 
<211> 76 
<212> PRT 

<213> Homo sapiens 



<400> 2496 

Met Phe Thr Tyr Leu Glu Gly Arg Glu Gly He Lys Ser Gin Pro Lys 

1 5 10 15 

Met Glu Pro His Ser Val Thr Arg Leu Glu Cys Ser Gly Met He Ser 

20 25 30 

Ala His Gys Ser Leu Asn Leu Pro Gly Thr Ser Asp Ser Pro Ala Ser 

35 40 45 

Ala Ser Arg Val Ala Gly Thr Thr Gly Met Arg His His Ala Trp Leu 

50 55 60 

He Phe Ala Phe Leu Val Glu Thr Gly Phe 
65 70 74 
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1502 



WO 01/57188 



PCTAJS01/03800 



<400> 2497 



Phe 


Arg 


Arg 


Gly Arg 


Arg 


Gly 


Glu 


1 






5 








Glu 


Glu 


Glu 


Gly Trp 


Val 


Asn 


Gly 








20 








His 


His 


His 


Gin Gin 


Pro 


Pro 


Pro 






35 








40 


Arg 


Asn 


His 


His Trp 


Arg 


Ser 


Tyr 




50 








55 




Lys 


Lys 


Gly 


His His 


Lys 


Leu 


Tyr 










70 






Leu 


Ala 


Met 


Ser Ser 


Asn 


Arg 


Pro 








85 








Val 


Val 


Gly 


He Trp 


Thr 


Lys 


Asn 








100 








Lys 


Phe 


Lys 


He Asp 


Glu 


Phe 


Tyr 






115 








120 


Val 


Thr 


Phe 


Ala Lys 


Leu 


Asn 


Asp 




130 








135 




Asp 


Met 


Cys 


Lys Lys 


Tyr 


Gly 


Glu 


145 








150 






Asn 


Pro 


Lys 
* 


Thr Lys 


Lys 


His 


Leu 








165 








Thr 


Val 


Arc? 


Gly Ala 


Lvs 




Ala 








180 








Val 


Met 


Gly 


Asn He 


He 


His 


Val 






195 








200 


Arg 


Met 


Arg 


Phe Tyr 


Glu 


Leu 


Leu 




210 








215 




Thr 


Leu 


Pro 


Val Gly 


Glu 


Leu 


Asp 


225 








230 






Thr 


Leu 


Gin 


Leu Ser 


Asp 


Ala 


Leu 








245 








Ser 


Ala 


Gly 


Cys Gly 


Ser 


Gly 


Ser 








260 








Gly 


Thr 


Pro 


Phe Ser 


Gin 


Asp 


Thr 






275 








280 


Thr 


Pro 


Asn 


Ser Tyr 


Gly 


Gin 


Gly 




290 








295 




Thr 


Pro 


Phe 


Ser Gin 


Asp 


Ser 


Ser 


305 








310 






Ser 


Tyr 


Leu 


Phe Ser 


Gin 


Asp 


Pro 








325 








His 


Glu 


Ser 


Lys Phe 


Thr 


Asp 


Ala 








340 








Tyr 


Val 


His 


Asn Ser 


Pro 


Ala 


Val 






355 








360 


Ala 


Phe 


Arg 


Gly Ser 


Ser 


Asp 


Leu 




370 








375 




Gly 


Gly 


Ser 


Ser Gly 


Pro 


Pro 


Phe 


385 








390 






Thr 


Phe 


Ala 


His Thr 


Pro 


Pro 


Pro 



405 

Phe Arg 
418 



Glu 


Glu 


Lys 


Glu Glu Glu Glu 


Glu 




10 




15 




Met 


Glu 


Asn 


Ser His Pro Pro 


His 


25 






30 




Gin 


Pro 


Gly 


Pro Ser Gly Glu 


Arg 








45 




Lys 


Leu 


Met 


He Asp Pro Ala 


Leu 








60 




Arg 


Tyr 


Asp 


Gly Gin His Phe 


Ser 






75 




80 


Val 


Glu 


He 


Val Glu Asp Pro 


Arg 




90 




95 




Lys 


Glu 


Leu 


Glu Leu Ser Val 


Pro 


105 






110 




Val 


Asp 


Gin 


Val Pro Pro Lys 


Gin 








125 




Asn 


He 


Arg 


Glu Asn Phe Leu 


Arg 








140 




Val 


Glu 


Glu 


Val Glu He Leu 


Tyr 






155 




160 


Gly 


He 


Ala 


Lys Val Val Phe 


Ala 




170 




175 




Val 


Gin 


His 


Leu His Ser Thr 


Ser 


165 






190 




Glu 


Leu 


ASP 


Thr Lys Gly Glu 


Thr 








205 




Val 


Thr 


Gly 


Arg Tyr Thr Pro 


Gin 








220 




Ala 


Val 


Ser 


Pro He Val Asn 


Glu 






235 




240 


Lys 


Arg 


Leu 


Lys Asp Gly Gly 


Leu 




250 




255 




Ser 


Ser 


Val 


Thr Pro Asn Ser 


Gly 


265 






270 




Ala 


Tyr 


Ser 


Ser Cys Arg Leu 


Asp 








285 




Thr 


Pro 


Leu 


Thr Pro Arg Leu 


Gly 








300 




Tyr 


Ser 


Ser 


Arg Gin Pro Thr 


Pro 






315 




320 


Ala 


Val 


Thr 


Phe Lys Ala Arg 


Arg 




330 




335 




Tyr 


Asn 


Arg 


Arg His Glu His 


His 


345 






350 




Thr 


Ala 


Val 


Ala Gly Ala Thr 


Ala 








365 




Pro 


Phe 


Gly 


Thr Val Gly Gly 


Thr 








380 




Lys 


Ala 


Gin 


Pro Gin Asp Ser 


Ala 






395 




400 


Ala 


Gin 


Ala 


Thr Pro Ala Pro 


Gly 




410 




415 
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<400> 2498 



lie 


Ala 


Ser 


lie 


Gin 


Asn Ala 


ASp 


Val 


Ser His 


Phe 


5 

Ser 


Thr Leu 


Val 








20 








Ala 


Asp Pro 


Gin 


Asn 


Leu Thr 


Asp 






35 








40 


Val 


Ser Gly 


Asp 


Pro 


Glu Leu 


Gin 




50 








55 




Ser 


Met Cys 


Leu 


val 


Thr Val 


Leu 


€5 










70 




lie 


Ser 


Pro 


Asp 


Ser 


His Leu 


His 










85 






Asn 


Leu 


Ser 


Leu 


Pro 


Asp Val 


Gly 








100 








Met 


lie 


Val 


Asp 


He 


Gin Ser 


Arc 






115 








120 


Cys 


Leu Thr 


Gin 


Lys 


Ser Leu 


Phe 




130 








135 




Asn 


Met 


Leu 


Leu 


Ser 


Val Met 


Ala 


145 










150 




His 


Pro 


Leu 


Tvr 


His 


Ser Ala 


He 










165 






Leu 


Val 


Leu 


Leu 


Ser 


Phe Phe 


Phe 








180 








His 


Ser 


Trp 


He 


Val 


Leu Gin 


Phe 






195 








200 


Ser 


Asn 


Phe 


Val 


Cvs 


Asp Pro 


Ser 




210 








215 




Asp 


Ser 


He 


He 


Asn 


Ser He 


Phe 


225 










230 




Arg 


Gin 


Leu 


Val 


Leu 


Ala Gly 


Leu 










245 






Val 


Leu 


Gly 


Asn 


Leu 


He He 


He 








260 








Leu 


Pro 


Thr 


Pro 


Met 


Tyr Phe 


Phe 






275 








280 


lie 


Gly 


Phe 


Thr 


Ser 


Thr Thr 


Val 




290 








295 




Ser 


His 


Gly 


Arg 


Val 


He Phe 


Tyr 


305 










310 




Leu 


Phe 


Ala 


lie 


Phe 


Gly Gly 


Met 










325 






Asp 


Gly 


Leu 











339 



<210> 2499 
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Thr Met Pro Gly Val 


Gly Leu 


Leu 


10 


15 




Ser Arg Gin Arg Cys 


Pro Asn 


Tyr 


25 


30 




Val Ser He Phe Leu 


Leu Leu 


Glu 


45 






Pro val Leu Ala Gly 


Leu Phe 


Leu 


50 






Gly Asn Leu Leu He 


He Leu 


Ala 


75 




80 


Thr Pro Met Tyr Phe 


Phe Phe 


Ser 


90 


95 




Phe Thr Ser Thr Thr 


Val Pro 


Lys 


105 


110 




Ser Arg Val He Ser 


Tyr Ala 


Gly 


125 






Ala He Phe Gly Gly 


Thr Glu 


Glu 


140 






Tyr Asp Arg Phe Val 


Ala He 


Cys 


155 




160 


Met Asn Pro Cys Phe 


Cys Ala 


Phe 


170 


175 




Leu Ser Leu lieu Asp 


Ser Gin 


Leu 


185 


190 




Thr He He Lys Asn 


Val Glu 


He 


205 






Gin Leu Leu Lys Phe 


Ala Cys 


Ser 


220 






He Tyr Phe His Lys 


Asp Pro 


Glu 


235 




240 


Phe Leu Ser Met Cys 


Leu Val 


Thr 


250 


255 




Leu Asp Val Ser Pro 


Asp Ser 


His 


265 


270 




Leu Ser Asn Leu Ser 


Leu Pro 


Asp 


2B5 






Pro Lys Met He Val 


Asp He 


Gin 


300 






Ala Gly Cys Leu Thr 


Gin Met 


Ser 


315 




320 


Glu Glu Arg His Ala 


Pro Glu 


Cys 


330 


335 





<400> 2499 
Met Ala Ser Gin Glu Lys Asp He 

1 5 
Leu Phe Arg Lys Pro Gin Arg Ser 
20 

Phe Arg Leu Val Ala Ala Asp Arg 
35 40 
Gly Val He Asn Leu He Cys Thr 
50 55 



Phe He Gly Trp Gly Thr He His 

10 15 
Phe Phe Gly Lys Leu Leu Arg Glu 

25 30 
Ser Met Gly Arg Tyr Met Leu Phe 
45 

Gly Phe Leu Leu Met Trp Cys Ser- 
60 
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Ser 


Thr 


Asn 


Ser 


He 


Ala Leu Thr Ser Tyr Thr Tyr Leu Thr 


He Phe 


65 










70 75 


80 


Asp 


Leu 


Phe 


Ser 


Leu 


Met Thr Cys Leu He Ser Tyr Trp Val 


Thr Leu 










85 


90 


95 


Arg 


Lys 


Pro 


Ser 


Pro 


Val Tyr Ser Phe Gly Phe Glu Arg Leu 


Glu Val 








100 




105 110 




Leu 


Ala 


Val 


Phe 


Ala 


Ser Thr Val Leu Ala Gin Leu Gly Ala 


Leu Phe 






115 






120 125 




lie 


Leu 


Lys 


Glu 


Ser 


Ala Glu Arg Phe Leu Glu Gin Pro Glu 


He His 




130 








135 140 




Thr 


Gly 


Arg 


Leu 


Leu 


Val Gly Thr Phe Val Ala Leu Cys Phe 


Asn Leu 


145 










150 155 


160 


Phe 


Thr 


Met 


Leu 


Ser 


He Arg Asn Lys Pro Phe Ala Tyr Val 


Ser Glu 










165 


170 


175 


Ala 


Ala 


Ser 


Thr 


Ser 


Trp Leu Gin Glu His Val Ala Asp Leu 


Ser Arg 








180 




185 190 




Ser 


Leu 


Cys 


Gly 


He 


He Pro Gly Leu Ser Ser He Phe Leu 


Pro Arg 






195 






200 205 




Met 


Asn 


Pro 


Phe 


Val 


Leu He Asp Leu Ala Gly Ala Phe Ala 


Leu Cys 




210 








215 220 




lie 


Thr 


Tyr 


Met 


Leu 


He Glu He 




225 










230 232 





<210> 2500 
<211> 35 
<212> PRT 

<213> Homo sapiens 



<400> 2500 

Asp Arg Ser Thr Ser Val Thr Arg Ala Gly Val Gin Trp Cys Ser Leu 

15 10 15 

Gly Ser Leu Gin Pro Arg Thr Pro Gly Leu Leu Arg Ser Ser Cys Leu 
20 25 30 

Ser Leu Pro 

35 



<210> 2501 

<211> 68 

<212> PRT 

<213> Homo sapiens 





<400> 2501 










val 


Ala 


He 


Lys 


Glu 


Leu Pro Val Leu Trp Lys Trp Ser Lys 


Pro 


Thr 


. 1 








5 


10 


15 




Arg 


Thr 


Ala 


Lys 
20 


Glu 


Pro Pro Gin Thr Gin Gin Arg Ala Gly 
25 ~ 30 


Ser 


Lys 


Thr 


Ala 


Ala 


Pro 


Pro 


Cys Gin Trp Ser Arg Met Ala Ser Glu 


Gly Pro 






35 






40 45 






Asn 


He 
50 


Pro 


Cys 


Pro 


Gly Ala Arg His Ser Asp Lys Gin Phe 
55 60 


Leu 


He 


Cys 


Thr 


He 












65 




67 













<210> 2502 
<211> 142 
<212> PRT . 



1505 
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<213> Homo sapiens 



<400> 2502 

Lys Pro Ser Pro Leu lie Thr Pro Pro Ala Val Val Leu Pro Pro Ser 

15 10 15 

Ala Val Leu Asn Leu Val Asn Thr Phe Ser Ser Phe Pro Gin Val Glu 

20 25 30 

Val Gin Gly Pro Leu Cys Gly Pro Arg Lys Gly Arg Leu Ala Val Thr 

35 40 45 

lie Pro Phe Phe Gly Leu Ser Leu Pro Lys Tyr Met Asp His Arg Arg 

50 55 60 

Pro Pro Pro His Arg Glu lie Phe Phe Val Phe Leu Ala Glu Thr Gly 
65 70 ' 75 60 

Phe His Arg Ala Ser Gin Ala Gly Pro Asp Leu Pro Thr Ser Ser He 

85 90 95 

Pro "Pro Thr Ser Ala Phe Pro Lys Cys Trp Glu Tyr Arg Ser Glu Pro 

100 105 110 

Gin Cys Leu Pro Gly Cys Leu Ser Phe Ser Gly He Leu Leu Asp Leu 

115 120 125 

Gly Thr Asn Val Ser Leu Arg Ala Ala 
130 135 137 



<210> 2503 

<211> 133 

<212> PRT 

<213> Homo sapiens 





<400> 2503 
















His 


Pro 


His 


Arg 


Pro 


Arg Pro 


Gly 


Phe 


Arg Ser Pro Ala 


Arg 


Ser Ser 


1 








5 








10 




15 


Arg 


Pro 


Cys 


Pro 


Val 


Leu Thr 


Ser 


Leu 


Leu Pro Pro Phe 


Pro 


Ser Pro 








20 








25 




30 




Ser 


Pro 


Pro 


Ala 


Asp 


Asp Leu 


Val 


Lys 


Ala Gly Arg Asp 


Arg 


Lys Asp 






35 








40 




45 






Pro 


Gin 


Val 


Arg 


Glu 


Arg Arg 


Leu 


Arg 


Pro Asn Pro Gly 


Arg 


Leu Gly 




50 








55 






60 






Gly 


Pro 


Arg 


Pro 


Arg 


Pro Ala 


Arg 


Ala 


Arg Ser Cys His 


Gin 


Pro Arg 


65 










70 






75 




80 


Leu 


Thr 


Arg 


Val 


Cys 


Pro Arg 


Ser 


Pro 


Pro Pro Glu Ala 


Arg 


Ala Pro 










85 








90 




95 


Ala 


Pro 


Ala 


Ala 


Pro 


Ala Arg 


Gly 


Arg 


Gly Ala Pro Lys 


Arg 


Asn Arg 








100 








105 




110 




Pro 


Arg 


Thr 


Asp 


Thr 


Arg Ala 


Pro 


Arg 


Gly Ser Ser Ala 


Arg 


Pro Gly 






115 








120 




125 






Asn 


Ser 






















130 





















<210> 2504 

<211> 35 

<212> PRT 

<213> Homo sapiens 



<400> 2504 

Met Pro Cys He Gin Ala Gin Tyr Gly Thr Pro Ala Pro Ser Pro Gly 

15 10 ,15 

Pro Arg Asp His Ser Ala Ser Asp Pro Leu Thr Pro Glu Phe He Lys 
20 25 30 
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Pro Thr 
34 



<210> 2505 

<211> 32 

<212> PRT 

<213> Homo sapiens 



<400> 2505 

Met Glu Glu Pro Gin Ser Asp Pro Ser Val Glu Pro Pro Leu Ser Gin 

1 5 10 15 

Glu Thr Phe Ser Asp Leu Trp Lys Leu Leu Ser Glu Asn Asn Val Leu 
20 25 30 32 



<210> 2506 

<211> 80 

<212> PRT 

<213> Homo sapiens 



<400> 2506 

Met lie Ser Pro Ser Arg Thr Glu Gly Asp Pro Leu Pro Leu Pro Pro 

15 10 15 

Glu Gly Glu Gly Gin Glu Val Arg Gly Phe Gly Gly Gly Pro Ala Lys 

20 25 30 

Glu Ala Ala Gin Arg His Cys Arg Ala Ser Val Ser lie Leu Arg Met 

35 40 45 

Arg Arg Pro Gly Gin Gly Ser Ser Arg Pro Ala Arg Val Pro Leu Arg 

50 55 60 

Gly. Pro Asp Ser His Arg Leu Arg Glu Pro Pro Pro Ser Pro Pro 
65 70 75 79 



<210> 2507 
<211> 47 
<212> PRT 

<213> Homo sapiens 



<400> 2507 
Tyr Glu Arg Arg Gly Arg Ser Gin 

1 5 
Ala Gin Pro Gly Gly Arg Ala lie 
20 

Pro Leu Trp Glu Gly Leu Gin Arg 
35 40 



Gly Gly Gly Ser His Pro Ala Gly 

10 15 
Gly Ala Gly Trp Gin Ser Lys Glu 

25 30 
Ser Gly Ser Pro Leu Pro Gly 
45 47 



<210> 2508 
<211> 144 
<212> PRT 

<213> Homo sapiens 



<400> 2508 



1507 
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Gin 


Glu 


Leu Lys 


Gin 


Gly 


Pro 


Asn 


Pro 


1 






5 










Pro 


Ser 


Thr Ser 


Ala 


Gly 


Leu 


Gly 


Asp 






20 










25 


Ser 


Lys 


Thr Phe 


Ser 


Val 


Ser 


Ser 


Ala 






35 








40 




Arg 


Cys 


Leu Tyr 


Val 


Val 


Leu 


Thr 


Asp 




50 








55 






Met 


Cys 


Phe Leu 


Thr 


Phe 


He 


Gin 


Ala 


65 








70 








Ser 


Ser 


val lie 


Thr 


Thr 


He 


Glu 


Arg 








85 










Glu 


Ser 


Gly Leu 


Leu 


Val 


Ser 


Cys 


Phe 






100 










105 


Val 


Val 


Phe Val 


Ser 


Tyr 


Phe 


Arg 


Gly 






115 








120 




Ala 


Ala 


Val Gly 


Gly 


Leu 


Leu 


Asp 


Leu 




130 








135 








<210> 2509 














<211> 92 














<212> PRT 














<213> Homo 


sapiens 










<400> 2509 












Lys 


Gly 


Asn Gin 


Val 


Asn 


Gly 


Asn 


Gly 


1 






5 










Glu 


Ser 


Met Cys 


Pro 


Val 


Ser 


Leu 


Thr 






20 










25 


Glu 


Ala 


Gly Leu 


Pro 


Gin 


Lys 


Gin 


Ala 






35 








40 




Glu 


Ala 


Gly Leu 


Val 


He 


Tyr 


Val 


Lys 




50 








55 






Ala 


Leu 


Tyr Ser 


Ser 


Val 


Gly 


Leu 


Gin 


65 








70 








Ser 


His 


Leu Arg 


Leu 


Leu 


Glu 


He 


Ser 








85 












<210> 2510 














<211> 145 














<212> PRT 














<213> Homo 


sapiens 










<400> 2510 












Phe 


Val 


Gly Arg 


Pro 


Arg 


Gly 


Leu 


Ser 


1 






5 










Leu 


Ala 


Gly Phe 


Arg 


Val 


Gly 


Glu 


Arg 






20 










25 


Arg 


Tyr 


Val Arg 


lie 


Leu 


Leu 


Leu 


Gly 






35 








40 




Asp 


Pro 


Val Pro 


.Gly 


Gly 


Arg 


Gly 


Val 




50 








55 






Thr 


Asp 


Gin Glu 


Leu 


Arg 


Glu 


Glu 


He 


65 








70 








Val 


Val 


His Asp 


Val 


Ser 


Gin 


Glu 


Ala 








85 










Lys 


Trp 


He Pro 


Leu 


Val 


Arg 


Trp 


Gly 






100 










105 
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Leu 


Ala 


Pro Ser Pro 


Ser Ala 


10 






15 


Cys 


Asn 


His Arg Val 


Asp Leu 






30 




Leu 


Ala 


Met Leu Gin 


Glu Arg 






45 




Ser 


Arg 


Cys Pne Leu 


Val Cys 






60 




Leu 


Met 


Val Ser Gly 


Tyr Leu 




75 




80 


Arg 


Tyr 


Ser Leu Lys 


Ser Ser 


90 






95 


Asp 


He 


Gly Asn Leu 


Val Val 






110 




Arg 


Arg 


Arg Arg Pro 


Arg Val 






125 




Glu 


Gly 


Gly Glu Met 


He 






140 


143 



Asn 


Gin 


Leu Lys Arg 


Lys His 


10 






15 


Gin 


Asn 


Thr Val Arg 


Leu Met 






30 




Glu 


Arg 


Ala Asp Glu 


Leu Phe 






45 




Leu 


Asp 


Glu Arg Val 


Leu Asn 






60 




Trp 


Phe 


Lys Glu Ser 


Asp Leu 




75 




80 


Phe 


Arg 






90 


91 







Asp 


Arg 


Leu Glu Asp 


Leu Phe 


10 






15 


Leu 


Arg 


Thr Ala Ala 


Met Lys 






30 




Glu 


Gly 


Ala Glu His 


Val Ala 






45 




Pro 


Arg 


Gly Glu Ala 


Asp His 






60 




His 


Lys 


Ala Asn Val 


Glu Arg 




75 




80 


Thr 


He 


Glu Lys He 


Arg Thr 


90 






95 


Asp 


His 


Ala Glu Gly 


Pro Val 






110 





1508 



WO 01/57188 



PCT/US01/03800 



Gly lie Lys Ser Tyr Leu Pro Ser Gly Arg Ser Met Glu Ala Glu Leu 

115 120 125 

Pro lie Met Ser Gin Leu Thr Glu lie Glu Thr Cys Val Glu Cys 
130 135 140 143 



<210> 2511 
<211> 131 
<212> PRT 

<213> Homo sapiens 





<400> 2511 






Asn 


Ser 


Arg 


val 


Asp Asp Phe 


Val 


1 








5 




Lys 


Leu 


Leu 


Gly 


Leu Glu Phe 


Pro 








20 






Val 


Gly 


Cys 


Ser 


Pro Met Ser 


Gly 






35 






40 


Phe 


Leu 


Gly 


Lys 


He lie Asp 


Ala 




50 






55 




Tyr 


Ser 


Asp 


Asn 


Leu Thr Arg 


Leu 


65 








70 




Leu 


Cys 


Gly 


Ala 


Ala Ala Asn 


Ala 










85 




Ser 


Arg 


Gin 


Arg 


Val Val Lys 


Arg 








100 






lie 


Leu 


Gly 


Gin 


Glu Val Ala 


Phe 






115 






120 


Leu 


lie 












130 











Ala Pro 


Gly Leu Ser Glu 


Ala 


Gly 


10 




15 




Glu Arg 


Gin Arg Leu Ala 


Ala 


Ala 


25 


30 






Val He 


Ser Met Ser Ala 


Pro 


Phe 




45 






lie Tyr 


Thr Asn Pro Thr 


Val 


Asp 




60 






Cys Leu 


Gly Leu Ser Gly 


Val 


Phe 




75 




ao 


He Arg 


Val Tyr Leu Met 


Gin 


Thr 


90 




95 




Leu Arg 


Thr Ser Leu Phe 


Ser 


Ser 


105 


110 






Ser Asp 


Lys Ala Gly Thr 


Gly 


Glu 



125 



<210> 2512 
<211> 252 
<212> PRT 

«c213> Homo sapiens 



<400> 2512 



Gin 


Gly 


Arg 


Phe 


Arg 


Ala Phe 


Cys 


1 








5 






Pro 


Gly 


Met 


Arg 


Leu 


Ser Ala 


Leu 








20 








Leu 


Pro 


Pro 


His 


Tyr 


Arg Tyr 


Gly 






35 








40 


Asp 


Lys 


Arg 


Lys 


Asn 


Pro Pro 


Trp 




50 








55 




Glu 


Pro 


He 


Ser 


Asp 


GlU ASp 


Trp 


65 










70 




Glu 


lie 


Leu 


Glu 


Gly 


Lys Asp 


Ala 










85 






Val 


lie 


Arg 


Gin 


Arg 


Asn Trp 


Val 








100 








Tyr 


Arg 


Tyr 


He 


Gly 


Lys Thr 


Met 






115 








120 


Ser 


Glu 


Ala 


Pro 


Leu 


Leu His 


Arg 




130 








135 




Asp 


Arg 


Lys 


Pro 


Thr 


Glu He 


Glu 


145 










150 




Arg 


Val 


Arg 


Val 


Ser 


Thr Arg 


Ser 



165 



Trp Gin 


Arg Asp Phe Leu 


Gin 


Pro 


10 




15 




Leu Ala 


Leu Ala Ser Lys 


Val 


Thr 


25 


30 






Met Ser 


Pro Pro Gly Ser 


Val 


Ala 




45 






He Arg 


Arg Arg Pro Val 


Val 


Val 




60 






Tyr Leu 


Phe Cys Gly Asp 


Thr 


val 




75 




80 


Gly Lys 


Gin Gly Lys Val 


Val 


Gin 


90 




95 




Val Val 


Gly Gly Leu Asn 


Thr 


His 


105 


HO 






Asp Tyr 


Arg Gly Thr Met 


He 


Pro 




125 






Gin Val 


Lys Leu Val Asp 


Pro 


Met 




140 






Trp Arg 


Phe Thr Glu Ala 


Gly 


Glu 




155 




160 


Gly Arg 


He He Pro Lys 


Pro 


Glu 


170 




175 





1509 
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Phe 


Pro Arg 


Ala 


Aso 


Gly 


He 


Val 


Pro 








180 










185 


Lys 


Asp Thr 


Ser 


Val 


Glu 


Asp 


Ala 


Leu 






195 










200 




Leu 


Lys Thr 


Leu 


Gin 


Glu 


Glu 


Val 


Met 




210 










215 






Thr 


Arg Asn 


Thr 


Arg 


Arcr 


Ser 


He 


Gly 


225 










230 








Leu 


Leu 


Pro 


Asn 


Phe 


Cys 


Pro 


Ser 


Leu 










245 












<210> 2513 














<211> 119 














<212> PRT 














<213> Homo 


sapiens 










<400> 2513 












Asp 


Ser 


Leu 


Ala 


Leu 


Ser 


Pro 


Arcr 


Leu 


1 








5 










Ala 


His 


Cys 


Asn 


Leu 


Thr 


Pro 


Pro 


Glv 








20 










25 


Ser 


Leu 


Pro 


Ser 


Ser 


Trp 


Ala 


Tvr 


Ara 






35 










40 




Acn 


Phe 


Phe 


Val 


Phe 


Leu 


Val 


Glu 


Ser 




50 










55 






Ala 


Gly 


Leu 


Lys 


Leu 


Leu 


He 


Ser 


Ser 


65 










70 








Pro 


Lys 


Cys 


Trp 


Asp 


Tyr 


Arg 


Arg 


Asp 










85 










Ser 


Ser 


Tyr 


Gin 


Arg 


Asn 


Asn 


Pro 


Asp 








100 










105 


Met 


Pro 


Asn 


He 


Lys 














115 




117 












<210> 2514 














<211> 366 














<212> PRT 














<213> Homo 


sapiens 










<400> 2514 












Ser 


Ser 


Phe 


Pro 


Thr 


Cys 


Met 


Arcr 


Thr 


1 








5 








Val 


Ser 


Ser 


Leu 


Leu 


His 


Arg 


Pro 


Gly 








20 










25 


lie 


His 


Gly 


Gly 


Trp 


Arg 


His 


His 


Arg 






35 










40 




Trp 


Asp 


Phe 


Asn 


Pro 


Ser 


Lys 


Phe 


Leu 




50 










55 






Phe 


Ser 


Val 


Leu 


Leu 


Pro 


Leu 


Arcx 


Leu 


65 










70 








Tyr 


Trp 


Ala 


Val 


Phe 


Ala 


Pro 


He 


Trp 










85 










Ala 


Gly 


Ala 


Ser 


Val 


Gly 


Ala 


Gly 


Val 








100 










105 


Arg 


Thr 


Glu 


Gly 


Glu 


Ala 


Cys 


Val 


Glu 






115 










120 




Val 


Gly 


lie 


His 


Leu 


Leu 


Leu 


Leu 


Met 




130 










135 
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Glu 


Thr 


Trp 


He Asp Gly Pro 








190 


Glu 


Arg 


Thr 


Tyr Val Pro Cys 








205 


Glu 


Ala 


Met 


Gly He Lys Glu 






220 




He 


Glu 


Pro 


Gly Ala Glu Gin 




235 




240 


Glu 


Gly 






250 


251 






Glu 


Cvs 


Ser 


Gly Ala He Ser 


10 






15 


Phe 


Thr 


Pro 


pHe Ser Cvs Leu 








30 


Cvs 


Ala 


Ser 


Piro His Piro Asn 








45 


Gly 


Phe 


His 


His Val Gly Gin 






60 




Asp 


Pro 


Pro 


Thr Ser Ala Phe 




75 




80 


Ser 


Ser 


Ala 


Pro Ala Thr Phe 


90 






95 


Leu 


He 


Leu 


Asn Asp Thr He 








110 


Val 


Phe 


His 


Ser Asn Thr Ser 


10 






15 


His 


Val 


Thr 


Pro Gin Leu Thr 








30 


Asp 


His 


Thr 


Ala He Asp Glu 








45 


He 


Tvr 


Thr 


Cys Leu Leu Leu 






60 




Asp 


Gly 


He 


He Gin Trp Ser 




75 




80 


Leu 


Trp 


Lys 


Leu Leu Val Val 


90 






95 


Trp 


Ala 


Arg 


Asn Pro Arg Tyr 








110 


Phe 


Lys 


Ala 


Met Leu He Ala 








125 


Phe 


Glu 


Val 


Leu Val Cys Asp 



140 
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Arg Val 


Glu 


Arg Gly 


Thr 


145 






150 


Phe Phe 


Val 


Ser Pro 


Val 






165 




His Asp 


Arg 


Ser Leu 


Glu 






180 




Gin Phe 


He 


Phe He 


Ala 




195 






Trp Leu 


Val 


Val Phe 


Val 


210 








Leu Val 


Val 


Leu Tyr 


Tyr 


225 




Val' Ala 


230 


Leu Asp 


val 


Glu 






245 




Ser Trp 


lie 


Thr lie 


Val 






260 




Val His 


Arg 


Leu Asp 


Gly 




275 






Val Pro 


Leu 


Trp Leu 


Ser* 


290 








Arg Lys 


Gly 


Gly Asn 


His 


305 






310 


Gin Asp 


Gin 


Leu Pro 


Gin 






325 




Hit Asp 


His 


His Gly 


Glu 






340 




Gly Ser 


Trp 


Pro Ala 


Ser 




355 







His Phe Trp Leu Leu Val 
155 

Ser Val Ala Ala Cys Val 
170 

Leu Glu He Leu Cys Ser 
185 

Leu Lys Leu Asp Arg He 
200 

Pro Leu Trp He Leu Met 
215 220 
He Val Trp Ser Leu Leu 
235 

Gin Arg Arg Thr His Val 
250 

Val Pro Leu Leu Thr Phe 
265 

His Asn Thr Phe Ser Tyr 
280 

Leu Leu Thr Leu Met Ala 
295 300 
Trp Trp Phe Ala He Arg 
315 

Pro Thr Gly Lys Pro Pro 

330 

Lys Ala Leu Pro Leu Gin 
345 

Arg Gly Ser Pro Arg Leu 
360 



PCT/US01/03800 



Phe Met 


Pro 


Leu 






160 


Trp Gly Phe 


Arcr 




175 




Val Asn 


He 


Leu 


190 






He His 


Trp 


Pro 


205 






Ser Phe 


Leu 


Cvs 


Phe Leu Arg 


Ser 






240 


Thr Met 


Ala 


He 




255 




Glu Val 


Leu 


Leu 


270 






Val Ser 


He 


Phe 


285 






Thr Thr 


Phe 


Arg 


Arg Asp 


Phe 


Cys 






320 


Pro Pro 


Pro 


Leu 




335 




Asn Lys Asp 


Arg 


350 






Leu 






365 







<210> 2515 

<211> 148 

<212> PRT 

<213> Homo sapiens 



<400> 2515 








Asp Val 


Ser 


He Gly 


Pro Pro Leu 


Leu Arg Arg Pro Cys Ser Gly 


Arg 


1 




5 




10 15 




Glu Gin 


Thr 


Arg Ser 


Leu Ser Phe 


Pro Ser Asp Pro Glu Ser Ser 


Phe 






20 




25 30 




Ser Pro 


Val 


Pro Glu 


Gly Val Arg 


Leu Ala Asp Gly Pro Gly His 


Cys 




35 




40 


45 




Lys Gly 


Arg 


Val Glu 


Val Lys His 


Gin Asn Gin Trp Tyr Thr Val 


Cys 


50 






55 


60 


Gin Thr 


Gly 


Trp Ser 


Leu Arg Ala 


Ala Lys Val Val Cys Arg Gin 


Leu 


65 






70 


75 


80 


Arg Cys 


Gly 


Arg Ala 


Val Leu Thr 


Gin Lys Arg Cys Thr Lys His 


Ala 






85 




90 95 




Tyr Gly 


Arg 


Lys Pro 


He Trp Leu 


Ser Gin Met Ala Cys Ser Gly 


Pro 






100 ' 




105 110 




Glu Pro 


Thr 


Leu His 


Asp Cys Pro 


Phe Arg Pro Leu Gly Glu Asp 


Thr 




115 




120 


125 




Leu Phe 


His 


Val Glu 


Tyr Thr Ser 


Val His Gly Arg Glu Arg Leu 


Ser 


130 






135 


140 




Ala Lys 


Asp 










145 


147 











<210> 2516 
<211> 63 
<212> PRT 
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<213> Homo sapiens 



<400> 2516 
Pro Pro lie Leu Arg Trp Thr Pro 

1 5 
Phe Phe Phe Phe Glu Ser Glu Phe 
20 

Ser Gly Ala lie Ser Ala His Leu 
35 40 
Gly Ser Ser Asp Ser Pro Ala Ser 
50 55 



<210> 2517 

<211> 131 

<212> PRT 

<213> Homo sapiens 



<400> 2517 



Ala 


Val 


Leu 


Thr 


Pro 


Cys Leu 


Ser 


1 








5 






Arg 


Pro 


Ser 


Arg 
20 


Pro 


Tyr Pro 


Gly 


Pro 


Pro 


Arg 
35 


Pro 


Leu 


lie Leu 


Tyr 
40 


Thr 


Ala 
50 


Phe 


lie 


Pro 


His Ser 
55 


His 


Pro 


Thr 


Ala 


Thr 


Pro 


Ala Thr 


Pro 


65 










70 




Arg 


Pro 


Leu 


His 


Pro 
85 


Thr Gin 


Pro 


Pro 


Pro 


Trp 


Pro 
100 


Leu 


Pro Phe 


Pro 


Pro 


Asp 


Cys 
115 


Ser 


Thr 


Ser Tyr 


Ser 

120 



<210> 2518 

<211> 168 

<212> PRT 

<213> Homo sapiens 





<400> 2518 








Met 


Met 


Leu 


Ser 


Glu 


Glu Thr 


Ser 


1 








5 






Arg 


Phe 


Asn 


Gly 
20 


Ala 


Lys Leu 


Val 


Thr 


Val 


Thr 
35 


Ser 


Ala 


Val lie 


lie 
40 


Phe 


Ser 
50 


Pro 


Trp 


Leu 


Ala Thr 
55 


His 


Ala 


Arg 


Leu 


Leu 


Pro 


Pro Ser 


Ala 


65 










70 




Val 


Gly 


Arg 


Asp 


Leu 
85 


Phe Ser 


Arg 


tie 


Leu 


Ala 


Gly 
100 


Leu 


Val Val 


Val 


Pro 


Leu 


Glu 
115 


Cys 


Leu 


Phe Gly 


Glu 
120 



Pro 


Ser 


Gly 


Lys 


Asn 


Phe 


Phe Phe 




10 










15 


Tyr 


Ser 


Ser 


Pro 


Arg Val 


Glu Cys 


25 










30 




Ala 


His 


Cys 


Asn 


Leu 


Cys 


Leu Pro 










45 






Ala 


Phe 


Gin 


Val 


Ala 


Ser 










60 




62 




Pro 


Cys 


Ser 


Pro 


Ser Arg 


He Pro 




10 










15 


Arg 


Arg 


Ser 


Leu 


Ser 


His 


Thr Pro 


25 










30 




Ala 


Pro 


Ala 


Pro 


Arcr 


Pro 


Ala Gly 










45 






Pro 


Pro 


Pro 


Pro 


em 


Leu 


Leu Arg 








60 








Cys 


Pro 


Ser 


Leu 


Pro 


Pro 


Pro Pro 






75 








80 


Ser 


Thr 


Ala 


Leu 


Leu 


Pro 


Asp Pro 




90 










95 


Pro 


Pro 


Ser 


Ser 


Arg 


Pro 


Pro Arg 


105 










110 




Pro 


Thr 


Phe 


Pro 


Pro 


Pro 


Thr 










125 




127 


Ala 


Val 


Arg 


Pro 


Gin 


Lys 


Gin Thr 




10 










15 


Trp 


Met 


Leu 


Lys 


Gly 


Ser 


Pro lie 


25 










30 




Val 


Leu 


Met 


Leu 


Leu 


Met 


Met lie 










45 






Asp 


Pro 


Asn 


Ala 


lie 


Asp 


Leu Thr 






60 








Ala 


His 


Trp 


Phe 


Gly 


Thr 


Asp Glu 






75 








80 


Val 


Leu 


Val 


Gly 


Ser 


Gin 


Gin Ser 




90 










95 


Ala 


Thr 


Thr 


Gly 


Met 


He 


Gly Ser 


105 










110 




Leu 


Gly 


Gly 


Arg 


Ala 


Asp 


Ala He 










125 
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Phe Met Arg Val Met Asp lie Met Arg Ser He Pro Ser Leu Val Leu 

130 135 140 

Thr Met Glu Lys thr Ala Ala Leu Gly Pro Ser Leu Phe Asn Ala Met 
145 150 155 160 

Gin Ala Ser Ser Glu His 
165 166 



<210> 2519 
<211> 123 
<212> PRT 

<213> Homo sapiens 



<400> 2519 



Gly Asn 


Gly 


Arg Val 


Ala Pro Arg 


1 






5 




Glu Pro 


Gly 


Leu 


Thr 


Thr His Asp 






20 






Ala Arg 


Arg 


Met 


Glu 


Ala Met Ala 




35 






40 


Val Asn 


Val 


Val 


Leu 


Val Met Ala 


50 








55 


Leu Phe 


He 


Phe 


Ala 


Lys Arg Gin 


65 








70 


Leu Arg 


Gly 


Pro 


His 


Gly Pro Val 








85 




Lys Glu 


Glu 


lie Asp 


He Leu Leu 






100 






Glu Pro 


His 


Leu 


Leu 


Ala Asp Asp 




115 






120 



Asp Pro Gly Ala Val Ala Ser Ala 

10 15 
Ser Gly Val Asn Pro Asn Asn Ser 

25 30 
Ser Gly Ser Asn Trp Leu Ser Gly 
45 

Tyr Trp Ser Leu Val Phe Val Leu 
60 

He Met Arg Phe Ala Met Lys Ser 
75 80 
Gly His Asn Ala Pro Lys Asp Leu 

90 95 
Ser Arg Val His Asn lie Lys Tyr 
105 110 
Asp Ala 
122 



<210> 2520 
<211> 336 
<212> PRT 

<213> Homo sapiens 



<400> 2520 

Gly Val Ser Gly Phe Ser Ala Ser Val Leu Arg Gin Arg Arg Met Glu 

15 10 15 

Asp Glu Leu Glu Pro Ser Leu Arg Pro Arg Thr Gin lie Gin Gly Arg 

20 25 30 

He Leu Leu Leu Thr He Cys Ala Ala Gly He Gly Gly Thr Phe Gin 

35 40 45 

Phe Gly Tyr Asn Leu Ser He He Asn Ala Pro Thr Leu His He Gin 

50 55 60 

Glu Phe Thr Asn Glu Thr Trp Gin Ala Arg Thr Gly Glu Pro Leu Pro 
65 70 75 " 80 

Asp His Leu Val Leu Leu Met Trp Ser Leu He Val Ser Leu Tyr Pro 

85 90 95 

Leu Gly Gly Leu Phe Gly Ala Leu Leu Ala Gly Pro Leu Ala He Thr 

100 105 * 110 

Leu Gly Arg Lys Lys Ser Leu Leu Val Asn Asn He Phe Val Val Ser 

115 120 125 

Ala Ala He Leu Phe Gly Phe Ser Arg Lys Ala Gly Ser Phe Glu Met 

130 135 140 

lie Met Leu Gly Arg Leu Ala Ser Trp Gly Val Asn Ala Gly Val Ser 
145 150 . 155 160 

Met Asn He Gin Pro Met Leu Pro Gly Gly Glu Ser Ala Pro Lys Glu 
165 170 175 
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Leu 


Arcr 


Gly 


Ala 


Val 


Ala 


Met 


Ser 


Ser 








180 










185 


lie 


Val 


Met 


Gly 

W J. J 


Gin 


Val 


Val 


Gly 


Leu 






195 










200 




Leu 




Gly 


Leu 


Ala 


Gly 


Glu 


Leu 


Glu 




210 










215 






Ala 


Cvs 


Gin 


Gly 


Cys 


Arg 


Ala 


Arg 


Arg 


225 










230 








Arcr 


Ala 


Leu 


Arcr 


Arcr 


Gin 


Val 


Thr 


Ser 










245 










Met 


Glu 


Leu 


Cvs 
u 


Gly 


Asn 


Aso 


Ser 


Val 








260 










265 


Phe 


Arg 


Lys 


Ala 


Gly 


Val 


Pro 


Glu 


Ala 






275 










280 




Gly 


Thr 


Gly 


Ser 


Cys 


Glu 


Leu 


Leu 


Thr 




290 










295 






Glu 


Gly 


Ala 


Leu 


Pro 


Pro 


Pro 


Ala 


Leu 












310 








Phe 


Ala 


Leu 


Asn 


Gin 


Phe 


Thr 


Leu 


Gin 










325 












<210> 2521 














<211> 138 














<212> PRT 














<213> Homo 


sapiens 










<400> 2521 












m 3 


Gly 


Pro 


Ala 


Ser 


Ala 


Gin 


Glu 


Asp 


1 
JL 








5 










Leu 


Glu 


Arg 


Val 


Arg 


Ala 


Arcr 


Glv 


Arcr 








20 










25 


Phe 


Pro 


Ser 


Leu 


Leu 


Pro 


Cvs 
j 


Ser 


Tro 






35 










40 




Ala 


Glu 


Phe 


Arg 


Ala 


Gly 


Lys 


Met 


Ser 




50 










55 






Pro 


Asp 


Lys 


Arg 


Lys 


Gly 


Leu 


Ala 


Tvr 


65 










70 








Leu 


lie 


His 


Phe 


Cys 


Trp 


Lys 


Asp 


Arg 










85 










Asp 


Leu 


lie 


He 


Phe 


Pro 


Asp 


Asp 


Cys 








100 










105 


Cvs 


Pro 


Asn 


Gly 


Arg 


Val 


Tvr 


Val 


Leu 






115 










120 




Arg 


Leu 


Phe 


Phe 


Trp 


Met 


Gin 


Glu 


Pro 




130 










135 




137 




<210> : 


2522 














<211> 


112 














<2i2> : 


PRT 














<213> Homo 


sapiens 










<400> ; 


2522 












Gly 


Trp Asn Gly 


Arg 


Ser 


Thr 


Glu 


Ala 


1 








5 










His 


Val 


Pro 


His 


Lys 


Glu 


Thr 


Lys 


Ala 








20 










25 


His 


Gly Gly Lys 
-a c 


Val 


Arg 


Pro 


Asp 
An 


Pro 



35 40 
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Ala 


He Phe Thr 


Ala 


Leu 


Gly 






190 






Ser 


Thr Thr Ala 


Ala 


Thr 


Gly 




205 








Glu 


Leu Glu Glu 


Glu 


Arg 


Ala 




220 








Pro 


Trp Glu Leu 


Phe 


Gin 


His 




235 






240 


Leu 


Val Val Leu 


Gly 


Ser 


Ala 


250 






255 




Tyr 


Ala Tyr Ala 


Ser 


Ser 


Val 






270 






Lys 


He Gin Tyr 


Ala 


He 


He 




285 








Ala 


Val Val Ser 


Val 


Ser 


Leu 




300 








Tro 


Gly Gly Thr 


Pro 


Arcr 


Ser 




315 






320 


Lys 


Lys Lys Lys 








330 


333 








Glu 


Arg Ala Arg 


Thr 


Ala 


Pro 


10 






15 




Met 


Thr Thr Ser 


Ser 


Ala 


Leu 






30 






Ser 


Thr Ser Asn 


Lys 


Tvr 


Leu 




45 








Leu 


Lys Gly Thr 


Thr 


Glu 


Thr 




60 








He 


Gin Gin Thr 


Asp 


Asp 


Ser 




75 






eo 


Thr 


Ser Gly Asn 


Val 


Glu 


Asp 


90 






95 




Glu 


Phe Lys Arg 


Leu 


Pro 


Gin 






110 






Lys 


Phe Lys Ala 


Gly 


Ser 


Lys 




125 








Ser 


Pro Ala Ala 


Glu 


Ala 


Pro 


10 






15 




Ala 


Met Gly Thr 


Gin 


Cys 


Thr 






30 






His 


Asp Met Leu 


Thr 


Thr 


Val 
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Val His Lys lie Lys Leu Phe Val Leu Cys His Ser Leu Leu Gin Leu 

50 55 60 

Cys Ala He Met He Ser Asp Tyr Leu Lys Ser Ser He Tyr Thr Val 
65 70 75 80 

Qlu Lys Arg Leu Gly Leu Phe Arg Pro Thr Ser Gly Leu Leu Ala Ser 

85 90 95 

Phe Asa Glu Val Gly Asn Thr Ala Leu He Val Leu Glu Ser Tyr 
100 105 110 111 



<210> 2523 
<211> 114 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (114) 

<223> Xaa - any amino acid or nothing 



<400> 2523 



Leu Cys 


Gin 


Cys 


He 


Val Pro Gly 


1 






5 




Asn Pro 


Ser 


Ser 


Ala 


Thr Val Arg 






20 






Gin Arg 


Lys 


Glu Asp 


Gin Xaa He 




35 






40 


Asp Cys 


Leu 


His 


lie 


Phe Met Ser 


50 








55 


Xaa Lys 


lie 


Phe 


Val 


Leu Phe Asp 


65 








70 


Phe Tyr 


He 


He 


Xaa 


Phe He Phe 








85 




lie Arg 


Gin 


Val 


He 


Arg Pro Pro 






100 






Gly Pro 










114 











Gin 


Gin 


Lys Glu Thr Phe Ser Leu 




10 


15 


Phe 


Tyr 


Leu Xaa Leu Ser Leu Gin 


25 




30 


He 


Leu 


Xaa Tyr His Leu Asn Lys 






45 


Ala 


He 


Thr Leu Tyr Met Lys He 






60 


Phe 


Asn 


He Met Phe Glu Thr Pro 






75 80 


Leu 


Phe 


Ser Gin Asn lieu Lys Arg 




90 


95 


He 


Ser 


Phe Ser Lys He Asn Asn 


105 




110 



<210> 2524 
<211> 99 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1)...{99) 

<223> Xaa « any amino acid or nothing 



<400> 2524 

Glu Arg Leu Glu He Gly Arg Leu Gly Gly Glu Arg Gly Ser Gly Pro 

1 5 10 15 

Ala Ser Cys Leu Arg Val He Asp Val Ser Gly Met Trp Asp Gin Arg 

20 25 30 

Leu Val Lys Leu Ala Leu Leu Gin Leu Leu Arg Ala Phe Tyr Gly He 

35 40 45 

Lys Val Lys Gly Val Arg Val His Arg Asp Cys Gly Thr Phe Glu Ser 

50 55 60 

Ser Ser Thr Leu He Arg Val Ser Xaa Phe Gly Val Pro Cys Asn Ala 
65 70 75 80 

Leu Ala His Phe Gly Val Thr His Phe Xaa Tyr He Leu Asp Phe Leu 
85 90 95 
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Gly Met Leu 
99 



<210> 2525 

<211> 110 

<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1) .7. (110) 

<223> Xaa =» any amino acid or nothing 



<400> 2525 



His 


Glu 


Ser 


Ser 


Arg 


Ala 


Asp 


Arg Asp 


Lys 


Met 


Asp Thr Arg Gly Ser 


1 








5 








10 




15 


Thr 


Tyr 


Thr 


Asp 


Ala 


Asp 


Pro 


Val Asn 


Lys 


Ser 


Gly Gly Thr Ala Lys 








20 








25 






30 


Met 


Asn 


Lys 


Trp 


Ser 


Lys 


Gly 


Lys Val 


Arg 


Asp 


Lys Leu Asn Asn Leu 






35 










40 






45 


Val 


Leu 


Phe 


Asp 


Thr 


Ala 


Thr 


Tyr Asp 


Lys 


Leu 


Cys Lys Glu Val Pro 




50 










55 








60 


Asn 


Tyr 


Lys 


Leu 


He 


Thr 


Leu 


Ala Val 


Val 


Ser 


Glu Arg Leu Lys He 


65 










70 








75 


80 


Pro 


Gly 


Ser 


Leu 


Ala 


Arg 


Ala 


Ala Leu 


His 


Glu 


Leu Leu Ser Arg Gly 










85 








90 




95 


Leu 


lie 


Xaa 


Leu 


Val 


He 


Gin 


His He 


Ala 


Gin 


Val He Tyr 








100 








105 






110 



<210> 2526 

<211> 99 

<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1).T.(99) 

<223> Xaa a any amino acid or nothing 





<400> 2526 












Leu 


Asp 


Leu 


Thr 


His 


Val 


Leu Ser Leu Ser 


He 


Ser Leu Thr Val Thr 


1 








5 




10 




15 


He 


Leu 


Gly 


Thr 
20 


Thr 


Phe 


Gly Met Val He 
25 


Pro 


Leu Leu Asp Val Val 
30 


Tyr 


Gly 


Glu 
35 


Arg 


Gly 


Tyr 


Ala Gin Asn Gly 
40 


Asp 


Phe Xaa Asp Ala Gin 
45 


Leu 


Asp 
50 


Asp 


Tyr 


Ser 


Phe 


Ser Cys Tyr Ser 
55 


His 


Ala Gin Val Asn Gly 
60 


Ala 


Pro 


Asn 


Ser 


Leu 


Thr 


Arg Ala Tyr Asp 


Asp 


Pro Xaa Val Lys He 


65 










70 




75 


80 


Ser 


Gly 


Leu 


Glu 


Cys 
85 


Gin 


Lys Val Gly Ala 
90 


Leu 


Val Glu Val Lys Cys 
95 


Leu 


Asn 


Leu 
99 















<210> 2527 
<2ll> 133 
<212> PRT 
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<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . {133) 

<223> Xaa a any amino acid or nothing 



<400> 2527 



cys 


Asn 


Phe 


Leu Arg 


Ser 


Ser 


Arg 


l 






5 








Ala 


ser 


Thr 


Met Pro 


Pro 


Lys 


val 








20 








Tyr 


Leu 


Arg 


Cys Thr 


Gly 


Gly 


Glu 






35 








40 


Pro 


Lys 


lie 


Gly Pro 


Leu 


Gly 


Leu 




50 








55 




Phe 


Val 


Xaa 


Ala Thr 


Gly 


Asp 


Trp 


65 








70 






Leu 


Thr 


He 


Arg He 


Leu 


Leu 


Ser 








85 








Phe 


Cys 


Phe 


Asp His 


Leu 


He 


Ala 








100 








Phe 


Leu 


His 


Val He 


Phe 


Ser 


Leu 






115 








120 


Phe 


Phe 


Ser 


lie Phe 










130 




133 









He 


Arg 


Val 


His 


Ser Thr Pro Ala 




10 






15 


Asp 


Pro 


Asn 


Glu 


He Lys Val Val 


25 








30 


Val 


Arg 


Ala 


Thr 


Ser Ala Leu Ala 










45 


Ser 


Ser 


He Lys 


Val Gly Val Asp 








so 




Asn 


Val 


Leu 


He 


He Ser Val He 






75 




80 


His 


He 


Phe 


Val 


Val Pro Pro Phe 




90 






95 


Phe 


Trp 


Asp Leu 


Gin Ser Leu He 


105 








110 


Phe 


He 


Thr 


Leu 


Leu Leu Phe Cys 



125 



<210> 2528 
<211> 95 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (95) 

<223> Xaa = any amino acid or nothing 



<400> 2528 



Thr 


Pro 


Leu Phe Asp Leu Trp Pro 


1 




5 


Thr 


Val 


Leu Thr Ser Leu Arg Thr 






20 


Ala 


Cys 


Arg He Met Pro Thr Thr 






35 40 


Gly 


Glu 


Val His Phe Leu Gin Lys 




50 


55 


lie 


Xaa 


Asp Thr Phe Ala Pro He 


65 




70 


Phe 


Thr 


Pro Asp His Arg Cys Arg 



85 



Arg 


Val 


Val Leu 


Ser Trp Leu Glu 




10 




15 


Arg 


Arg 


Ala Ala 


Ser Gly Pro Pro 


25 






30 


Val 


Asp 


Asp Val 


Leu Glu His Gly 








45 


Gin 


Met 


Leu Tyr 


Leu Leu Ala Leu 






60 




Tyr 


val 


Gly He 


Val Phe Leu Gly 






75 


80 


Ser 


Pro 


Gly Val 


Ala Glu Leu 




90 




95 



<210> 2529 
<211> 68 
<212> PRT 

<213> Homo sapiens 

<22l> misc_feature 
<222> (1) . . . (68) 

<223> Xaa - any amino acid or nothing 
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<400> 2529 






L£U 


gar Ser Ala 


Gly Thr 


Lys Met 


1 




5 




Pro 


Gly Ala Ser 


Ala His 


Ala Cys 




20 






Ser 


Arg Cys He 


Thr Arg 


Ser Gly 




35 




40 


Gly 


Glu Thr Pro 


Ser Val 


Leu Lys 




50 




55 


Trp 


Arg Ala Pro 






65 


68 







Asn Leu Asn Xaa Lys Asa Tyr Trp 

10 15 
Asn Pro Ser Thr Leu Gly Gly Gin 

25 30 
Asp Arg Asp His Pro Gly Xaa His 
45 

He Gin Lys He Ser Arg Ala Trp 
60 



<210> 2530 
<211> 66 
<212> PRT 

<213> Homo sapiens 
<22l> tnisc_feature 

<222> (1)...(66) 

<223> Xaa = any amino acid or nothing 



<400> 2530 

His Arg Pro Gin Thr Thr Arg Pro Asp Trp Lys Pro Arg Thr Xaa Pro 

1 5 10 15 

Gin Gly Lys Xaa Gly Arg Leu Ser Ser Glu He Ser Pro Ala Ser Pro 

20 25 30 

Pro Ser Arg Phe Ser Arg Ser Thr Lys Pro Val Pro Pro Lys Ala Asp 

35 ^ 40 45 

Pro Pro Ala Arg Gin Lys Leu Thr Gly Val Leu His Ala Pro Leu Leu 

50 55 60 

Lys Leu 
65 66 



<210> 2531 
<211> 90 
<212> PRT 

<213> Homo sapiens 

<221> misc_f eature 
<222> (1)...(90) 

<223> Xaa « any amino acid or nothing 





<400> 2531 














Pro 


He 


Ala 


Ala 


Ser 


Leu 


Arg 


Met 


Tyr Asn 


Leu Gin Pro Tyr Thr Glu 


1 








5 








10 


15 


Glu 


Asn 


Leu 


He 


Cys 


Thr 


Ala 


Phe 


Ala Thr 


Met Val Glu Thr Val Pro 








20 










25 


30 


He 


Ala 


Arg 


Thr 


He 


Leu 


Asp 


Arg 


Leu Thr 


Gly He Pro His Gly Tyr 






35 










40 




45 


Cys 


Phe 


Val 


Glu 


Xaa 


Ala 


Asp 


Trp 


Ala Thr 


Ala Asp Lys Cys Val His 




50 










55 






60 


lie 


Tyr 


Asn 


Gly 


Lys 


Pro 


Leu 


Pro 


Gly Ala 


Thr Pro Leu Leu Ser Leu 


65 










70 








75 80 


Gin 


Leu 


His 


Gin 


Leu 


Ala 


His 


Leu 


Gly Ser 












85 








90 
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<210> 2532 
<211> 78 
<212> PRT 

<213> Homo sapiens 

<221> misc_£eature 
<222> {!)... (78) 

<223> Xaa « any amino acid or nothing 



<400> 2532 

Val Asp Lys Cys Ser Ser Lys Ser He Val Leu ser Glu Tyr Cys Pro 

1 5 10 15 

His Cys Met Cys Ser Leu Ser Thr Asp Pro Lys Pro Phe Gly Gin Leu 

20 25 30 

Ser Met He Leu Lys Xaa Met Gly Ala Gly Asp Glu Lys He Ser Ala 

35 40 45 

Met Gly Lys Ala Arg Val Asp His Arg Glu Leu Tyr Leu Gly Leu Leu 

50 55 60 

Tyr Pro Thr Glu Asp Tyr Lys Leu Thr Phe Arg Ala Arg His 
65 70 75 78 



<210> 2533 
<211> 126 
<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> {!)... (126) 

<223> Xaa = any amino acid or nothing 



<400> 2533 



Leu 


Lys 


Asp 


Phe 


Gin 


Pro 


Trp 


Ala Leu His 


Asp Trp Pro Leu Phe Cys 


1 








5 






10 


15 


Cys 


Cys 


Thr 


Phe 


Leu 


Leu 


Phe 


Leu Val Leu 


Glu Cys Phe Thr Arg Lys 








20 








25 


30 


Gly 


Cys 


Ser 


Gly 


Trp 


Ala 


Pro 


Trp Leu Ser 


Leu Gin Cys Gin His Phe 






35 










40 


45 


Gly 


Arg 


Pro 


Arg 


Trp 


Ala 


Asp 


His Leu Arg 


Ser Gly Val Arg Asp Gin 




50 










55 




60 


Pro 


Gly 


Gin 


Tyr 


Ser 


Lys 


Thr 


Thr Phe Leu 


Pro Lys lie Gin Lys Leu 


65 










70 






75 80 


Ala 


Gly 


His 


Ser 


Gly 


Ala 


His 


Leu Xaa Ser 


Xaa Leu Leu Glu Arg Met 










85 






90 


95 


Arg 


Trp 


Lys 


Asn 


Arg 


Leu 


Asn 


Pro Gly Gly 


Arg Ser Cys Ser Glu Pro 








100 








105 


110 


Arg 


Trp 


His 


His 


Cys 


Thr 


Pro 


Gly Trp Ala 


Thr Glu Arg Gly 



115 120 125 126 



<210> 2534 
<211> 88 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1)...(88) 

<223> Xaa - any amino acid or nothing 
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<400> 2534 










Leu 


Ser 


Gly 


Pbe 


Lvs 


Ser 


Leu 


Met 


1 








5 








iryj. 


Val 


Arg 


Val 
20 




Thr 


Thr 




Arg 


Lys 


Leu 
35 


Met 


Leu 


Ser 


Xaa 


Tyr 
40 


Asn 


He 
50 


Leu 


Pro 


Glu 


Tyr 


Ser 
55 


Arg 


lie 


His 


Thr 


Cys 


Asa 


Pro 


Ser 


Thr 


65 










70 






Val 


xaa 


Ala 


Gin 


Glu 
85 


Phe 


Glu 


Thr 
88 



<210> 2535 
<211> 117 
<212> PRT 

<213> Homo sapiens 



Arg 
1 

Ala 

Gly 

Gly 

Gly 
€5 
Asp 

Trp 

Asp 



<400> 2536 
His He Pro Gin Leu His Thr Lys 

1 5 
Val Asn Lys He Xaa Gin He Asp 
20 

Gly Xaa Thr Gly He Leu Thr His 
35 40 



Pro 


Lys 


He Pro Leu Gin Tyr He 




10 


15 


Ser 


Phe 


Cys Leu Pro Leu Asp Gly 


25 




30 


Ser 


Lys 


Xaa Leu Thr Xaa Lys Tyr 






45 


Met 


Thr 


Leu Pro Pro Gly Met Val 






60 


Leu 


Gly 


Gly Arg Ala Gly Trp He 



75 80 



Asp Pro Ala Lys 
15 

Ala Trp Trp Trp 
30 

Ser Gly Pro Ala 
45 

Leu Ser Leu Ser 

Tyr Val Phe Xaa 
60 

Val Val Gin Phe 
95 

Leu Ser Ser Trp 
HO 



Thr His Tyr Val Pro Thr Arg Met 

10 15 
Asn Ser Lys Pro Trp Gin Arg Gly 

25 30 
Cys Trp Xaa Glu Ser Lys Leu Val 
45 



<221> misc_feature 
<222> (1) . . . (117) 

<223> Xaa = any amino acid or nothing 



<400> 2535 



Cys 


Pro 


Met 


Trp 
5 


Gin Gly 


Gin 


Ala 


Ser 
10 


Arg Met 


Lys 


Asp 


Arg 
20 


Glu 


Ala Ser 


Thr 


Cys 
25 


Cys 


Ser Leu 


Trp 


Glu 
35 


Cys 


Trp 


Val Arg 


Ala 
40 


Leu 


Lys 


Leu Ser 


Pro 


Leu 


Ala 


Cys 


Trp Val 


Ala 


Lys 


Lys 


Lys Ser 


50 








55 








60 


Pro 


Val 


Tyr 


Pro 


Ser Glu 
70 


Lys 


Gly 


Ala 


Gly Leu 
75 


Arg 


Val 


Ser 


Leu 
85 


Cys His 


Pro 


Gly 


Trp 
90 


Ser Ala 


Leu 


Thr 


Ala 
100 


Ala 


Ser Asn 


Ser 


Cys 
105 


Phe 


Ser Leu 


Tyr 


Arg 
115 


Cys 


Ala 
117 













<210> 2536 
<211> 59 
<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1) . . . (59) 

<223> Xaa = any amino acid or nothing 



1520 



WO 01/57188 



PCT/US01/03800 



Gin Pro Leu Trp Lys lie Val Trp His Tyr Gin 
50 55 59 



<210> 2537 
<211> 128 
<212> PRT 

<213> Homo sapiens 

<22i> misc_feature 
<222> (l) . . . (128) 

<223> Xaa = any amino acid or nothing 



<400> 2537 



Glu 


Val 


Ala 


Pro Gly Pro 


Ser Gin He Leu Pro Arg 


Arg Val Thr Asp 


1 






5 


10 * ■ 


15 


Gly 


Gly 


Asp 


Arg Pro Gin 


Phe Ser Leu Pro Gly Pro 


Arg Leu Pro Gin 








20 


25 


30 


Ser 


Ser 


Arg 


Gly Ala Glu 


Pro Cys Leu Ser Asn Cys 


lie His Ser Pro 






35 




40 


45 


Ala 


Pro 


Arg 


Lys Gin Arg 


Met Gly Asp Ser Asp Gin 


Xaa Ser Thr Pro 




50 






55 60 


i 


Asn 


Pro 


Ala 


Ser Pro His 


Pro Glu Ala Pro Gin Glu 


Pro Trp Asp Ser 


65 






70 


75 


80 


Ala 


Ser 


Gly 


Ser Val Gly 


Ser Phe Ser Leu Gly Arg 


Gly Ala Lys Ala 








85 


90 


95 


Ser 


Ser 


Xaa 


Val Pro Gly 


Lys Gly Arg Gly Pro Arg 


Gin Gly Ser Glu 








100 


105 


110 


Leu 


Leu 


Ala 


Glu Thr lie 


Leu Glu Leu Phe Leu Ala 


Leu Ala Asn Ser 






115 




120 


125 128 



<210> 2538 
<211> 91 
<212> PRT 

<213> Homo sapiens 

<22l> mis cofeature 
<222> (1) . . . (91) ' 

<223> Xaa » any amino acid or nothing 



<400> 2538 










Thr Met 


Asp 


Lys 


Lys 


Asn Arg His Gly 


Asn 


Ser Leu Asp Met Ala Ser 


1 






5 




10 


15 


Glu He 


His 


Met 


Thr 


Gly Pro Met Cys 


Leu 


He Glu Asn Thr Thr Gly 






20 




25 




30 


Arg Leu 


Met 


Ala 


Asn 


Pro Glu Ala Leu 


Lys 


He Leu Ser Ala He Thr 




35 






40 




45 


Gin Pro 


Met 


Val 


Glu 


Glu Ala He Ala 


Gly 


Leu Tyr Arg Ala Cys Xaa 


50 








55 




60 


Phe Tyr 


Leu 


Thr 


Asn 


Asn Leu Ala Gly 


Met 


Lys LyB Gly Leu Cys Leu 


65 








70 




75 80 


Gly Ser 


Thr 


Glu 


Gin 


Ala His Thr He 


Gly 


He 








85 




90 


91 



<210> 2539 
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<211> 62 
<212> PRT 

<213> Homo sapiens 

<221> misc_f eature 
<222> (1)...{62) 

<223> Xaa = any amino acid or nothing 



<400> 2539 

Gly His Val Gin Ser Gin His Phe Gly Arg Pro Arg Arg Ala Asp His 

15 10 15 

Leu Arg Ser Gly Asp Arg Asp His Pro Gly Xaa His Asp Glu Tnr Pro 

20 25 30 

Ser Leu Leu Lys lie Gin Lys He Ser Trp Ala Trp Trp Arg Ala Pro 

35 40 45 

Val Val Pro Ala Thr Trp Glu Ala Glu Ala Glu Glu Trp Arg 
50 55 60 62 



<210> 2540 
<211> 125 
<212> PRT 

<213> Homo sapiens 

<221> miso_feature 
<222> (1) . . . (125) 

<223> Xaa = any amino acid or nothing 





<400> 2540 










val 


Thr 


Val 


Gly 


Leu 


Thr 


Leu Leu Leu Arg 


Gly Ala Pro Arg Phe Thr 


1 








5 




10 


15 


Ala 


Gly 


Xaa 


Pro 


Pro 


Ser 


Gly Gly Gly Pro 


Pro Leu Ala Pro Leu Leu 








20 






25 


30 


Pro 


Arg 


Gin 


His 


Cys 


Thr 


Leu Gin Thr His 


Arg His Leu His Pro Glu 






35 








40 


45 


Ala 


Pro 


Val 


Lys 


Val 


Xaa 


Lys Thr Xaa Arg 


Leu Phe Pro Gly Leu Arg 




50 










55 


60 


Gly 


Ala 


Ser 


Ser 


Cys 


Arg 


Arg Arg Arg Cys 


Asn Pro Val Leu Ala Ala 


65 










70 




75 80 


Arg 


Lys 


Ala 


Gly 


Ser 


Pro 


Arg Ser His Ser 


Thr Arg Glu Asn Cys Arg 










85 




90 


95 


Arg 


Ser 


Arg 


Cys 


Pro 


Asp 


Thr Ala His Arg 


Arg Arg Arg Arg Gly Arg 








100 






105 


110 


Arg 


Arg 


Asn 


Pro 


Ser 


Cys 


Val Arg Ser Pro 


Arg Trp Arg 






115 








120 


125 



<210> 2541 
<2li> 137 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (137) 

<223> Xaa = any amino acid or nothing 



<400> 2541 

Leu Ala Asp Ala Leu Cys Leu Ser Ala Ala Ala Thr Gly Ala Val Arg 
•1 5 10 15 
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Pro 


Gly 


Ala 


Arg 


Ala 


Gin 


Pro Ser 


Thr 


Arg 


Arg 


Arg Leu Ser Pro Ser 








20 








25 






30 


Val 


Arg 


Val 


Cys 


Cys 


Arg 


Ala Ala 


Ala 


Ala 


Ser 


Asn Leu Leu Tyr Ser 






35 








40 








45 


Ser 


Cya 


Leu 


Gin 


Arg 


His 


Ser Glu 


Arg 


Ala 


Ser 


Glu Glu Gly Glu Arg 




50 










55 








60 


Gly 


Ser 


Leu 


Ser 


Ala 


Lys 


Cys Cys 


Ser 


Leu 


Val 


Leu Arg Gly Gly Cys 


65 










70 








75 


80 


Ser 


Ser 


Ser 


Aan 


Ser 


His 


Ser Phe 


Arg 


Arg 


He 


Thr Xaa Glu He Met 










85 








90 




95 


Ala 


Ala 


Phe 


Val 


Leu 


Leu 


Ser Tyr 


Glu 


Gin 


Arg 


Pro Leu Lys Arg Pro 








100 








105 






110 


Arg 


Leu 


Gly 


Pro 


Pro 


Asp 


Val Tyr 


Pro 


Pro 


Asp 


Pro Lys Gin Lys Glu 






115 








120 








125 


Glu 


Glu 


Leu 


Thr 


Ala 


val 


Asn Val 


Lys 










130 










135 


137 









<210> 2542 
<211> 76 
<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1) . . . (76) 

<223> Xaa - any amino acid or nothing 



<400> 2542 



Val 


Ser Phe Leu 


Ser 


Met 


Ser 


Ser 


Gly His Cys 


He Arg Ser Thr Arg 


1 




5 








10 




15 


Gly 


Ser Lys Met 


Val 


Ser 


Trp 


Ser 


Val He Ala 


Lys 


He Gin Glu He 




20 










25 




30 


Xaa 


Cys Glu G3,u 


Asp 


Glu 


Arg 


Lys 


Met Ala Arg 


Glu 


Phe Leu Ala Glu 




35 








40 






45 


Phe 


Met Ser Thr 


Tyr 


Val 


Met 


Met 


Asn He His 


Met 


He Val Glu Lys 




50 






55 






60 




Asp 


Thr Tyr Ser 


Asp 


His 


Glu 


Glu 


He Asn Thr 


Ser 




65 






70 






75 


76 





<210> 2543 
<211> 62 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (62) 

<223> Xaa « any amino acid or nothing 



<400> 2543 

He Ala Lys Ser Gin Xaa Lys Arg Trp Gin Arg Ser Gly Ala Met Glu 

15 10 15 

Thr Leu Lys His Gly Trp Trp Glu Cys Lys Leu Val Gin Phe Phe Gly 

20 25 30 

Lys Thr Phe Val Asn Val Asn Xaa Ser Xaa Thr Tyr Val Tyr Pro Cys 

35 40 45 

Asp Lys He He Leu Leu Leu Gly Leu Tyr Pro Thr Glu Met 
50 55 60 62 
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<210> 2544 
<211> 125 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (125) 

<223> Xaa = any amino acid or nothing 





<400> 2544 








Pro 


Leu 


Gin 


Arg 


Ser Lys Cys 


Leu Thr Leu Arg 


Cys Leu Arg Ala Lys 


1 








5 


10 


15 


Pro 


Trp 


Ala 


Trp 


Ser Gin Ser 


Pro Arg Ala Cys 


Ser Ser Ala Leu Leu 








20 




25 


30 


Lys 


Ser 


Ser 


Arg 


Ser Arg Ala 


Ser Ser Leu Asn 


Val Gin Cys He Leu 






35 






40 


45 


Gin 


Ser 


Asn 


Pro 


Gin Gly His 


Gin Arg lie Xaa 


Lys Gin Lys Ala Ser 




50 






55 




60 


Ser 


Lys 


Gly 


Gin 


Gin Phe Arg 


Arg Xaa Lys Glu 


His Pro Phe Met Leu 


65 








70 


75 


80 


Lys 


Thr 


Leu 


Asn 


Lys Leu Arg 


He Glu Gly Thr 


Xaa Leu Lys He Arg 










85 


90 


95 


Arg 


Ala 


lie 


Tyr 


Asp Asn Pro 


Thr Ala Asn He 


He Val Glu Gly Gin 








100 




105 


110 


Lys 


Leu 


Glu 


Ala 


Phe Pro Leu 


Arg Thr Gly Thr 


Arg Gin 






115 






120 


125 



<210> 2545 

<211> 209 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 

<222> (1) . . . (209) 

<223> Xaa = any amino acid or nothing 



. <400> 2545 



Gly 


His 


Gly 


Ala 


Pro 


Ser 


Phe 


Gin 


Thr 


Gin 


Val 


Pro Arg Thr Pro Xaa 


1 








5 










10 




15 


Ala 


Ser 


Trp 


Pro 


Val 


Val 


Pro 


Ala Ala 


Ser 


Glu 


Ser Ala Pro Ala Pro 








20 










25 






30 


Ala 


Gly 


Gly 


Gly 


Ala 


Ser 


Leu 


Pro 


Val 


Ala 


Ala 


Gly Ser Cys Ala Ala 






35 










40 








45 


Ala 


Pro 


His 


Thr 


Glu 


Pro 


Gly 


Ala 


Pro 


Gin 


His 


Leu Leu Asp Cys Pro 




50 










55 










60 


Cys 


Pro 


Leu 


Cys 


Leu 


Ala 


Arg 


Pro 


Pro 


Arg 


Arg 


Pro Leu Pro Asp Thr 


65 










70 










75 


80 


Cys 


Tyr 


Gly 


Pro 


Gly 


Ser 


Gly 


Arg 


Ser 


Ala 


Ser 


Leu Ala Glu Pro Pro 










85 










90 




95 


Leu 


Pro 


Arg 


Cys 


Ser 


Cys 


Ala 


Pro 


Leu 


Arg 


Ser 


Ala Ser Ala Pro Gin 








100 










105 






110 


Val 


Ser 


Xaa 


Cys 


Val 


Xaa 


Ala 


Val 


Asn 


Leu 


Leu 


Pro His Asn Leu Xaa 






115 










120 








125 


Pro 


Leu 


His 


Leu 


Leu 


Leu 


His 


Asp 


Xaa 


Glu 


Lys 


Ala Trp Gly Phe Leu 




130 










135 










140 


Phe 


Ser 


Ser 


Ala 


Ser 


His 


Cys 


Phe 


Gin 


Gly 


Gin 


He Cys Leu Leu Pro 


145 










150 










155 


160 


Ala 


Pro 


Gly 


Ser 


Gly 


Pro 


Cys 


Gly Ala 


Thr 


Ala 


Arg Pro Ser Arg Gly 



165 170 175 
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Gly Arg Ala Qly Gly Ser Arg Ala Arg Arg Pro lie Pro Pro Gly Pro 

180 185 190 

Gly Thr Arg Arg Thr Pro Ser Gly Cys Gin Asn Pro Ala Ala Ser Gly 
195 200 205 

.Gly 
209 



<210> 2546 
<211> 80 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (80) 

<223> Xaa = any amino acid or nothing 



<400> 2546 
Arg Ser Pro Thr Ala Thr Pro Ala 

1 5 
Pro Phe Ala Arg Gly Gly Arg Pro 
20 

Glu Arg Val Ala Pro Gly Trp Asp 
35 " 40 

Thr Asn Ser Arg Arg Thr Pro His 

50 ^ 55 

Tyr He Gly Ala Leu Phe Pro Met 
65 70 



Pro His Ala Met Gly Pro Gly Ala 

10 15 
Leu Pro Leu Leu Gly Ala Met Ala 

25 30 
Leu His Thr Pro Tyr Leu Pro Arg 
45 

Leu Xaa Xaa Glu Pro His Ala Gly 
60 

Ser Gly Gly Trp Pro Gly Gly Gin 
75 80 



<210> 2547 
<211> 80 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1)...(80) 

<223> Xaa = any amino acid or nothing 



<400> 2547 

He Ala Trp Leu Ser Gly Leu Phe Phe Pro Ser Asn Gin Ala Asn Leu 

15 10 15 

Cys Phe Leu Cys Tyr Lys Leu Thr Ala Asp Ser Arg Tyr Arg Gly His 

20 25 30 

Ala Met Arg His Leu Thr Gly Asn Thr Ser Met Ala lie Arg Phe Leu 

35 40 45 

Xaa Ala Asp Ser Arg Phe Gin Val Gin Arg Ala Arg Tyr Glu Ala Pro 

50 55 60 

Asn Trp Lys Tyr Lys Tyr Gly Tyr Xaa He Pro Val Asp Met Leu Cys 
65 70 75 80 



<210> 2548 
<211> 68 
<212> PRT 
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<213> Homo sapiens 

<221> mis cofeature 

<222> (1)...{68) 

<223> Xaa = any amino acid or nothing 



<400> 2548 

Lys Asn Lys Lys Thr Thr Lys Cys Leu Ser lie Val Thr Leu Asn He 

15 10 15 

Ser Gly Pro Asn Gin Xaa Asn Lys Arg His Arg Val Ala Glu Trp He 

20 25 30 

Val Lys Gin Glu Pro Asn He Cys His Leu Xaa Glu Thr His Phe Pro 

35 40 45 

Phe Arg Asp Thr Tyr Arg Leu Lys Glu Arg Glu Gin Lys Lys Arg Lys 

50 55 60 

Ser Ser Tyr Ser 
65 68 



<210> 2549 

<211> 53 

<212> PRT 

<213> Homo sapiens 

<22l> misc_feature 

<222> (1)...(53) 

<223> Xaa = any amino acid or nothing 



<400> 2549 

Gly Gly Arg Phe Lys Glu Ser Lys Leu lhr Asn Ala Gly Trp Gin Arg 

1 5 10 15 

Asn Ser Phe Phe He Gly Pro Pro Lys Ser He Pro Trp Ala Ala Val 

20 25 30 
Xaa Gin Arg Gly Asp Gly Lys Asn Pro Gly Val Thr His Leu Asn Arg 

35 40 45 

Pro Val Gly Thr Xaa 

50 53 



<210> 2550 

<211> 62 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 

<222> (1) . . . (62) 

<223> Xaa = any amino acid or nothing 



<400> 2550 

Val Asn Ala Glu Lys Glu Phe Xaa Lys He Gin His Tyr Phe Met Thr 

1 5 10 15 

Lys Ser Gin Asn Lys Leu His He Glu His Thr Tyr Leu Lys Pro He 

20 25 30 

Lys Ala He Tyr Asp Lys Trp Thr Ser Asp He Met Leu Asn Leu Gin 

35 40 45 

Lys Leu Xaa Ala Phe Phe Leu Arg Val He Val Arg Gin He 
50 55 60 62 
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<210> 2551 
<211> 196 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (196) 

<223> Xaa = any amino acid or nothing 





<400> 2551 
















Ser 


Ser 


Val 


Val 


Glu 


Phe 


Pro 


Arg Gly 


Pro 


Arg Ser Ser Leu 


Pro Pro 


1 








5 








10 




15 


Leu 


Asp 


Ser 


Thr 


Phe 


Pro 


Cys 


Gly Ser 


Ser 


Pro Asn Trp Thr 


Gly Gly 








20 








25 




30 




Cys 


Gly 


Ser 


Cvs 


Pro 


Ser 


Gly 


Glu Xaa 


Leu 


Val Ser Pro Gly 


Ser Glu 






35 










40 




45 




Gin 


Arg 


Lys 


Lys 


Tyr 


Ser 


Asn 


Ser Asn 


Val 


He Met His Glu 


Thr Ser 




50 










55 






60 




Gin 


Tyr 


His 


Val 


Gin 


His 


Leu 


Ala Thr 


Phe 


He Met Asp Lys 


Ser Glu 


65 










70 








75 


80 


Ala 


lie 


Thr 


Ser 


Val 


Asp 


Asp 


Ala lie 


Arg 


Lys Leu Val Gin 


Leu Ser 










85 








90 




95 


Ser 


Lys 


Glu 


Lys 


lie 


Trp 


Thr 


Gin Glu 


Met 


Leu Leu Gin Val 


Asn Asp 








100 








105 




110 




Gin 


Ser 


Leu 


Arg 


Leu 


Leu 


Asp 


lie Glu 


Ser 


Gin Glu Glu Leu 


Glu Asp 






115 










120 




125 




Phe 


Pro 


Leu 


Pro 


Thr 


Val 


Gin 


Arg Ser 


Gin 


Thr Val Leu Asn 


Gin Leu 




130 










135 






140 




Arg 


Tyr 


Pro 


Ser 


Val 


Leu 


Leu 


Leu Val 


Cys 


Gin Asp Ser Glu 


Gin Ser 


145 










150 








155 


160 


Lys 


Pro 


Asp 


Val 


His 


Phe 


Phe 


His Cys 


Asp 


Glu Val Glu Ala 


Glu Leu 










165 








170 




175 


Val 


His 


Glu 


Tyr 


Met 


Glu 


Ser 


Ala Leu 


Thr 


Asp Cys Arg Leu 


Gly Lys 








180 








185 




190 




Ala 


Met 


Arg 


Pro 




















195 


196 

















<210> 2552 

<211> 142 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (142) 

<223> Xaa = any amino acid or nothing 





<400> 2552 
















Lys 


Tyr 


Gly Asn 


Glu 


Gly 


His 


Trp Ser 


Arg 


Gin Cys Pro Asn 


Pro Gly 


1 






5 








10 




15 


Lys 


Pro 


He Arg 


Pro 


Cys 


Pro 


Leu Cys 


Arg 


Gly Pro His Trp 


Lys Leu 






20 








25 




30 




Asp 


Cys 


Glu Arg 


Pro 


Pro 


Gin 


Gly Pro 


Leu 


Pro Ser Leu Pro 


Glu Leu 






35 








40 




45 




Ala 


Lys 


Thr Ser 


Tyr 


Ser 


Asp 


Leu Thr 


Gly 


Leu Ala Thr Glu 


Asp Xaa 




50 








55 






60 




Trp 


Gly 


Pro Gly 


Met 


Asp 


Ala 


Pro Ala 


Thr 


Thr He Ala Ser 


Ser Lys 


65 








70 








75 


80 


Thr 


Arg 


Val Thr 


Leu 


Met 


Val 


Ala Gly 


Arg 


Pro Val Phe Phe 


Leu He 








85 








90 




95 
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Xaa Tyr Arg Ala Thr Tyr Ser Ala Leu Pro Asn Phe Ser Gly Pro Thr 

100 105 110 

Gin Ser Ser Gin Val Ser Val Val Gly He Asp Gly Gin Val Ser Lys 

115 120 125 

Pro Arg Ala Thr Pro Pro Leu Phe Cys Ser Leu His Thr Phe 
130 135 140 142 



<210> 2553 
<211> 74 
<212> PRT 

<213> Homo sapiens 

<221> mi sc_ feature 
<222> (1)...(74) 

<223> Xaa « any amino acid or nothing 



<400> 2553 



Arg 


Arg Lys Phe 


Glu Arg 


Lys 


Gin 


Lys Gin Xaa Arg Tyr Arg Glu Gly 


1 




5 






10 15 


Lys 


Gin Tyr Arg 


Gin Arg 


Asp 


Lys 


Met Lys Glu Trp Gly Glu Lys Glu 




20 








25 30 


Lys 


Arg Arg Arg 


Glu Lys 


Gly 


Glu 


Arg Glu Glu Arg Lys Met Arg His 




35 






40 


45 


Arg 


Glu Arg Lys 


Gly Glu 


Ser 


Gly 


Gin Arg Asp Thr Met Glu Asn Trp 




50 




55 




SO 


Arg 


Val Glu Arg 


Leu Thr 


Glu 


Lys 


Glu Arg 


65 




70 






74 



<210> 2554 

<211> 111 

<212> PRT 

' <213> Homo sapiens 

<221> raisc_feature 

<222> (l).-.(lll) 

<223> Xaa - any amino acid or nothing 



<400> 2554 



Glu 


Asp 


Lys 


Arg Leu Arg Leu Val 


Asp 


Gly 


Asp Ser Arg Cys Ala Gly 


1 






5 




10 


15 


Arg 


Val 


Xaa 


He Tyr His Asp Gly 


Phe 


Trp 


Gly Thr He Cys Asp Asp 








20 


25 




30 


Gly 


Trp 


Asp 


Leu Ser Asp Ala His 


val 


Val 


Cys Gin Lys Leu Gly Cys 






35 


40 






45 


Gly 


Val 


Ala 


Phe Asn Ala Thr val 


Ser 


Ala 


His Phe Gly Glu Gly Ser 




50 




55 






60 


' Gly 


Pro 


lie 


Trp Leu Asp Asp Leu 


Asn 


Cys 


Thr Gly Thr Glu Ser His 


65 






70 






75 80 


Leu 


Trp 


Gin 


Cys Pro Ser Arg Gly 


Trp 


Gly 


Gin His Asp Cys Arg His 








85 




90 


95 


Lys 


Glu 


Asp 


Ala Gly Val He Cys 


Ser 


Glu 


Phe Thr Ala Leu Arg 








100 


105 




110 111 



<210> 2555 
<211> 120 
<212> PRT 
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<213> Homo sapiens 

<22l> m±sc_feature 
<222> (1) . . . (120) 

<223> Xaa = any amino acid or nothing 



<400> 2555 



Ala 


Arg 


Gly 


Ser Cys 


Pro Thr Arg 


Pro 


Arg 


Thr Ala 


Asn Gly Arg Met 


1 






5 






10 




15 


Gly 


Glu 


Thr 


Lys Asp 


Ala Pro Gin 


Met 


Leu 


val Thr 


Phe Lys Asp val 








20 




25 






30 


Ala 


Val 


Thr 


Phe Phe 


Arg Glu Glu 


Trp 


Arg 


Gin Leu 


Val Leu Val His 






35 




40 








45 


Arg 


Thr 


Leu 


Tyr Arg 


Xaa Gly Met 


Leu 


Glu 


Thr Cys 


Gly Leu Leu Asp 




50 






55 






60 




Thr 


Leu 


Arg 


His Asn 


Val Pro Gin 


Pro 


Asp 


Val Val 


His Leu Leu Tyr 


65 








70 






75 


80 


His 


Gly 


Thr 


Gin Leu 


Leu lie Val 


Lys 


Arg 


Glu Val 


Ser His Ser Pro 








85 






90 




95 


Cys 


Ala 


Gly 


Asp Met 


Arg Glu Leu 


Phe 


Thr 


Arg Glu 


Ala Thr Leu Thr 








100 




105 






110 


Pro 


His 


Pro 


Tyr Asn 


Asn Gly Ala 














115 




120 











<210> 2556 
<211> 146 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . (146) 

<223> Xaa = any amino acid or nothing 



<400> 2556 



Thr 


Leu 


Gly 


Ala Val 


Leu Phe 


ser 


Glu 


Val 


Ser Lys 


Glu Ser Ser Thr 


1 






5 








10' 




15 


Ser 


His 


Ser 


Gly Gly 


Gin Leu 


Gly 


Arg 


Gin 


Asn Arg 


His Pro Lys Leu 








20 






25 






30 


Ser 


Asn 


Phe 


lie Thr 


Pro Ser 


Ser 


Pro 


Arg 


Leu Lys 


Pro Xaa Thr Ala 






35 






40 








45 


Ser 


Ser 


Gin 


Arg Asn 


Leu Gly 


Gin 


He 


Leu 


Asn Met 


Phe Leu Thr Ala 




50 






55 








60 




Val 


Asn 


Pro 


Gin Pro 


Leu Ser 


Thr 


Pro 


Ser 


Trp Gin 


He Glu Thr Lys 


65 








70 








75 


80 


Tyr 


Ser 


Thr 


Lys Val 


Leu Thr 


Gly 


Asn 


Trp 


Met Glu 


Glu Arg Arg Lys 








85 








90 




95 


Gly 


Leu 


Pro 


Tyr Lys 


His Leu 


lie 


Thr 


His 


His Gin 


Glu Pro Pro His 








100 






105 






110 


Arg 


Tyr 


Leu 


lie Ser 


Thr Tyr 


Asp 


Asp 


His 


Tyr Asn 


Arg His Gly Tyr 






115 






120 








125 


Asn 


Pro 


Gly 


Leu Pro 


Pro Leu 


Arg 


Thr 


Trp 


Asn Gly 


Gin Lys Leu Leu 




130 






135 








140 





Trp Leu 
145 146 



<210> 2557 
<211> 137 
<212> PRT 
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<213> Homo sapiens 

<22l> mis cofeature 
<222> <!)... (137) 

<223> Xaa = any amino acid or nothing 





<400> 2557 












T .011 




Ser 


Ser 


Pro 


Ala 


Aia xjcsu ueu 


Arg 


Hia ucu t.yo lie xi. ix. i. jxx 


1 

X, 








5 






10 


X9 


va_L 


Thr 


Gly 


Thr 


nld 


Leu 


iUa LcU riXy 




t\ y- f t Val *1 a 'rtir 1 T'Vi y lien 
rtly Val Ala xllx lux HSU 








20 






25 




30 


Pro 


Asp 


Gly 


Cys 


Arg 


Asn 


Val Leu Arg 


Pro 


Lys Tyr Tyr Arg Leu Cys 






35 








40 




45 


Asp 


Lys 


Ala 


Glu 


Ser 


Trp 


Gly lie Ala 


Leu 


Glu Thr Val Pro Thr Gly 




50 










55 




60 


Val 


Ala 


Val 


Thr 


Ser 


Trp 


Ala He Met 


Leu 


Thr Val Leu Thr Leu Val 


65 










70 






75 80 


Cys 


Lys 


Gly 


Gin 


Asp 


Tyr 


Asn Arg Arg 


Gin 


Lys Leu Pro Thr His He 










85 






50 


95 


Leu 


Cys 


Leu 


Leu 


Xaa 


Glu 


Lys Gly He 


Phe 


Gly Leu Thr Phe Ala Phe 








100 






105 




110 


lie 


He 


Gly 


Leu 


Asp 


Gly 


Ser Thr Gly 


Pro 


Thr Arg Phe Phe Leu Phe 






115 








120 




125 


Gly 


lie 


Leu 


Phe 


Ser 


lie 


Cys Phe Ser 








130 










135 137 







<210> 2558 
<211> 39 
<212>. PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1)...(39) 

<223> Xaa « any amino acid or nothing 



<:400> 2558 

lie Lys Asn Tyr Trp Pro Gly Met Val Ala His Ala Cys Asn Pro Ser 

1 5 10 15 

Pro Leu Gly Gly Arg Gly Arg Trp He Ala Xaa Ala Gin Lys Phe Ala 

20 25 30 

Asp Ala Trp Ala Asp Ala Trp 
35 39 



<210> 2559 
<211> 137 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1)...{137) 

<223> Xaa = any amino acid or nothing 



<400> 2559 

Lys Ser Leu Arg Asn Val Trp Asp Leu Leu Asn Asn Thr Trp Lys Ala 

1 5 10 15 

Asp Arg Phe Phe Cys His Ser Ser Arg Thr Ser Thr He Arg Lys Gly 
20 25 30 



1530 



WO 01/57188 



PCT/US01/03800 



Asp 


Pro 


Gly 


Pro 


Thr 


Phe 


Ser Lys 


Met 


Ser 


lie Trp 


Thr Ser Gly Arg 






35 








40 








45 


Thr 


Ser 


Ser 


Ser 


Tyr 


Arg 


His Asp 


Glu 


Lys 


Arg Asn 


lie Tyr Gin Arg 




50 










55 






60 




lie 


Arg 


Asp 


His 


Asp 


Leu 


Leu Asp 


Lys 


Arg 


Lys Thr 


Val Thr Ala Leu 


65 










70 








75 


80 


Lys 


Ala 


Gly 


Glu 


Asp 


Arg 


Ala lie 


Leu 


Leu 


Gly Leu 


Ala Met Met Val 










85 








90 




95 


Cys 


Ser 


lie 


Met 


Met 


Xaa 


Phe Leu 


Leu 


Gly 


lie Thr 


Leu Leu Arg ser 








100 








105 






110 


Tyr 


Met 


Gin 


Ser 


Val 


Trp 


Thr Arg 


Glu 


Ser 


Gin Cys 


Thr Leu Leu Asn 






115 








120 








125 


Ala 


Ser 


lie 


Thr 


Glu 


Thr 


Phe Asn 


Cys 










13 0 










135 


137 









<210> 2560 

<211> 127 

<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1) . . . (127) 

<223> Xaa =s any amino acid or nothing 





<400> 2560 










Ser 


Leu 


His 


Asp 


Met 


Leu 


Met 


Leu 


1 








5 








Trp 


Ala 


Val 


Asn 
20 


Thr 


Gin 


Asn 


Thr 


Phe 


Gly 


Gin 

35 


Arg 


He 


Leu 


Glu 


Lys 
40 


Leu 


Gly 
50 


Val 


Gin 


Glu 


Gin 


Gly 
55 


Gly 


Lys 


Asn 


Asn 


Asp 


Leu 


Gly 


Leu 


Gin 


65 










70 






Trp 


lie 


Ala 


His 


Gin 
85 


Asp 


Asp 


Phe 


Thr 


Cys 


Gin 


Arg 
100 


Gin 


GlU 


Thr 


Ala 


Lys 


Asn 


Ser 


His 


Val 


Gly 


Lys 


Asp 



115 120 



Ala 


Glu 


Gin 


Gin 


Gin Lys Gin Lys 




10 






15 


Ala 


Trp 


Ser 


Asn 


Ala Asp Ser Lys 


25 








30 


Met 


Glu 


Trp 


Ser 


Lys Gly Arg Gly 










45 


Pro 


Asp 


Asp 


He 


Lys Val Gin Val 








60 




Ala 


Thr 


He 


Asn 


Asn Glu Ala Asn 






75 




80 


Asn 


Trp 


Leu 


Leu 


Ala Glu Leu Asn 




90 






95 


Asp 


Ser 


Xaa 


Xaa 


Xaa Trp Ser Pro 


105 








110 


Ser 


Gly 


Glu 


Leu 


Ser Ala Lys 



125 127 



<210> 2561 

<211> 124 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (124) 

<223> Xaa « any amino acid or nothing 



<400> 2561 
Gin Lys His Pro Gly Gly Gly Gin 

1 5 
Ser Arg Phe His Asn Lys Ala Ser 
20 

Gly Arg Ala Trp Trp Leu Thr Pro 
35 40 



Leu Gly Arg Ser Pro Gin Glu Asp 

10 15 
Ser Gly Val Ser Arg Val Arg Leu 

25 30 
Val He Pro Thr Leu Trp Glu Ala 
45 
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Lys 


Ala Gly 


Gly 


Ser Pro 


Glu 


Xaa Asp 


Xaa 


Ala Gly Arg Gly Gly Ser 




50 






55 






60 


Arg 


Leu Xaa 


Ser 


Gin His 


Phe 


Gly Arg 


Pro 


Arg Arg Val Asp His Leu 


65 






70 








75 80 


Arg 


Ser Ala 


Val 


Gin Asp 


Gin 


Pro Gly 


Gin 


His Gly Glu Thr Pro Ser 








85 






90 


95 


Leu 


Leu Lys 


He 


Gin Lys 


He 


Asn Xaa 


Val 


Trp Gly Arg Arg Leu Xaa 






100 






105 




110 


Ser 


Ser Tyr 


Ser 


Glu Ala 


Glu 


Ala Gly 


Glu 


Ser Leu 




115 








120 




124 ■ 



<210> 2562 
<211> 105 
<212> PRT 

<213> Homo sapiens 

<22l> mis cofeature 
<222> (1) . . . (105) 

<223> Xaa = any amino acid or nothing 



<400> 2562 



Gin 


Phe 


Pro 


Val 


Asp 


Gly 


Asp 


Tyr Gin 


Lys 


He Glu Lys He Thr Gin 


1 








5 








10 


15 


Leu 


Phe 


Gin 


Ala 


Gin 


Asn 


Leu 


Ser Leu 


Cys 


Leu Ala Met Thr Arg Thr 








20 








25 




30 


Arg 


Glu 


Leu 


Xaa 


Lys 


Gly 


Gly 


Gly Lys 


Gly 


Arg His Glu Xaa Ala Val 






35 










40 




45 


Val 


Pro 


Phe 


Leu 


Lys 


Lys 


Gly 


Gly Tyr 


Gly 


Val Lys Ala Pro Ala He 




50 










55 






60 


Leu 


Asn 


Thr 


Ser 


Asn 


Cys 


Thr 


Xaa Cys 


Phe 


Xaa Glu Thr Lys Met Leu 


65 










70 








75 80 


Ser 


Asp 


Asp 


Pro 


Lys 


Ala 


Cys 


Val Phe 


Glu 


Val Ser Ser Ala Asp Leu 










85 








90 


95 


Xaa 


Asn 


Thr 


Ser 


Phe 


Gly 


Val 


He Arg 







100 105 



<210> 2563 
<211> 118 
<212> PRT 

<213> Homo sapiens 

<22l> mis cofeature 
<222> (1) . . . (118) 

<223> Xaa s any amino acid or nothing 





<400> 2563 








Ala 


Glu Leu 


Ser Leu 


Ala Ser Thr Ala 


Cys 


Gly Arg Asn Thr Ser Gly 


1 




5 




10 


15 


Asp 


Ser Leu 


Pro Asp 


Tyr Asp Arg Ala 


Pro 


He Ser Ser Pro Leu Ala 






20 


25 




30 


Thr 


Ser Gly 


Thr He 


Leu Ser Ala He 


Ser 


Cys Leu Trp Asp Leu Pro 




35 




40 




45 


Thr 


Pro Val 


Leu Arg 


Val Gly Leu Ser 


Cys 


Gin Pro Ser Met Ser Ser 




50 




55 




60 


Gin 


He Pro 


Arg Met 


Tyr Ser Thr Asp 


Val 


Glu Ala Ala Val Asn Ser 


65 






70 




75 80 


Leu 


Glu Asp 


Leu Tyr 


Leu Gin Ala Tyr 


Tyr 


Ala Tyr Leu Cys Val Gly 






85 




90 


95 
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Leu Tyr Phe His Arg Asp Asp Met Ala Leu Glu Gly Val Ser Arg Phe 

100 105 110 

Leu Xaa Glu Leu Ala Glu 
115 118 



<210> 2564 
<211> 45 
<212> PRT 

<213> Homo sapiens 



<22l> mis cofeature 
<222> (1) .7. (45) 

<223> Xaa = any amino acid or nothing 



<400> 2564 

Ser Leu Ser Arg Trp Val Arg Ala Lys Leu Xaa Val Pro Tyr Asn Gin 

15 10 15 

Glu Asn Cys Leu Asn Pro Arg Gly Gly Gly Cys Ser Glu Pro Arg Ser 

20 25 30 

His Tyr Cys Thr Pro Ala Trp Ala Thr Glu Lys Asp Ser 
35 40 45 



<210> 2565 
<211> 65 
<;212> PRT 

<:213> Homo sapiens 

<221> mis cofeature 
<222> (1) . . ♦ (65) 

<223> Xaa o any amino acid or nothing 



<400> 2565 

Lys Pro Gly Asn Phe Ala Val Ser Ser Glu Tyr Xaa Asp He Thr Ser 

15 10 15 

Gly Gin Leu Lys Thr Ala Val Arg Gly Xaa He Glu Met Thr Ser Thr 

20 25 30 

Glu Glu Asn Phe Gly Glu Lys Leu His Asp He Gly Phe Gly Asn Gly 

35 40 45 

Phe Leu Asp Lys Thr Xaa Lys Ala Gin Ala Thr Lys Ala Lys He Asp 
50 55 60 

Lys 
65 



<210> 2566 
<211> 105 
<212> PRT 

<213> Homo sapiens 

<221> raisc_feature 
<222> (1) . . . (105) 

<223> Xaa = any amino acid or nothing 



<400> 2566 

Cys Phe Leu Glu Asp Gly Cys Thr Gin Ala Ser Xaa Ala Glu Glu Ala 
15 10 15 



1533 
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Ala 


Val 


Ser 


Pro 


Ser 


Met 


Ala 


Glu 


Glu 


Glu 


Gin 


Gly Ser Thr Ser Cys 








20 










25 






30 


Arg 


Glu 


Arg 


Arg 


Ser 


lie 


Arg 


Phe 


Lys 


Met 


Lys 


Asn His Ser Pro Asp 






35 








40 








45 


Asp 


Thr 


lie 


Lys 


Glu 


Asn 


Val 


Thr 


lie 


Ser 


Asn 


lie Arg Thr Arg Lys 




50 










55 










60 


lie 


Asn 


His 


Leu 


Pro 


Glu 


Thr 


Glu 


Arg 


Asn 


Leu 


Leu Glu His Gly Leu 


65 










70 










75 


60 


Met 


Tyr 


He 


Arg 


Leu 


Asn 


Ala 


Ala 


Phe 


Cys 


Ser 


Leu Val Ala His Ser 










85 










90 




95 


Leu 


Phe 


Gly 


Phe 


He 


Leu 


Lys 


Ala 


Thr 









100 105 



<210> 2567 
<211> 141 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (141) 

<223> Xaa « any amino acid 'or nothing 



<400> 2567 



Leu 


His 


Cys 


Lys 


Met 


Gly 


Ala 


Leu 


Glu 


Thr 


Gin 


Thr His Pro Cys Ser 


l 








5 










10 




15 


Gin 


Asn 


Met 


Leu 


Arg 


Ser 


Leu 


Gin 


Lys 


Cys 


Cys 


Cys Lys Val Glu Glu 








20 










25 






30 


His 


His 


Leu 


Gin 


Pro 


Val 


Gin 


val 


Leu 


Gin 


Thr 


Leu Leu His Ser Ala 






35 










40 








45 


Thr 


Ala 


Gly 


Thr 


Gly 


Cys 


Arg 


Arg 


Pro 


Ala 


Arg 


Pro Pro Pro Ala Pro 




50 










55 










60 


Pro 


Thr 


Pro 


Thr 


Pro 


Tip 


Arg 


Ser 


Arg 


Gin 


Ser 


Gly Lys Gin Ser Glu 


65 










70 










75 


80 


Arg 


Ala 


Ser 


Xaa 


Leu 


Lys 


Gly 


Arg; 


Gly 


Arg 


Tyr 


Gly Leu Gly Ala Leu 










85 










90 




9S 


Gly 


Gly 


Arg 


Gly 


Gly 


Arg 


Ala 


Leu 


Gly 


Gly 


Ser 


Arg Trp Pro Pro Pro 








100 










105 






110 


Leu 


Pro 


Gly 


Glu 


Thr 


Leu 


Phe 


Ser 


Gly 


Cys 


Lys 


His Arg Arg Arg Arg 






115 










120 








125 


Arg 


Gly 


Ser 


Asp 


Ala 


Ala 


Pro 


Gly 


Glu 


Glu 


Ala 


Gly Thr 



130 135 140 141 



<210> 2568 
<211> 134 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) .7. (134) 

<223> Xaa = any amino acid or nothing 



<400> 2568 • 
His Ala Ser Ala Arg Ala Leu Leu 

1 5 
Lys Met Ala He Ser Gly Gly Pro 
20 

Val Leu Met Ser Ala Gin Glu Pro 
35 40 



Ser Pro Asn Leu Ser Pro Asn Asn 

10 15 
Val Leu Gly Phe Phe He He Ala 

25 30 
Trp Ala He Lys Glu Glu His Val 
45 
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lie 


lie 


Gin 


Ala 


Glu 


Phe 


Tyr Leu Asn 


Pro Asp Gin Ser Gly Glu Phe 




50 










55 


60 


Met 


Leu 


Asp 


Phe 


Glu 


Gly 


Glu Asp Thr 


Phe His Gly Asp Met Ala Lys 


65 










70 




75 80 


Lys 


Glu 


Thr 


Val 


Trp 


Arg 


Leu Glu Xaa 


Leu Ala Arg Leu Asp Asn Phe 








85 






90 95 


Glu 


Ala 


Gin 


Arg 


Ala 


Leu 


Ala Asn lie 


Ala Ala Asp Gin Ala Ala Leu 








100 






105 


110 


Glu 


lie 


Met 


Asp 


Met 


Gly 


Ser Asp Tyr 


Thr Leu lie Pro Asn Val Pro 






115 








120 


125 


Pro 


Lye 


Val 


Thr 


Val 


Leu 








130 








134 







<210> 2569 
<211> 94 
<212> PRT 

<213> Homo sapiens 





<400> 2569 






Pro 
1 


Asp Trp Thr 


Glu Lys 
5 


Arg Lys 


Pro 


Leu His Trp 


Phe Gly 


Phe Gly 




20 






Gly 


He He Gly 


Tyr Val 


Lys Ala 




35 




40 


Gly 


Leu Leu Phe 


Gly Ser 


Leu Ser 




50 




55 


Gin 


Asp Pro Arg 


Asn Val 


Trp Val 


65 




70 




Ala 


Gly He Met 


Gly Met 


Arg Phe 



85 



Met Gin Asp Thr Gly Ser He Leu 

10 15 
Tyr Ala Ala Leu Val Ala Tyr Gly 

25 30 
Gly Ser Val Pro Ser Leu Ala Ala 
45 

Gly Leu Gly Ala Tyr Gin Leu Ser 
60 

Phe Leu Ala Thr Ser Gly Thr Leu 
75 80 
Tyr His Ser Gly Lys Leu 
90 94 



<210> 2570 
<211> 166 
<212> PRT 

<213> Homo sapiens 



<400> 2570 



Leu 


Leu 


Leu 


Thr 


Gly 


Tyr 


He Gin Thr 


Leu Gin Asn Gin Gin Leu Ser 


1 








5 




10 15 


Gly 


Asn 


Gin 


Gin 


Glu 


Met 


Gin Ala Val 


Asp Asn Leu Thr Ser Ala Pro 








20 






25 


30 


Gly 


Asn 


Thr 


Ser 


Leu 


Cys 


Thr Arg Asp 


Tyr Lys He Thr Gin Val Leu 






35 








40 


45 


Phe 


Pro 


Leu 


Leu 


Tyr 


Thr 


Val Leu Phe 


Phe Val Gly Leu He Thr Asn 




50 










55 


60 


Gly 


Leu 


Ala 


Met 


Arg 


He 


Phe Phe Gin 


He Arg Ser Lys Ser Asn Phe 


65 








70 




75 80 


He 


He 


Phe 


Leu 


Lys 


Asn 


Thr Val He 


Ser Asp Leu Leu Met He Leu 










85 






90 95 


Thr 


Phe 


Pro 


Phe 


Lys 


He 


Leu Ser Asp 


Ala Lys Leu Gly Thr Gly Pro 








100 






105 


110 


Leu 


Arg 


Thr 


Phe 


Val 


Cys 


Gin Val Thr 


Ser Val He Phe Tyr Phe Thr 




115 








120 


125 


Met 


Tyr 


He 


Ser 


lie 


Ser 


Phe Leu Gly 


Leu He Thr He Asp Arg Tyr 




13 0 










135 


140 


Gin 


Lys 


Thr 


Thr 


Arg 


Pro 


Phe Lys Thr 


Ser Asn Pro Lys Asn Leu Leu 



145 150 155 160 



1535 
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Gly 


Ala Lys lie 


Leu Lys 














165 


166 








<210> 2571 












<211> 133 












<212> PRT 












<213> Homo 


sapiens 








<400> 2571 










Lvs 


Glu 


Arg 


Asp 


Ser 


Ser Thr 


Phe 


Ser 


1 








5 








Gly 


Met 


Glu 


Gin 


Ala 


Met Pro 


Gly 


Ala 








20 








25 


Gly 


Asn 


Met 


Ala 


Val 


lie His 


Ser 


His 






35 








40 




Lys 


Phe 


Leu 


Lys 


Gly 


Glu Pro 


Lys 
* 


Val 




50 








55 






Thr 


Ala 


Leu 


Met 


Ser 


Leu Ser 


Met 


Glv 


65 










70 






Ser 


Asn 


Thr 


Tyr 


Gly 


Ser Asn 


Pro 


lie 










85 








lie 


Trp 


Gly 


Ser 


Val 


Met Phe 


lie 


lie 








100 








105 


Ala 


Gly 


lie 


Arg 


Thr 


Thr Lys 


Glv 


Leu 






115 








120 




Asn 


lie 


Thr 


Ser 


Ser 










130 






133 




• 






<210> 2572 












<211> 123 












<212> PRT 












<213> Homo 


sapiens 








<4Q0> 2572 










Val 


Ala 


Lys 


Met 


Val 


Lys Cys 


Cys 


Ser 


1 








5 








Cys 


Leu 


Pro 


Asn 


Ser 


Lys Leu 


Lys 


Gly 








20 








25 


Thr 


Asp 


Glu 


Asn 


lie 


Lys Arg 


Lys 


Trp 






35 








40 




Asp 


Val 


Asn 


Ala 


Ala 


Gly lie 


Trp 


Glu 




50 








55 






Cys 


Ser 


Arg 


His 


Phe 


Lys Lys 


Thr 


Asp 


65 










70 






lie 


Lys 


Leu 


Lys 


Pro 


Gly Val 


lie 


Pro 










85 








His 


Leu 


Gin 


Gly 


Lys 


Arg Glu 


Lys 


Leu 








100 








105 


Leu 


Lys 


Thr 


Val 


Pro 


Ala Thr 


Asn 


Tyr 






115 








120 





<210> 2573 

<211> 85 

<212> PRT 

<213> Homo sapiens 



PCT/US01/03800 



Ala 


Ala Met 


Thr 


Thr 


Met Gin 


10 








15 


Gly 


Pro Gly 


Val 


Pro 


Gin Leu 








30 




Leu 


Trp Lys 


Gly 


Leu 


Gin Glu 






45 






Leu 


Gly Val 


Val 


Gin 


lie Leu 




60 








lie 


Thr Met 


Met 




Met Ala 










an 


ocJ. 


v ai. i y xr 


Tip 

x x.c 


uiy 


Tyr Thr 












OCX. 


- 

oxy ser 


eu 


ser 


lie Ala 








liU 




Val 




Ser 


Leu 


Gly Met 






TOR 






Ala 


lie Gly 


Cys 


Ala 


Ser Arg 


10 








15 


Leu 


Thr Phe 


His 


Val 


Phe Pro 








30 




Val 


Leu Ala 


Met 


Lys 


Arg Leu 






45 






Pro 


Lys Lys 


Gly 


Asp 


Val Leu 




60 








Phe 


Asp Arg 


Ser 


Ala 


Pro Asn 




75 






80 


Ser 


He Phe 


Asp 


Ser 


Pro Tyr 


90 








95 


His 


Cys Arg 


Lys 


Asn 


Phe Thr 








110 




Asn 


His 









123 
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<400> 2573 



Arg 


Thr 


Ser Met 


Gly 


lie 


Leu 


Tyr 


Ser 


Glu 


Pro lie 


Cys 


Gin 


Ala 


Ala 


1 






5 










10 








15 




Tyr 


Gin 


Asn Asp 


Phe 


Gly 


Gin 


Val 


Trp 


Arg 


Trp Val 


Lys 


Glu 


Asp 


Ser 






20 










25 








30 






Ser 


Tyr 


Ala Asn 


Val 


Gin 


Asp 


Gly 


Phe 


Asn 


Gly Asp 


Thr 


Pro 


Leu 


lie 






35 








40 








45 








Cys 


Ala 


Cys Arg 


Arg 


Gly 


His 


Val 


Arg 


lie 


Val Ser 


Phe 


Leu 


Leu Lys 




50 








55 








60 










Lys 


Glu 


Cys Leu 


Cys 


Gin 


Pro 


Gin 


Lys 


Pro 


Glu Arg 


Glu 


Asn 


Leu 


Leu 


65 








70 










75 








eo 


Ala 


Leu 


Cys Cys 


Glu 























85 



<210> 2574 
<211> 210 
<212> PRT 

<213> Homo sapiens 



<400> 2574 



Asp 


Ala 


Trp 


Ala 


Ser 


Gly 


Gly 


Glu 


Leu 


Gly 


Ser Leu 


Phe 


Asp 


His His 


1 








5 










10 








15 


Val 


Gin 


Arg 


Ala 


Val 


Cys 


Asp 


Thr 


Arg 


Ala 


Lys Tyr 


Arg 


Glu 


Gly Arg 








20 










25 








30 




Arg 


Pro 


Arg 


Ala 


Val 


Lys 


Val 


Tyr 


Thr 


lie 


Asn Leu 


Glu 


Ser 


Gin Tyr 






35 










40 








45 






Leu 


Leu 


lie 


Gin 


Gly 


Val 


Pro 


Ala 


Val 


Gly 


Val Met 


Lys 


Glu 


Leu Val 




50 










55 








60 








Glu 


Arg 


Phe 


Ala 


Leu 


Tyr 


Gly 


Ala 


He 


Glu 


Gin Tyr 


Asn 


Ala 


Leu Asp 


65 










70 










75 






80 


Glu 


Tyr 


Pro 


Ala 


Glu 


Asp 


Phe 


Thr 


Glu 


Val 


Tyr Leu 


He 


Lys 


Phe Met 










85 










90 








95 


Asn 


Leu 


Gin 


Ser 


Ala 


Arg 


Thr 


Ala 


Lys 


Arg 


Lys Met 


Asp 


Glu 


Gin Ser 








100 










105 








110 




Phe 


Phe 


Gly 


Gly 


Leu 


Leu 


His 


Val 


Cys 


Tyr 


Ala Pro 


Glu 


Phe 


Glu Thr 






115 










120 








125 






Val 


Glu 


Glu 


Thr 


Arg 


Lys 


Lys 


Leu 


Gin 


Met 


Arg Lys 


Ala 


Tyr 


Val Val 




13 0 










135 








140 








Lys 


Thr 


Thr 


Glu 


Asn 


Lys 


Asp 


His 


Tyr 


Val 


Thr Lys 


Lys 


Lys 


Leu Val 


145 










150 










155 






160 


Thr 


Glu 


His 


Lys 


Asp 


Thr 


Glu 


Asp 


Phe 


Arg 


Gin Asp 


Phe 


His 


Ser Glu 










165 










170 








175 


Met 


Ser 


Gly 


Phe 


Cys 


Lys 


Ala 


Ala 


Leu 


Asn 


Thr Ser 


Ala 


Gly 


Asn Ser 








180 










185 








190 




Asn 


Pro 


Tyr 


Leu 


Pro 


Tyr 


Ser 


Cys 


Glu 


Leu 


Pro Leu 


Cys 


Tyr 


Phe Ser 






195 










200 








205 







Ser Lys 
210 



<210> 2575 
<211> 54 
<212> PRT 

<213> Homo sapiens 



<400> 2575 

Arg Ser Gly Cys Val Leu Arg Met Thr Glu Trp Glu Thr Gly Ala Pro 
1 * 5 10 15 



1537 
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Ala Val Ala Glu Thr Pro Asp He 
20 

Asp Asp Val His He Asn Asp He 
35 40 
Val Arg Leu He Leu Leu 
50 54 



Lys Leu Phe Gly Lys Trp Ser Thr 

25 30 
Ser Leu Gin Asp Tyr He Ala Gly 



<210> 2576 
<211> 137 
<212> PRT 

<213> Homo sapiens 





<400> 2576 


















Gin 


Gly 


Leu 


Pro 


Ser 


Phe 


Leu 


Pro 


Ala 


Phe Gly Pro Ser 


Gly 


Ser Trp 


1 








5 










10 




15 


Leu 


Gly 


Pro 


Ala 


Pro 


Thr 


Leu 


Gly 


Ser 


Ser Cys Asn Thr 


Val 


Asp Thr 








20 










25 




30 




He 


Cys 


His 


Gly 


Tyr 


Ser 


Glu 


He 


Arg 


Pro Leu Phe Tyr 


Leu 


Ser Phe 






35 










40 




45 






Cys 


Asp 


Leu 


Leu 


Leu 


Gly 


Leu 


Cys 


Trp 


Leu Thr Glu Thr 


Leu 


Leu Tyr 




50 










55 






60 






Gly 


Ala 


Ser 


Val 


Ala 


Asn 


Lys 


Asp 


He 


He Cys Tyr Asn 


Leu 


Gin Ala 


65 










70 








75 




60 


val 


Gly 


Gin 


He 


Phe 


Tyr 


He 


Ser 


Ser 


Phe Leu Tyr Thr 


val 


Asn Tyr 










85 










90 




95 


He 


Trp 


Tyr 


Leu 


Tyr 


Thr 


Glu 


Leu 


Arg 


Met Lys His Thr 


Gin 


Ser Gly 








100 










105 




110 




Gin 


Ser 


Thr 


Ser 


Pro 


Leu 


Val 


He 


Asp 


Tyr Thr Cys Arg 


Val 


Cys Gin 






115 










120 




125 






Met 


Ala 


Phe 


Val 


Phe 


Ser 


Ser 


Leu 


lie 










130 










135 




137 









<210> 2577 
<211> 138 
<212> PRT 

<213> Homo sapiens 



<400> 2577 



Gly 


Lys 


Trp 


Lys 


Arg 


Thr 


Gin 


Val 


1 








5 








Asp 


Met 


Asp 


Leu 


Ala 


Arg 


Lys 


Glu 








20 










Ala 


Gly 


Lys 


Met 


Asn 


He 


Ser 


He 






35 










40 


Leu 


Val 


Leu 


Asn 


Val 


Gly 


Arg 


Val 




50 










55 




Lys 


Met 


Lys 


Asp 


Cys 


Gin 


Leu 


Arg 


65 










70 






Arg 


Ala 


Val 


Cys 


Ala 


Leu 


Leu 


Asn 










85 








Glu 


Val 


Glu 


Asn 


Lys 


Gly 


Tyr 


Ser 








100 










Asp 


Leu 


Glu 


Asn 


Ser 


Phe 


Ser 


Asn 






115 










120 


Leu 


Asp 


Phe 


Met 


Gin 


Asn 


Gly 


Asn 




130 










135 





Pro 


Leu Leu Gly Glu 


Glu 


Cys Ala 




10 




15 




Phe 


Leu Arg Gly Asn 


Gly 


Leu 


Ala 


25 




30 






Asp 


Leu Asp Thr Asn 


Tyr 


Ala 


Glu 




45 








Thr 


Leu Gly Glu Asn 


Asn 


Arg 


Lys 




50 








Lys 


Gin Gin Asn Glu 


Asn 


Val 


Ser 




75 






80 


Ser 


Gly Gly Gly Val 


He 


Lys 


Ala 




90 




95 




Tyr 


Lys Lys Asp Gly 


lie 


Gly 


Leu 


105 




110 






Met 


Leu Pro Phe Val 


Pro 


Asn 


Phe 




125 








Tyr 


Phe 
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<210> 2578 
<211> 44 
<212> PRT 





<213> Homo 


sapiens 


















<400> 2578 




















Glu 


Ala 


Ser 


Ser 


Ser Asn 


Thr 


Val 


Ala 


Ser 


Asn 


Val Ala Asp Lys 


Thr 


1 








5 










10 




15 




Asp 


Pro His 


Ser 


Met 


Asn 


Ser 


Arg Val 


Phe 


He 


Gly Asn Leu Asn 


Thr 








20 










25 






30 




Leu 


Val 


Leu 


Gin 


Lys 


Ser 


Asp 


Val 


Glu 


Ala 


Val 


Phe 








35 










40' 








44 






<210> 2579 






















<211> 260 






















<212> PRT 






















<213> Homo 


sapiens 


















<400> 2579 




















Leu 


Phe 


Ala 


Met 


DC! 


m v 

wi y 


Phe 


Glu 


Asn 


Leu 


Asn 


Thr Asp Phe Tyr 


Gin 


1 








5 










10 




15 




Thx 


Ser 


Tyr 


Ser 


lie 


Asp 


Asp 


Gin 


Ser 


Gin 


Gin 


Ser Tyr Asp Tyr 


Gly 








20 










25 






30 




Glv 


Ser 


Gly 


Gly 


Pro 


Tyr 


Ser 


LVS 


Gin 


Tyr 


Ala 


Glv Tyr Asp Tyr 


Ser 






35 










40 








45 




Gin 


Gin 


Gly 


Arg 


Phe 


Val 


Pro 


Pro 


Asp 


Met 


Met 


Gin Pro Gin Gin 


Pro 




50 










55 










60 




Tyr 


Thr 


Gly 


Gin 


lie 


Tyr 


Gin 


Pro 


Thr 


Gin 


Ala 


Tyr Thr Pro Ala 


Ser 


65 










70 










75 




80 


Pro 


Gin 


Pro 


Phe 


Tyr 


Gly 


Asn 


Asn 


Phe 


Glu 


Asp 


Glu Pro Pro Leu 


Leu 










85 










90 




95 




Glu 


Glu 


Leu 


Gly 


lie 


Asn 


Phe 


Asp 


His 


He 


Trp 


Gin Lys Thr Leu 


Thr 








100 










105 






110 




Val 


Leu 


His 


Pro 


Leu 


Lys 


Val 


Ala 


Asp 


Gly 


Ser 


He Met Asn Glu 


Thr 






115 










120 








125 




Asp 


Leu 


Ala 


Gly 


Pro 


Met 


Val 


Phe 


Cys 


Leu 


Ala 


Phe Gly Ala Thr 


Leu 




130 










135 










140 




Leu 


Leu 


Ala 


Gly 


Lys 


He 


Gin 


Phe 


Gly 


Tyr 


Val 


Tyr Gly lie Ser 


Ala 


145 










150 










155 




160 


He 


Gly 


Cys 


Leu 


Gly 


Met 


Phe 


Cys 


Leu 


Leu 


Asn 


Leu Met Ser Met 


Thr 










165 










170 




175 




Gly 


Val 


Ser 


Phe 


Gly 


Cys 


Val 


Ala 


Ser 


Val 


Leu 


Gly Tyr Cys Leu 


Leu 








180 










185 






190 




Pro 


Met 


lie 


Leu 


Leu 


Ser 


Ser 


Phe 


Ala 


Val 


He 


Phe Ser Leu Gin 


Gly 






195 










200 








205 




Met 


Val 


Gly 


He 


He 


Leu 


Thr 


Ala 


Gly 


He 


He 


Gly Trp Cys Ser 


Phe 




210 










215 










220 




Ser 


Ala 


Ser 


Lys 


He 


Phe 


He 


Ser 


Ala 


Leu 


Ala 


Met Glu Gly Gin 


Gin 


225 










230 










235 




240 


Leu 


Leu 


Val 


Ala 


Tyr 


Pro 


Cys 


Ala 


Leu 


Leu 


Tyr 


Gly Val Phe Ala 


Leu 










245 










250 




255 




He 


Ser 


Val 


Phe 





















260 



<210> 2580 
<211> 78 
<212> PRT 



1539 



WO 01/57188 

<213> Homo sapiens 



<400> 2580 



Thr 


Phe 


Val 


Leu 


Asn Met 


Asn 


Thr 


Pro 


1 








5 










Pro 


lie 


Val Arg 


lie 


Ala 


Ala 


His 


Leu 








20 










25 


His 


Phe 


Ser 


Pro 


Glu Arg 


Pro 


Phe 


Met 






35 










40 




Met 


Phe 


Val 


Asp 


lie 


Ser 


Gly 


Lys 


cys 




50 










55 






Trp 


Met 


Ser 


Asn 


Arg Leu 


Ala 


Trp 


Glu 


€5 










70 










<210> 2581 














<211> 354 














<212> PRT 














<213> Homo 


sapiens 










<400> 2581 












Thr 


Pro 


Leu 


Phe 


As "D 


Phe 


Trp 


Pro 


Gly 


1 








5 










Pro 


Leu 


Ser 


Ala 


Ser 


Leu 


Arg 


Ala 


Arg 








20 










25 


Ala 


Cys 


Arg 


lie 


Met 


Pro 


Thr 


Thr 


Val 






35 










40 




Gly 


Glu 


Phe 


His 


Phe 


Phe 


Gin 


Lys 


Gin 




50 










55 






Leu 


Ser 


Ala 


Thr 


Phe 


Ala 


Pro 


He 


Tyr 


65 










70 








Phe 


Thr 


Pro 


Asp 


His 


Arg 


Cys 


Arg 


Ser 










85 










Leu 


Arg 


Cys 


Gly 


Trp 


Ser 


Pro 


Ala 


Glu 








100 










105 


Gly 


Pro 


Gly 


Pro 


Ala 


Gly 


Glu 


Ala 


Ser 






115 










120 




Glu 


Val 


Asp 


Trp 


Asn 


Gin 


Ser 


Thr 


Phe 




13 0 










13 5 






Ser 


Leu 


Asp 


Thr 


Asn 


Arg 


Ser 


Arg 


Leu 


145 










150 








Gly 


Trp 


Val 


Tyr 


Glu 


Thr 


Pro 


Gly 


Ser 










165 










Leu 


Val 


Cys 


Ala 


Asn 


Ser 


Trp 


Met 


Leu 








180 










185 


Asn 


Val 


Gly 


Phe 


Phe 


lie 


Gly 


Ser 


Met 






195 










200 




Arg 


Phe 


Gly 


Arg 


Lys 


Leu 


Cys 


Leu 


Leu 




210 










215 






Ala 


Ala 


Gly 


Val 


Leu 


Met 


Ala 


He 


Ser 


225 










230 








lie 


Phe 


Arg 


Leu 


He 


Gin 


Gly 


Leu 


Val 










245 










Gly 


Tyr 


lie 


Leu 


He 


Thr 


Glu 


Phe 


Val 








260 










265 


Val 


Gly 


lie 


Phe 


Tyr 


Gin 


Val 


Ala 


Tyr 






275 










280 




Ala 


Gly 


Val 


Ala 


Tyr 


Ala 


Leu 


Pro 


His 




290 










295 






Val 


Ala 


Leu 


Pro 


Asn 


Phe 


Phe 


Phe 


Leu 



305 310 
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Lys 


Glu 


Glu 


Phe 


Gin 


Asp 


Trp 


10 










15 




Pro 


Asp 


Leu 


He 


Val 


Tyr 


Gly 










30 






Asp 


Tyr 


Phe 


Asp 


Gly 


Val 


Leu 








45 








Lys 


Arg 


Asp 


Val 


Cys 


Leu 


Met 






60 










Phe 


Thr 


Cys 


Arg 


Ala 








75 






78 






Phe 


Val 


Leu 


Ser 


Trp 


Leu 


Gin 


10 










15 




Arg 


Ala 


Ala 


Ser 


Gly 


Pro 


Pro 










30 






Asp 


Asp 


Val 


Leu 


Glu 


His 


Gly 








45 








Met 


Phe 


Phe 


Leu 


Leu 


Ala 


Leu 






60 










Val 


Gly 


He 


Val 


Phe 


Leu 


Gly 




75 










80 


Pro 


Gly 


Val 


Ala 


Glu 


Leu 


Ser 


90 










95 




Glu 


Leu 


Asn 


Tyr 


Thr 


Val 


Pro 










110 






Pro 


Arg 


Gin 


Cys 


Arg 


Arg 


Tyr 








125 








Asp 


Cys 


Val 


Asp 


Pro 


Leu 


Ala 






140 










Pro 


Leu 


Gly 


Pro 


Cys 


Arg 


Asp 




155 










160 


Ser 


He 


Val 


Thr 


Glu 


Phe 


Asn 


170 










175 




Asp 


Leu 


Phe 


Gin 


Ser 


Ser 


Val 










190 






Ser 


He 


Gly 


Tyr 


He 


Ala 


Asp 








205 








Thr 


Thr 


val 


Leu 


He 


Asn 


Ala 






220 










Pro 


Thr 


Tyr 


Thr 


Trp 


Met 


Leu 




235 










240 


Ser 


Lys 


Ala 


Gly 


Trp 


Leu 


He 


250 










255 




Gly 


Arg 


Arg 


Tyr 


Arg 


Arg 


Thr 










270 






Thr 


Val 


Gly 


Leu 


Leu 


Val 


Leu 








285 








Trp 


Arg 


Trp 


Leu 


Gin 


Phe 


Thr 






300 










Leu 


Tyr 


Tyr 


Trp 


Cys 


He 


Pro 




315 










320 
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Glu Ser Pro Arg Trp Leu lie Ser 
325 

Arg lie lie Lys His lie Ala Lys 
340 

Ser Leu* 
354 



Qln Asn Lys Asn Ala Glu Ala Met 

330 335 
Lys Asn Gly Lys Ser Leu Pro Ala 
345 350 



<210> 2582 
<211> 118 
<212> PRT 

<213> Homo sapiens 





<400> 2582 








Pro 


Gly 


Pro 


Gly 


Met 


Gin Gly Pro Pro Pro He Thr Pro Thr 


Ser Trp 


1 








5 


10 


15 


Ser 


Leu 


Pro 


Pro 


Trp 


Arg Ala Tyr Val Ala Ala Ala Val Leu 


Cys Tyr 








20 




25 30 




lie 


Asn 


Leu 


Leu 


Asn 


Tyr Met Asn Trp Phe He He Ala Gly 


Val Leu 






35 






40 45 




Leu 


Asp 


lie 


Gin 


Glu 


Val Phe Gin He Ser Asp Asn His Ala 


Gly Leu 




50 








55 60 




Leu 


Gin 


Thr 


Val 


Phe 


Val Ser Cys Leu Leu Leu Ser Ala Pro 


Val Phe 


65 










70 75 


80 


Gly 


Tyr 


Leu 


Gly 


Asp 


Arg His Ser Arg Lys Ala Thr Met. Ser 


Phe Gly 










85 


90 


95 


lie 


Leu 


Leu 


Trp 


Ser 


Gly Ala Gly Leu Ser Ser Ser Phe He 


Ser Pro 








100 




105 110 




Arg 


Tyr 


Ser 


Trp 


Leu 


Phe 








115 






118 





<210> 2583 

<211> 131 

<212> PRT 

<213> Homo sapiens 



<400> 2583 



Leu 


Pro 


Ala 


Pro 


Trp 


Thr Glu Arg 


1 








5 




Gly 


Thr 


Cys 


Leu 


Gly 


Asp Pro Met 








20 






Val 


Ala 


Leu 


Ser 


Val 


Ala Leu Gly 






35 






40 


lie 


Lys 


Leu 


Thr 


Pro 


Arg Leu Ser 




50 








55 


Arg 


Ala 


Tyr 


Lys 


Ser 


Tyr Val Arg 


65 










70 


Gly 


lie 


Asn 


Ser 


He 


Leu Leu Arg 










85 




Ala 


Cys 


Gly 


He 


Val 


Met Thr Leu 








100 






Ala 


Asn 


Phe 


Phe 


Leu 


lieu Leu Leu 






115 






120 


Gin 


Leu 


Val 










130 


131 









Val . Arg Lys Ser Glu Gly Leu Val 

10 15 
Ala Ser Pro Arg Thr Val Thr He 

25 30 
Leu Phe Phe Val Phe Met Gly Thr 
45 

Lys Asp Ala Tyr Ser Glu Met Lys 
60 

Ala Leu Pro Leu Leu Lys Lys Met 
75 80 
Lys Ser He Gly Ala Leu Glu Val 

90 95 
Val Pro Gly Arg Pro Lys Asp Val 
105 110 
Val Leu Ala Val Leu Phe Phe His 
125 



<210> 2584 
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<211> 128 
<212> PRT 

<213> Homo sapiens 



<400> 2584 



Arg 


Leu 


Glu 


Leu 


Asp 


Trp Gly 


Phe 


Ser 


Leu His 


Phe 


Leu 


Pro 


Val Ala 


1 








5 








10 










15 


Tyr 


Leu 


Cys 


Pro 


Leu 


Ser Ser 


Gly 


Phe 


Glu 


Met 


Asn 


Val 


Gin 


Pro Cys 








20 








25 










30 




Ser 


Arg 


Cys 


Gly 


Tyr 


Gly Val 


Tyr 


Pro 


Ala 


Glu 


Lys 


lie 


ser 


Cys lie 






35 








40 










45 






Asp 


Gin 


lie 


Trp 


His 


Lys Ala 


Cys 


Phe 


His 


Cys 


Glu 


Val 


Cys 


Lys Met 




50 








55 










60 








Met 


Leu 


Ser 


Val 


Asn 


Asn Phe 


Val 


Ser 


His 


Gin 


Lys 


Lys 


Pro 


Tyr Cys 


65 










70 








75 








80 


Bis 


Ala 


His 


Asn 


Pro 


Lys Asn 


Asn 


Thr 


Phe 


Thr 


Ser 


Val 


Tyr 


His Thr 










85 








90 










95 


Pro 


Leu 


Asn 


Leu 


Asn 


Val Arg 


Thr 


Phe 


Pro 


Glu 


Ala 


lie 


Ser 


Gly lie 








100 








105 










110 




His 


Asp 


Gin 


Glu 


Asp 


Gly Glu 


Gin 


Cys 


Lys 


Ser 


Val 


Phe 


His 


Trp Asp 






115 








120 










125 




128 



<210> 2585 
<211> 169 
<212> PRT 

<213> Homo sapiens 



<400> 2585 

lie Arg Ser Gly Ala Met Ser Val Asp Lys Ala Glu Leu Cys Gly Ser 

1 5 10 15 

Leu Leu Thr Trp Leu Gin Thr Phe His Val Pro Ser Pro Cys Ala Ser 

20 25 30 

Pro Gin Asp Leu Ser Ser Gly Leu Ala Val Ala Tyr Val Leu Asn Gin 

35 40 45 

lie Asp Pro Ser Trp Phe Asn Glu Ala Trp Leu Gin Gly lie Ser Glu 

50 55 60 

Asp Pro Gly Pro Asn Trp Lys Leu Lys Val Thr Ser Gly Leu Leu He 
65 70 75 80 

Arg Gly Gin Thr Gly Glu Glu Met Thr Arg Asp Gly Pro Ala Arg His 

85 90 95 

Met Ser Trp Val Met Gly Arg Lys Arg Asp Arg Cys Leu Val He Asn 

100 105 110 

His Leu Phe He His Ser Ser Met Glu Tyr Ser Pro Cys Ala Arg Pro 

115 120 125 

Gly His Ser Ala Arg Asn Asn Thr Asp Lys Asn Leu Pro His Thr Ala 

130 135 140 

He He Leu Val Thr Ser Asn Thr Tyr Thr Thr He Lys He Asn Phe 
145 150 155 160 

Gin Ala Gly Arg Ser Gly Ser Cys Leu 
165 169 



<210> 2586 
<211> 85 
<212> PRT 

<213> Homo sapiens 



1542 
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<400> 2586 



Phe 


Arg 


Gly Glu 


Ala 


Leu Thr 


Val 


Arg Phe 


Leu Thr 


Lys Arg 


Phe He 


1 






5 






10 






15 


Gly 


Glu 


Tyr Ala 


Ser 


Asn Phe 


Glu 


Ser He 


Tyr Lys 


Lys His 


Leu Cys 






20 








25 




30 




Leu 


Glu 


Arg Lys 


Gin 


Leu Asn 


Leu 


Glu He 


Tyr Asp 


Pro Cys 


Ser Gin 






35 






40 






45 




Thr 


Gin 


Lys Ala 


Lys 


Phe Ser 


Leu 


Thr Ser 


Glu Leu 


His Trp 


Ala Asp 




50 






55 






60 






Gly 


Plie 


Val He 


Val 


Tyr Asp 


He 


Ser Asp 


Arg Ser 


Ser Phe 


Ala Phe 


65 








70 






75 




80 


Ala 


Lys 


Ala Leu 


He 















85 



<210> 2587 
<211> 83 
<212> PRT 

<213> Homo sapiens 





<400> 2587 






Asn 


He 


Leu 


Ala 


He He Tyr 


Phe 


1 








5 




Arg 


Asp 


Ser 


Gin 


Ser Asn Pro 


Lys 








20 






His 


Gin 


Lys 


He 


Lys Asn Phe 


Gin 






35 






40 


Leu 


Thr 


Pro 


Pro 


Leu Val Val 


Cys 




50 






55 
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Arg 
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Val Thr 
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Thr 
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He Asn 


Glu Ala 


Ser Lys 


Val Pro 
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He 
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He 
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Asn He 
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Glu 
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Thr 


Pro Leu 


Lys 


Pro Arg 


Phe Glu 


Val Pro 


Asp Val 
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Leu 


Thr 
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Ser Thr 


Val 


Arg Leu 


He Ser 


Cys Ser 
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Thr 
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He 
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Gly Lys 


Gly Asp 


Leu Lys 


Cys 
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He 


Trp Lys 
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* 
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Val Leu 


Thr Glv Ser 
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Ser 


Pro 


lie 


Val 


Val 


Val Leu 
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Gly Ser 


Met Glu 


Pro Ala Phe 


His 
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80 


Arg 
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Asp 


Leu 


Leu 


Phe Leu 


Thr 


Asn Phe 


Arg Glu 


Asp Pro He 


Arg 
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Ala 
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He 


Val 


Val Phe 


Lvs 


Val Glu 


Glv Arcr 


Asp He Pro 


He 








100 








105 




110 




Val 


His 


Arg 


Val 


lie 


Lys Val 


His 


Glu Lys 


Asp Asn 


Gly Asp Xle 


Lvs 






115 








120 






125 




Phe 


Leu 


Thr 


Lys 


Gly 


Asp Asn 


Asn 


Glu Gly 


Asp Asp 


Am Glv Sar 


Tvr 
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Arg 
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Ala Arg 


Arg Arg Gly 
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Cys 


Gly Ala 
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Trp Val 


Ala Glu 


Trp Ser Pro 
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Pro 


Leu 


Asp 
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Ala 


Met Leu 


Leu 


Trp Met 


Gin Gly 


Phe Val Leu 
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Ala 


Val 


Ala 


Cys 


Gin 


Asp Asn 


Asp 


Asp Tyr 


Leu Arg 


Tyr Gly He 


Leu 




50 








55 
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Phe 


Glu 


Asp 


Leu 


Asp 


Cys Asn 


Gly 


Asp Gly 


Val Val 


Asp He He 


Glu 


65 










70 
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Leu 


Gin 


Glu 


Gly 


Leu 


Arg Asn 


Trp 


Ser Ser 


Ala Phe 


Asp Pro Asn 


Ser 
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95 




Glu 
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His 
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Ser 


Pro 


Ala 




Glv 


Lys 


Ser Asn Arg Thr Asp Val Met lie Thr Ala 


1 








5 




10 15 


Pro 


TjVS 


Asn 


LVS 


Lvs 
**i 


Met 


Thr Glu Asn Leu Ala Ala Pro Glu Ala Leu 






20 






25 30 


Asn 


Ser 


Ser 


Thr 


His 


Ser 


Ser Ser Thr Ala Thr Gin Ser Arg Ala Lys 




35 








40 45 


Met 


Asn 
50 


Thr 


Pro 


Ala 


Pro 


Thr Pro Ser Thr Val Pro Ala lie Pro Arg 
55 60 


Gly 


Gly 


Ser 


Gly 


Gly 


Pro 


Pro Pro Cys Ala Pro His Asp Arg Val Ser 


65 










70 


75 80 


Ser 


Val 


Leu 


Gin 


Cys 
85 


Asp 


Thr Gin Ala Met Asp His Lye Thr Glu Ser 
30 95 


Ser 


His 


Ser 


Val 
100 


val 


Glu 


Phe Leu Phe Lys Arg Thr Lys Thr Pro Ser 
105 110 


Pro 


Phe 


His 
115 


Pro 


Ala 


Val 


Arg Glu Asn Arg Asn 
120 123 
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Thr lie Ser Cys Gly Pro Ala Thr Glu Pro Pro Ala Ser Leu Leu Ser 

1 5 10 15 

Ser Ala Ser Ser Asp Asp Phe Cys Lys Glu Lys Thr Glu Asp Arg Tyr 

20 25 30 

Ser Leu Gly Ser Ser Leu Asp Ser Gly Met Arg Thr Pro I*eu Cys Arg 

35 40 45 

He Cys Phe Gin Gly Pro Glu Gin Gly Glu Leu Leu Ser Pro Cys Arg 

50 55 60 

Cys Asp Gly Ser Val Lys Cys Thr His Gin Pro Cys Leu lie Lys Trp 
65 70 75 80 

He Ser Glu Arg Gly Cys Trp Ser Cys Glu Leu Cys Tyr Tyr Lys Tyr 

85 90 95 

His Val He Ala He Ser Thr Lys Asn Pro Leu Gin Trp Gin Ala He 

100 105 HO 

Ser Leu Thr Val He Glu Lys Val Gin Val Ala Ala Ala lie Leu Gly 

115 ■ 120 125 

Ser Leu Phe Leu He Ala Ser He Ser Trp Leu He Trp Ser Thr Phe 

130 135 140 

Ser Pro Ser Ala Arg Trp Gin Arg Gin Asp Leu Leu Phe Gin He Cys 
145 150 155 160 

Tyr Gly Met Tyr Gly Phe Met Asp Val Met He Val Ala Val Asp Ser 

165 170 175 

Glu Asp Met Val Gin Ala Ala Lys Glu Val Gly Lys Arg Trp Ser Asp 
180 185 190 

He Pro Pro 
195 
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Trp Arg He Ser His His Ala Gly Lys Met Pro Val Met Lys Gly Leu 
15 10 15 
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Pro 


Gin 


Asn 


Thr 


Phe 


Leu 


Asp 








20 
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Thr 


His 
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Asn 
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Ala 
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He 


Val 


Tyr 
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Ser 
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Arg 
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Asn 


Gly 


Ala 
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Val 


Val 


Val 
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50 
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Val 


Val 


Phe 


Leu 


Arg 


He 


Glv 


Phe 
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Leu 


Gin 


Ala 


Leu 


Ala 


Met 


Leu 


Leu 


Val 
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Thr 


Val 


Leu 


Ser 


Val 


Cys 


Ala 


He 


Ala 








100 










105 


Glv 


Gly 


Ala 


Tyr 


Cys 


He 


Leu 


Gin 


His 






115 










120 




Val 


Leu 


Pro 


Ala 


Arg 


Glu 


Val 


Met 


He 




130 










135 






Val 


Gly 


Gly 


Ser 


He 


Gly 


Leu 


Met 


Phe 


145 










150 










Ala 


Val 


Ser 


Leu 


Leu 


Glv 


Leu 


Val 










165 










Gly 


Ala 
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Lys 


Ser 


Lys 


cys 


Arg 
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Pro 


Glu 


Gly 
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Met 


Arg 
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Ser 


ser 


Gly 
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Met 


Leu 


Asp 


Glu 
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Glu 
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Ala 
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Val 
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Ser 


Glu 
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Val 


Val 
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He 
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Thr He Ala Thr Arg Phe Asp 
30 

Asn Ala Gin Val Ala Lys Gly 
45 

Phe Cys Glu Leu Ala Gly Phe 
60 



Ser 


Ala Met Ala Ser 


Glu 


Ser 


10 




15 




Gly 


Glu Glu Gly Val 


Ala 


Leu 




30 






Gly 


Ala Ser Ala Arg 


Lys 


Leu 




45 






Thr 


Val Leu Ser Met 


Phe 


Ser 




60 






Val 


Val Gly His Ala 


Gly Leu 




75 




80 


Ala 


Tyr Phe He Leu 


Ala 


Leu 


90 




95 




Thr 


Asn Gly Ala Val 


Gin Gly 




110 






Arg 


Trp Thr Gly Val 


Trp 


Pro 




125 






Ser 


Arg Thr Leu Gly 


Pro 


Glu 




140 






Tyr 


Leu Ala Asn Val 


Cys 


Gly 




155 




160 


Glu 


Ser Val Leu Asp 


Val 


Phe 


170 




175 





Leu 


Ser Glu Gly Phe 


Gly Pro 


10 




15 


Ser 


Val Gin Glu Ala 


Glu Ala 




30 




Glu 


Gly Ser Leu Thr 


Val Tyr 




45 




Pro 


Gin Asp Met Met 


Ser Tyr 
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Arg 


Gly He Met His 


Arg Glu 




75 


80 


Val 


Gin Val Ala Gin 


Ala Met 


90 
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Ser 


Leu 


Thr 


Glu 


Asp 


Val 


Leu 


Ala 


Ala 








100 










105 


Glu 


Asp 


Lys 


Trp 


Ser 


Ala 


Glu 


Lys 


Arg 






115 










120 




Gly 


Tyr 


Glu 


lie 


Thr 


Phe 


Ser 


Leu 


Leu 
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Asp 


Val 


Tyr 


Trp 


Asp 


He 


Glu 


Gly 


Ala 


145 










150 








Phe 


Leu 


Asn 


Ala 


Leu 


Gly 


Ala 


Ala 


Gly 










165 
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Leu 


Tyr 


Tyr 


Ala 


Met 


Leu 


Gly 


val 








180 
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Ser 


Ser 


Ser 


Tyr 


Tyr 


Leu 


Asp 


Met 


His 
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200 




Pro 


Val 


Glu 


Ser 


Arg 


Leu 


Gly 


Ser 


Ser 




210 










215 






Leu 


Asn 


Phe 


Leu 


Leu 


Tyr 


Val 


Pro 


Glu 


225 










230 








lie 


Gin 


Asp 


Lys 


Asp 


Gly 


Ala 


Pro 


Val 










245 










Pro 


Arg 


Trp 


Gly 


Gly 


He 


Met 


Val 


Tyr 








260 
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Ala 


Ser 


Val 


Leu 


Pro 


Val 


Arg 


Val 
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280 




Met 


Glu 


Val 


Phe 


Leu 


Ala 


Gin 


Leu 


Arg 




290 
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Pro 


Gin 


Leu 


Pro 


Pro 


Lys 


Cys 


Leu 


Leu 
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Leu 


Met 


Thr 


Trp 
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Leu 
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Leu 
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Ala 


Thr 


Ala 
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Thr 


Thr 
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Pro 
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Ala 
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Arg 
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Arg 
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Cys 


Glu 


Ala 


Glu 
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Val 
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Leu 


Ser 
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Cys 


Phe 


Phe 


Phe 


Thr 
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Ala 
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Val 
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Ala 


Leu Ala Asp 


His 


Leu 


Pro 






110 






Arg 


Pro Leu Lys 


Ser 


Ser 


Leu 




125 








Asn 


Pro Asp Pro 


Lys 


Ser 


His 




140 








Val 


Arg Arg Tyr 


Val 


Gin 


Pro 




155 






160 


Asn 


Phe Ser Val 


Asp 


Ser 


Gin 


170 






175 




Asn 


Pro Arg Phe 


Asp 


ser 


Ala 






190 






Ser 


Leu Pro His 


Val 


He 


Asn 




205 








Ala 


Ala Ser Leu 


Tyr 


Pro 


Val 




220 








Leu 


Ala His Ser 


Pro 


Leu 


Tyr 




235 






240 


Ala 


Thr Asn Ala 


Phe 


His 


Ser 


250 






255 




Asn 


Val Asp Ser 


Lys 


Thr 


Tyr 






270 






Glu 


Val Asp Met 


Val 


Arg 


Val 




285 








Leu 


Leu Phe Gly 


He 


Ala 


Gin 




300 








Ser 


Gly Pro Thr 


Ser 


Glu 


Gly 




315 






320 


Leu 


Trp Ala Arg 


Ser 


val 


Glu 


330 






335 




Thr 


Ser Leu Ala 
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Arg 


Glu Pro Arg 


His 


Pro 


Asp 


10 






15 




Pro 


Gly Leu Arg 


Ser 


Arg 


Ser 
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He 


Ala Met Val 


Thr 


Val 


Gly 




45 








Gly 


Pro Ala Trp 


Met 


Gin 


Asp 




60 








Leu 


Val Pro Ser 


Thr 


Arg 


Met 




75 






80 


Ala 


Leu Pro Cys 


Lys 


Arg 


Arg 
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Trp Gly Ala 


Gly 


Pro 


Arg 
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Val Arg Asn 
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Lys Met 


Thr 


Arg 
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Val Leu 


Ser 


Arg 
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Asp 


Thr He 
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Arg 
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Arg val Asp 
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70 
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He Arg Arg 
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Gly 
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fil v Hp Thr" 
\jxy lux 


Val 
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Ser 
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Thr 


Asp 




50 




55 
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Leu 


Ala 


65 






70 






He 


Glv Asp Tvr 


He 
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Val 


Asn 






85 
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His Asp Glu 
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He Thr 
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105 


Val 


Leu Glu Val 
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Tyr Glu 
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Pro 
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Pro Pro Pro 


Arg Pro Ser Arg 
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Arg 


Ala Ser Ala 


Ala 


Ala Ala Ala 


Gly 




20 
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Pro Val Arg 


Gly Gin Asp Ser 


Gly 




35 






40 




Leu 


Ala Gly Arg 


Gly Ala His Leu 


Ser 
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Ser 


Cys Ser 


Ala 


Val 


Gly Cys 


.10 








15 


Glu 


Arg Gly 


Leu 


Ser 


Phe His 








30 




Ser 


Lys Trp 


He 


Arg 


Ala Val 






45 






He 


Trp He 


Pro 


Gly 


Pro Gly 




50 








Glu 


Ser Asp 


Phe 


Glu 


Ser Tyr 




75 






80 


Ala 


Val Pro 


Ser 


Val 


Ser Leu 


90 








95 


Cys 


Thr Ser 










108 








Glv 


Glv LVS 


Asp 


Ala 


Glv Gly 


10 








15 


Gin 


Ser He 


Pro 


Glu 


Glu Phe 








30 




Lys 


Lys Glu 


Gly 


Ser 


Thr Leu 






45 






Lys 


Asp Gly 


Lys 


Pro 


Arg val 




GO 








Ala 


Arg Ser 


Asp 


Leu 


Leu Asn 




75 






80 


Gly 


He His 


Leu 


Thr 


Arg Leu 


90 








95 


Lys 


Asn Val 


Gly 


Glu 


Arg Val 








110 




Pro 


Pro Gly 


Gly 


Cys 


Pro Trp 






125 






Arg 


Arg Gly 


Arg 


Ala 


Gly Thr 


10 








15 


Pro 


Thr Val 


Ser 


Ala 


Val Arg 








30 




Ala 


Gly Thr 


Pro 


Gin 


Gly Arg 






45 
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Val Gly 


Ala 


Ser 


Gly Ser 
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Gly Val Ala Ala Gly Pro Ala Ala Arg His Ala Pro Arg Arg Arg Cys 
65 70 75 80 

Ala Asp Ala Gly Glu Ala Val Gly Ala Ser Cys Gly Arg Cys Ala Val 

85 90 ** 95 

Ala Leu Leu Ser Gly Val Cys Thr Leu Val Ser Thr His Val Cys Val 

100 105 no 

Gly Ser Gly Cys Pro Gly Ala Ala Gly Thr Pro Met Gly Ala Gly Asp 

115 120 125 

Ala Gly Ala Ser Ala Glu Ser Ala Val Thr Thr Ala Pro Gin Glu Pro 

130 135 140 

Pro Ala Arg Pro Leu Gin Ala Gly Ser Gly Ala Gly Pro Ala Pro Gly 
145 150 155 160 

Arg Ala Met Arg Ser Thr Thr Leu Leu Ala Leu Leu Ala Leu Val Leu 

165 170 175 

Leu Tyr Leu Val Ser Gly Ala Leu Val Phe Arg Ala . Leu Glu Gin Pro 

180 * 185 190 

His Glu Gin Gin Ala Gin Arg Glu Leu Gly Glu Val Arg Glu Lys Phe 

195 200 205 

Leu Arg Ala His Pro Cys Val Ser Asp Gin Glu Leu Gly Leu Leu lie 

210 215 220 

Lys Glu Val Ala Asp Ala Leu Gly Gly Gly Ala Asp Pro Glu Thr Asn 
225 230 235 240 

Ser Thr Ser Asn Ser Ser His Ser Ala Trp Asp Leu Gly Ser Ala Phe 

245 250 255 

Phe Phe Ser Gly Thr lie lie Thr Thr lie Gly Gly Gly Gly Asp Trp 

260 265 270 

His Val Gly Gly Gly Lys Glu Leu Pro His Gly Gly Arg Cys Arg Glu 

275 2B0 285 

Thr Glu Gly Ser Gin Val Ala Pro Arg Leu Pro Ala Ser Pro Leu Cys 

290 295 300 

Pro Gly Tyr Gly Asn Val Ala Leu Arg Thr Asp Ala Gly Arg Leu Phe 
305 310 315 320 

Cys lie Phe Tyr Ala Leu Val Gly He Pro Leu Phe Gly lie Leu Leu 

325 330 335 

Ala Gly Val Gly Asp Arg Leu Gly Ser Ser Leu Arg His Gly He Gly 

340 345 350 

His He Glu Ala He Phe Leu Lys Trp His Val Pro Pro Glu Leu val 

355 360 365 

Arg Val Leu Ser Ala Met Leu Phe Leu Leu He Gly Cys Leu Leu Phe 

370 375 380 

Val Leu Thr Pro Thr Phe Val Phe Cys Tyr Met Glu Asp Trp Ser Lys 
385 390 395 * 400 

Leu Glu Ala He Tyr Phe Val He Val Thr Leu Thr Thr Val Gly Phe 

405 410 415 

Gly Asp Tyr Val Ala 
420 421 
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<400> 2600 

Phe Val Val Pro Ser Pro Cys Gly Gly He Pro Gly Arg Ala Pro Asn ' 

15 10 15 

Gly Ala Ser Arg Pro Thr Met Gly Asn Ser Ala Ser Arg Asn Asp Phe 

20 25 ~ 30 

Glu Trp Val Tyr Thr Asp Gin Pro His Thr Gin Arg Arg Lys Glu He 

35 40 45 

Leu Ala Lys Tyr Pro t Ala He Lys Ala Leu Met Arg Pro Asp Pro Arg 
50 55 SO 
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Val 


Leu 


Val 
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Val 
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Leu 


Val 


Arg 
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Leu 


Ala 


Trp 


Arg 










85 










Ala 


Phe 


Gly 


Gly 


Cys 


Val 


Asn 


His 


Ser 








100 










105 


lie 


Ser 


His 


Asn 


Ala 


Ala 


Phe 


Gly 


Thr 






115 










120 




Trp 


Leu 


Ala 


Val 


Phe 


Ala 


Asn 


Leu 


Pro 




130 










135 






Ser 


Phe 


Lys 


Lys 


Tyr 


His 


Val 


Asp 


His 


145 










150 








Gly 


Leu 


Asp 


Val 


Asp 


Val 


Pro 


Thr 


Arg 










165 










Thr 


Pro 


Ala 


Arg 


Lys 


Leu 


Leu 


Trp 


Leu 








180 










185 


Ser 


Leu 


Arg 


Pro 


Leu 


Cys 


Val 


His 


Pro 






195 










200 




Val 


Leu 


Asn 


Thr 


Leu 


Val 


Gin 


Leu 


Ala 




210 










215 




217 




<210> 2601 














<211> 352 














<212> PRT 














<213> Homo 


sapiens 










<400> 2601 












Pro 


Val 


lie 


Met 


Pro 


Leu 


His 


Phe* Ser 


1 








5 










Ser 


Cys 


Cys 


Val 


Ser 


Ser 


Ser 


Pro 


Lys 








20 










25 


Arq 


Leu 


Glu 


Ser 


Tyr 


Arg 


Pro 


Asp 


Thr 






35 










40 




Gly 


Cys 


Asn 


Leu 


Gin 


His 


He 


Ser 


Asp 




50 










55 






Asn 


Met 


Glu 


Phe 


Asn 


Pro 


Ser 


Asp 


His 


65 










70 








Leu 


Ser 


Lys 


Ser 


Gin 


Thr 


Asp 


Val 


Arg 










85 










lie 


Asn 


His 


His 


Pro 


Pro 


Gly 


Gin 


He 








100 










105 


Ser 


Thr 


He 


Phe 


Leu 


Asp 


Asp 


Ser 


Thr 






115 










120 




Tyr 


Thr 


He 


Lys 


Cys 


Val 


Ala 


Leu 


Ala 




130 










135 






Arg 


Asp 


Pro 


Asp 


Gly 


Arg 


Met 


Leu 


Leu 


145 










150 








His 


Pro 


Leu 


Ser 


Lys 


Ser 


Glu 


Val 


Pro 










165 










Pro 


Glu 


Gin 


Lys 


Gin 


He 


Tyr 


Arg 


Phe 








180 










185 


Ala 


Gin 


Leu 


Thr 


Ala 


Glu 


Cys 


Ala 


lie 






195 










200 




Arg 


Leu 


Leu 


Thr 


Tyr 


Ala 


Glu 


He 


Asp 




210 










215 






Arg 


lie 


Val 


Leu- Gly 


Ala 


lie 


Leu 


Leu 


225 










230 








Gin 


Ala 


Val 


Trp Asn 


Val 


Asp 


Tyr 


Cys 










245 










Val 


Glu 


Asp 


Met 


Asn 


Glu 


Leu 


Glu 


Arg 
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Leu 


Val Gin Met 


Leu 


Ala 


Cys 




75 






80 


Trp 


Leu Leu Phe 


Trp 


Ala 


Tyr 


90 






95 




Leu 


Thr Leu Ala 


lie 


His 


Asp 






110 






Gly 


Arg Ala Ala 


Arg 


Asn 


Arg 




125 








Glu 


Gly Val Pro 


Tyr 


Ala 


Ala 




140 








His 


Arg Tyr Leu 


Gly 


Gly 


Asp 




155 






160 


Leu 


Glu Gly Trp 


Phe 


Phe 


Cys 


170 






175 




Val 


Leu Gin Pro 


Phe 


Phe 


Tyr 






190 






Lys 


Ala Val Thr 


Arg 


Met 


Glu 




205 








Pro 


Gly Asp He 


Val 


Arq 


Pro 


10 






15 




Leu 


Arg Arg Asn 


Ala 


His 


Ser 






30 






Asp 


Leu Ser Arg 


Glu 


Asp 


Thr 




45 








Arg 


Glu Asn lie 


Asp 


Asp 


Leu 




60 








Pro 


Arg Ala Ser 


Thr 


lie 


Phe 




75 






80 


Glu 


Lys Arg Lys 


Ser 


Leu 


Phe 


90 






95 




Ala 


Arg Lys Tyr 


Ser 


Ser 


Cys 






110 






Val 


Ser Gin Pro 


Asn 


Leu 


Lys 




125 








He 


Tyr Tyr His 


He 


Lys 


Asn 




140 








Asp 


He Phe Asp 


Glu 


Asn 


Leu 




155 






160 


Pro 


Asp Tyr Asp 


Lys 


His 


Asn 


170 






175 




Val 


Arg Thr Leu 


Phe 


Ser 


Ala 






190 






Val 


Thr Leu Val 


Tyr 


Leu 


Glu 




205 








He 


Cys Pro Ala 


Asn 


Trp 


Lys 




220 








Ala 


Ser Lys Val 


Trp 


Asp 


Asp 




235 






240 


Gin 


He Leu Lys 


Asp 


Ue 


Thr 


250 






255 




Gin 


Phe Leu Glu 


Leu 


Leu 


Gin 



270 
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Phe Asn He Asn Val Pro Ser Ser Val Tyr Ala Lys Tyr Tyr Phe Asp 

275 280 285 

Leu Arg Ser Leu Ala Glu Ala Asn Asn Leu Ser Phe Pro Leu Glu Pro 

290 295 300 

Leu Ser Arg Glu Arg Ala His Lys Leu Glu Ala He Ser Arg Leu Cys 
305 310 315 320 

Glu Asp Lys Tyr Lys Asp Leu Arg Arg Ser Ala Arg Lys Arg Ser Ala 

325 330 335 

Ser Ala Asp Asn Leu Thr Leu Pro Arg Trp Ser Pro Ala He He Ser 
340 345 350 352 



<210> 2602 
<211> 123 
<212> PRT 

<213> Homo sapiens 



<400> 2602 



Lys 


Arg 


Pro 


Asp 


Ser 


Arg Pro Pro 


l 








5 




Arg 


Pro 


Arg 


Thr Arg 


Gly Cys Glu 








20 






Ala 


Val 


Gly 


He 


Lys 


Met Gly Ser 






35 






40 


Cys 


Leu 


Asp 


Val 


Phe 


Lys Glu Leu 




50 








55 


lie 


Phe 


Phe 


Ser 


Ser 


Leu Ser Leu 


65 










70 


Leu 


Gly 


Ala 


Arg Gly 


Glu Thr Glu 










85 




Ser 


Ser 


Glu 


Val 


Cys 


Ser Glu Pro 








100 






Sly 


Ser 


Ala 


Lys 


Leu 


He Leu Ser 






115 






120 



Ala Gin Tyr Arg Ala Gly Pro Thr 

10 15 
Leu Leu Tyr Trp Lys Ala Thr Lys 

25 30 
Leu Ser Thr Ala Asn Val Glu Phe 
45 

Asn Ser Asn Asn He Gly Asp Asn 
60 

Leu Tyr Ala Leu Ser Met Val Leu 
75 80 
Glu Gin. Leu Glu Lys Val Trp Asn 

90 * 95 

Arg Ser Leu Ser Cys Ser Arg Ser 
105 110 
Leu Tyr Gin 
123 



<210> 2603 
<211> 69 
<212> PRT 

<213> Homo sapiens 





<400> 2603 




Lys 


Glu Gin Ala Glu 


Leu Leu Tyr 


1 


5 




Thr 


Leu Ser Ser His 


Pro Ser Ser 




20 




Phe 


Thr His Ala Thr 


Phe Val Leu 




35 


40 


Ala 


His Phe Trp Val 


Gly Phe Pro 




50 


55 


Met 


Phe Gly Asn Cys 




65 


69 





Gly Leu Tyr Cys Gin Cys Asp Leu 

10 15 

Val Pro Ala Met Ser Ser Cys Asn 

25 30 

He Gly He Pro Gly Leu Glu Lys 

45 

Leu Leu Ser Met Tyr Val Ala Ala 
60 



<210> 2604 
<211> 158 
<212> PRT 
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<213> Homo sapiens 
<400> 2604 



Val 


lie 


Ser 


Phe 


Gin 


He 


He 


Thr 


Asp Thr He Met 


Asp Ser Ser Thr 


1 








5 








10 


15 


Ala 


His 


Ser 


Pro 


Val 


Phe 


Leu 


Val 


Phe Pro Pro Glu 


He Thr Ala Ser 








20 










25 


30 


Glu 


Tyr 


Glu 


Ser 


Thr 


Glu 


Leu 


Ser 


Ala Thr Thr Phe 


Ser Thr Gin Ser 






35 










40 




45 


Pro 


Leu 


Gin 


Lys 


Leu 


Phe 


Ala 


Arg 


Lys Met Lys He 


Leu Gly Thr lie 




50 










55 




60 




Gin 


He 


Leu 


Phe 


Gly 


He 


Met 


Thr 


Phe Ser Phe Gly 


Val He Phe Leu 


65 










70 






75 


80 


Phe 


Thr 


Leu 


Leu 


Lys 


Pro 


Tyr 


Pro 


Arg Phe Pro Phe 


He Phe Leu Ser 










85 








90 


95 


Gly 


Tyr 


Pro 


Phe 


Trp 


Gly 


Ser 


Val 


Leu Phe He Asn 


Ser Gly Ala Phe 








100 










105 


110 


Leu 


He 


Ala 


Val 


Lys 


Arg 


Lys 


Thr 


Thr Glu Thr Leu 


He He Leu Ser 






115 










120 




125 


Arg 


He 


Met 


Asn 


Phe 


Leu 


Ser 


Ala 


Leu Gly Ala He 


Ala Gly He He 




130 










135 




140 




Leu 


Leu 


Thr 


Phe 


Glu 


Phe 


His 


Pro 


Arg Ser Lys Leu 


His Leu 


145 










150 






155 


158 




<210> 2605 
















<211> 105 
















<212> PRT 
















<213> Homo 


sapiens 












<400> 2605 














Arg 


Pro 


Gly 


Arg 


Glu 


Gin 


Arg 


Asp 


Cys Phe Gin Ala 


Pro Pro Leu Gly 


1 








5 








10 


15 


Leu 


Gly 


Gly 


Arg 


Gin 


Thr 


Asp 


Met 


Met His His Pro 


Leu Thr Gly Ala 








20 










25 


30 


Thr 


Cys 


Val 


Gly 


Leu 


Pro 


Asn 


Val 


Gly Met Cys Pro 


Gin Leu Ser Gly 






35 










40 




45 


Ala 


Leu 


Thr 


Phe 


Met 


Tyr 


Leu 


Gin 


Gin Gly Asn Gin 


Glu Ala Thr Val 




50 










55 




60 




Ala 


Pro 


Asp 


Thr 


Met 


Ala 


Gin 


Pro 


Tyr Ala Ser Ala 


Gin Phe Ala Pro 


65 










70 






75 


80 


Pro 


Gin 


Asn 


Gly 


He 


Pro 


Gly 


Glu 


Tyr Thr Ala Pro 


His Pro His Pro 










85 








90 


95 


Ala 


Pro 


Glu 


Tyr 


Thr 


Gly 


Gin 


Thr 


Thr 










100 










105 






<210> 2606 
















<211> 101 
















<212> PRT 
















<213> Homo 


sapiens 












<400> 2606 














Ser 


Gly Gly Pro 


Ala Gly 


Leu 


Leu 


His Arg Pro Val 


Leu Pro Lys Met 


1 








5 








10 


15 


Gly 


Leu Ser Gly 


Leu 


Leu 


Pro 


He 


Leu Val Pro Phe 


He Leu Leu Gly 








20 










25 


30 


Asp 


He 


Gin Glu 


Pro Gly 


His 


Ala 


Glu Gly He Leu 


Gly Lys Pro Cys 






35 










40 




45 
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Pro Lys He 


Lys Val Glu Cys Glu Val 


Glu 


Glu 


He 


Asp Gin Cys Thr 


50 


55 






60 




Lys Pro Arg 


Asp Cys Pro Glu Asn Met 


Lys 


Cys 


Cys 


Pro Phe Ser Arg 


65 


70 




75 




80 


Gly Lys Lys 


Cys Leu Asp Phe Arg Lys 


Val 


Ser 


Leu 


Thr Leu Tyr His 




85 


90 






95 



Lys Glu Glu Leu Glu 
100 101 



<210> 2607 
<211> 28 
<212> PRT 

<213> Homo sapiens 



<400> 2607 
Glu His Leu Lys Ser Thr Pro Asn Arg 

1 5 
Cys Asn Pro Ser Thr Leu Gly Gly Arg 
20 25 



<210> 2608 
<211> 537 
<212> PRT 

<213> Homo sapiens 



<400> 2608 



Ala Gly 


Pro 


Gly Val 


Pro Ala Val Gly 


Gly 


Arg 


Trp 


Ala Ser Gly Pro 


1 




5 




10 






15 


Gly Leu 


Gly 


Gly Arg 


Thr Leu Cys Ser 


Gly 


Pro 


Pro 


Asp His Gin Arg 






20 


25 








30 


Arg Gly 


Pro 


Ser Cys 


Gly Ala Ser Gly 


Asp 


Pro 


Gin 


Cys Val Gly Ser 




35 




40 








45 


Pro His 


Pro 


Gin Arg 


Ala Arg Pro Leu 


Leu 


Ala 


Arg 


Pro Gly Ala Arg 


50 






55 






60 




Leu Leu 


Pro 


Gly His 


Leu Pro Ser Pro 


Arg 


Pro 


Pro 


Arg Leu Pro Thr 


65 






70 




75 




80 


Gly Gin 


Pro 


Pro Ala 


Ala Ala Phe Arg 


Gly 


Pro 


Val 


Arg Pro Gin Gly 






65 




90 






95 


Gly Gly 


His 


He His 


Pro Leu Pro Thr 


Pro 


Gly 


Gly 


Arg Pro Cys Phe 






100 


105 








110 


Ala Val 


Ser 


Glu Gly 


Ser Gly Ser Ala 


Leu 


Leu 


Leu 


Ser Tyr Leu Gly 




115 




120 








125 


Glu Cys 


Gly 


Ser Ser 


Ser Tyr Val Thr 


Gly 


Ala 


Ala 


Cys He Ser Pro 


130 






135 






140 




Val Leu 


Arg 


Cys Arg 


Glu Trp Phe Glu 


Ala 


Gly 


Leu 


Pro Trp Pro Tyr 


145 






150 




155 




160 


Glu Arg 


Gly 


Phe Leu 


Leu His Gin Lys 


He 


Ala 


Leu 


Ser Arg Tyr Ala 






165 




170 






175 


Thr Ala 


Leu 


Glu Asp 


Thr Val Asp Thr 


Ser 


Arg 


Leu 


Phe Arg Ser Arg 






180 


185 








190 


Ser Leu 


Arg 


Glu Phe 


Glu Glu Ala Leu 


Phe 


Cys 


His 


Thr Lys Ser Phe 




195 




200 








205 


Pro He 


Ser 


Trp Asp 


Ala Tyr Trp Asp 


Arg 


Asn 


Asp 


Pro Leu Arg Asp 


210 






215 






220 




Val Asp 


Glu 


Ala Ala 


Val Pro Val Leu 


Cys 


He 


Cys. 


Ser Ala Asp Asp 


225 






230 




235 




240 


Pro Val 


Cys 


Gly Pro 


Pro Asp His Thr 


Leu 


Thr 


Thr Glu Leu Phe His 






' 245 




250 






255 



Leu Gly Val Val Ala His Thr 

10 15 
Gly Gly Trp 
28 



1553 



WO 01/57188 



PCT/US01/03800 



Ser 


Asn 


Pro 


Tyr 


Phe 


Phe Leu 


Leu Leu Ser Arg 


His Gly 


Gly His Cys 








260 






265 




270 


Gly 


Phe 


Leu 


Arg 


Gin 


Glu Pro 


Leu Pro Ala Trp 


Ser His 


Glu Val He 






275 








280 


285 




Leu 


Glu 


Ser 


Phe 


Arg 


Ala Leu 


Thr Glu Phe Phe 


Arg Thr 


Glu Glu Arg 




290 








295 




300 




lie 


Lys 


Gly 


Leu 


Ser 


Arg His 


Arg Ala Ser Phe 


Leu Gly 


Gly Arg Arg 


305 










310 


315 




320 


Arg 


Gly 


Gly 


Ala 


Leu 


Gin Arg 


Arg Glu Val Ser 


Ser Ser 


Ser Asn Leu 










325 




330 




335 


Glu 


Glu 


He 


Phe 


Asn 


Trp Lys 


Arg Ser Tyr Thr 


Arg Leu 


Met Ala Ala 








340 






345 




350 


Ala 


Ala 


Gly 


Ala 


Ala 


Ala Ala 


Pro Gly Ser Arg 


Glu Pro 


Gin Asp Arg 






355 








360 


365 




Pro 


Glu 


Cys 


Gly 


Ala 


Gly His 


Pro Gly Pro Arg 


Tyr Tyr 


Arg His Pro 




370 








375 




380 




Glu 


Arg 


Trp 


Leu 


Leu 


Arg Pro 


Glu Ala Phe Leu 


Gly Pro 


Leu Arg Thr 


385 










390 


395 




400 


Arg 


Ala 


Pro 


Ser 


Ala 


Glu Asp 


Ser Gin Arg Glu 


Arg Pro 


Ala Ala Arg 










405 




410 




415 


Ser 


Gly 


Pro 


Glu 


Met 


Arg Val 


Arg Tyr Pro Val 


Val Ala 


Ala Val Leu 








420 






425 




430 


Ala 


Pro 


Tyr 


Leu 


Ala 


Leu Ser 


Gin Asp Pro Met 


Val Lys 


Ser Ser Ala 






435 








440 


445 




Ser 


Gly 


Gin 


Gly 


Ala 


Ser Gly 


Ser Tyr Asn His 


Val Arg 


Glu Glu Met 




450 








455 




460 




Leu 


He 


Lys 


Ala 


Gly 


Gly Ala 


Met Ser Arg Arg 


Val Val 


Arg Gin Ser 


465 










470 


475 




480 


Lys 


Phe 


Arg 


His 


Val 


Phe Gly 


Gin Ala Ala Lys 


Ala Asp 


Gin Ala Tyr 










485 




490 




495 


Glu 


Asp 


He 


Arg 


Val 


Ser Lys 


Val Thr Trp Asp 


Ser Ser 


Phe Cys Ala 








500 






505 




510 


Val 


Asn 


Pro 


Lys 


Phe 


Leu Ala 


He He Val Glu 


Ala Gly 


Gly Gly Gly 






515 








520 


525 




Ala 


Phe 


He 


Val 


Leu 


Pro Leu 


Ala Lys 








530 








535 


537 







<210> 2609 
<211> 81 
<212> PRT 

<213> Homo sapiens 





<400> 2609 






Gly 


Cys 


Phe Lys 


Phe He Gly 


Glu 


1 






5 




Ser 


Ser 


Val Thr 


Thr Gin Cys 


Val 






20 






Thr 


Leu 


Ser Lys 


Ala Glu Arg 


Leu 






35 




40 


Gly 


Gly 


Ser Ser 


Tyr Arg Pro 


Arg 




50 




55 




Pro 


Pro 


Arg Pro 


Gly Arg Ser 


His 


65 






70 





Lys 



Ser Thr Cys Cys Trp lie Phe Pro 

10 15 
Val Ala Lys Ala Pro Arg Ala Ala 

25 30 
Arg Ser Gin Pro Gly Pro Glu Gin 
45 

Thr Pro Thr Ala Ala Ala He Leu 
60 

Arg Lys Arg Lys Leu Val Ser Thr 
75 80 



<210> 2610 
<211> 209 
<212> PRT 
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<213> Homo sapiens 



<400> 2610 






Gin Arg 


Ser 


Cys 


Leu 


Cys 


1 






5 




Lys Ala 


Leu 


Tyr 


Arg 


Arg 






20 






Asp Gin 


Ala 


Val 


Leu 


Asp 




35 








Asn Lys 


Val 


Phe 


Gin 


Glu 


50 










Glu Lys 


Val 


Arg 


Tyr 


Met 


65 








70 


Phe Gin 


lie 


Leu 


Leu 


Asp 








85 




Lys Ala 


Ser 


Gin 


Asn 


Leu 






100 






Glu Lys 


lie 


Phe 


Arg 


Ser 




115 








Asp Met 


Gly 


Glu 


Thr 


Asp 


130 










Gly lie 


Cys 


Ser 


Glu 


His 


145 








150 


Leu Gly 


Thr 


Arg 


Arg 


Val 








165 




Val Ser 


Leu 


Ala 


Ala 


Cys 






180 






Lys Glu 


Gly 


Val 


Lys 


Lys 




195 









Val 



209 



<210> 2611 
<211> 146 
<212> PRT 

<213> Homo sapiens 



<400> 2611 






Gly Phe 


Arg 


Gly 


Ala 


Glu 


1 






5 




Lys Lys 


Pro 


Arg 


Pro 


Thr 






20 






Gly Lys 


Asp 


Pro 


Tyr 


Arg 




35 








Pro Lys 


Asp 


Glu 


Phe 


Leu 


50 










Pro Thr 


Arg 


Val 


Asp 


His 


65 








70 


Pro Pro 


Gin 


Arg 


Gin 


Arg 








85 




Leu Phe 


Tyr 


Lys 


Glu 


Ala 






100 






Thr Arg 


Ser 


Ser 


Arg 


Leu 




115 








Thr Arg 


Glu 


Gly 


Leu 


Ala 



130 
Tyr Ala 
145 146 



Ser 


Ala lie Glu Lys 


Asp 




10 




Ser 


Gin Ala Leu Glu 


Lys 




25 




Leu 


Gin Arg Cys Val 


Ser 




40 




Ala 


Leu Arg Asn lie 


Gly 
* 


55 




60 


Ser 


Ser Thr Asp Ala 


Lys 




75 




Pro 


Glu Glu Lys Gly 


Thr 




90 




val 


Val Leu Ala Arg 


Glu 




105 




Asn 


Gly Val Gin Leu 


Leu 




120 




Leu 


Net Leu Ala Ala 


Leu 


135 




140 


Gin 


Ser Arg Thr Val 


Ala 




1S5 




Val 


Ser lie Leu Gly 


Val 




170 




His 


Leu Leu Gin Val 


Met 




185 




Gly 


Phe Arg Gly Lys 


Glu 




200 




Ala 


Pro Gly Ala Ala 


Gin 




10 




Glu 


Gly Gly Pro Gly 


Ala 




25 




Gly 


Pro Thr Leu Leu 


His 




40 




Ser 


Ser Leu Glu Ser 


Tyr 


55 




60 


Asn 


Gly Ala Leu Leu 


Ala 




75 




Arg 


Gly Thr Gly Ala 


Thr 




90 




Ser 


Pro Ser Thr His 


Phe 




105 




Leu 


Ala Gly His val 


Ser 




120 




Trp 


Gin Arg Ala Asp 


Arg 


135 




140 
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Gly 


Gly 


Asp 


Val 






15 




Leu 


Gly 


Arg 


Leu 




30 






Leu 


Glu 


Pro 


Lys 


45 








Gly 


Gin 


He 


Gin 


Val 


Glu 


Gin 


Met 








80 


Glu 


LVS 


LVS 


Gin 






95 




Asp 


Ala 


Gly 


Ala 




110 






Gin 


Arg 


Leu 


Leu 


125 








Arg 


Thr 


Leu 


Val 


Thr 


Leu 


Ser 


He 








160 


Glu 


Ser 


Gin 


Ala 






175 




Phe 


Asp 


Ala 


Leu 




190 






Gly 


Ala 


lie 


He 


2 05 








Ala 


Pro 


Lys 


Lys 






15 




Gly 


Ser 


Gly 


Arg 




30 






Gin 


Pro 


Lys 


Pro 


45 








Glu 


lie 


Ala 


Phe 


Phe 


Ser 


Pro 


Pro 








80 


Ala 


Glu 


Ser 


Arg 






95 




Leu 


Leu 


Asn 


Leu 




110 






Val 


Glu 


Tyr 


Trp 


125 








Pro 


His 


Cys 


Leu 
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<210> 2612 

<211> 89 

<212> PRT 

<213> Homo sapiens 





<400> 2612 






Ala 


Ala 


Glu 


Met 


Gly 


Arg Ala Gly Ala Ala Ala Val lie Pro Gly Leu 


1 








5 


10 15 


Ala 


Leu 


Leu 


Trp 


Ala 


Val Gly Leu Gly Gly Pro Pro Pro Ala Pro Pro 








20 




25 30 


Arg 


Leu 


Pro 


Phe 


cys 


Leu Gin Glu Leu Gin Gly Arg His Ala Leu His 






35 






40 45 


Thr 


Phe 


Ser 


Leu 


Glu 


Arg Thr Cys Ser Tyr Gin Asp Phe Leu Trp Ala 




50 








55 " 60 


Asp 


Glu 


Gly 


Arg 


Leu 


Leu Eis Val Gly Ala Gin Asp Leu Ala Thr Trp 


65 










70 75 80 


His 


Thr 


Leu 


Ser 


Pro 


Leu Gly Leu Trp 










85 


.89 



<210> 2613 

<211> 80 

<212> PRT 

<213> Homo sapiens 



<400> 2613 

Arg Met Ser Ala Thr Ser Val Asp Gin Arg Pro Lys Gly Gin Gly Asn 

1 5 10 - 15 

Lys Val Ser Val Gin Asn Gly Ser lie His Gin Lys Asp Gly Cys Asn 

20 25 30 

Asp Asp Asp Phe Glu Pro Tyr Leu Arg Ser Pro Asp Asn Gin Ser Asn 

35 40 45 

Ser Tyr Pro Pro Met Ser Asp Pro Tyr Met Pro Gly Tyr Tyr Ala Pro 

50 55 60 

Ser lie Gly Phe Pro Tyr Ser Leu Gly Glu Ala Ala Trp Ser Gin Leu 
65 70 75 80 



<;210> 2614 

<211> 72 

<212> PRT 

<213> Homo sapiens 



<400> 2614 

Glu Ser lie Gly Leu Thr Ala Leu Gly Pro Arg Arg Arg Pro Trp Glu 

15 10 15 

His Arg Trp Ser Asp Pro lie Thr Leu Lys Met Lys Gly Trp Gly Trp 
20 25 30 

. Leu Ala Leu Leu Leu Gly Ala Leu Leu Gly. Thr Ala Trp Ala Arg Arg 
35 40 45 

Ser Gin Asp Leu His Cys Gly Ala Cys Lys Ala Val Arg Arg Arg Val 

50 55 60 

Arg Gin Phe Asn He Tyr Asp Tyr 
65 70 72 
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<210> 2615 
<211> 173 
<212> PRT 

<213> Homo sapiens 





<400> 2615 








Phe 


Val 


Ala 


Ser 


Glu 


Val Ser Lys Met Pro Val Pro 


Ala Ser Trp Pro 


1 








5 


10 


15 


His 


Pro 


Pro 


Gly 


Pro 


Phe Leu Leu Leu Thr Leu Leu 


Leu Gly Leu Thr 








20 




25 


30 


Glu 


Val 


Ala 


Gly 


Glu 


Glu Glu Leu Gin Met He Gin 


Pro Glu Lys Leu 






35 






40 


45 


Leu 


Leu 


Val 


Thr 


Val 


Gly Lys Thr Ala Thr Leu His 


Cys Thr Val Thr 




50 








55 60 




Ser 


Leu 


Leu 


Pro 


Val 


Gly Pro Val Leu Trp Phe Arg 


Gly Val Gly Pro 


65 










70 75 


80 


Gly 


Arg 


Glu 


Leu 


lie 


Tyr Asn Gin Lys Glu Gly His 


Phe Pro Arg Val 










85 


90 


95 


Thr 


Thr 


Val 


Ser 


Asp 


Leu Thr Lys Arg Asn Asn Met 


Asp Phe Ser He 








100 




105 


110 


Arg 


He 


Ser 


Ser 


lie 


Thr Pro Ala Asp Val Gly Thr 


Tyr Tyr Cys Val 






115 






120 


125 


Lys 


Phe 


Arg 


Lys 


Gly 


Ser Pro Asp His Val Glu Phe 


Lys Ser Gly Ala 




130 








135 * 140 




Gly 


Thr 


Glu 


Leu 


Ser 


Val Arg Gly Glu Tyr Ser Val 


Gly Phe Leu Ser 


145 










150 155 


160 


Gin 


Val 


Trp 


Trp 


Trp 


Leu Ser Ser His Pro Phe Met 


Asn 










165 


170 


173 



<210> 2616 

<211> 47 

<212> PRT 

<213> Homo sapiens 



<400> 2616 

Pro Lys Asn Asn Ala Cys His Leu Leu Phe Thr Ala Val Cys Gin Pro 

1 5 10 15 

Arg Cys Lys His Gly Glu Cys He Gly Pro Asn Lys Cys Lys Cys His 

20 25 30 

Pro Gly Tyr Ala Gly Lys Thr Cys Asn Gin Gly Arg Lys Thr Val 
35 40 t 45 47 



<210> 2617 
<211> 223 
<212> PRT 

c213> Homo sapiens 



<400> 2617 
Leu Pro Ala Pro Ala Ser Thr Trp 

1 5 
Ser Ser Ser Val Pro Pro Ala Thr 
20 

Gly Pro Gly Phe Gly Phe Ala Ser 
35 40 
Gin Gin Lys Val Lys Val Phe Arg 
50 55 



Ser Val Ala Arg Glu Thr Met Ala 

10 15 
Val Ser Ala Ala Thr Ala Gly Pro 

25 30 
Lys Thr Lys Lys Lys His Phe Val 
45 

Ala Ala Asp Pro Leu Val Gly Val 
60 
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Phe 


Leu 


Trp 


Gly Val 


Ala His Ser 


65 








70 


Pro 


Pro 


Val 


Met Leu 


Leu Pro Asp 








85 




Lys 


Val 


Asn 


Asn His 


Leu Phe His 








100 




Lys 


Phe 


Lys 


Glu Tyr 


Cys Pro Gin 






115 




120 


Phe 


Gly 


He 


Asp Asp 


Gin Asp Tyr 




130 






135 


Pro 


ser 


Glu 


Ser Glu 


Gly Ser Asp 


145 








150 


Arg 


Thr 


Leu 


Val lie 


Lys Glu Val 








165 




His 


Ser 


Asn 


Leu Ser 


Asn Tyr His 








180 




lie 


Leu 


Ser 


Leu Ser 


Ser Leu Leu 






195 




200 


Asn 


Arg 


Cys 


Gin Leu 


Gly Arg Lys 




210 






215 



He Asn Glu Leu Ser Gin Val Pro 
75 80 
Asp Phe Lys Ala Ser Ser Lys He 

90 95 
.Arg Glu Asn Leu Pro Ser His Phe 
105 110 
Val Phe Arg Asn Leu Arg Asp Arg 
125 

Leu Val Ser Leu Thr Arg Asn Pro 
140 

Gly Arg Phe Leu lie Ser Tyr Asp 
155 160 
Ser Ser Glu Asp lie Ala Asp Met 

170 175 
Gin Val Arg Pro Leu Ser Ser Pro 
185 190 
Thr Tyr Ser Ser Ala lie Val Ser 
205 

Leu He Gly Arg Glu Asn Pro 
220 223 



<210> 2618 

<211> 69 

<212> PRT 

<213> Homo sapiens 



<400> 2618 

Gly Glu Gly Tyr Glu Leu Phe Val Pro Ser Asn Gly Val Pro Ala Val 

1 5 10 15 

Cys His Met Val Gly Arg Arg Pro His Arg Ala Val Leu Ser Pro Ser 

20 25 30 

Gin Asp Glu Leu Glu His Ser Leu Gly Glu Ser Ala Ala Gin Gly Ala 

35 40 45 

Ala Gly Val Val Leu Trp Val Ser Trp Glu Asn Thr Arg Thr Lys Val 

50 55 60 

Ser Leu Gly Leu Ala 
65 69 



<210> 2619 

<211> 147 

<212> PRT 

<213> Homo sapiens 





<400> 2619 






Phe 


Gly 


Met 


Leu Lys 


Asn Lys Gly His 


Ser Ser Lys Lys Asp Asn Leu 


1 






5 




10 15 


Ala 


Val 


Asn 


Ala Val 


Ala Leu Gin Asp 


His He Leu His Asp Leu Gin 








20 


25 


30 


Leu 


Arg 


Asn 


Leu Ser 


Val Ala Asp His 


Ser Lys Thr Gin Val Gin Lys 






35 




40 


45 


Lys 


Glu 


Asn 


Lys Ser 


Leu Lys Arg Asp 


Thr Lys Ala He He Asp Thr 




50 






55 


60 


Gly 


Leu 


Lys 


Lys Thr 


Thr Gin Cys Pro 


Lys Leu Glu Asp Ser Glu Lys 


65 








70 


75 80 


Glu 


Tyr 


Val 


Leu Asp 


Pro Lys Pro Pro 


Pro Leu Thr Leu Ala Gin Lys 








85 




90 95 


Leu 


Gly 


Leu 


He Gly 


Pro Pro Pro Pro 


Pro Leu Ser Ser Asp Glu Trp 








100 


105 


110 
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Glu Lys Val Lys Gin Arg Ser Leu Leu Gin Gly Asp Ser Val Gin Pro 

115 120 125 

Cys Pro lie Cys Lys Glu Glu Phe Glu Leu Arg Pro Gin Val Phe Ser 

130 135 140 

lie Arg Gly 
145 147 



<210> 2620 
<211> 195 
<212> PRT 

<213> Homo sapiens 



<400> 2620 

Arg Val Asp Asp Phe Val Arg Pro Leu Pro Pro Gly Leu Met Ser Arg 

1 5 10 * 15 

Ser Arg Ala Ser He His Arg Gly Ser He Pro Ala Met Ser Tyr Ala 

20 25 30 

Pro Phe Arg Asp Val Arg Gly Pro Ser Thr His Arg Thr Gin Tyr Val 

35 40 45 

His Ser Pro Tyr Asp Arg Pro Gly Trp Asn Pro Arg Phe Cys He He 

50 55 60 

Ser Gly Asn Gin Leu Leu Met Leu Asp Glu Asp Glu lie His Pro Leu 
65 70 75 80 

Leu He Arg Asp Arg Arg Ser Glu Ser Ser Arg Asn Lys Leu Leu Arg 

85 90 95 

Arg Thr Val Ser Val Pro Val Glu Gly Arg Pro His Gly Glu His Glu 

100 105 110 

Tyr His Leu Gly Arg Ser Arg Arg Lys Ser Val Pro Gly Gly Lys Gin 

115 120 125 

Tyr Ser Met Glu Gly Ala Pro Ala Ala Pro Phe Arg Pro Ser Gin Gly 

13 0 135 140 

Phe Leu Ser Arg Arg Leu Lys Ser Ser He Lys Arg Thr Lys Ser Gin 
145 150 155 160 

Pro Lys Leu Asp Arg Thr Ser Ser Phe Arg Gin He Leu Pro Arg Phe 

165 170 175 

Arg Ser Ala Asp His Asp Arg Tyr Arg Gly Trp Ser Met Trp Asp Glu 
180 185 190 

He Asp Val 
195 



<210> 2621 
<211> 51 
<212> PRT 

<213> Homo sapiens 



<400> 2621 

Leu Pro Ala Pro Pro Asn Leu Ser Pro Arg Leu Ser Phe Gly Phe Gin 

15 10 15 

Phe Pro Gly Gly Asn Asp Asn Tyr Leu Thr He Thr Gly Pro Ser His 

20 25 30 

Pro Phe Leu Ser Gly Ala Glu Val Ser Gin Ser Cys Arg Arg Arg Gly 

35 40 ~ 45 

Gly Arg Ala 
50 51 



<210> 2622 



1559 
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<211> 127 
<212> PRT 

<213> Homo sapiens 



<400> 2622 



Ser 


Ala 


Val 


Thr 


lie 


Ser 


1 








5 




Thr 


Ser 


Pro 


Ala 


Leu 


Leu 








20 






Leu 


Gly 


Leu 


Ala 


Val 


Gly 






35 








Gin 


val 


Thr 


Leu 


Leu 


Asp 




50 










Asp 


Lys 


Thr 


Leu 


Ser 


Ala 


65 










70 


Thr 


Arg 


lie 


Asp 


Gly 


Ser 










85 




Ser 


Asp 


Glu 


Asp 


Gin 


Gly 








100 






Lys 


Gly 


Val 


His 


Pro 


Thr 



115 



<210> 2623 
<211> 446 
<212> PRT 

<213> Homo sapiens 



<400> 2623 



Met 


Ala 


Ala 


Arg 


Thr 


Leu 


1 








5 




Leu 


Arg 


Gly 


Leu 


Ser 


Gly 








20 






Ala 


Pro 


Arg 


Arg 


Ala 


Ala 






35 








Ala 


Ala 


Ala 


Ala 


Ala 


Gin 




50 










Ala 


Ala 


Arg 


Glu 


Pro 


Ala 


65 










70 


Leu 


Val 


Trp 


Asp 


Thr 


Pro 










85 




Thr 


Gly 


Lys 


He 


Gly 


Trp 








100 






Asn 


Cys 


Leu 


Asp 


Gin 


His 






115 








lie 


Trp 


Glu 


Arg 


Asp 


Glu 




130 










Glu 


Leu 


Leu 


Glu 


Thr 


Thr 


145 










150 


Gly 


Val 


His 


Arg 


Gly 


Asp 










165 




Leu 


Ala 


Val 


Ala 


Ala 


Met 








180 






Thr 


Val 


lie 


Phe 


Ala 


Gly 






195 








Asn 


Asp 


Ala 


Lys 


Cys 


Lys 




210 










Gly 


Gly 


Arg 


Val 


val 


Glu 


225 










230 


His 


Cys 


Pro 


Thr 


Val 


Gin 










245 





Trp 


Lys 


Trp 


Arg 


Ser Val 








10 




Ala 


Ser 


Leu 


Gly 


Ala Gly 






25 






Ser 


Tyr 


Leu 


Val 


Arg Arg 




40 








Pro 


Asn 


Glu 


Lys 


Asp Leu 


55 








60 


Arg 


Ser 


Pro 


Cys 


Lys His 










75 


Leu 


Ser 


lie 


Arg 


Pro Tyr 








90 




Tyr 


Val 


Asp 


lie 


Asp lie 






105 






Phe 


Pro 


Glu 


Gly 


Gly Lys 




120 








Gly 


Arg 


Gly 


Val 


Gly Arg 








10 




Gin 


Pro 


Ala 


Arg 


Pro Pro 






25 






Ser 


Gly 


Pro 


Ser 


Gly Ser 




40 








Pro 


Gly 


Ser 


Tyr 


Pro Ala 


55 








60 


Ala 


Phe 


Trp 


Gly 


Pro Leu 










75 


Tyr 


His 


Thr 


Val 


Trp Asp 








90 




Phe 


Leu 


Gly 


Gly 


Gin Leu 






105 






Val 


Arg 


Lys 


Ser 


Pro Glu 




120 








Pro 


Gly 


Thr 


Glu 


Val Arg 


135 








140 


Cys 


Arg 


Leu 


Ala 


Asn Thr 










155 


Arg 


Val 


Ala 


lie 


Tyr Met 








170 




Leu 


Ala 


Cys 


Ala 


Arg He 






185 






Phe 


Ser 


Ala 


Glu 


Ser Leu 




200 








Val 


Val 


He 


Thr 


Phe Asn 


215 








220 


Leu 


Lys 


Lys 


lie 


Val Asp 










235 


His 


Val 


Leu 


Val 


Ala His 



250 



PCT/US01/03800 



Met 


Gly He 


Gin 




15 




Leu 


Val Thr 


Leu 




30 




Ser 


Arg Arg 


Pro 


45 






Leu 


Arg Leu 


He 


He 


Tyr Leu 


Ser 






80 


Thr 


Pro Val 


Thr 




95 




Lys 


Val Tyr 


Leu 




110 




Met 


Ser His 




125 


127 





Leu 


Leu Gly 


Ser 




15 




cys 


Gly Val 


Ser 




30 




Ala 


Pro Ala 


Val 


45 






Leu 


Ser Ala 


Gin 


Ala 


Arg Asp 


Thr 






80 


Cys 


Asp Phe 


Ser 




95 




Asn 


Val Ser 


Val 




110 




Ser 


Val Ala 


Leu 


125 






He 


Thr Tyr 


Arg 


Leu 


Lys Arg 


His 






160 


Pro 


val ser 


Pro 




175 




Gly 


Ala Val 


His 




190 




Ala 


Gly Arg 


He 


205 






Gin 


Gly Leu 


Arg 


Glu 


Ala Val 


Lys 






240 


Arg 


Thr Asp 


Asn 




255 
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Lys 


Val 


His 


Met 
260 


Gly 


Asp 


Leu 


Asp 


Val 
265 


Pro 


Leu 


Glu 


Gin Glu Met 
270 


Ala 


Lys 


Qlu 


Asp 

275 


Pro 


Val 


Cys 


Ala 


Pro 
280 


Glu 


Ser 


Met 


Gly 


Ser Glu Asp 
285 


Met 


Leu 


Phe 
290 


Met 


Leu 


Tyr 


Thr 


Ser 
295 


Gly 


Ser 


Thr 


Gly 


Met 
300 


Pro Lys Gly 


He 


Val 


His 


Thr 


Gin 


Ala 


Gly 


Tyr 


Leu 


Leu 


Tyr 


Ala 


Ala 


Leu Thr His 


Lys 


305 










310 










315 






320 


Leu 


Val 


Phe 


Asp 


His 
325 


Gin 


Pro 


Gly 


Asp 


He 
330 


Phe 


Gly 


Cys Val Ala 
335 


Asp 


He 


Gly 


Trp 


He 
340 


Thr 


Gly 


His 


Ser 


Tyr 
345 


Val 


Val 


Tyr 


Gly Pro Leu 
350 


Cys 


Asn 


Gly 


Ala 
355 


Thr 


Ser 


val 


Leu 


Phe 
360 


Glu 


Ser 


Thr 


Pro 


Val Tyr Pro 
365 


Asn 


Ala 


Gly 
370 


Arg 


Tyr 


Trp 


Glu 


Thr 
375 


Val 


Glu 


Arg 


Leu 


Lys 
380 


He Asn Gin 


Phe 


Tyr 


Gly 


Ala 


Pro 


Thr 


Ala 


val 


Arg 


Leu 


Leu 


Leu 


L y fi 


Tyr Gly Asp 


Ala 


385 










390 










3 95 






400 


Trp 


Val 


Lys 


Lys 


Tyr 
40'5 


Asp 


Arg 


Ser 


Ser 


Leu 
410 


Arg 


Thr 


Leu Gly Ser 
415 


Val 


Gly 


Glu 


Pro 


He 
420 


Asn 


Cys 


Glu 


Ala 


Trp 
425 


Glu 


Trp 


Leu 


His Arg Val 
430 


Val 


Gly 


Asp 


Ser 

435 


Arg 


Cys 


Thr 


Leu 


Val 
440 


Asp 


Thr 


Trp 


Trp 


Gin Thr 
445 446 





<210> 2624 
<211> 1250 
<212> PRT 

<213> Homo sapiens 



<400> 2624 



Phe 


Arg 


Pro 


Gin 


Gly Thr 


Pro 


Arg 


Ser 


Pro 


Ala 


Ser 


His Val Leu 


Thr 


1 








5 








10 






15 




Met 


Ser 


Ala 


Pro 


Asp Glu 


Gly 


Arg 


Arg 


Asp 


Pro 


Pro 


Lys Pro Lys 


Gly 








20 








25 








30 




Lys 


Thr 


Leu 


Gly 


Ser Phe 


Phe 


Gly 


Ser 


Leu 


Pro 


Gly 


Phe Ser Ser 


Ala 






35 








40 










45 




Arg 


Asn 


Leu 


Val 


Ala Asn 


Ala 


His 


Ser 


Ser 


Ala 


Arg 


Ala Arg Pro 


Ala 




50 








55 










60 






Ala 


Asp 


Pro 


Thr 


Gly Ala 


Pro 


Ala 


Ala 


Glu 


Ala 


Ala 


Gin Pro Gin 


Ala 


65 








70 










75 






80 


Gin 


Val 


Ala 


Ala 


His Pro 


Glu 


Gin 


Thr 


Ala 


Pro 


Trp 


Thr Glu Lys 


Glu 










85- 








90 






95 




Leu 


Gin 


Pro 


Ser 


Glu Lys 


Met 


Val 


Ser 


Gly 


Ala 


Lys 


Asp Leu Val 


Cys 








100 








105 








110 




Ser 


Lys 


Met 


Ser 


Arg Ala 


Lys 


Asp 


Ala 


Val 


Ser 


Ser 


Gly Val Ala 


Ser 






115 








120 










125 




Val 


Val 


Asp 


Val 


Ala Lys 


Gly 


Val 


Val 


Gin 


Gly 


Gly 


Leu Asp Thr 


Thr 




130 








135 










140 






Arg 


Ser 


Ala 


Leu 


Thr Gly 


Thr 


Lys 


Glu 


Val 


Val 


Ser 


Ser Gly val 


Thr 


145 








150 










155 






160 


Gly 


Ala 


Met 


Asp 


Met Ala 


Lys 


Gly 


Ala 


Val 


Gin 


Gly 


Gly Leu Asp 


Thr 










165 








170 






175 




Ser 


Lys 


Ala 


Val 


Leu Thr 


Gly 


Thr 


Lys 


Asp 


Thr 


Val 


Ser Thr Gly 


Leu 








180 








185 








190 




Thr 


Gly 


Ala- Val 


Asn Val 


Ala 


Lys 


Gly 


Thr 


Val 


Gin 


Ala Gly Val 


Asp 






195 








200 










205 




Thr 


Thr 


Lys 


Thr 


Val Leu 


Thr 


Gly 


Thr 


Lys 


Asp 


Thr 


Val Thr Thr 


Gly 




210 








215 










220 






Val 


Met 


Gly Ala 


Val Asn 


Leu 


Ala 


Lys 


Gly 


Thr 


Val 


Gin Thr Gly 


Val 


225 








230 










235 






240 
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Glu 


Thr 


Ser 


Lys 


Gly 


Leu 


Thr 


Gly 








"y£ ft 


Val 


Asp 


Thr 


Ser 






275 




Ser 


Gly 


Val 


Thr 




230 






Gly 


Val 


Asp 


Thr 


305 








cys 


Ser 


Gly 


Val 


Thr 


Gly 


Val 


Asp 








1Aft 


Val 


Cys 


Ser 


Gly 






355 




Gin 


Thr 


Gly 


Val 




370 






Thr 


Val 


Cys 


Ser 


385 








lie 


Gin 


Gly 


Gly 


Asp 


Thr 


Met 


Ser 








420 


Ala 


Met 


Gin 


Thr 






435 




Lys 


Asp 


Thr 


Val 




450 






Gly 


Thr 


He 


Gin 


465 








Thr 


Lys 


Asp 


Thr 


Lys 


Gly 


Ala 


Val 








500 


Gly 


Thr 


Lys 


Asp 






515 




Ala 


Lys 


Gly 


Thr 




530 






Thr 


Gly 


Thr 


Lys 


545 








Val 


Ala 


Lys 


Gly 


Val 


lie 


Gly 


Thr 








580 


Asn 


Val 


Ala 


Lys 






595 




Val 


Leu 


Thr 


Gly 




610 






Val 


Asn 


Val 


Ala 


625 








Thr 


Val 


Leu 


Thr 


Ala 


Val 


Asn 


Val 








660 


Gin 


Asn 


lie 


Ala 






675 




Ser 


Ala 


Val 


Asn 




690 






Ala 


Lys 


Thr 


Val 


705 








Met 


Gly 


Ala 


Val 


Thr 


Thr 


Lys 


Thr 



740 



Ala 


Val 


Leu 


Thr 


245 








Ala 


Val 


Asn 


Val 


Lys 


Thr 


Val 


Leu 








*> O f\ 


Gly 


Ala 


Net 


Asn 






295 




Ser 


Lys 


Thr 


Val 




310 






Thr 


Gly 


Ala 


Met 


325 








Thr 


Ser 


Lys 


Thr 


Val 


Thr 


Gly 


Ala 








360 


Asp 


Thr 


Thr 


Lys 






375 




Gly 


Val 


Thr 


Gly 




390 






Leu 


Asp 


Thr 


Thr 


405 








Thr 


Gly 


Leu 


Thr 


Gly 


Leu 


Asn 


Thr 








440 


Cys 


Ser 


Gly 


Val 






455 




Thr 


Gly 


Val 


Asp 




470 






Val 


Cys 


Ser 


Gly 


485 








Gin 


Gly 


Gly 


Leu 


Ala 


val 


Ser 


Thr 








520 


Val 


Gin 


Thr 


Gly 






535 




Asp 


Thr 


Val 


Cys 




550 






Ala 


Val 


Gin 


Gly 


565 








Lys 


Asp 


Thr 


Met 


Gly 


Ala 


Val 


Gin 








C flft 

oUU 


Thr 


Lys 


Asp 


Thr 






615 




Lys 


Gly 


Thr 


val 




630 






Gly 


Thr 


Lys 


Asp 


645 








Ala 


Lys 


Gly 


Ala 


Thr 


Gly 


Thr 


Lys 








680 


Val 


Ala 


Lys 


Gly 






695 




Leu 


Thr 


Gly 


Thr 




710 






Asn 


Val 


Ala 


Lys 


725 








Val 


Leu 


Thr 


Gly. 



Gly 


Thr 


Lys Asp 




250 




Ala 


Arg 


Gly. Ser 


265 






Thr 


Gly 


Thr Lys 


Val 


Ala 


Lys Gly 






^ e\f\ 
J uu 


Leu 


Thr 


Gly Thr 






315 


Asn 


Val 


Ala Lys 




330 




Val 


Leu 


Thr Gly 


345 






Met 


Asn 


Val Ala 


Thr 


Val 


Leu Thr 






380 


Ala 


Val 


Asn Leu 






395 


Lys 


Ser 


Met Val 




410 




Gly 


Ala 


Ala Asn 


425 






Thr 


Gin 


Asn He 


Thr 


Gly 


Ala Met 






460 


Thr 


Thr 


Lys He 






475 


Val 


Thr 


Gly Ala 




490 




Asp 


Thr 


Thr Lys 


505 






Gly 


Leu 


Thr Gly 


Val 


Asp 


Thr Thr 






540 


Ser 


Gly 


Val Thr 






555 


Gly 


Leu 


Asp Thr 




570 




Ser 


Thr 


Gly Leu 


585 






Thr 


Gly 


Val Asp 


Val 


Thr 


Thr Gly 






620 


Gin 


Thr 


Gly Met 






635 


Thr 


lie 


Tyr Ser 




650 




Val 


Gin 


Thr Gly 


665 






Asn 


Thr 


Phe Gly 


Ala 


Ala 


Gin Thr 






700 


Lys 


Asp 


Thr Val 






715 


Gly 


Thr 


Val Gin 




730 




Thr 


Lys 


Asp Thr 


745 







Ala 


Val 


Ser 


Thr 






255 




He 


Gin 


Thr 


Gly 




270 






Asp 


Thr 


Val 


Cys 


285 








Thr 


He 


Gin 


Thr 


Lys 


Asp 


Thr 


Val 










Gly 


Thr 


lie 


Gin 






335 




Thr 


Lys 


Asp 


Thr 




350 






Lys 


Gly 


Thr 


He 


365 








Gly 


Thr 


Lys 


Asn 


Ala 


Lys 


Glu 


Ala 








400 


Met 


Gly 


Thr 


Lys 






415 




Val 


Ala 


Lys 


Gly 




430 






Ala 


Thr 


Gly 


Thr 


445 






Asn 


Leu 


Ala 


Arg 


Val 


Leu 


Thr 


Gly 








480 


Ala 


Asn 


Val 


Ala 






495 




Ser 


Val 


Leu 


Thr 




510 






Ala 


Val 


Asn 


Val 


525 








Lys 


Thr 


Val 


Leu 


Ser 


Ala 


Val 


Asn 








560 


Thr 


Lys 


Ser 


Val 






575 




Thr 


Gly 


Ala 


Ala 




590 






Thr 


Ala 


Lys 


Thr 


605 








Leu 


Val 


Gly 


Ala 


Asp 


Thr 


Thr 


Lys 










Gly 


Val 


Thr 


Ser 






655 




Leu 


Lys 


Thr 


Thr 




670 






Ser 


Gly 


Val 


Thr 


685 








Gly 


Val 


Asp 


Thr 


Thr 


Thr 


Gly 


Leu 








720 


Thr 


Ser 


Val 


Asp 






735 




Val 


Cys 


Ser 


Gly 




750 
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Val 


Thr 


Gly 


Ala 


Ala 


Asn 


Val 


Ala 


Lys 


Gly 


Ala 


lie 


Gin 


Gly 


Gly 


Leu 






755 










760 










765 








Asp 


Thr 


Thr 


Lys 


Ser 


Val 


Leu 


Thr 


Gly 


Thr 


Lys 


Asp 


Ala 


Val 


Ser 


Thr 




770 










775 










780 










Gly 


Leu 


Thr 


Gly 


Ala 


Val 


Lys 


Leu 


Ala 


Lys 


Gly 


Thr 


Val 


Gin 


Thr 


Gly 


785 










790 










795 










800 


Met 


Asp 


Thr 


Thr 


Lys 


Thr 


Val 


Leu 


Thr 


Gly 


Thr 


Lys 


Asp 


Ala 


Val 


Cys 










805 










810 










815 




Ser 


Gly 


Val 


Thr 


Gly 


Ala 


Ala 


Asn 


Val 


Ala 


Lys 


Gly 


Ala 


Val 


Gin 


Met 








820 










825 










830 






Gly 


Val 


Asp 


Thr 


Ala 


Lys 


Thr 


Val 


Leu 


Thr 


Gly 


Thr 


Lys 


Asp 


Thr 


val 






835 










840 










845 








Cys 


ser 


Gly 


Val 


Thr 


Gly 


Ala 


Ala 


Asn 


Val 


Ala 


Lys 


Gly 


Ala 


Val 


Gin 




850 










855 










860 










Thr 


Gly 


Leu 


Lys 


Thr 


Thr 


Gin 


Asn 


He 


Ala 


Thr 


Gly 


Thr 


Lys 


Asn 


Thr 


865 










870 










875 










880 


Leu 


Gly 


Ser 


Gly 


Val 


Thr 


Gly 


Ala 


Ala 


Lys 


Val 


Ala 


Lys 


Gly 


Ala 


Val 










885 










890 










895 




Gin 


Gly 


Gly 


Leu 


Asp 


Thr 


Thr 


Lys 


Ser 


Val 


Leu 


Thr 


Gly 


Thr 


Lys 


Asp 








900 










905 










910 






Ala 


Val 


Ser 


Thr 


Gly 


Leu 


Thr 


Gly 


Ala 


Val 


Asn 


Leu 


Ala 


Lys 


Gly 


Thr 






915 










920 










925 








Val 


Gin 


Thr 


Gly 


Val 


Asp 


Thr 


Ser 


Lys 


Thr 


Val 


Leu 


Thr 


Gly 


Thr 


Lys 




930 










935 










94 0 










Asp 


Thr 


Val 


Cys 


Ser 


Gly 


Val 


Thr 


Gly 


Ala 


Val 


Asn 


Val 


Ala 


Lys 


Gly 


945 










950 










955 










960 


Thr 


Val 


Gin 


Thr 


Gly 


Val 


Asp 


Thr 


Ala 


Lys 


Thr 


Val 


Leu 


Ser 


Gly 


Ala 










965 










970 










975 




Lys 


Asp 


Ala 


Val 


Thr 


Thr 


Gly 


Val 


Thr 


Gly 


Ala 


Val 


Asn 


Val 


Ala 


Lys 








980 










985 










990 






Gly 


Th* 


Val 


Gin 


Thr 


Gly 


Val 


Asp 


Ala 


Ser 


Lys 


Ala 


Val 


Leu 


Met 


Gly 






995 








1000 








1005 








Thr 


Lys 


Asp 


Thr 


Val 


Phe 


Ser Gly 


Val 


Thr 


Gly 


Ala Met 


Ser 


Met 


Ala 


1010 








1015 








1020 










Lys Gly 


Ala 


Val 


Gin 


Gly Gly Leu 


Asp 


Thr 


Thr Lys 


Thr 


Val 


Leu 


Thr 


1025 








1030 








1035 








1040 


Gly Thr 


Lys 


Asp 


Ala 


Val 


Ser Ala 


Gly 


Leu Met Gly Ser 


Gly 


Asn 


Val 



1045 1050 1055 

Ala Thr Gly Ala Thr His Thr Gly Leu Ser Thr Phe Gin Asn Trp Leu 

1060 1065 1070 

Pro Ser Thr Pro Ala Thr Ser Trp Gly Gly Leu Thr Ser Ser Arg Thr 
1075 1080 1085 



Thr Asp Asn Gly Gly Glu Gin Thr Ala Leu Ser Pro Gin Glu Ala Pro 

1090 1095 1100- 

Phe Ser Gly He Ser Thr Pro Pro Asp Val Leu Ser Val Gly Pro Glu 
1105 1110 1115 1120 

Pro Ala Trp .Glu Ala Ala Ala Thr Thr Lys Gly Leu Ala Thr Asp Val 

1125 1130 1135 

Ala Thr Phe Thr Gin Gly Ala Ala Pro Gly Arg Glu Asp Thr Gly Leu 

1140 1145 1150 

Leu Ala Thr Thr His Gly Pro Glu Glu Ala Pro Arg Leu Ala Met Leu 

1155 1160 1165 

Gin Asn Glu Leu Glu Gly Leu Gly Asp He Phe His Pro Met Asn Ala 

1170 1175 1180 

Glu Glu Gin Ala Gin Leu Ala Ala Ser Gin Pro Gly Pro Lys Val Leu 
1185 1190 1195 1200 

Ser Ala Glu Gin Gly Ser Tyr Phe Val Arg Leu Gly Asp Leu Gly Pro 

1205 1210 ~ 1215 

Ser Phe Arg Gin Arg Ala Phe Glu His Ala Val Ser His Leu Gin His 

1220 1225 1230 

Gly Gin Phe Gin Ala Arg Asp Thr Leu Ala Gin Leu Gin Asp Cys Phe 
1235 1240 1245 

Arg Leu 
1250 
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<210> 2625 










<211> 97 










<212> PRT 










<213> Homo 


sapiens 






<400> 2625 








XXIX 


lie 


Leu Ala 


Arg 


Lys Lys Glu Lys 


Thr Cys Pro Cys Lys Lys Glu 








c 




10 15 


lie 


Gly 


Arg Asn 


Ser 


Kxy oei. vjxy I'lct, 


Tyr Ser Arg Lys Ala Met Tyr 






20 




25 


30 


Lys 


Arg 


Lys Tyr 


ser 


Ala Ala Asn Thr 


Lys Val Glu Lys Lys Lys Lys 






35 




40 


45 


f3l « 
blU 


Lys 


Val Leu 


Ala 


Pro Val Thr Lys 


Pro Val Gly Gly Asp Lys Asn 




50 






55 


60 


laJ.y 


Gly 


Thr Arg 


Val 


Val Lys Leu Pro 


Thr Met Pro Axg Tyr Tyr Pro 


65 








70 


75 80 


X XXL 


Glu 


Asp Val 


Pro 


Arg Lys Leu Leu 


Ser His Gly Lys Lys Pro Phe 








85 




90 95 


Ser 


























<210> 2626 










<211> 167 










<212> PRT 










<213> Homo 


sapiens 






<400> 2626 




•i 




Gly 


Gly 


Ser Leu 


Arg 


Phe Ser Pro Pro 


Tfa 1 Dvn Car Ptre Cay 2iVfT 

Axg Vai Jr x u ocx i— y £> oex «iy 


X 






5 




10 15 


va± 


Phe 


Cys Pro 


Val 


Pro Pro Gly Gly 


Lyb V?Xjr XJtSUL f IU oex riu ncu 






20 




25 


30 


ser 


Ala 


Ser Arg 


Pro 


Gin Ser Pro Thr 


TTit* Prn Tvn f*vr^ Ti^ll JVTtJ 
XUX clu ItJJ iJCU cx \-» rvuy 






35 




40 


45 




Tyr 


Met Lys 


His 


Lys Arg Asp Asp 


fill v T>i"»r% a"\ \\ TiVC f2l n fil 11 Aso 

aiy JET X VJXU uyo will OXU rio^ 




50 






55 


60 


uiu 


Ala 


Val Asp 


Val 


Thr Pro Val Met 


Thr Cva Val Phe Val Val Met 


65 






70 


75 80 


Cys 


Cys 


Ser Met 


Leu 


Val Leu Leu Tyr 


Tyr Phe Tyr Asp Leu Leu Val 








85 




90 95 


Tyr 


Val 


Val He 


Gly 


He Phe Cys Leu 


Ala Ser Ala Thr Gly Leu Tyr 






100 




105 


110 


Ser 


Cys 


Leu Ala 


Pro 


Cys Val Arg Arg 


Leu Pro Phe Gly Lys Cys Arg 






115 




120 


125 


lie 


Pro 


Asn Asn 


Ser 


Leu Pro Tyr Phe 


His Lys Arg Pro Gin Ala Arg 




13 0 






135 


140 


Met 


Leu 


Leu Leu 


Ala 


Leu Phe Cys Val 


Ala Val Ser Val Val Trp Gly 


145 








150 


155 160 


Val 


Phe 


Arg Asn 


Glu 


Asp Gin 










165 


167 






<210> 2627 










<211> 273 










<212> PRT 










<213> Homo 


sapiens 
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<400> 2627 

Tyr Ser Arg Phe Thr Val Pro Leu Pro Ala Thr Met Ala Ser Ser Glu 

15 10 15 

Val Ala Arg His Leu Leu Phe Gin Ser His Met Ala Thr Lys Thr Thr 

20 25 30 

Cys Met Ser Ser Gin Gly Ser Asp Asp Glu Gin lie Lys Arg Glu Asn 

35 40 45 

lie Arg Ser Leu Thr Met Ser Gly His Val Gly Phe Glu Ser Leu Pro 

50 55 60 

Asp Gin Leu Val Asn Arg Ser He Gin Gin Gly Phe Cys Phe Asn He 
65 70 75 80 

Leu Cys Val Gly Glu Thr Gly He Gly Lys Ser Thr Leu He Asp Thr 

85 90 95 

Leu Phe Asn Thr Asn Phe Glu Asp Tyr Glu Ser Ser His Phe Cys Pro 

100 105 110 

Asn Val Lys Leu Lys Ala Gin Thr Tyr Glu Leu Gin Glu Ser Asn Val 

115 120 125 

Gin Leu Lys Leu Thr He Val Asn Thr Val Gly Phe Gly Asp Gin He 

130 135 140 

Asn Lys Glu Glu Arg Gin Leu Gly Arg Ser Gin Ser Thr Glu Asn Pro 
145 150 155 160 

Gin Lys Tyr Arg Ser Glu Gin His Pro Val Glu Pro Lys Lys Cys Thr 

165 170 175 

Ser Phe Trp Lys Gly Ala Leu Gly Lys Trp Ala Gly He Glu Ser Ser 

180 185 190 

Gly Gin Ser Ala Gin Gin Pro Tyr Leu Pro He Asn Ser Pro Pro His 

195 200 205 

Arg Leu Ala Asp Val Ala Asp Val His Leu Phe -Ser Ser Val Leu Ser 

210 215 ' 220 

Gly Ala Phe Gly Cys Tyr His Leu Asp Val Thr Val Asn Glu Phe Lys 
225 230 235 240 

Lys Gin Gin Asn Arg Asp Glu Gin Glu Gly Tyr Ser Lys Gly Asp Gin 

245 250 * 255 

Glu Gin Gly Ser Trp Lys His Gly Ala Asp Pro Leu Arg Gly Gly Glu 
260 265 270 

Met 
273 



<210> 2628 
<211> 151 
<212> PRT 

<213> Homo sapiens 



<400> 2628 



Arg Ala 


Phe 


Asp Val 


Arg Arg Lys Lys Ser Leu Arg 


Pro Cys Cys Pro 


1 






5 


10 


15 


Arg Asp 


Phe 


His 


Ala 


Gly Cys Leu Thr Val Ser Gly 


Pro Ser Thr Val 






20 




25 


30 


Met Gly 


Ala 


Val 


Gly 


Glu Ser Leu Ser Val Gin Cys 


Arg Tyr Glu Glu 




35 






40 


45 


Lys Tyr 


Lys 


Thr 


Phe 


Asn Lys Tyr Trp Cys Arg Gin 


Pro Cys Leu Pro 


50 








55 60 




He Trp 


His 


Glu 


Met 


Val Glu Thr Gly Gly Ser Glu 


Gly Val Val Arg 


65 








70 75 


80 


Ser Asp 


Gin 


Val 


He 


He Thr Asp His Pro Gly Asp 


Leu Thr Phe Thr 








85 


90 


95 


Val Thr 


Leu 


Glu Asn 


Leu Thr Ala Asp Asp Ala Gly 


Lys Tyr Arg Cys 






100 




105 


110 


Gly He 


Ala 


Thr 


lie 


Leu Gin Glu Asp Gly Leu Ser 


Gly Phe Leu Pro 




115 






120 


125 
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Asp Pro Phe Phe Gin Val Gin Val Leu Val Ser Ser Ala Ser Sex Thr 

130 135 140 

Glu Asn Ser Val Lys Thr Pro 
145 150 151 



<210> 2629 
<211> 74 
<212> PRT 

<213> Homo sapiens 





<400> 2629 






Asn 


Asp Ser Leu 


Val 


Pro Met Ser 


1 




5 




Pro 


Ser Ser Glu 


Ser 


Ala Trp Arg 




20 






Arg 


Lys Cys Leu 


Arg 


Thr Lys Arg 




35 




40 


Thr 


Gin Met Gin 


Ser 


Thr Leu Ser 




50 




55 


Pro 


Cys Met Trp 


Trp 


Tyr Pro Phe 


65 






70 



Ser Trp Arg Ser Cys Ala Arg Ala 

10 15 
Arg Ser Ala Ala Thr Arg Arg Ser 

25 30 
Lys Arg Trp Ser Ser Gly Lys Gly 
45 

Glu Thr Pro Arg Arg Ala Gin Met 
60 

Trp Gly 
74 



<210> 2630 
<211> 114 
<212> PRT 

<213> Homo sapiens 



<400> 2630 



Arg 


Ala 


Thr 


Trp 


His 


Asn Ala Gly 


1 








5 




Met 


Ala 


Gly 


Ala 


Glu 


Lys Arg Val 








20 






Gly 


Leu 


Phe 


Gly 


Gly 


Asn Thr Arg 






35 






40 


Thr 


Arg 


Ala 


Ala 


Asn 


Met Phe Lys 




50 








55 


Gly 


Asn 


Ala 


Phe 


Cys 


Gin Ala Ala 


65 










70 


Lys 


His 


Asp 


Ser 


Ala 


Thr Ser Phe 










85 




Lys 


Ala 


Asp 


Pro 


Gin 


Gly Lys Thr 



100 



Cys Val 
114 



Lys Glu Arg Glu Ala Val Gin Leu 

10 15 
Lys Ala Ser His Ser Phe Leu Arg 

25 30 
lie Glu Glu Ala Cys Glu Met Tyr 
45 

Met Ala Lys Asn Trp Ser Ala Ala 
60 

Lys Leu His Met Gin Leu Gin Ser 
75 80 
Val Asp Ala Gly Asn Ala Tyr Lys 

90 95 
Ala Arg His Val Ala Cys Tyr Leu 
105 110 



<210> 2631 
<211> 66 
<212> PRT 

<213> Homo sapiens 



<400> 2631 

Val He Tyr Lys Leu Asp Ser Ser Leu Phe Ser Tyr Phe lie Tyr Phe 

15 10 15 

Phe lie Phe Glu Thr Glu Ser His Phe Leu Pro Leu Met Lys Trp Thr 
20 25 30 
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Gly Pro lie Met 


Ala 


His 


Cys 


Ser 


Leu 


35 








40 




Ser Ala Asp Ser 


Ala 


Phe 


Leu 


Ser 


Ala 


50 






55 






Ser Thr 












65 66 












<210> 2632 












<211> 546 












<212> PRT 












<213> Homo 


sapiens 








<400> 2632 












Ser Ala Ser lie 


He 


He 


Arg 


Gly 


Asp 


1 


5 










Gly lie Ala Pro 


Ser 


Ser 


Arg 


His 


He 


20 










25 


Lys Tyr Asn Gly 


Thr 


Ala 


lie 


He 


Ser 


35 








40 




Leu Gly Glu Val 


Thr 


Val 


Phe 


Trp 


Arg 


50 






55 






Glu Phe Ala Glu 


Thr 


Ser 


Gly 


Lys 


Leu 


65 




70 








Ala Val lie Val 


Val 


He 


Gin 


Ala 


Leu 




85 










Lys Ser Phe Tyr 


Glu 


Phe 


Gin 


Leu 


Thr 


100 










105 


Leu Ser Glu Ser 


Ser 


Ser 


Thr 


Ala 


Asn 


115 








120 




Ser Pro Tyr Gly 


Arg 


Phe 


Ala 


Phe 


Ser 


13 0 






135 






Glu Ala Gin Arg 


Val 


Asn 


He 


Thr 


He 


145 




ISO 








Gly His Val Arg 


Leu 


Trp 


Tyr 


Lys 


Thr 




165 










Gly Leu Asp Phe 


Val 


Pro 


Ala 


Ala 


Gly 


180 










185 


Glu Met Arg Lys 


Ser 


Leu 


His 


Val 


Glu 


195 








200 




Glu Gly Pro Glu 


Glu 


Phe 


Ser 


Leu 


Thr 


210 






215 






Gly Arg Gly Tyr 


Asp 


Phe 


Thr 


He 


Gin 


225 




230 








Gin Pro Pro Glu 


He 


Gly 


Asn 


He 


Ser 




245 










Lys Asn Asp Asn 


Ala 


Glu 


Gly 


He 


He 


260 










265 


Ala Phe Glu Val 


Glu 


Glu 


Asp 


Val 


Gly 


275 








280 




Arg Leu His Gly 


Thr 


Tyr 


Gly 


Tyr 


Val 


290 






295 






Ser Ser Ser Ala 


Ser 


Pro 


Gly 


Gly 


Val 


305 




310 








Thr Val Thr Phe 


Gin 


His 


Gly 


Gin 


Asn 




325 










lie lie Asp Asp 


Asn 


Glu 


Ser 


Glu 


Phe 


340 










345 


Leu Thr Gly Ala 


Thr 


Gly 


Gly 


Ala 


Val 


355 








360 




Arg lie He He 


Ala 


Lys 


Ser 


Asp 


Ser 


370 






375 







PCTYUS01/03800 



Lys 


He 


Leu 


Ala 


Ser 


Arg 


Asn 








45 








Gly 


Asp 


Thr 


Ser 


Leu 


Ser 


His 






60 










Lys 


Arg 


Ala 


Ser 


Gly 


Glu 


Val 


10 










15 




Leu 


He 


Gly 


Glu 


Pro 


Ser 


Ala 










30 






Leu 


Val 


Arg 


Gly 


Pro 


Gly 


He 








45 








He 


Phe 


Pro 


Pro 


Ser 


Val 


Gly 






60 










Thr 


Met 


Arg 


Asp 


Glu 


Gin 


Ser 




75 










80 


Asn 


Asp 


Asp 


He 


Pro 


Glu 


Glu 


90 










95 




Ala 


Val 


Ser 


Glu 


Gly 


Gly 


Val 










110 






He 


Thr 


Val 


Val 


Ala 


Ser 


Asp 








125 








His 


Glu 


Gin 


Leu 


Arg 


Val 


Ser 






140 










He 


Arg 


Ser 


Ser 


Gly 


Asp 


Phe 




155 










160 


Met 


Ser 


Gly 


Thr 


Ala 


Glu 


Ala 


170 










175 




Glu 


Leu 


Leu 


Phe 


Glu 


Ala 


Gly 










190 






He 


Leu 


Asp 


Asp 


Asp 


Tyr 


Pro 








2 05 








He 


Thr 


Lys 


Val 


Glu 


Leu 


Gin 






220 










Glu 


Asn 


Gly 


Leu 


Gin 


He 


Asp 




235 










240 


He 


Val 


Arg 


He 


He 


He 


Met 


250 










255 




Glu 


Phe 


Asp 


Pro 


Lys 


Tyr 


Thr 










270 






Leu 


He 


Met 


He 


Pro 


Val 


val 








2 85 








Thr 


Ala 


Asp 


Phe 


He 


Ser 


Gin 






300 










Asp 


Tyr 


118 


Leu 


IT 4 a 


Gly 


ser 




315 










320 


Leu 


Ser 


Phe 


He 


Asn 


He 


Ser 


330 










335 




Glu 


Glu 


Pro 


He 


Glu 


He 


Leu 










350 






Leu 


Gly 


Arg 


His 


Leu 


Val 


Ser 








365 








Pro 


Phe 


Gly 


Val 


He 


Arg 


Phe 



380 
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Leu 


Asn 


Gin 


Ser 


Lys 


He 


Ser 


He Ala 


Asn 


Pro Asn 


Ser 


Thr 


Met He 


385 










390 








395 






400 


Leu 


Ser 


Leu 


Val 


Leu 


Glu 


Arg 


Thr Gly 


Gly 


Leu Leu 


Gly 


Glu 


He Gin 










405 








410 








415 


Val 


Asn 


Trp 


Glu 


Thr 


Val 


Gly 


Pro Asn 


Ser 


Gin Glu 


Ala 


Leu 


Leu Pro 








420 








425 








430 




Gin 


Asn 


Arg 


Asp 


He 


Ala 


Asp 


Pro Val 


Ser 


Gly Leu 


Phe 


Tyr 


Phe Gly 






435 










440 






445 






Glu 


Gly 


Glu 


Gly 


Gly 


Val 


Arg 


Thr lie 


He 


Leu Thr 


He 


Tyr 


Pro His 




450 










455 






460 








Glu 


Glu 


lie 


Glu 


Val 


Glu 


Glu 


Thr Phe 


He 


He Lys 


Leu 


His 


Leu Val 












470 








475 






480 


Lys 


Gly 


Glu 


Ala 


Lys 


Leu 


Asp 


Ser Arg 


Ala 


Lys Asp 


Val 


Thr 


Leu Thr 










485 








490 








495 


lie 


Gin 


Glu 


Phe 


Gly 


Asp 


Pro 


Asn Gly 


Val 


Val Gin 


Phe 


Ala 


Pro Glu 








500 








505 








510 




Thr 


Leu 


Ser 


Lys 


Lys 


Thr 


Tyr 


Ser Glu 


Pro 


Leu Ala 


Leu 


Glu 


Gly Pro 






515 










520 






525 






Leu 


Leu 


lie 


Thr 


Phe 


Phe 


Val 


Arg Arg 


Val 


Lys Gly 


Hit 


Phe 


Gly Glu 



530 535 540 



He Met 
545 546 



<210> 2633 
<211> 67 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (67) 

<223> Xaa = any amino acid or nothing 



<400> 2633 



Met 


Gly Ser Lys Thr Leu Pro 


Ala 


Pro 


Val Pro He 


His 


Pro 


Ser 


Leu 


1 


5 






10 






15 




Gin 


Leu Thr Asn Tyr Ser Phe 


Leu 


Gin 


Ala Val Asn 


Gly 


Leu 


Pro 


Thr 




20 




25 






30 






Val 


Pro Ser Asp His Leu Pro 


Asn 


Leu 


Tyr Gly Phe 


Ser 


Ala 


Leu His 






40 






45 








Ala 


Val His Leu His Gin Trp 


Thr 


Leu 


Gly Tyr Pro 


Ala 


Met 


His 


Leu 



50 55 60 

Xaa Arg Ser 
65 67 



<210> 2634 
<211> 189 
<212> PRT 

<213> Homo sapiens 



<400> 2634 



Phe 


Val Ser Pro Ser Arg Ala 


Met Ala 


Ser Ala Leu 


He 


Tyr 


Val Ser 


1 


5 




10 






15 


Lys 


Phe Lys Ser Phe Val lie 


Leu Val 


Val Thr Pro 


Leu 


Leu 


Leu Leu 




20 


25 






30 




Pro 


Leu Val He Leu Met Pro 


Ala Lys 


Phe Val Arg 


Cys 


Ala 


Tyr Val 




35 


40 




45 






He 


He Leu Met Ala He Tyr 


Trp Cys 


Thr Glu Val 


He 


Pro 


Leu Ala 




50 55 




60 
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Val Thr 

65 
Asp Ser 

Phe Leu 

His Lys 

Ala Arg 
130 
Trp lie 
145 

Ala He 
Leu Glu 



Ser Leu 

Arg Gin 

Gly Gly 
100 
Arg He 
115 

Leu Met 

Ser Asn 

Leu Gin 

Leu val 
180 



Met Pro Val 
70 

Val Cys Val 
85 

Leu He Val 

Ala Leu Arg 

Leu Gly Phe 
135 

Thr Ala Thr 

150 
Gin Met Glu 
165 

Asp Lys Gly 



Leu Leu 

Gin Tyr 

Ala Val 
105 
Thr Leu 
120 

Met Gly 

Thr Ala 

Ala Thr 

Lys Ala 
185 



Phe Pro Leu 
75 

Met Lys Asp 
90 

Ala Val Glu 

Leu Trp Val 

Val Thr Ala 
140 

Met Met Val 

155 
Ser Ala Ala 
170 

Lys Glu Leu 



Phe Gin 

Thr Asn 

Arg Trp 
110 
Gly Ala 
125 

Leu Leu 

Pro He 

Thr Glu 

Pro 
1B9 



He Leu 
80 

Met Leu 

95 
Asn Leu 

Lys Pro 

Ser Met 

Val Glu 
160 
Ala Gly 
175 



<210> 2635 
<211> 146 
<212> PRT 
. <213> Homo sapiens 



<400> 2635 

Lys Gin Ser Thr Arg Pro Asp Val Met Thr Leu Tyr Pro Leu His Trp 

1 5 10 15 

Gin Glu Glu Met Ser Gly Glu Ser Val Val Ser Ser Ala Val Pro Ala 

20 25 30 

Ala Ala Thr Arg Thr Thr Ser Phe Lys Gly Thr Ser Pro Ser Ser Lys 

35 40 45 

Tyr Val Lys Leu Asn Val Gly Gly Ala Leu Tyr Tyr Thr Thr Met Gin 

50 55 60 

Thr Leu Thr Lys Gin Asp Thr Met Leu Lys Ala Met Phe Ser Gly Arg 
65 70 75 * 80 

Met Glu Val Leu thr Asp Ser Glu Gly Trp He Leu He Asp Arg Cys 

85 90 95 

Gly Lys His Phe Gly Thr He Leu Asn Tyr Leu Arg Asp Gly Ala Val 

100 105 110 

Pro Leu Pro Glu Ser Arg Arg Glu He Glu Glu Leu Leu Ala Glu Ala 

115 120 " 125 

Lys Tyr Tyr Leu Val Gin Gly Leu Val Glu Glu Cys Gin Ala Ala Leu 

130 135 140 

Gin Val 
145 146 



<210> 2636 
<211> 191 
<212> PRT 

<213> Homo sapiens 



<400> 2636 

Arg Pro Arg Gly Arg Gly Ala Trp Ala Gly Pro Gly Gly Asp Tyr Ser 

1 5 10 15 

Gly Val Arg Arg Gin Gin Arg Arg Arg Thr Arg He Ser Gly Ser Gin 

20 25 30 

Arg Gly Ser Asp Ala Ala Gly Thr Met Gly Cys Cys Thr Gly Arg Cys 

35 40 45 

Ser Leu He Cys Leu Cys Ala Leu Gin Leu Val Ser Ala Leu Glu Arg 
50 55 60 
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Gin 


lie 


Phe 


Asp 


Phe 


Leu 


Gly 


Phe 


Gin 


Trp 


Ala 


Pro 


He 


Leu 


Gly 


Asn 


65 










70 










75 










* 80 


Phe 


Leu 


His 


He 


He 
85 


Val 


Val 


He 


Leu 


Gly 
90 


Leu 


Phe 


Gly 


Thr 


He 
95 


Gin 


Tyr 


Arg 


Pro 


Arg 
100 


Tyr 


He 


Met 


Val 


Tyr 
105 


Thr 


Val 


Trp 


Thr 


Ala 
110 


Leu 


Trp 


Val 


Thr 


Trp 
115 


Asn 


Val 


Phe 


He 


He 
120 


Cys 


Phe 


Tyr 


Leu 


Glu 
125 


Val 


Gly 


Gly 


lieu 


Ser 
130 


Lys 


Asp 


Thr 


Asp 


Leu 
135 


Met 


Thr 


Phe 


Asn 


He 
140 


Ser 


Val 


His 


Arg 


Ser 


Trp 


Trp 


Arg 


Glu 


His 


Gly 


Pro 


Gly 


Cys 


Val 


Arg 


Arg 


Val 


Leu 


Pro 


145 










150 










155 










160 


Pro 


Ser 


Ala 


His 


Gly 
165 


Met 


Met 


Asp 


Asp 


Tyr 
170 


Thr 


Tyr 


Val 


Ser 


Val 
175 


Thr 


Gly 


Cys 


He 


Val 
180 


Asp 


Phe 


Gin 


Tyr 


Leu 
185 


Glu 


Val 


He 


His 


Ser 
190 


Ala 
191 





<210> 2637 
<211> 41 
<212> PRT 

<213> Homo sapiens 



<400> 2637 



Arg 


Ser Arg Met 


Gly Asp 


Lys 


Pro 


He 


Trp 


Glu 


Gin 


He 


Gly 


Ser 


Ser 


1 




5 








10 










15 




Phe 


He Gin His 


Tyr Tyr 


Gin 


Leu 


Phe 


Asp 


Asn 


Asp 


Arg 


Thr 


Gin 


Leu 




20 






25 










30 






Gly 


Ala He Tyr 
35 


Val Ser 


Phe 


Gin 
40 


Leu 
41 

















<210> 2638 
<211> 159 
<212> PRT 

<213> Homo sapiens 



<400> 2638 



Met 


Glu 


Glu Glu 


Asp 


Glu 


Ser 


Arg 


Gly 


Lys 


Thr 


Glu 


Glu 


Ser 


Gly 


Glu 


l 








5 










10 










15 




Asp 


Arg 


Gly Asp 


Gly 


Pro 


Pro 


Asp 


Arg 


Asp 


Pro 


Thr 


Leu 


Ser 


Pro 


Ser 








20 










25 










30 






Ala 


Phe 


He 
35 


Leu 


Arg 


Ala 


He 


Gin 
40 


Gin 


Ala 


Val 


Gly 


Ser 
45 


Ser 


Leu 


Gin 


Gly 


Asp 
50 


Leu 


Pro 


Asn 


Asp 


Lys 
55 


Asp 


Gly 


Ser 


Arg 


Cys 
60 


His 


Gly 


Leu 


Arg 


Trp 


Arg 


Arg 


Cys 


Arg 


Ser 


Pro 


Arg 


Ser 


Glu 


Pro 


Arg 


Ser 


Gin 


Glu 


Ser' 


65 










70 










75 










80 


Gly 


Gly 


Thr 


Asp 


Thr 
85 


Ala 


Thr 


val 


Leu 


Asp 
90 


Met 


Ala 


Thr 


Asp 


ser 
95 


Phe 


Leu 


Ala 


Gly 


Leu 
100 


Val 


Ser 


Val 


Leu 


Asp 
105 


Pro 


Pro 


Asp 


Thr 


Trp 
110 


Val 


Pro 


Ser 


Arg 


Leu 
115 


Asp 


Leu 


Arg 


Pro 


Gly 
120 


Glu 


Ser 


Glu 


Asp 


Met 
125 


Leu 


GlU 


Leu 


Val 


Ala 
130 


Glu 


Val 


Arg 


He 


Gly 
135 


Asp 


Arg 


Asp 


Pro 


He 
140 


Pro 


Leu 


Pro 


Val 


Pro 


Ser 


Leu 


Leu 


Pro 


Arg 


Leu 


Arg 


Ala 


Trp 


Arg 


Thr 


Gly 


Lys 


Thr 




145 










150 










155 








159 
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<210> 2639 

<211S> 67 

<212> PRT 

<213> Homo sapiens 



<400> 2639 

Leu Leu Ser Arg Met Pro Ser Thr Asn Arg Ala Gly Ser Leu Lys Asp 

1 5 10 15 

Pro Glu He Ala Glu Leu Phe Phe Lys Glu Asp Pro Glu Lys Leu Phe 

20 25 30 

Thr Asp Leu Arg Glu He Gly His Gly Ser Phe Gly Ala Ala Tyr Phe 

35 40 45 

Ala Arg Asp Val Arg Thr Asn Glu Val Val Ala He Lys Lys Met Ser 

50 55 60 

Tyr Ser Gly 
65 67 



<210> 2640 

<211> 163 

<212> PRT 

<213> Homo sapiens 



<400> 2640 






Arg Gly 


Ala 


Lys 


Ala 


Lys Ser Ala 


1 






5 




Ser Ser 


lie 


Leu 


He 


Leu Ser Pro 






20 






Pro Gly 


Thr 


Glu 


Ala 


Thr Arg Pro 




35 






40 


Lys Lys 


Ser 


His 


Trp 


Thr Ser Lys 


50 








55 


Asn Pro 


Glu 


Gly 


Gin 


Leu Gly Phe 


65 








70 


Gly Gin 


Phe 


Pro 


Tyr 


Leu Gly Glu 








55 




Glu Ser 


Gly 


Ser 


Lys 


Leu Val Ser 






100 






Glu Thr 


Pro 


Val 


Ala 


Gly Leu Thr 




115 






120 


Lys His 


Cys 


Lys 


Asp 


Pro Leu Arg 


130 








135 


Ser Ser 


Gly 


Leu 


Leu 


Ser Val Leu 


145 








150 


Ala Gly 


Gin 










163 









Val Leu Pro Pro Gly Pro Pro Cys 

10 15 
Pro Ala Pro Leu Thr Pro Arg Ser 

25 30 
Thr Ala Met Ser Lys Ser Leu Lys 
45 

Val His Glu Ser Val He Gly Arg 
60 

Glu Leu Lys Gly Gly Ala Glu Asn 
75 80 
Val Lye Pro Gly Lys Val Ala Tyr 

90 95 
Glu Glu Leu Leu Leu Glu Val Asn 
105 110 
He Arg Asp Val Leu Ala Val He 
125 

Leu Lys Cys Val Lys Gin Gly Glu 
140 

Pro Gly Gly Gly Thr Ala Arg Gly 
155 160 



<210> 2641 

<211> 154 

<212> PRT 

<213> Homo sapiens 



<400> 2641 

Arg Thr He Arg Glu Thr Glu Arg Arg Ser Ala Leu Ser Cys Ser Val 

15 10 15 

Leu Lys Ser Glu Pro Leu Pro Gly Leu Gin Pro Gin Ala Ser Gin Gin 
20 25 30 
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Arg 


Arg 


Arg 


Arg Leu 


Pro 


Gly Arg Arg Gin 


Val 


Gin 


Val Gin Glu Gly 






35 






40 






45 


Gly 


Gly 


Ser 


Gly Leu 


Arg 


Ala Trp Val Leu 


Ala 


Met 


Ala Ser Val Leu 




50 








55 




60 




Gly 


Ser 


Gly 


Arg Gly 


Ser 


Gly Gly Leu Ser 


Ser 


Gin 


Leu Lys Cys Lys 


65 








70 




75 




BO 


Ser 


Lys 


Arg 


Arg Arg 


Arg 


Arg Arg Ser Lys 


Arg 


Lys 


Asp Lys Val* Ser 








85 




90 






95 


lie 


Leu 


Ser 


Thr Phe 


Leu 


Ala Pro Phe Lys 


His 


Leu 


Ser Pro Gly lie 








100 




105 






110 


Thr 


Asn 


Thr 


Glu Asp 


Asp 


Asp Thr Leu Ser 


Thr 


ser 


Ser Ala Glu Val 






115 






120 






125 


Lys 


Glu 


Asn 


Arg Asn 


Val 


Gly Asn Leu Ala 


Ala 


Arg 


Pro Pro Pro Ser 




130 








135 




140 




Gly 


Asp 


Arg 


Ala Arg 


Gly 


Gly Ala Thr Arg 








145 








150 


154 









<210> 2642 
<211> 249 
<212> PRT 

<213> Homo sapiens 



<400> 2642 



Gin 


Arg 


Arg Arg Phe Arg 


Ala Gly Leu Trp 


Gly 


Gly 


His Gly Leu Thr 


1 




5 


10 






15 


Asp 


Gly 


Leu Arg Arg Asn 


Gly Gly Cys Gly 


Cys 


Ser 


Ala Arg Val Pro 






20 


25 






30 


Arg 


Val 


Gly Glu Arg Leu 


Arg Gly His Arg 


Cys 


Pro 


Asp Pro Leu Cys 






35 


40 






45 


Leu 


Leu 


Leu Asp Met Leu 


Phe Leu Ser Phe 


His 


Ala 


Gly Ser Trp Glu 




50 




55 




60 




Ser 


Trp 


Cys Cys Cys Cys 


Leu He Pro Ala 


Asp 


Arg 


Pro Trp Asp Arg 


65 




70 




75 




80 


Gly 


Gin 


His Trp Gin Leu 


Glu Met Ala Asp 


Thr 


Arg 


Ser Val His Glu 






85 


90 






95 


Thr 


Arg 


Phe Glu Ala Ala 


Val Lys Val He 


Gin 


Ser 


Leu Pro Lys Asn 






100 


105 






110 


Gly 


Ser 


Phe Gin Pro Thr 


Asn Glu Met Met 


Leu 


Lys 


Phe Tyr Ser Phe 






115 


120 






125 


Tyr 


Lys 


Gin Ala Thr Glu 


Gly Pro Cys Lys 


Leu 


ser 


Arg Pro Gly Phe 




130 




135 




140 




Trp 


Asp 


Pro lie Gly Arg 


Tyr Lys Trp Asp 


Ala 


Trp 


Ser Ser Leu Gly 


145 




150 




155 




160 


Asp 


Met 


Thr Lys Glu Glu 


Ala Met He Ala 


Tyr 


Val 


Glu Glu Met Lys 






165 


170 






175 


Lys 


lie 


He Glu Thr Met 


Pro Met Thr Glu 


Lys 


Val 


Glu Glu Leu Leu 






180 


185 






190 


Arg 


Val 


He Gly Pro Phe 


Tyr Glu He Val 


GlU 


Asp 


Lys Lys Ser Gly 






195 


200 






205 


Arg 


Ser 


Ser Asp He Thr 


Ser Asp Leu Gly 


Asn 


Val 


Leu Thr Ser Thr 




210 




215 




220 




Pro 


Asn 


Ala Lys Thr Val 


Asn Gly Lys Ala 


Glu 


Ser 


Ser Asp Ser Gly 


225 




230 




235 




240 


Ala 


Glu 


Ser Glu Glu Glu 


Glu Ala Cys 












245 


249 









<210> 2643 
<211> 329 
<212> PRT 
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<213> Homo sapiens 



<400> 2643 



Pro Leu 


Met 


Ser Leu Val Arg 


Val 


1 




5 




Ala Gin 


Lys 


Thr Pro Ser Arg 


Leu 






20 




Ala Asp 


Glu 


Lys Phe Asn Gin 


Leu 




35 




40 


Gin Glu 


Lys 


His Leu Val Phe 


Phe 


SO 




55 




Arg Gly 


lie 


Arg Asp Ser Ala 


Arg 


65 




70 




Glu Tyr 


Tyr 


Gly Lys Ala Leu 


Glu 






85 




Met Cys 


lie 


His Gly Lys Met 


Lys 






100 




Glu Phe 


Arg 


Lys Leu Gin Ser 


Gly 




115 




120 


Ala Arg 


Gly 


lie Asp lie Pro 


Glu 


130 




135 




Pro Pro 


Ser 


Asn Ala Ser Ala 


Phe 


145 




150 




Arg lie 


Gly 


His Gly Gly Ser 


Ala 






165 




Glu Ser 


Tyr 


lie Asn Phe Leu 


Ala 






180 




Glu Net 


Lys 


Pro Gin Arg Asn 


Thr 




195 




200 


Ser Met 


Ala 


Leu Ala Asp Arg 


Ala 


210 




215 




Phe Val 


Ser 


Tyr Val Gin Ala 


Tyr 


225 




230 




Phe Arg 


Leu 


Lys Asp Leu Asp 


Phe 






245 




Leu Leu 


Arg 


Met Pro Lys Met 


Pro 






260 




Asp Phe 


Val 


Pro Val Asp Val 


Asn 




275 




260 


Lys lie 


Arg 


Glu Lys Gin Arg 


Gin 


290 




295 




Glu Lys 


Thr 


Glu Asn Glu Gly 


Arg 


305 




310 




Trp Ser 


Lys 


Gin Lys Ala Lys 


Lys 



325 



<210> 2644 
<211> 317 
<212> PRT 

<213> Homo sapiens 



<400> 2644 
Val Thr Met Tyr Lys Asp Cys He 

1 5 
Leu Cys Asp Ala Glu Gly Pro Trp 
20 

He Leu Gly lie Val Val Thr He 
35 40 
Leu Met Arg Lys He Gin Asp Cys 
50 55 



Val 


Glu Phe 


Val 


Ala 


Ala 


Ser 


Ser 




10 








15 




Glu 


Asn Tyr 


Tyr 


Met 


Val 


Cys 


Lys 


25 








30 






Val 


His Phe 


Leu 


Arg 


Asn 


His 


Lys 








45 








Arg 


Tyr ser 


Ser 


Gly 


Leu 


cys 


Gly 






60 










Met 


Cys Ser 


Thr 


Cys 


Ala 


Cys 


Val 




75 










80 


Val 


Leu Val 


Lys 


Gly 


Val 


Lys 


He 




90 








95 




Tyr 


Lys Arg 


Asn 


Lys 


lie 


Phe 


Met 


105 








110 






He 


Leu Val 


Cys 


Thr 


Asp 


Val 


Met 








125 








Val 


Asn Trp 


Val 


Leu 


Gin 


Tyr 


Asp 






140 










Val 


His Arg 


Cys 


Gly 


Arg 


Thr 


Ala 




155 










160 


Leu 


Val Phe 


Leu 


Leu 


Pro 


Met 


Glu 




170 








175 




He 


Asn Gin 


Lys 


Cys 


Pro 


Leu 


Gin 


185 








190 






Ala 


Asp Leu 


Leu 


Pro 


Lys 


Leu 


Lys 








205 








Val 


Phe Glu 


Lys 


Gly 


Met 


Lys 


Ala 






220 










Ala 


Lys His 


Glu 


Cys 


Asn 


Leu 


lie 




235 










240 


Ala 


Ser Leu 


Ala 


Arg 


Gly 


Phe 


Ala 




250 








255 




Glu 


Leu Arg 


Gly 


Lys 


Gin 


Phe 


Pro 


265 








270 






Thr 


Asp Thr 


He 


Pro 


Phe 


Lys 


Asp 








285 








Lys 


Leu Leu 


Glu 


Gin 


Gin 


Arg 


Arg 






300 










Arg 


Lys Phe 


He 


Lys 


Asn 


Lys 


Ala 




315 










320 


Lys 














329 














Glu 


Ser Thr 


Gly 


Asp 


Tyr 


Phe 


Leu 




10 








15 




Gly 


He He 


Leu 


Glu 


Ser 


Leu 


Ala 


25 








30 






Leu 


Leu Leu 


Leu 


Ala 


Phe 


Leu 


Phe 








45 








Ser 


Gin Trp 


Asn 


Val 


Leu 


Pro 


Thr 






60 
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Gin 


Leu 


Leu 


Phe 


Leu 


Leu 


Ser 


Val 


Leu 


65 










70 








Ala 


Phe 


He 


He 


Glu 


Leu 


Asn 


Gin 


Gin 










85 










Leu 


Phe 


Gly 


Val 


Leu 


Phe 


Ala 


Leu 


Cys 








100 










105 


Ala 


Ser 


Asn 


Leu 


Val 


Lys 


Leu 


Val 


Arg 






115 










120 




Thr 


Thr 


He 


Leu 


Cys 


He 


Ala 


lie 


Gly 




130 










135 






He 


Ala 


Thr 


Glu 


Tyr 


val 


Thr 


Leu 


He 


145 










150 








Val 


Asn 


Met 


Thr 


Pro 


Cys 


Gin 


Leu 


Asn 










165 










Val 


Tvx 


Val 


Leu 


Phe 


Leu 


Met 


Ala 


Leu 








180 










185 


Thr 


Phe 


Cvs 


Gly 


Pro 


Cvs 


Glu 


Asn 


Trp 






195 










200 




Phe 


lie 


Thr 


Val 


Leu 


Phe 


Ser 


He 


He 




210 










215 






Met 


Leu 


Leu 


Arcr 


Glv 


Asn 


Pro 


Gin 


Phe 


225 










230 








Asp 


Pro 


Val 


Val 


Cvs 


He 


Ala 


Leu 


Val 










245 










Leu 


Leu 


Tyr 


He 


Val 


Pro 


Glu 


Leu 


Cys 








260 










265 


Gin 


Glu 


Cys 


Pro 


Leu 


Gin 


Gly 


Asn 


Ala 






275 










280 




His 


Ser 


Phe 


Gin 


Val 


Glu 


Asn 


Gin 


Glu 




290 










295 






Val 


Leu 


Leu 


Asn 


Ser 


Asp 


Phe 


Leu 


Ser 


305 










310 










<210> 2645 














<211> 47 














<212> PRT 














<213> Homo 


sapiens 










<400> 2645 












Arg 


Pro Arg Val 


Val 


Thr 


His 


Asn 


Ser 


1 








5 










Asp 


His Pro Gly 


Trp 


Leu 


Pro 


Gly 


Gin 








20 










25 


Gly 


Ala 


Pro Arg 


Gin 


Glu 


Gly 


Pro 


Gly 






35 










40 






<210> 2646 














<211> 183 














<212> PRT 














<213> Homo 


sapiens 










<400> 2646 












Glu 


Trp 


Ser 


Leu 


Asp 


Pro 


Phe 


Met 


Gly 


1 








5 










Asp 


Leu 


Ser 


Pro 


Ser 


Gin 


Glu 


Lys 


Ser 








20 










25 


He 


Gin Asp Val 


Leu 


Ser 


Ala 


Leu 

4D 


Pro 



35 40 



PCT/USO 1/03800 



Gly 


Leu 


Phe 


Gly 


Leu 


Ala 


Phe 




75 










80 


Thr 


Ala 


Pro 


Val 


Arg 


Tyr 


Phe 


90 










95 




Phe 


Ser 


Cys 


Leu 


Leu 


Ala 


His 










110 






Gly 


Cys 


Val 


Ser 


Phe 


Ser 


Trp 








125 








Cys 


Ser 


Leu 


Leu 


Gin 


He 


He 






140 










Met 


Thr 


Arg 


Gly 


Met 


Met 


Phe 




155 










160 


Val 


Asp 


Phe 


Val 


Val 


Leu 


Leu 


170 










175 




Thr 


Phe 


Phe 


Val 


Ser 


Lys 


Ala 










190 






Lys 


Gin 


His 


Gly 


Arg 


Leu 


He 








205 








lie 


Trp 


Val 


Val 


Trp 


He 


Ser 






220 










Gin 


Arg 


Gin 


Pro 


Gin 


Trp 


Asp 




235 










240 


Thr 


Asn 


Ala 


Trp 


Val 


Phe 


Leu 


250 










255 




He 


Leu 


Tyr 


Arg 


Ser 


Cys 


Arg 










270 






Cys 


Pro 


Val 


Thr 


Ala 


Tyr 


Gin 








285 








Leu 


Ser 


Ira 


Asp 


Lys 




Lys 






300 










His 


Ser 


Gly 


Ala 










315 




317 








Gin 


Trp 


Cys 


Phe 


Leu 


Pro 


Gin 


10 










15 




Ser 


Glv 


Ala 


Pro 


Glv 


Glv 


Arcr 










30 






Ser 


Ser 


Trp 


Arg 


Gin 


Val 










45 




47 




He 


Met 


Ser 


Gly 


Gin 


Val 


Gly 


10 










15 




Leu 


Ala 


Gin 


Phe 


Arg 


Glu 


Asn 










30 






Asn 


Pro 


Asp 


Asp 


Tyr 


Phe 


Leu 



45 

1574 



WO 01/57188 



PCTYUS01/03800 



Leu 


Arg 
50 


Trp 


Leu 


Gin 


Ala 


Arg 
55 


Ser 


Met 


Leu 


Arg 


Lys 


His 


Met 


Glu 


Phe 


65 










70 






Ue 


Leu 


Ala 


Trp 


Gin 
85 


Pro 


Pro 


Glu 


Gly 


lie 


Cys 


Gly 
100 


His 


Asp 


Gly 


Glu 


Val 


Gly 


Ser 
115 


Gin 


Asp 


Pro 


Lys 


Gly 
120 


Glu 


Leu 
130 


Leu 


Arg 


Asp 


Ser 


Phe 
135 


Arg 


Cys 


Glu 


Leu 


Gin 


Ser 


Gin 


Lys 


Leu 


145 










150 






Ala 


lie 


Phe 


Gly 


Leu 
165 


Glu 


Gly 


Leu 


Gly 


He 


Glu 


Leu 
180 


Leu 


Gin 


Glu 
183 





Phe 


Asp 


Leu Gin 


Lys Ser Glu Asp 






60 




Arg 


Lys 


Gin Gin 


Asp Leu Ala Asn 






75 


80 


Val 


Val 


Arg Leu 


Tyr Asn Ala Asn 




90 




95 


Gly 


Ser 


Pro Val 


Trp Tyr His He 


105 






110 


Leu 


Leu 


Leu Ser 


Ala Ser Lys Gin 








125 


Ser 


Cys 


Glu Leu 


Leu Leu Arg Glu 






140 




Gly 


Lys 


Arg Val 


Glu Lys He He 






155 


160 


Gly 


Leu 


Arg Asp 


Leu Trp Lys Pro 




170 




175 



<210> 2647 
<211> 120 
<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1) . . . (120) 

<223> Xaa = any amino acid or nothing 



<400> 2647 



Met Val 


Ser 


Ser 


Cys 


Cys Gly 


Ser 


1 






5 






Gin Asp 


Leu 


Cys 


Gin 


Glu Thr 


Cys 






20 








Thr Cys 


Cys 


Arg 


Thr 


Thr Cys 


Cys 




35 








40 


Cys Cys 


Arg 


Pro 


Gin 


Cys Cys 


Gin 


50 








55 




Ser Arg 


Pro 


Ser 


Cys 


Cys Gin 


Thr 


65 








70 




Arg Pro 


Ser 


Cys 


Cys 


Val Ser 


Ser 








85 






Pro Val 


Cys 


Cys 


Gin 


Pro Thr 


Cys 






100 








Thr Cys 


Cys 


His 


Pro 


Xaa Cys 


Cys 




115 








120 



Val 


Cys 


Ser Asp 


Gin Gly Cys Gly 




10 




15 


Cys 


Arg 


Pro Ser 


Cys Cys Glu Thr 


25 






30 


Arg 


Pro 


Ser Cys 


Cys Val Ser Ser 








45 


Ser 


Val 


Cys Cys 


Gin Pro Thr Cys 






50 




Thr 


Cys 


Cys Arg 


Thr Thr Cys Tyr 






75 


80 


Cys 


Cys 


Arg Pro 


Gin Cys Cys Gin 




90 




95 


Cys 


Arg 


Pro Ser 


Cys Cys Glu Thr 


105 






110 



<210> 2648 
<211> 120 
<212> PRT 

<213> Homo sapiens 



<400> 2646 
Gly Gly Asn Arg Lys Ser Ala Glu 

1 5 
Pro Ala Ser Gly Cys Tyr Tyr Leu 
20 

Glu Met Tyr Leu Arg Phe Asp Gin 
35 40 



Met Phe Ser Gin Val Pro Arg Thr 

10 15 
Asn Ser Met Thr Pro Glu Gly Gin 

25 30 
Thr Thr Arg Arg Ser Pro Tyr Arg 
45 



1575 



WO 01/57188 



Met 


Ser Arg 


lie 


Leu 


Ala Arg 


His 


Gin 




50 








55 






Glu 


lie 


Glu 


Ala 


Lys 


Glu Ala 


Cys 


Asp 


65 










70 






Pro 


Gin Tyr 


Ala 


Gin 


Leu Tyr 


Glu 


Asp 










85 








Val 


Ala 


Val 


Lys 


Asn 


Asp His 


Asp 


Phe 








100 








105 


Pro 


Leu Cys 


Arg 


Arg 


Leu Asn 


Thr 








115 








120 






<210> 2649 












<211> 131 












<212> PRT 












<213> Homo 


sapiens 








<400> 2649 










Pro 


Arg 


Phe 


Ser 


Glu 


Leu Val 




Glv 










5 








Phe 


Gly 


Gly 


Ser 


Pro 


Ser Lys 


Ala 


Ala 








20 








25 


Ala 


Ser 


Ala 


Gin 


Leu 


Glu Asn 


Met 


Glu 






35 








40 




Leu 


Ala 


Leu 


Gin 


Leu 


Pro Glu 


His 


Glv 




50 








55 






Pro 


Gly 


Asn 


Cys 


Ser 


Glu Asn 


Pro 


Cvs 


re 










70 






Pro 


Gly 


Ala 


Asp 


Ala 


His Ser 


Cys 


Asp 










85 








Arg 


Arg 


Cys 


Glu 


Leu 


Ala Cys 


He 


Lys 








100 








105 


Leu 


Phe 


Ser 


Glu 


Thr 


Lys Ala 


Phe 


Pro 






115 








120 




His 


His 


Val 














130 


131 













<210> 2650 

<211> 98 

<212> PRT 

<213> Homo sapiens 



<400> 2650 
Ala Lys He Ala Ser Leu Glu Arg He 

1 5 
Thr Arg Pro Asp Gly Asp Asn Thr Asp 
20 25 
Val Thr Tyr Thr Gly lie Leu Gly Pro 

35 40 
Ala Leu Trp Val Phe Tyr Gly Tyr Met 

50 55 
He Phe Met He Asn Leu Ala He Ala 

65 70 
Leu Pro Leu Arg He Phe Tyr Tyr Leu 
85 

Pro Val 
98 
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Leu 


Val Thr Lys 


He Gin 


Gin 




60 






Trp 


Leu Arg Ala 


Ala Gly 


Phe 




75 




80 


Ser 


Gin Phe Pro 


He Asn 


He 


90 




95 




Leu 


Glu Lys Asp 


Leu Gly 


Glu 






110 




Atq 


Gly Arg Val 


Ser Ala 


Atq 


10 




15 




Thr 


Val Arg Ser 


Gin Pro 


Thr 






30 




Glu 


Ala Pro Lys 


Arg Val 


Ser 




45 






Ser 


Lys Asp He 


Gly Asn 


Val 




50 






Gin 


Asn Gly Gly 


Thr Cys 


Val 




75 




80 


Cys 


Gly Pro Gly 


Phe Lys 


Gly 


90 




95 




Val 


Ser Arg Pro 


Cys Thr 


Arg 






110 




Val 


Trp Glu Gly 


Gly Val 


Cys 




125 






Met 


Pro Ala Asn 


Tyr Thr 


Cys 


10 




15 




Phe 


Arg Tyr Phe 


lie Tyr 


Ala 






30 




Gly 


Leu He Gly 


Asn He 


Leu 




45 






Lys 


Glu Thr Lys 


Arg Ala 


Val 




60 






Asp 


Leu Leu Gin 


Val Leu 


Ser 




75 




80 


Lys 


His Asp Trp 


Pro Phe 


Val 


90 




95 
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<210> 2551 
<211> 2515 
<212> PRT 

<213> Homo sapiens 



<400> 2651 



Pro 


Gly 


He 


Arg 


Val 


Gly 


He 


Thr 


Ser 


l 








5 










Leu 


Gin 


Glu 


Asn 


Cys 


Ser 


Lys 


Leu 


Ala 








20 










25 


Glu 


Lys 


Gin 


Leu 


Gin 


Cys 


Met 


Pro 


Met 






35 










40 




Ser 


Ser 


He 


Ser 


Asp 


Leu 


Gin 


Gly 


Lys 




50 










55 






Glu 


Lys 


His 


Val 


Pro 


Gly 


Val 


Gly 


Ser 


65 










70 








Ser 


Ala 


Gly 


Gly 


Ser 


Pro 


Trp 


Gin 


Arg 










85 










Leu 


Gly 


Lys 


Pro 


Asp 


Pro 


Gly 


Arg 


Lys 








100 










105 


Glu 


Glu 


Gly 


Gly 


Leu 


Arg 


Val 


Ser 


Ala 






115 










120 




Gly 


Ala 


Asn 


Arg 


Cys 


Lys 


Val 


Leu 


Val 




130 










135 






Thr 


Gin 


Gin 


Pro 


Ala 


Val 


His 


Pro 


Ser 


145 










150 








Pro 


Gin 


Ala 


Gly 


Arg 


Cys 


Leu 


val 


Ala 










165 










Trp 


Val 


Ala 


Ala 


Lys 


Thr 


Leu 


Ala 


Lys 








180 










185 


Pro 


Trp 


Arg 


Leu 


Ala 


Ala 


Pro 


Ser 


Pro 






195 










200 




Gly 


Leu 


Pro 


Gly 


Pro 


Ser 


Thr 


Ala 


Pro 




210 










215 






Pro 


Gly 


Val 


Glu 


Cys 


Asn 


Gin 


Leu 


Cys 


225 










230 








Pro 


Val 


Leu 


Cys 


Leu 


Gly 


Gin 


Lys 


Asp 










245 










Cys 


Glu 


Lys 


Glu 


Lys 


He 


Ser 


Ser 


Ser 








260 










265 


Ala 


Lys 


Ser 


Glu 


Pro 


Ser 


Lys 


Pro 


Ala 






275 










280 




His 


Val 


Val 


Asp 


Glu 


Asn 


Lys 


Asn 


Glu 




250 










255 






Lys 


Arg 


Arg 


Thr 


Ser 


Thr 


Pro 


Val 


He 


305 










310 








Thr 


Asp 


Thr 


Arg 


Asp 


Val 


Lys 


Arg 


Gin 










325 










Thr 


Glu 


Glu 


Pro 


Gin 


Lys 


Gin 


Lys 


Ser 








340 










345 


Leu 


Lys 


Lys 


Asp 


Asp 


Ser 


Glu 


Thr 


Pro 






355 










360 




Lys 


Glu 


Val 


Lys 


Ser 


Ser 


Lys 


Glu 


Lys 




370 










375 






Ser 


Glu 


Asp 


Lys 


Leu 


Ser 


Val 


Lys 


His 


385 










390 








His 


Lys 


Thr 


Gly 


Asp 


Glu 


Thr 


Glu 


Leu 










405 










Lys 


Val 


Glu 


Glu 


Asn 


He 


Gin 


Lys 


Gin 








420 










425 


Ser 


Asp 


Asp 


Lys 


Thr 


Glu 


Arg 


Lys 


Ser 






43 5 










440 
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Gin 


Thr 


Gly 


Leu 


Ser 


Ser 


Asn 


10 










15 




Phe 


He 


Ser 


Ser 


His 


Gly 


Thr 










30 






Glu 


Gly 


Arg 


Gly 


Arg 


Ala 


Ser 








45 








Gly 


Phe 


Glu 


Lys 


Gly 


Thr 


Gly 






60 










Ala 


Arg 


His 


Ser 


Pro 


Gin 


Ala 




75 










80 


Gly 


Lys 


Ala 


Gin 


Thr 


Arg 


Trp 


90 








♦ 


95 




Arg 


Arcr 


Arg 


Gly 


Ser 


Pro 


Gin 










110 






Ala 


Ala 


Arg 


Leu 


Leu 


Cys 


Ser 








125 








Arg 


Gin 


Asn 


Ser 


Thr 


Pro 


Asn 






140 










Thr 


Pro 


Pro 


Ser 


Arg 


Pro 


Leu 




155 










160 


Pro 


Leu 


Arg 


Pro 


His 


Pro 


Asp 


170 










175 




Ala 


Leu 


Arg 


Ala 


Pro 


Gly 


Lys 










190 






Leu 


Gly 


Asp 


Leu 


Gly 


Ala 


Pro 








205 








Arg 


Thr 


Leu 


Ser 


Val 


Glu 


Glu 






220 










Leu 


Tyr 


Ala 


Asp 


Val 


Thr 


Asp 




235 










240 


Pro 


Gly 


Val 


Glu 


Gly 


Lys 


His 


250 










255 




Lys 


Glu 


Leu 


Lys 


His 


val 


His 










270 






Arg 


Arg 


Leu 


Ser 


Glu 


Ser 


Leu 








285 








Ser 


Lys 


He 


Glu 


Arg 


Glu 


His 






300 










Met 


Glu 


Gly 


Val 


Gin 


Glu 


Glu 




315 










320 


Val 


Glu 


Arg 


Ser 


Glu 


He 


Cys 


330 










335 




Thr 


Leu 


Lys 


Asn 


Glu 


Lys 


His 










350 






His 


Leu 


Lys 


Ser 


Leu 


Leu 


Lys 








365 








Pro 


Glu 


Arg 


Glu 


Lys 


Thr 


Pro 






380 










Lys 


Tyr 


Lys 


Gly 


Asp 


Cys 


Met 




395 










400 


His 


Ser 


Ser 


Glu 


Lys 


Gly 


Leu 


410 










415 




Ser 


Gin 


Gin 


Thr 


Lys 


Leu 


Ser 










430 






Lys 


His 


Arg 


Asn 


Glu 


Arg 


Lys 



445 
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Leu 


Ser 


Val 


Leu 




450 






Lys 


Thr 


Asp 


Glu 


465 








Leu 


Ser 


Ala 


Glu 


Asp 


Ser 


Lys 


He 








500 


Thr 


Leu 


Gin 


Arg 






515 




Asp 


Ser 


Thr 


Asn 




530 






Lys 


Glu 


Lys 


Arg 


545 








Lvs 


Ser 


Lvs 


Ser 


Glu 


Leu 


Gin 


Glu 








580 


Lys 


Glu 


Lys 


Asn 






595 




Lvs 


Val 


Glu 


Asd 




610 






Qlu 


Thr 


Ala 


Ser 


525 








Arq- 


Ala 


Lvs 


Leu 


Ser 


Thr 


Ser 


Thr 








660 


Axcr 


Ser 


Leu 


Lvs 






675 




Lvs 


Ser 


Asp 


Asp 




690 






Ala 


Arcr 


Glv 


Asn 


705 








Cvs 


Glu 


Asn 


Arcr 


31u 


Lys 


Leu 


Ala 








740 


Gin 


Arg 


Pro 


Lys 






755 




Pro 


Met 


Glu 


He 




770 






Ser 


Lvs 


Thr 


Gin 


785 








Ser 


Glu 


Asn 


Met 


Leu 


Arg 


Thr 


Cys 








820 


Pro 


Gly 


Arg 


Gly 






835 




His 


Arg 


Ser 


Thr 




850 






Lys 


Met 


Asn 


Pro 


865 








Val 


Asn 


lie 


Asp 


Ser 


Glu 


Asn 


Asp 








900 


Glu 


His 


val 


Ala 






915 




Asp 


Ser 


Ser 


Pro 




930 






Ser 


Tyr 


Asp 


Pro 



945 



Glv 


Lys 


Asp 


Gly 

2 






455 




Asn 


Val 


Arg 


Lys 




470 






Lys 


Thr 


Lys 


Ala 


485 








Gin 


Lys 


Asp 


Ser 


Arg 


Ser 


Glu 


Ser 








520 


Met 


Asp 


Ser 


Asn 






535 




Arg 


Thr 


Lys 

2 


Ser 




550 






Lvs 


Thr 


Gin 


Gly 


565 








Gly 


Ala 


Thr 


Lvs 


Thr 


Glu 


Glu 


Asn 








600 


Lvs 


Pro 


Phe 


Glu 






615 




Ser 


Ser 


Ala 


His 




630 






Pro 


Leu 


Ala 


Lys 


645 








Arcr 


Leu 


Glu 


Arcr 


His 


Ser 


Ser 


Lys 








680 


LVS 


Asp 


Glv 


LVS 






695 




Ser 


Ser 


Leu 


Met 




710 






Arcr 


Glv 


Ser 


Leu 


725 








Ala 


Asn 


Thr 


Leu 


Lys 


Ser 


Gly 


Asp 








760 




Ser 


Glu 


Pro 






775 




Asp 


Asn 


Arg 


Asn 




790 






Lys 


Gin 


Lys 


Thr 


805 








Thr 


Ala 


Asp 


Ser 


Thr 


Gly 


Val 


Asn 








840 


Leu 


Thr 


Lys 


Lys 






855 




Gly 


Glu 


Lys 


Glu 




870 






Ser 


Glu 


Thr 


Val 


885 








Arg 


Val 


Gin 


Lys 


Gin 


Gly 


Asp 


Ala 








920 


Ser 


Leu 


Ser 


Ser 






935 




Asp 


Val 


He 


Pro 




950 







Lys 


Pro 


Val 


Ser 








460 


Glu 


Asn 


Asn 


Lys 

2 






475 




Glu 


His 


Lys 


Ser 




490 






Leu 


Gly 


Ser 


Lys 


505 








Tyr 


Ser 


Glu 


Asp 


Leu 


Lys 


Pro 


GlU 








540 


Leu 


Leu 


Glu 


Glu 






555 




Lys 


Gin 


Val 


Lys 

2 




570 






Gin 


Ala 


Thr 


Thr 


585 








Asp 


Ser 


Glu 


Lys 


Glu 


Thr 


Gly 


Val 








620 


Ser 


Thr 


Gin 


Lvs 






635 




Glu 


Lvs 


Tyr 


Lvs 

2 




650 






Lvs 


Leu 


Ser 




665 










He 


Lvs 


Lvs 


Glu 


Val 


Asp 


Ser 








700 


Glu 


Lvs 


Lvs 


Leu 






715 




Ser 


Gin 


Glu 


Met 




730 






Ser 


Thr 


Pro 


Ser 


745 








Met 


Thr 


Leu 


He 


Gly 


Val 


Glu 


Asn 








780 


Asn 


Asn 


Ser 


His 






795 




Ser 


Ala 


Thr 


Val 




810 






Lys 


Ala 


Thr 


Ala 


825 








Ser 


Asn 


Ser 


Glu 


Met 


His 


He 


Gin 








860 


Pro 


He 


His 


Arg 






875 




His 


Arg 


Met 


Leu 




890 






Asn 


Leu 


Lys 


Asn 


905 








Thr 


Leu 


Glu 


His 


Val 


Thr 


Val 


Val 








940 


Leu 


Phe 


Asp 


Lys 






955 





Glu Tyr He He 

Lys Glu Arg Arg 
480 

Arg Arg Ser Ser 
495 

Gin His Gly He 
510 

Lys Cys Asp Met 
525 

Glu Val Val His 

Lys Leu val Leu 
560 

Val Val Glu Thr 
575 

Pro Lys Pro Asp 
590 

Gin Arg Lys Ser 
60S 

Glu Pro Val Leu 

Asp Ser Ser His 
640 

Ser Asp Lys Asp 

' 655 
Gly His Lys Ser 
670 

Lys Asp Glu Asn 
685 

Ser His Glu Lys 

Ser Arg Arg Leu 
720 

Ala Lys Gly Glu 
735 

Gly Ser Ser Leu 

750 

Pro Glu Gin Glu 
765 

Val Phe Glu Val 

Gin Asp He Asp 
800 

Gin Lys Asp Glu 
815 

Pro Ala Tyr Lys 
830 

Lys His Ala Asp 
845 

Ser Ala Val Ser 

Gly Thr Thr Glu 
880 

Leu Ser Ala Pro 
895 

Thr Ala Ala Glu 
910 

Ser Thr Asn Leu 
925 

Pro Leu Arg Glu 

Arg Thr Val Leu 
960 
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Glu Gly Ser Thr Ala Ser Thr Ser Pro Ala Asp His Ser Ala Leu Pro 

965 970 975 

Asn Gin Ser Leu Thr Val Arg Glu Ser Glu Val Leu Lys Thr Ser Asp 

980 985 990 

Ser Lys Glu Gly Gly Glu Gly Phe Thr Val Asp Thr Pro Ala Lys Ala 

995 1000 • 1005 

Ser lie Thr Ser Lys Arg His He Pro Glu Ala His Gin Ala Thr Leu 

1010 1015 1020 

Leu Asp Gly Lys Gin Gly Lys Val He Met Pro Leu Gly Ser Lys Leu 
1025 1030 1035 1040 

Thr Gly Val He Val Glu Asn Glu Asn He Thr Lys Glu Gly Gly Leu 

1045 1050 . 1055 

Val Asp Met Ala Lys Lys Glu Asn Asp Leu Asn Ala Glu Pro Asn Leu 

1060 1065 1070 

Lys Gin Thr He Lys Ala Thr Val Glu Asn Gly Lys Lys Asp Gly He 

1075 1080 1085 

Ala Val Asp His Val Val Gly Leu Asn Thr Glu Lys Tyr Ala Glu Thr 

1090 1095 1100 

Val Lys Leu Lys His Lys Arg Ser Pro Gly Lys Val Lys Asp He Ser 
1105 1110 1115 1120 

He Asp Val Glu Arg Arg Asn Glu Asn Ser Glu Val Asp Thr Ser Ala 

1125 1130 1135 

Gly Ser Gly Ser Ala Pro Ser Val Leu His Gin Arg Asn Gly Gin Thr 

1140 1145 1150 

Glu Asp Val Ala Thr Gly Pro Arg Arg Ala Glu Lys Thr Ser Val Ala 

1155 1160 1165 

Thr Ser Thr Glu Gly Lys Asp Lys Asp Val Thr Leu Ser Pro Val Lys 

1170 1175 1180 

Ala Gly Pro Ala Thr Thr Thr Ser Ser Glu Thr Arg Gin Ser Glu Val 
1185 1190 1195 1200 

Ala Leu Pro Cys Thr Ser He Glu Ala Asp Glu Gly Leu He He Gly 

1205 1210 1215 

Thr His Ser Arg Asn Asn Pro Leu His Val Gly Ala Glu Ala Ser Glu 

1220 1225 1230 

Cys Thr Val Phe Ala Ala Ala Glu Glu Gly Gly Ala Val Val Thr Glu 

1235 1240 1245 

Gly Phe Ala Glu Ser Glu Thr Phe Leu Thr Ser Thr Lys Glu Gly Glu 

1250 1255 1260 

Ser Gly Glu Cys Ala Val Ala Glu Ser. Glu Asp Arg Ala Ala Asp Leu 
1265 1270 1275 1280 

Leu Ala Val His Ala Val Lys He Glu Ala Asn Val Asn Ser Val Val 

1285 1290 1295 

Thr Glu Glu Lys Asp Asp Ala Val Thr Ser Ala Gly Ser Glu Glu Lys 

1300 1305 1310 

Cys Asp Gly Ser Leu Ser Arg Asp Ser Glu He Val Glu Gly Thr He 

1315 1320 1325 

Thr Phe He Ser Glu Val Glu Ser Asp Gly Ala Val Thr Ser Ala Gly 

1330 1335 1340 

Thr Glu He Arg Ala Gly Ser He Ser Ser Glu Glu Val Asp Gly Ser 
1345 1350 1355 1360 

Gin Gly Asn Met Met Arg Met Gly Pro Lys Lys Glu Thr Glu Gly Thr 

1365 1370 1375 

Val Thr Cys Thr Gly Ala Glu Gly Arg Ser Asp Asn Phe Val He Cys 

1380 1385 1390 

Ser Val Thr Gly Ala Gly Pro Arg Glu Glu Arg Met Val Thr Gly Ala 

1395 1400 1405 

Gly Val Val Leu Gly Asp Asn Asp Ala Pro Pro Gly Thr Ser Ala Ser 

1410 1415 1420 

Gin Glu Gly Asp Gly Ser Val Asn Asp Gly Thr Glu Gly Glu Ser Ala 
1425 ' 1430 1435 1440 

Val Thr Ser Thr Gly He Thr Glu Asp Gly Glu Gly Pro Ala Ser Cys 

1445 1450 1455 

Thr Gly Ser Glu Asp Ser Ser Glu Gly Phe Ala He Ser Ser Glu Ser 
1460 1465 1470 
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Glu Glu Asa Gly Glu Ser Ala Met Asp Ser Thr Val Ala Lys Glu Gly 

1475 1480 1485 

Thr Asn Val Pro Leu Val Ala Ala Gly Pro Cys Asp Asp Glu Gly lie 

1490 1495 1500 

Val Thr Ser Thr Gly Ala Lys Glu Glu Asp Glu Glu Gly Glu Asp Val 
1505 1510 1515 1520 

Val Thr Ser Thr Gly Arg Gly Asn Glu lie Gly His Ala Ser Thr Cye 

1525 1530 1535 

Thr Gly Leu Gly Glu Glu Ser Glu Gly Val Leu lie Cys Glu Ser Ala 

1540 1545 1550 

Glu Gly Asp Ser Gin He Gly Thr Val Val Glu His Val Glu Ala Glu 

1555 1560 1565 

Ala Gly Ala Ala He Met Asn Ala Asn Glu Asn Asn Val Asp Ser Met 

1570 1575 1580 

Ser Gly Thr Glu Lys Gly Ser Lys Asp Thr Asp He Cys Ser Ser Ala 
1585 1590 1595 1600 

Lys Gly He Val Glu Ser Ser Val Thr Ser Ala Val Ser Gly Lys Asp 

1605 1610 1615 

Glu Val Thr Pro Val Pro Gly Gly Cys Glu Gly Pro Met Thr Ser Ala 

1620 1625 1630 

Ala Ser Asp Gin Ser Asp Ser Gin Leu Glu Lys Val Glu Asp Thr Thr 

1635 1640 1645 

He Ser Thr Gly Leu Val Gly Gly Ser Tyr Asp Val Leu Val Ser Gly 

1650 1655 * 1650 

Glu Val Pro Glu Cys Glu Val Ala His Thr Ser Pro Ser Glu Lys Glu 
1665 1670 1675 1680 

Asp Glu Asp He He Thr Ser Val Glu Asn Glu Glu Cys Asp Gly Leu 

1685 1690 1695 

Met Ala Thr Thr Ala Ser Gly Asp He Thr Asn Gin Asn Ser Leu Ala 

1700 1705 1710 

Gly Gly Lys Asn Gin Gly Lys Val Leu He He Ser Thr Ser Thr Thr 

1715 1720 1725 

Asn Asp Tyr Thr Pro Gin Val Ser Ala He Thr Asp Val Glu Gly Gly 

1730 1735 1740 

Leu Ser Asp Ala Leu Arg Thr Glu Glu Asn Met Glu Gly Thr Arg Val 
1745 1750 1755 1760 

Thr Thr Glu Glu Phe Glu Ala Pro Met Pro Ser Ala Val Ser Gly Asp 

1765 1770 1775 

Asp Ser Gin Leu Thr Ala Ser Arg Ser Glu Glu Lys Asp Glu Cys Ala 

1780 1785 1790 

Met lie Ser Thr Ser He Gly Glu Glu Phe Glu Leu Pro He Ser Ser 

1795 1800 1805 

Ala Thr Thr He Lys Cys Ala Glu Ser Leu Gin Pro Val Ala Ala Ala 

1810 1815 1820 

Val Glu Glu Arg Ala Thr Gly Pro Val Leu He Ser Thr Ala Asp Phe 
1825 1830 1835 1840 

Glu Gly Pro Met Pro Ser Ala Pro Pro Glu Ala Glu Ser Pro Leu Ala 

1645 1850 1855 

Ser Thr Ser Lys Glu Glu Lys Asp Glu Cys Ala Leu He Ser Thr Ser 

1860 1865 1870 

He Ala Glu Glu Cys Glu Ala Ser Val Ser Gly Val Val Val Glu Ser 

1875 1880 1885 

Glu Asn Glu Arg Ala Gly Thr Val Met Glu Glu Lys Asp Gly Ser Gly 

1890 1895 1900 

He He Ser Thr Ser Ser Val Glu Asp Cys Glu Gly Pro Val Ser Ser 
1905 1910 1915 1920 

Ala Val Pro Gin Glu Glu Gly Asp Pro Ser Val Thr Pro Ala Glu Glu 

1925 1930 1935 

Met Gly Asp Thr Ala Met He Ser Thr Ser Thr Ser Glu Gly Cys Glu 

1940 1945 1950 

Ala Val Met He Gly Ala Val Leu Gin Asp Glu Asp Arg Leu Thr He 

1955 1960 1955 

Thr Arg Val Glu Asp Leu Ser Asp Ala Ala He He Ser Thr Ser Thr 
1970 1975 1980 



1580 



WO 01/57188 



PCT/USO 1/03800 



Ala Glu Cys Met Pro lie Ser Ala Ser lie Asp Arg His Glu Glu Asn 
1985 1590 1995 2000 

Gin Leu Thr Ala Asp Asn Pro Glu Gly Asn Gly Asp Leu Ser Ala Thr 

2005 2010 2015 

Glu Val Ser Lys His Lys Val Pro Met Pro Ser Leu lie Ala Glu Asn 

2020 2025 2030 

Asn Cys Arg Cys Pro Gly Pro Val Arg Gly Gly Lys Glu Pro Gly Pro 

2035 . 2040 2045 

Val Leu Ala Val Ser Thr Glu Glu Gly His Asn Gly Pro Ser Val His 

2050 2055 2060 

Lys Pro Ser Ala Gly Gin Gly His Pro Ser Ala Val Cys Ala Glu Lys 
2065 2070 2075 2080 

Glu Glu Lys His Gly Lys Glu Cys Pro Glu He Gly Pro Phe Ala Gly 

20B5 2090 2095 

Arg Gly Gin Lys Glu Ser Thr Leu His Leu He Asn Ala Glu Glu Lys 

2100 2105 2110 

Asn Val Leu Leu Asn Ser Leu Gin Lys Glu Asp Lys Ser Pro Glu Thr 

2115 2120 2125 

Gly Thr Ala Gly Gly Ser Ser Thr Ala Ser Tyr Ser Ala Gly Arg Gly 

2130 2135 2140 

Leu Glu Gly Asn Ala Asn Ser Pro Ala His Leu Arg Gly Pro Glu Gin 
2145 2150 2155 "2160 

Thr Ser Gly Gin Thr Ala Lys Asp Ser Ser Val Ser Ser He Arg Tyr 

2165 2170 2175 

Leu Ala Ala Val Asn Thr Gly Ala He Lys Ala Asp Asp Met Pro Pro 

2180 2185 " 2190 

Val Gin Gly Thr Val Ala Glu His Ser Phe Leu Pro Ala Glu Gin Gin 

2195 2200 2205 

Gly Ser Glu Asp Asn Leu Lys Thr Ser Thr Thr Lys Cys He Thr Gly 

2210 2215 2220 

Gin Glu Ser Lys He Ala Pro Ser His Thr Met He Pro Pro Ala Thr 
2225 . 2230 2235 2240 

Tyr Ser Val Ala Leu Leu Ala Pro Lys Cys Glu Gin Asp Leu Thr He 

2245 2250 2255 

Lys Asn Asp Tyr Ser Gly Lys Trp Thr Asp Gin Ala Ser Ala Glu Lys 

2260 2265 2270 

Thr Gly Asp Asp Asn Ser Thr Arg Lys Ser Phe Pro Glu Glu Gly Asp 

2275 2280 2285 

He Met Val Thr Val Ser Ser Glu Glu Asn Val Cys Asp He Gly Asn 

2250 2295 2300 

Glu Glu Ser Pro Leu Asn Val Leu Gly Gly Leu Lys Leu Lys Ala Asn 
2305 2310 2315 2320 

Leu Lys Met Glu Ala Tyr Val Pro Ser Glu Glu Glu Lys Asn Gly Glu 

2325 2330 2335 

He Leu Ala Pro Pro Glu Ser Leu Cys Gly Gly Lys Pro Ser Gly He 

2340 2345 * 2350 

Ala Glu Leu Gin Arg Glu Pro Leu Leu Val Asn Glu Ser Leu Asn Val 

2355 2360 2365 

Glu Asn Ser Gly Phe Arg Thr Asn Glu Glu He His Ser Glu Ser Tyr 

2370 2375 2380 

Asn Lys Gly Glu He Ser Ser Gly Arg Lys Asp Asn Ala Glu Ala He 
2385 2390 2395 2400 

Ber Gly His Ser Val Glu Ala Asp Pro Lys Glu Val Glu Glu Glu Glu 

2405 2410 2415 

Arg His Met Pro Lys Arg Lys Arg Lys Gin His Tyr Leu Ser Ser Glu 

2420 2425 2430 

Asp Glu Pro Asp Asp Asn Pro Asp Val Leu Asp Ser Arg He Glu Thr 

2435 2440 2445 

Ala Gin Arg Gin Cys Pro Glu Thr Glu Pro His Ala Thr Lys Glu Glu 

2450 2455 2460 

Asn Ser Arg Asp Leu Glu Glu Leu Pro Lys Thr Ser Ser Glu Thr Asn 
2465 2470 2475 2480 

Ser Thr Thr Ser Arg Val Met Glu Glu Lys Asp Glu Tyr Ser Ser Ser 
2485 2490 2495 
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Glu Thr Thr Gly Glu Lys Pro Glu Gin Asn Asp Asp Asp Thr He Lys 
2500 2505 2510 

Ser Gin Glu 
2515 



<210> 2652 
<211> 174 
<212> PRT 

<213> Homo sapiens 



<400> 2652 



Glu 


Pro 


Ser 


Leu 


Phe 


Pro Phe Leu 


1 








5 




Pro 


Arg 


Pro 


Pro 


Ala 


Pro Phe Pro 








20 






Pro 


His 


Phe 


Val 


Phe 


Tyr Phe Phe 






35 






40 


Glu 


Leu 


Ala 


Lys 


Tyr 


Glu Tyr Met 




50 








55 


Lys 


Gly 


Asn 


Ser 


Thr 


Val Ala Gly 


65 










70 


Ser 


Pro 


Ser 


Pro 


Arg 


Pro Leu Pro 










85 




Leu 


Leu 


Glu 


Asp 


Gly 


Phe Gly Glu 








100 






Ala 


Glu 


Val 


Pro 


Lys 


Glu His Trp 






115 






120 


Phe 


Pro 


Glu 


Ala 


Arg 


Glu Thr Lys 




130 








135 


Cys 


Val 


Glu 


Pro 


Leu 


Thr Thr Gin 


145 










150 


Arg 


Lys 


Asn 


Ser 


Gin 


Gin Val Phe 










165 





Arg Pro Ser Pro Ala Arg Pro Pro 

10 15 
Ser Pro Glu Leu Ala Gly Pro Glu 

25 30 
Leu Ser Tyr Val His Pro Pro Lys 
45 

Glu Glu Gin Val He Leu Thr Glu 
60 

Arg Gly Thr Ser Val Arg Cys Leu 
75 80 
Pro Leu Leu Pro Leu Leu Ala Asp 

90 95 
His Pro Phe Tyr His Cys Leu Val 
105 110 
Thr Pro Glu Gly Asn Pro Ser Pro 
125 

Cys Tyr Val Arg Ser Ser Val Gly 
140 

Ala Glu Val Thr Glu Asn Leu Asp 
155 160 
Lys Leu Leu Lys Lys Lys 
170 174 



<210> 2653 
<211> 74 
<212> PRT 

<213> Homo sapiens 



<400> 2653 

Asn Met He Leu Leu Lys Lys Arg Arg Leu Leu He: Asn Ser Leu Gly 

1 5 10 15 

Glu Gly Thr He Asn Gly Leu Leu Asp Glu Leu Leu Glu Thr Asn Val 

20 25 30 

Leu Ser Gin Glu Asp Thr Glu He Val Lys Cys Glu Asn Val Thr Val 

35 40 45 

He Asp Lys Ala Arg Asp Leu Leu Asp Ser Val He Arg Lys Gly Ala 

50 55 60 

Arg Ala Cys Glu He Cys He Thr Tyr He 
65 70 74 



<210> 2654 
<211> 185 
<212> PRT 

<213> Homo sapiens 
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<400> 2654 



Leu 


Cys 


Thr 


Leu 


Ser 


Pro 


Gly 


He 


Ser 


1 








5 










Thr 


Thr 


Glu 


Pro 


Gly 


Thr 


Glu 


Leu 


Gly 








20 










25 


Phe 


Tyr 


His 


Glu 


Ala 


Val 


Val 


Leu 


Phe 






35 










40 




Pro 


Gin 


Asp 


His 


Arg 


Leu 


Phe 


Gly 


Asn 




50 










55 






Leu 


Gly 


Gin 


Pro 


Ala 


Trp 


Ala 


Leu 


Ala 


65 










70 








Leu 


Arg 


Pro 


Gly 


Trp 


Pro 


Arg 


Gly 


Leu 










85 










Met 


Gly 


Leu 


Gin 


Arg 


Phe 


Arg 


Glu 


Ala 








100 










105 


Leu 


Arg 


Gly 


Gly 


Ser 


Gin 


Pro 


Asp 


Ala 






115 










120 




Leu 


Leu 


His 


Leu 


Thr 


Leu 


Gin 


Gly 


Gin 




130 










135 






Pro 


Leu 


Ser 


Pro 


Gly 


Ala 


Leu 


Gin 


Pro 


145 










150 








Pro 


Ser 


Gly 


Leu 


Pro 


Ser 


Leu 


Arg 


Cys 










165 










Ser 


Pro 


Gly 


Leu 


Ser 


Pro 


Leu 


Leu 


His 








180 










185 
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<211> 130 














<212> PRT 














<213> Homo 


sapiens 










<400> 2655 












Thr 


Asp 


Leu 


Leu 


Gly 


Arg 


Arg 


Phe 


Arg 


1 








5 










Ala 


Cys 


Glu 


Gly 


Arg 


Arg 


Ser 


Gly 


Ala 








20 










25 


Phe 


Leu 


Thr 


Pro 


Pro 


Val 


Gly 


Gly 


Ala 






35 










40 




Val 


Val 


Met 


Tyr 


Pro 


Pro 


Pro 


Pro 


Pro 




50 










55 






Ser 


Val 


Thr 


Leu 


Ser 


Phe 


GlynGlu 


Ser 


65 










70 








Arg 


Arg 


Arg 


Ser 


Cys 


Trp 


Arg 


Lys 


Trp 










85 










Arg 


Asn 


Met 


lie 


Leu 


Phe 


Leu 


Leu 


Ala 








100 










105 


Leu 


Phe 


Tyr 


He 


Asn 


Leu 


Ala 


Asp 


His 






115 










120 




Cys 


Thr 


















130 
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<212> PRT 














<213> Homo 


sapiens 










c400> 2656 
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Gly 


Thr Ala Gly 


Ser 


Cys 


Leu 


10 






15 




Thr 


Ser Phe Ala 


Gin 


Asn 


Gly 






30 






Thr 


Gin Ala Leu 


Lys 


Leu 


Asn 




45 








Arg 


Ser Phe Cys 


His 


Glu 


Arg 




60 








Asp 


Ala Gin val 


Ala 


Leu 


Thr 




75 






80 


Phe 


Arg Leu Gly 


Lys 


Ala 


Leu 


90 






95 




Ala 


Ala Val Phe 


Gin 


Glu 


Thr 






110 






Ala 


Arg Glu Leu 


Arg 


Ser 


Cys 




125 








Arg 


Gly Gly lie 


Cys 


Ala 


Pro 




140 








Leu 


Pro His Ala 


Glu 


Leu 


Ala 




155 






160 


Pro 


Arg Ser Thr 


Ala 


Leu 


Arg 


170 






175 




Val 


Asp Gly Ala 


Ala 


Met 


Ala 


10 






15 




Leu 


Gly Ser Ser 


Gin 


Ser 


Asp 






30 






Pro 


Trp Ala Val 


Ala 


Thr 


Thr 




45 








Pro 


Pro His Arg 


Asp 


Phe 


He 




60 








Tyr 


Asp Asn Ser 


Lys 


Ser 


Trp 




75 






60 


Lye 


Gin Leu Ser 


Arg 


Leu 


Gin 


90 






95 




Phe 


Leu Leu Phe 


Cys 


Gly 


Lieu 






110 






Trp 


Lys Gly lie 


Arg 


Asn 


Thr 




125 
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lie 


Pro 


Gly 


Ser 


Thr 


He 


Ser 


Leu 


Glu 


1 








5 










Asn 


Val 


Met 


Lys 


Gly 


Trp 


Gin 


Tyr 


Arg 








20 










25 


Ala 


Gly 


Leu 


Leu 


Ser 


Tyr 


Tyr 


Thr 


Ser 






35 










40 




Ser 


Arg 


Arg 


Gly 


Cys 


val 


Arg 


Leu 


Arg 




50 










55 






Asp 


Glu 


Asp 


Asp 


Ser 


Thr 


Phe 


Thr 


He 


65 










70 








His 


Phe 


Gin 


Ala 


Arg 


Asp 


Ala 


Asp 


Glu 










o c 
85 










Leu 


Glu 


Glu 


Thr 


He 


Leu 


Arg 


His 


Thr 








100 










105 


Phe 


Thr 


Trp 


Phe 


Pro 


Asp 


Ser 


Ser 


Leu 






115 










120 




Leu 


Val 


Ser 


Gly 


Phe 


Phe 


Phe 


Lys 






130 










135 


136 






<210> 2657 














<211> 74 














<212> PRT 














<213> Homo 


sapiens 










<400> 2657 












Gin 


Gly Leu Pro 


Ser 


Thr 


Met 


Val 


Lys 


1 








5 










Lys 


Pro Gly Lys 


Asp 


Pro 


Gly 


Asp 


Gin 








20 










25 


Val 


Pro 


Leu 


He 


Ser 


Pro 


Leu 


Asp 


He 






35 










40 




Pro 


Asp 


Gin 


Val 


Val 


He 


Lys 


Thr 


Gin 




50 










55 






Pro 


Asp Gin Gin 


Asn 


Tyr 


Thr 


Lys 


Ser 


65 










70 










<210> 2658 














<211> 150 














<212> PRT 














<213> Homo 


sapiens 










<400> 2658 












Glu 


Cys 


Gly 


Gly 


lie 


Arg 


Gin 


Pro 


Gly 


1 








5 










Ala 


Ser 


Ala 


Pro 


Ala 


Ala 


Thr 


Met 


Asn 








20 










25 


Ala 


Ala 


Ala 


Asn 


Tyr 


Leu 


Leu 


Cys 


Thr 






35 










40 




Lys 


Asp 


Lys 


Arg 


lie. 


Arg 


Val 


Ser 


Gin 




50 










55 






Ala 


Phe 


lie 


Pro 


Glu 


Lys 


Glu 


Val 


Val 


65 










70 








Arg 


Thr 


Asn 


Phe 


Leu 


Val 


Glu 


Glu 


Tyr 










85 










Asn 


lie 


Thr 


Gin 


Val 


Met 


Ser 


Leu 


His 








100 










105 


Leu 


Arg 


Ser 


Gin 


Phe 


Tyr 


Met 


Leu 


Arg 



115 120 
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Gly 


Pro Leu 


Ser Lys Trp 


Thr 


10 




15 




Trp 


Phe Val 


Leu Asp Tyr 


Asn 






30 




Lys 


Asp Lys 


Met Met Arg 


Gly 






45 




Gly 


Ala Val 


He Gly He 


Asp 




60 






Thr 


Val Asp 


Gin Lys Thr 


Phe 




75 




80 


Arg 


Glu Lys 


Trp He His 


Ala 


90 




95 




Leu 


Gin Leu 


Gin Val Arg 


Val 






110 




Val 


Gly Ala 


Phe Phe Phe 


Trp 






125 




Leu 


Gly Cys 


Ser Phe Ser 


Gly 


10 




15 




Asp 


Gly Ala 


Ala Met Asp 


Ser 






30 




Ser 


Gin Leu 


Gin Pro Pro 


Leu 






45 




Thr 


Glu Tyr 


Gin Leu Ser 


Ser 




60 






Arg 








74 








Pro 


Gly Pro 


Pro Pro Ala 


Leu 


10 




15 




Arg 


Val Gly 


Gly Ser Pro 


Ser 






30 




Asn 


Cys Arg 


Lys Val Leu 


Arg 






45 




Pro 


Leu Thr 


Arg Gly Pro 


Ser 




60 






Gin 


Ala Asn 


Thr Val Asp 


Glu 




75 




80 


Ser 


Thr Ser 


Gly Arg Leu 


Asp 


90 




95 




Thr 


Gin Tyr 


Leu Glu Ser 


Phe 






110 




Met 


Asp Gly 


Pro Leu Pro 


Leu 



125 
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Pro Tyr Arg His Tyr He Ala He Met Ala Ala Ala Arg His Gin Cys 

130 135 140 

Ser Tyr Leu He Asn Met 
145 150 



<210> 2659 
<211> 125 
<212> PRT 

<213> Homo sapiens 



<400> 2659 

Arg Gly Trp Pro Glu Gin Gin Ser Thr Gly Arg Pro Arg Asp Val Ala 

15 10 15 

Arg Gin Pro Arg Cys Gin Lys Glu Glu Gly Arg Arg Leu Arg Pro Arg 
20 25 30 

Ala Leu Glu Ser Arg Thr Phe Gin Gly Ser Glu Arg Ser Arg Trp Gly 

35 40 45 

Pro Pro Leu Glu Ser Thr Lys Glu Asn Val Gin Cys Gly His Arg Pro 

50 55 60 

Ala Phe Pro Asn Ser Ser Trp Leu Pro Phe His Glu Arg Leu Gin Val 
65 70 75 80 

Gin Asn Gly Glu Cys Pro Trp Gin Val Ser He Gin Met Ser Arg Lys 

85 90 95 

His Leu Cys Gly Gly Ser He Leu His Trp Trp Trp Val Leu Thr Ala 

100 105 110 

Ala His Cys Phe Arg Arg Thr Leu Leu Asp Met Ala Val 
115 120 125 



<210> 2660 
<211> 66 
<212> PRT 

<213> Homo sapiens 



<400> 2660 

Ala Phe Gin Leu Phe Asn Ma Lys Cys Glu Ser Ala Phe Leu Ser Lys 

15 10 15 

Arg Asn Pro Leu Gin Arg Asn Trp Thr Val Leu Tyr Arg Arg Lys His 

20 25 30 

Lys Lys Gly Gin Ser Ala Glu He Gin Lys Lys Arg Thr Arg Arg Ala 

35 40 45 

Phe Lys Phe Gin Arg Ala He Thr Gly Ala Ser Leu Ala Asp He Met 
50 55 60 

Ala Lys 
65 66 



<210> 2661 
<211> 191 
<212> PRT 

<213> Homo sapiens 



<400> 2661 

Leu Pro Gly Ala Asp Tyr Gly Gly Gly His Leu Ser Leu Arg Leu Phe 

15 10 15 

His Leu Leu Leu Thr Ser Ala Ala Trp Val Pro Asp Glu Ser Gin Val 
20 25 30 
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Thr 


Leu 


Asa 


Ser 


Ala 


lie 






35 








Pbe 


Pro 


Asp 


Leu 


Gly 


Lys 




50 










Asp 


Phe 


Leu 


Pro 


Val 


Lys 


65 










70 


Asp 


His 


Phe 


Pro 


Tyr 


Ala 










85 




Asp 


Val 


His 


Val 


Pro 


Val 






Gly 


100 






Lys 


Lys 


Gin 


lie 


Pro 






115 








Asp 


Cys 


Asp 


Ser 


His 


Pro 




130 










Arg 


Cys 


Ser 


Lys 


Glu 


Gly 


145 










150 


Cys 


Ala 


Gin 


Cys 


His 


Gly 










165 




Asp 


His 


Ser 


Cys 


Arg 


His 



180 



<210> 2662 

<211> 222 

<212> PRT 

<213> Homo sapiens 



<400> 2662 



Ser 


Thr 


Ser 


Ser 


Asp 


Glu 


1 








5 




Asn 


Lys 


Thr 


Gly 


Phe 


Lys 








20 






Pro 


Ser 


Met 


Thr 


lie 


Leu 






35 








Leu 


Phe 


Glu 


Lye 


Val 


Arg 




50 










Leu 


He 


Tyr 


Lys 


Leu 


Tyr 


65 










70 


Phe 


lie 


Phe 


He 


Leu 


Cys 










85 




Phe 


Glu 


His 


Val 


Cys 


Lys 








100 






Val 


Phe 


Glu 


Cys 


Thr 


His 






115 








lie 


Ser 


Tyr 


He 


Ser 


He 




130 










Thr 


Leu 


Phe 


Trp 


Leu 


Phe 


145 










150 


Lys 


Val 


Arg 


Glu 


Glu 


Ser 










165 




Asp 


Phe 


Ala 


Phe 


Leu 


Leu 








180 






Ser 


Lys 


Arg 


Phe 


Gly 


Val 






195 








Arg 


Glu 


lie 


Ser 


Leu 


Asn 



210 



<210> 2663 
<211> 318 
<212> PRT 



Cys 


Val 


Leu 


Ser 


Thr 


Val 




40 










His 


Cys 


Ser 


Glu 


Lys 


Thr 


55 










60 


Cys 


Asp 


Ala 


Cys 


Lys 


Gin 










75 




Ala 


His 


Lys 


Cys 


Pro 


Phe 








90 






Cys 


Pro 


Leu 


Cys 


Asn 


Thr 






105 








Asp 


Val 


Val 


Val 


Gly 


Asp 




120 










Gly 


Lys 


Lys 


Lys 


Glu 


Lys 


135 










140 


Cys 


Lys 


Lys 


Lys 


Glu 


Met 










155 




Asn 


Phe 


Cys 


He 


Gin 


His 








170 






Gly 


Ser 


Arg 


Pro 


Thr 


He 






185 








Glv 


Ser 


Pro 


Ser 


Ala 


Ser 








10 






Phe 


Ser 


Ala 


Glu 


Lys 


Pro 






25 








Asp 


Lys 


Lys 


Asp 


Gly 


Glu 




40 










Lvs 


Phe 


Arcr 


Ala 


His 


Val 


55 










60 


Val 


Val 


Gin 


Thr 


Val 


He 










75 




Tyr 


Thr 


Ala 


Asn 


Phe 


Val 








90 






Pro 


Lys 


Val 


Glu 


His 


Leu 






105 








Asn 


Met 


Ala 


Tyr 


Met 


Leu 




120 










He 


Cys 


Val 


Tyr 


Gly 


Phe 


135 










140 


Arg 


He 


Pro 


Leu 


Lys 


Glu 










155 




Ser 


Phe 


Ser 


Asp 


He 


Pro 








170 






His 


Met 


Val 


Asp 


Gin 


Tyr 






185 








Phe 


Leu 


Ser 


Glu 


Val 


Ser 




200 










His 


Glu 


Trp 


Thr 


Phe 


Glu 
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Leu 


lie 


Met 


Glu 


45 








Cys 


Lys 


Gin 


Leu 


Asp 


Phe 


Cys 


Lys 








80 


Ala 


Phe 


Gin 


Lys 






95 




Pro 


lie 


Pro 


Val 




110 






His 


He 


Asp 


Arg 


125 








He 


Phe 


Thr 


Tyr 


Leu 


Gin 


Met 


Val 








160 


Arg 


His 


Pro 


Leu 






175 




Lys 


Ala 


Gly 






190 


191 




Thr 


Pro 


Met 


He 






15 




Val 


He 


Glu 


Val 




30 






Gin 


Ala 


Lys 


Ala 


45 








Glu 


Asp 


Ser 


Asp 


Lys 


Thr 


Ala 


Lys 








80 


Asn 


Ala 


He 


Ser 






95 




He 


Gly 


Tyr 


Glu 




110 






Lys 


Lys 


Leu 


Leu 


125 








He 


Cys 


Leu 


Tyr 


Tyr 


Ser 


Phe 


Glu 








160 


Asp 


Val 


Lys 


Asn 






175 




Asp 


Gin 


Leu 


Tyr 




190 






Glu 


Asn 


Lys 


Leu 


205 








Lys 


Leu 








222 
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<213> Homo sapiens 



<400> : 


2663 


Gly Ala 


His 


Arg Val Leu Ser Pro 


l 




5 


Arg Ser 


Ala 


Ala Ser Val Glu Val 






20 


Leu Leu 


Val 


Ala Phe Leu Leu Ser 




35 


40 


Lys lie 


Leu 


Thr He Ser Thr Leu 


50 




55 


ASD ATCT 


Val 


Ser Gin lie Leu Gin 


65 




70 


Leu Hi s 


Gin 


Ser Glv Lvs Phe Leu 






85 


Lys S er 


Tvr 
* 


Gin Val Tie Ajtct Tito 






100 


Arg He 


Lys 


T.xrc; ll-j c PVio. Icrn Clp-r 

jr 0 U<Li9 cllC JlhSPkf wCX 




115 


120 


Arg Lys 


Glu 


flor fJl ii Ala Tiph Val 

UUJ. AXCl JJCU V fa 1 


130 




135 


Gin Cys 


Ser 


1 J JL UW Ui JJC LI 0 CL Al y 


145 




150 


ftBi* VJ1U. 


A£7ll 


Tvr Aar% T.£»n Val Pho. 








Phe Leu 


He 








180 


Thr Thr 


Phe 


Glv Ser Leu Asy) Phe 

>J*Jr WCJ. AJ^IA tiiC 




195 


fiUU 


Val Pro 


Val 


PVl^a Pt*0 .Q av* T.fMl T ,pi i 
XrXJ.CS JTXU O CL JJCU JJCU 


210 






Arg Val 


Lys 


Asn Phe Leu Met Phe 


225 




230 


Asp Met 


Gin 


Ser Thr Phe Asp Asn 






245 


Gly Ser 


Arg 


Pro Val Leu Ser His 






260 


Phe Val 


Asn 


Ser Asp Cys Ala Phe 




275 


280 


Asn Thr 


Val 


Tyr He Gly Gly Leu 


290 




295 


Pro Gin 


val 


Ser Glu Pro Ser Ala 


305 




310 



Ala Gin Gly Ala Gin 


Pro Arg 


Leu 


10 


15 




Ser Met Val Gly Gin 


Arg Val 


Leu 


25 


30 




Gly Val Leu Leu Ser 


Glu Ala 


Ala 


45 






Glv Glv Ser His T\rr 


Leu Leu 


Leu 


60 






Glu His Glv His Asn 


Val Thr 


Met 


75 




80 


Tie Pro Afin Tie livs 


Glu Glu 


Glu 


90 


95 




pVi/a ,001" pf n fllii 2V. on 


£3.1 0 Oi .Li 


Lys 


105 


110 




iyi <L1C V3J.U 1111 J-tl CL 


T ^ 7V p w 
DcU nop 


(21 1, 
oiy 


125 






Tt\res T.on Mah (31 n Tlo 
Uyo IiBU UJLU 11C 


clikz uiy 


1X11 


140 






Uy £5 Asp lie llCw nop 


T 

Ser Leu 


Lys 


155 




160 


Val fi-1 ii 2V 1 es PVia 7\ an 
val ulu Ala. trilsi Asp 


tilt; \— yo 


Ser 


170 


1/3 




T ,Trc Tjw« PVio Val M a 
UjfB riO irila Veil nla 


He Leu 


Pro 


185 


1 




ft! v TiOii Pvrt Car D*rr* 

\31jr UcU riU OBI rlU 


Leu Ser 


iyr 


205 






lui Asp fiis net 


Pne Trp 


nl v 
uiy 


220 






Phe Ser Phe Ser Arg 


Ser Gin 


Trp 


235 




240 


Thr lie Lys Glu His 


Phe Pro 


Glu 


250 


255 




Leu Leu Leu Lys Ala 


Glu Leu 


Trp 


265 


270 




Asp Phe Ala Arg Pro 


Leu Leu 


Pro 


285 






Met Glu Lys Pro lie 


Lys Pro 


Val 


300 






Phe Ser Leu Gly Phe 


Thr 




315 


318 





<210> 2664 
<211> 451 
<212> PRT 

<213> Homo sapiens 



<400> 2664 

Asn Val Gin Leu Ala Lys Phe Ser Ser Thr Leu Val Phe Phe Phe Ser 

1 5 .10 15 

Cys Asp Ala Asp Pro Ser Ala Leu Ala Lys Tyr Val Leu Ala Leu Val 

20 25 30 

Lys Lys Asp Lys Ser Glu Lys Glu Leu Lys Ala Leu Cys He Asp Gin 

35 40 45 

Leu Asp Val Phe Leu Gin Lys Glu Thr Gin He Phe Val Glu Lys Leu 

50 55 60 

Phe Asp Ala Val Asn Thr Lys Ser Tyr Leu Pro Pro Pro Glu Gin Pro 
65 70 75 80 
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Ser 


Ser 


Gly 


Ser 


Leu 


Lys 


Val 


Glu Phe Phe Pro Pro Gin 


Glu Lys Asp 










85 






90 


95 


lie 


Lys 


Lys 


Glu 


Glu 


He 


Thr 


Lys Glu Glu Glu Arg Glu 


Lys Lys Phe 








100 








105 


110 


Ser 


Arg 


Arg 


Leu 


Asn 


His 


Ser 


Pro Pro Gin Ser Ser Ser 


Arg Tyr Arg 






115 










120 125 




Glu 


Asn 


Arg 


Ser 


Arg 


Asp 


Glu 


Arg Lys Lys Asp Asp Arg 


Ser Arg Lys 




130 










135 


140 




Arg 


Asp 


Tyr 


Asp 


Arg 


Asn 


Pro 


Pro Arg Arg Asp Ser Tyr 


Arg Asp Arg 


145 










150 




155 


160 


Tyr 


Asn 


Arg 


Arg 


Arg 


Gly 


Arg 


Ser Arg Ser Tyr Ser Arg 


Ser Arg Ser 










165 






170 


175 


Arg 


Ser 


Trp 


Ser 


Lys 


Glu 


Arg 


Leu Arg Glu Arg Asp Arg 


Asp Arg Ser 








180 








185 


190 


Arg 


Thr 


Arg 


Ser 


Arg 


Ser 


Arg 


Thr Arg Ser Arg Glu Arg 


Asp Leu Val 






195 










200 205 




Lys 


Pro 


Lys 


Tyr 


Asp 


Leu 


Asp 


Arg Thr Asp Pro Leu Glu 


Asn Asn Tyr 




210 










215 


220 




Thr 


Pro 


Val 


Ser 


Ser 


Val 


Pro 


Ser He Ser Ser Gly His 


Tyr Pro Val 


225 










230 




235 


240 


Pro 


Thr 


Leu 


Ser 


Ser 


Thr 


He 


Thr Val He Ala Pro Thr 


His His Gly 










245 






250 


255 


Asn 


Asn 


Thr 


Thr 


Glu 


Ser 


Trp 


Ser Glu Phe His Glu Asp 


Gin Val Asp 








260 








265 


270 


His 


Asn 


Ser 


Tyr 
* 


Val 


Arc? 


Pro 


Pro Met Pro Lys Lys Arg 


Cys Arg Asp 






275 










280 285 




Tyr 


Asp 


Glu 


Lys 


Gly 


Phe 


Cys 


Met Arg Gly Asp Met cys 


pro Phe Asp 




290 










295 


300 




His 


Gly 


Ser 


Asp 


Pro 


Val 


Val 


Val Glu Asp Val Asn Leu 


Pro Gly Met 


305 










310 




315 


320 


Gin 


Pro 


Phe 


Pro 


Ala 


Gin 


Pro 


Pro Val Val Glu Gly Pro 


Pro Pro Pro 










325 






330 


335 


Gly 


Leu 


Pro 


Pro 


Pro 


Pro 


Pro 


He Leu Thr Pro Pro Pro 


Val Asn Leu 








340 








345 


350 


Arg 


Pro 


Pro 


Val 


Pro 


Pro 


Pro 


Gly Pro Leu Pro Pro Ser 


Leu Pro Pro 






355 










360 365 




Val 


Thr 


Gly 


Pro 


Pro 


Pro 


Pro 


Leu Pro Pro Leu Gin Pro 


Ser Gly Met 




370 










375 


380 




Asp 


Ala 


Pro 


Pro 


Asn 


Ser 


Ala 


Thr Ser Ser Val Pro Thr 


Val Val Thr 


385 










390 




395 


400 


Thr 


Gly 


He 


His 


His 


Gin 


Pro 


Pro Pro Ala Pro Pro Ser 


Leu Phe Thr 










405 






410 


415 


Ala 


Asp 


Thr 


Tyr 


Asp 


Thr 


Asp 


Gly Tyr Asn Pro Glu Ala 


Pro Ser He 








420 








425 


430 


Thr 


Asn 


Thr 


Ser 


Arg 


Pro 


Met 


Tyr Arg His Arg Val His 


Pro Arg Ala 



435 440 445 



Lys Leu Gly 
450 451 



<210> 2665 
<211> 294 
<212> PRT 

<213> Homo sapiens 



<400> 2665 
Ser His Pro Leu Leu Ser Cys Pro 

1 5 
Ala Ala Ala Glu Ala Ala Ala Glu 
20 

Ser Arg Gly He Cys Ala Gly Leu 
35 40 



Glu Lys Val Ser Ala Lys Leu Arg 

10 15 
Glu Arg Arg Thr Arg Gly Ala Gly 

25 30 
Arg Ser Val Ala Pro Gly Pro Glu 
45 
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Pro Leu 


Lys 


Gin 


Glu 


Glu Gly Arg Arg 


Glu 


Trp 


Gly 


Ser 


Ser 


lie 


Gly 


50 








55 






60 










Thr Pro 


Ser 


Pro 


Cys 


Gly Ser Ala Gin 


Ala 


Ala 


Ala 


Ala 


Ala 


Ala 


Ala 


65 








70 




75 










80 


Glu Glu 


Ala 


Thr 


Glu 


Lys lie Pro Ala 


lieu 


Arg 


Pro 


Ala 


Leu 


Leu 


Trp 








85 




90 










95 




Ala Leu 


Leu 


Ala 


Leu 


Trp Leu Cys Cys 


Ala 


Thr 


Pro 


Ala 


His 


Ala 


Leu 






100 




105 










110 






Gin Cys 


Arg 


Asp 


Gly 


Tyr Glu Pro Cys 


Val 


Asn 


Glu 


Gly 


Met 


Cys 


Val 




115 






120 








125 








Thr Tyr 


His 


Asn 


Gly 


Thr Gly Tyr Cys 


Lys 


Cys 


Pro 


Glu 


Gly 


Phe 


Leu 


130 








135 






140 










Gly Glu 


Tyr 


Cys 


Gin 


His Arg Asp Pro 


Cys 


Glu 


Lys 


Asn 


Arg 


Cys 


Gin 


145 








150 




155 










160 


Asn Gly 


Gly 


Thr 


Cys 


Val Ala Gin Ala 


Met 


Leu 


Gly 


Lys 


Ala 


Thr 


Cys 








165 




170 










175 




Arg Cys 


Ala 


Ser 


Gly 


Phe Thr Gly Glu 


Asp 


Cys 


Gin 


Tyr 


Ser 


Thr 


Ser 






180 




1B5 










190 






His Pro 


Cys 


Phe 


Val 


Ser Arg Pro Cys 


Leu 


Asn 


Gly 


Gly 


Thr 


Cys 


His 




195 






200 








205 








Met Leu 


Ser 


Arg 


Asp 


Thr Tyr Glu Cys 


Thr 


Cys 


Gin 


Val 


Gly 


Phe 


Thr 


210 








215 






220 










Gly Arg 


Asn 


Pro 


Lys 


Cys Pro Gly Gly 


Asn 


Leu 


Asn 


Tyr 


Gin 


Phe 


Asn 


225 








230 




235 










240 


Gly lie 


lie 


val 


val 


Tyr Ser Gly Gly 


Ser 


Val 


Pro 


Pro 


Ser 


Gly 


Thr 








245 




250 










255 




Lys Thr 


Ser 


Lys 


Pro 


Ala Glu His Asn 


Ala 


Met 


Gly 


Thr 


Gly 


Ser 


Lys 






260 




265 










270 






Asa Phe 


Ala 


Ser 


Gly 


Thr Leu Trp Val 


Met 


Val 


Ser 


Gly 


Ala 


Thr 


Ser 




275 






280 








2B5 








Thr Ser 


Thr 


Ser 


Thr 


Leu 
















290 








294 

















<210> 2666 
<211> 151 
<212> PRT 

<213> Homo sapiens 



<400> 2666 



Ser Leu Ser Met 


Glu Ser Asn His Lys 


Ser 


Gly 


Asp 


Gly 


Leu 


Ser 


Gly 


1 


5 


10 










15 




Thr Gin Lys Glu 


Ala Ala Leu Arg Ala 


Leu 


Val 


Gin 


Arg 


Thr 


Gly 


Tyr 


20 


25 










30 






Ser Leu Val Gin 


Glu Asn Gly Gin Arg 


Lys 


Tyr 


Gly 


Gly 


Pro 


Pro 


Pro 


35 


40 








45 








Gly Trp Asp Ala 


Ala Pro Pro Glu Arg 


Gly 


Cys 


Glu 


lie 


Phe 


Xle 


Gly 


50 


55 






60 










Lys Leu Pro Arg 


Asp Leu Phe Glu Asp 


Glu 


Leu 


lie 


Pro 


Leu 


Cys 


Glu 


65 


70 




75 










80 


Lys lie Gly Lys 


lie Tyr Glu Met Arg 


Met 


Met 


Met 


Asp 


Phe 


Asn 


Gly 




85 


90 










95 




Asn Asn Arg Gly 


Tyr Ala Phe Val Thr 


Phe 


Ser 


Asn 


Lys 


Val 


Glu 


Ala 


100 


105 










110 






Lys Asn Ala lie 


Lys Gin Leu Asn Asn 


Tyr 


Glu 


lie 


Arg 


Asn 


Gly 


Arg 


115 


120 








125 








Leu Leu Gly Val 


Cys Ala Ser Val Asp 


Asn 


Cys 


Arg 


Leu 


Phe 


Val 


Gly 


13 0 


135 






140 











Gly He Pro Lys Thr Lys Lys 
145 150 151 
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<210> 2667 

<211> 599 

<212> PRT 

<213> Homo sapiens 



<400> 2667 



Leu 


Leu 


Lys 


OCX 




Gly 


Val 


Leu 


lieu 


1 








5 










laXU 


Giy 


Lys 


f2l V 




TV. r 

lnr 


VeU 


Leu 


Val 








*> a 












Asp 


Arg 


rro 


Thr 


Lys 


Oct 


OCI 


Mp}- 


Arg 






35 










ft U 




Pro 


Ala 


lie 


Arg 


Ala 


Giy 


Giy 


firs 


Giy 




50 










55 






pro 


Ala 


Til a 

ax a 


ser 


Ser 


/"in 

t?j»y 




Lys 




65 










70 








Ala 


Pne 


Glu 


Ser 


Arg 


Leu 


Ser 


Arg 


Leu 










85 










Thr 


Leu 


Asn 


Lys 


pro 


uxy 


Ser 


Tnr 


Aia 








100 










105 


Lys 


Lys 


Thr 


Ala 


Thr 


Ala 


Giy 


Ala 


lie 






115 










120 




Leu 


Arg 


Ser 


Gly 


Thr 


Gly 


Ala 


Phe 


Thr 




13 0 










135 






Pro 


Ala 


Pro 


Arg 


Glu 


pne 


Ser 


val 


Thr 


145 










150 








Pro 


Arg 


Gly 


Pro 


Ser 


Asn 


Pro 


Arg 


Lys 










165 










Ser 


Asn 


Thr 


Pro 


Thr 


Pro 


Thr 


Lys 


His 








180 










185 


Pro 


Lys 


Gin 


Glu 


Asn 


Glu 


Gly 


Gly 


Glu 






195 










200 




vai 


Arg 


Glu 


Leu 


Leu 


JA 1 a 

ax a 




Ala 


Lys 




210 










215 






Arg 


T ATI 

Leu 


Arg 


Ser 


G1U 


Leu 


Lys 


Lys 


Tyr 


225 










23 0 








ft! a 


m ii 


Giy 


Thr 


TV 

ASp 


Aia 


Leu 


v»±y 


Pro 










245 










Car 


riO 


Gj.y 


Asp 


Thr 




Pro 


TUT ^ V 

net 


Tl a 
lie 








O C A 

2b 0 










2o5 


Lys 


Asn 


irXlfci 


f2l T1 


■ 

Lys 


f3l ii 


Leu 


otrx. 


Asp 




















Leu 


Lys 


ulU 


Lys 


XjcU 


lie 


Tyr 


Leu 


ni ii 




•9 Q A 










ooc 






.Hid 








Tnr 


<*21 ir 


Asp 


OCX 


Car 
del 












"3.1 A 








Glu 


Ser 


Ser 


Phe 


Gly 


Ser 


Pro 


Thr 


Gly 










325 










Asp 


Qlu 


Tyr 


Lys 


Lys 


Asn 


lie 


His 


Gly 








340 










345 


Ser 


Ser 


Ser 


Ser 


Asp 


Val 


Thr 


Lys 


Ala 






355 










360 




Asp 


Phe 


Glu 


His 


lie 


Thr 


Ala 


Glu 


Thr 




370 










375 






Thr 


Ser 


Asn 


Pro 


Phe 


Lys 


Ser 


Ser 


Lys 


385 










390 








Pro 


Asn 


Ser 


Val 


Ser 


Glu 


Leu 


Ser 


Leu 










405 










Gin 


Lys 


Met 


Glu 


Glu 


Asn 


His 


His 


Ser 








420 










425 


Thr 


Leu 


Gin 


Glu 


Leu 


Ser 


Asp 


Gin 


Gin 






435 










440 





PCTAJS01/03800 



Ser 


Glv 
oiy 


Val 




lie 


Pro 


L / s 


1 A 
iv 










19 




Tl 
lie 


V31U 


1111 




Val 


Pro 


nl n 

Villi 
















osr 


Ala 


ALSi 


Lys 


irro 


TTp 


Asn 
















jrro 


ASp 


Arg 


Val 
vdl 


Arg 


T>Y-l-> 

itjlO 


Xieu 






50 










Ser 


Lys 


ser 


r* A _ 

ser 


Thr 


Ser 


Leu 




75 










80 


Lys 


ATy 


Aia 


ber 


ber 


r 1 ! ii 

bill 


Asp 


90 










95 




AJia 


Ser 


uiy 


vai 


Val 
val 


Arg 


Leu 










110 






ser 


61U 


T All 


Thr 


r*T ii 


ber 


Arg 








125 








Thr 


Thr 


Lys 


Arg 


Thr 


Gly 


lie 






140 










val 


Ser 


Arg 


Glu 


Arg 


Ser 


ir«*1 

vai 




155 










160 


Ser 


Val 


Ser 


Ser 


Pro 


Thr 


Ser 


170 










175 




Leu 


Arg 


Thr 


Pro 


Ser 


Thr 


Lys 










190 






Lys 


Ala 


Ala 


Leu 


Glu 


Ser 


Gin 








205 








Ala 


Lys 


Asp 


oer 


ii 

1?1U 


Tl A 

lie 


Asn 






220 










Lys 


giu 


Lys 


Arg 


Thr 


Leu 


Asn 




235 










OA A 


Asn 


Val 

vai 


Asp 


biy 


Thr 


Ser 


Val 
Veil 


250 










OCR 

255 




Arg 


Ala 


Leu 


rjl ii 


UlU 




Asn 










•5*7 A 






Leu 


m ii 

UlU 


rsl ii 


nl ii 

UlU 


Asn 


Arg 


Val 
val 








AO O 








HIS 


Ser 


Pro 


Asn 


ser 


ulU 


rjl ir 
uiy 






1 AA 










Cys 




luT 


Cor 

oer 


Tl o 

lie 


Tnr 


ftl -n 




315 










320 


Asn 


Gin 


Leu 


Ser 


Ser 


Asp 


He 


330 










335 




Asn 


Ala 


Leu 


Arg 


Thr 


Ser 


Gly 










350 






Ser 


Leu 


Ser 


Pro 


Asp 


Ala 


Ser 








365 








Pro 


Ser 


Arg 


Pro 


Leu 


Ser 


Ser 






380 










Cys 


Ser 


Thr 


Ala 


Gly 


Ser 


Ser 




395 










400 


Ala 


Ser 


Leu 


Thr 


Glu 


LyB 


lie 


410 










415 




Thr 


Ala 


Glu 


Glu 


Leu 


Gin 


Ala 










430 






Gin 


Met 


Val 


Gin 


Glu 


Leu 


Thr 



445 



1590 



WO 01/57188 



PCTAJS01/03800 



Ala 


Glu 


As 11 


Glu Lva 


Leu Val Asp 




450 






455 


Phe 


His 


Gin 


His Arg 


Glu flra Ma 


465 








470 


Lys 


Leu 


Met 


Asn Leu 


Tj<»ii fit! n fll ii 








485 




Thr 


Gin 


Glu 


Gly Lys 


lie lie Glu 








500 


f wXU AlVj 


Leu 


Glu 


Gin 


Gly Arg 






515 




520 


Gin 


Leu 


Thr 


Cvs Ser 


Leu A t~ct Tivs 

iJCU XU^j JUjrO 




530 






535 


Leu 


Glu 


Met 


lie Lys 


Arg Leu Lys 


545 








550 


Phe 


Leu 


Glu 


Leu Glu 


Arg His Asn 








565 




Glu 


Glu 


Cys 


Arg Val 


Thr Leu Glu 








5B0 




Leu 


Lys 


Ser 


His Leu 


Gin Gly 






595 




599 



<210> 2668 
<211> 182 
<212> PRT 

<213> Homo sapiens 





<400> 2668 




Gly 


Glu 


Cys 


Phe He 


Met Ala Ala 


1 






5 




Phe 


Glu 


Phe 


Ala Ser 


Asn Val Met 








20 




Pro 


Ala 


He 


Phe Pro 


Ala Val He 






35 




40 


lie 


Leu 


Asn 


Ser Tyr 


Ala Gly Leu 




50 






55 


Met 


lie 


Thr 


Glu Ser 


Ser Leu Asp 


65 








70 


Asp 


Asp 


Asp 


Asp Asp 


He Thr Leu 








85 




Gly 


Asp 


Glu 


Thr He 


Glu Thr He 








100 




Met 


Asp 


Ser 


Pro Gly 


Pro Met Leu 






115 




120 


lie 


Phe 


Ser 


Ser Pro 


Glu Asp Asp 




13 0 






135 


Val 


Ser 


Val 


Thr Leu 


Asp Gly He 


145 








150 


Val 


Gin 


Glu 


Lys Tyr 


Ala Asp Ser 








165 




Pro 


Lys 


Arg 


Lys Lys 


Lys 








180 


182 



<210> 2669 
<211> 162 
<212> PRT 

<213> Homo sapiens 

<221> misc_f eature 
<222> (1)...{162) 





Lys 


X ILL 


Tl *a 
lie 


Leu 


fill ii 

V3XU 


XI IX 


OCX 








460 










V3X U 


fill n 


Leu 


Car 
OCX 


fill n 


fill 11 


Asn 


fill 11 






475 










480 




Val 


Lys 




nl ii 

uxu 


ffl 11 
UXU 


JrX. U 


X XXX. 




490 










495 




Leu 


Glu 


Gin 


Lys 




Thr 


Glv 


lie 


505 










510 






Glu 


Lys 


Leu 


Leu 


Asn 


lie 


Gin 


Gin 










525 








Val 


Glu 


Glu 


Glu 


Asn 


Gin 


Gly 


Ala 








540 










Glu 


Glu 


Asn 


Glu 


Lys 


Leu 


Asn 


Glu 






555 










560 


Asn 


Asn 


i*1cl 




IV 1 a 
Ala 


Lys 


iiir 


Leu 




570 










575 




Gly 


Leu 


Lys 


Met 


Glu 


Asn 


Gly 


Ser 


585 










590 






Val 
val 


Val 


uiii 




Asn 


Asp 


lieu 


v=l 
vai 


















<11 ii 


Asp 


ill ti 
ulu 


Arg 


bin 


lieu 


uiy 


Asp 












s u 






vai 


uiu 


xlj-S 


Val 
val 


_ lTO 


vaxy 


al 9 

Ala 


Asp 










45 








Ala 


Cys 


Val 
V a J. 


Pill 


fill ii 

V3J.U 


fro 


Asn 


Asp 








OKI 










VAX 


2Vl a 
Ala 


fill 11 


m ii 


/"II 

bXU 


Tl A 

lie 


Tl a 

ixe 


Asp 






/ O 










DA 
Dv 


J. XIX 


Val 


fill n 


&1 a 
Ala 


Car 


cys 


flXS 


Asp 














QC 




OA 1 1 


ilia 


ai a 

Ala 


/-»1 
ulU 


al a 

Aid 


JUeu 


Leu 


Asn 


105 










110 






Asp 


Glu 


Lys 


Arg 


lie 


Asn 


Asn 


Asn 










125 








Met 


Val 


Val 


Ala 


Pro 


Val 


Thr 


His 








140 










Pro 


Glu 


Val 


Met 


Glu 


Thr 


Gin 


Gin 






155 










160 


Pro 


Gly 


Ala 


Ser 


Ssr 


Pro 


Glu 


Gin 




170 










175 
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<223> Xaa = any amino acid or nothing 



<400> 2669 







Val 


Arg 


Met 


Ser 


wiy wCJL. Vul 


Ala 


Val 


TVi-r At-ct Ala Tie Ala 


J. 














10 




15 


vdi 


Pro 


Gly 


Leu 


Leu 


Levi 


Ij^ii T«e*ii T 1 ^ 

"V LA UCU ^ w 


lie 


Ala 


TVii? Ala I Self Leu 














A3 






30 






Gly 


Ala 


Lys 


Ser 


Tien Pi*o Ala 


Ser 


Val 


Val Lsu Glu Ala Phe 






■a c 
















Ser 




Thr 


CVS 


Gin 


Ser 


Ala Aso Cvs 


Thr 


lie 


Val Leu Asp Ala Arg 




















60 

WW 


Leu 


Pro 


Arg 


Thr 


Leu 


Ala 


Gly Leu Leu 


Ala 


Gly 


Gly Ala Leu Gly Leu 


65 










70 






75 


80 


Ala 


Gly 


Ala 


Leu 


Met 


Gin 


Thr Leu Thr 


Arg 


Asn 


Pro Leu Ala Asp Pro 










85 






90 




95 


Gly 


Leu 


Leu 


Gly 


Val 


Asn 


Ala Gly Ala 


Ser 


Phe 


Ala lie Val Leu Gly 








100 






105 






110 


Ala 


Ala 


Leu 


Phe 


Gly 


Tyr 


Ser Ser Ala 


Gin 


Glu 


Gin Leu Ala Met Ala 






115 








120 






125 


Phe 


Ala 


Gly 


Ala 


Leu 


Val 


Ala Ser Leu 


lie 


Val 


Ala Phe Thr Gly Ser 




130 










135 






140 


Gin 


Gly 


Gly 


Gly 


Gin 


Leu 


Ser Pro Val 


Arg 


Leu 


Thr Leu Ala Gly Val 


145 










150 






155 


160 



Xaa Leu 
162 



<210> 2670 
<211> 146 
<212> PRT 

<213> Homo sapiens 



<400> 2670 



Lys 


Met 


Asn 


Gin 


Val 


Ala 


Val Val He 


Gly 


Gly 


Gly Gin Thr Leu Gly 


1 








5 






10 




15 


Ala 


Phe 


Leu 


Cys 


His Gly 


Leu Ala Ala 


Glu 


Gly 


Tyr Arg Val Ala Val 








20 






25 






30 


val 


Asp 


He 


Gin 


Ser Asp 


Lys Ala Ala 


Asn 


Val 


Ala Gin Glu He Asn 






35 








40 






45 


Ala 


Glu 


Tyr 


Gly 


GlU 


Ser 


Met Ala Tyr 


Gly 


Phe 


Gly Ala Asp Ala Thr 




50 










55 






60 


Ser 


GlU 


Gin 


Ser 


Val 


Leu 


Ala Leu Ser 


Arg 


Gly 


Val Asp Glu He Phe 


65 










70 






75 


80 


Gly 


Arg 


Val 


Asp 


Leu 


Leu 


Val Tyr Ser 


Ala 


Gly 


He Ala Lys Ala Ala 










65 






90 




95 


Phe 


lie 


Ser 


Asp 


Phe 


Gin 


Leu Gly Asp 


Phe 


Asp 


Arg Ser Leu Gin Val 








100 






105 






110 


Asn 


Leu 


Val 


Gly 


Tyr 


Phe 


Leu Cys Ala 


Arg 


Glu 


Phe Ser Arg Leu Met 






115 








120 






125 


lie 


Arg 


Asp 


Gly 


He 


Gin 


Gly Arg He 


He 


Gin 


He Asn Ser Lys Ser 




130 










135 






140 



Asp Glu 
145 146 



<210> 2671 
<211> 151 
<212> PRT 

<213> Homo sapiens 
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<400> 2671 










Arg His 


Arg 


Thr 


Ala 


Gly Pro 


Gly Ser Thr He Ser Ser 


Arcr Thr Aso 


1 






5 




10 


15 


Ser Ala 


Ser 


Ala 


Pro 


Ala Ala 


Arcr Ala Met Pro Cvs GLu 


Tvr Thr Tvr 






20 






25 




Ala Lys 


Leu 


Thr 


Ser 


Asd Cvs 


Ser Arcr Pro Ser Leu Gin 


Tm Tvr Thr 




35 








40 45 




Arg Ala 


Gin 


Ser 


Lys 


Met Arg 


Arg Pro Arg Leu Leu Leu 


Lvs AST) He 


50 








55 






Leu Lys 


Cvs 
j 


Thr 


Leu 


Leu Val 


P"Kq v Val Zlvrr Tie T >oi i 
■true KJ-L y »ai niy J-lc iicU 


iy* xic jjcu 


65 












on 


Lys Leu 


Asn 


Tyr 


Thr 


Thr Glu 


Glu Cys Asp Met Lys Asn 


Met His Tyr 








85 




90 


95 


Val Asp 


Pro 


Asp His 


Val Lys 


Arg Ala Gin Lys Tyr Ala 


Gin Gin Val 






100 






105 


110 


Leu Gin 


Lys 


Glu 


Ser 


Pro Pro 


Lys Phe Ala Lys Thr Ser 


Met Ala Leu 




115 








120 125 




Leu Phe 


Glu 


His 


Arg 


Tyr Ser 


Val Asp Leu Leu Pro Phe 


Val Gin Lys 


13 0 








135 


140 




Ala Pro 


Thr 


Asp 


Ser 


Glu Ala 






145 








150 151 







<210> 2672 
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<212> PRT 

<213> Homo sapiens 



<400> 2672 



Glu Pro 


Ser Asn Gly 


Pro Val 


Val 


1 


5 






Asp Glu 


He Leu Leu 


Leu Gly 


Lys 




20 






Ser Glu 


Arg Lys Met 


Arg Ala 


His 




35 




40 


Phe Val 


He Thr Ser 


Gly Ala 


Ser 


50 




55 




Cys Gly 


Leu Asp Leu 


Leu Pro 


Gin 


65 




70 




Ala He 


Trp Gly He 


Val Val 


Glu 




85 






He Thr 


Leu Leu Leu 


Met Leu 


He 




100 






Lys Glu 


Lys Glu Lys 


Lys Ser 


Pro 




115 




120 


Leu Gly 


Thr Leu Gly 






130 


133 







Tyr Ser Ala Leu Gly Asn Glu Asp 

10 15 
Asp He He Gly Thr Phe Ala Ala 

25 30 
Gin Val Leu Thr Phe Leu Leu Leu 
45 

Glu Asn Ala Ser Thr Ser Arg Gly 
60 

Asn Val Tyr Leu Cys Asp Leu Asp 
75 80 
Ala Val Ala Gly Ala Gly Ala Leu 

90 95 
Leu Leu Gly Arg Leu Pro Phe He 
105 110 
Ala Val Leu His Phe Leu Phe Leu 
125 



<210> 2673 
<211> 125 
<212> PRT 

<213> Homo sapiens 



<400> 2673 

Ser Ser Leu Gly Asn Glu Asp Asp Glu He Leu Ser Leu Ala Lys Asp 

15 10 15 

He Thr Gly Met Phe Val Ala Ser His Arg Lys Met Arg Ala His Gin 
20 25 30 
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Val Leu Thr Phe lieu Leu 
35 

Asn Ala Ser Thr Ser Arg 
50 

Val Ser Leu Cys Asp Leu 
65 70 
Ala Ala Gly Ala Gly Ala 
85 

Leu Val Arg Leu Pro Phe 
100 

Gly Leu His Phe Leu Phe 
115 



<210> 2674 
<211> 310 
<212> PRT 

<213> Homo sapiens 



<400> 2674 
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Pro 
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Pro 
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Pro 


Pro 


Ser 


Ser 
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Ala 
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Lys 


Lys 


Pro 






115 
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Gin 


Gly 


Lys 


Thr 


Gin 




130 










Val 


Arg 


Arg 


Ser 


Ser 


Arg 


145 
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Arg 


Lys 


Arg 


He 


Asp 


Glu 
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Lys 


lie 


Asp 


Leu 


lie 


Asp 








180 
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Phe 


Ser 


Arg 


Gly 


Asp 






195 
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lie 


Thr 


Asp 


Ala 


Lys 




210 










Ser 


Thr 


Gly 


Cys 


Tyr 


Met 


225 
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Asp 


Ala 


Thr 


Arg 










245 
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Ser 


Lys 


Cys 


Gly 


Asn 








260 






Val 


Pro 


His 


Leu 


lie 


Leu 






275 








Glu 


Leu 


Leu 


Tyr 


Asp 


Tyr 




290 










His 


Pro 


Trp 


Leu 


Lys 


His 


305 
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Leu 


Phe 


Val 


He 


Thr 


Ser 




40 










Gly 


Cvs 


Gly 


Leu 


Aso 


Leu 
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50 


Asp 


Ala 


lie 


Trp 


Gly 


He 










75 




Leu 


lie 


Thr 


Leu 


Leu 


Leu 








90 






Phe 


Lys 


Glu 


Lys 


Glu 


Lys 






105 








Leu 


lieu 


Gly 


Thr 


Leu 


Gly 




120 










Cvs 


Met 


Gin 


Ser 


Lvs 


He 














Gly 


Met 




Phe 


Pro 


Leu 














Val 


Lys 




Gin 


Glv 


Lys 














Glu 


Lys 




Asn 


Ala 


Glv 


DO 












Glu 


Gin 


Lys 


He 


Lys 


Asp 










75 




Asn 


Gin 


Lys 


Ser 


Glu 


Ala 








90 








Asp 


Ser 


Thr 


Asn 


Ala 






105 








He 


Lvs 


Glv 


Lys 


Gin 


Ala 




Is w 










Gin 


Asn 






Leu 


Thr 


135 












Lys 


Ser 


Lvs 


Ala 


Glu 


Leu 










155 




Leu 


lie 


Glu 


Ser 


Glv 


Lvs 








170 






Glv 


Lvs 


Glv 


Arcr 


Glv 


Val 






185 








Phe 


Val 


Val 


Glu 


Tvr 
« 


His 




200 










Lvs 


Arq 


Glu 


Ala 


Leu 


Tvr 


215 










220 


Tyr 


Tyr 


Phe 


Gin 


Tyr 


Leu 










235 




Glu 


Thr 


Asn 


Arg 


Leu 


Gly 








250 






Cys 


Gin 


Thr 


Lys 


Leu 


His 






265 








lie 


Ala 


Ser 


Arg 


Asp 


He 




280 










Gly 


Asp 


Arg 


Ser 


Lys 


Ala 
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Val 


Ala 


Ser 


Glu 


45 








Leu 


Pro 


Gin 


Tvr 


Val 


Val 


Glu 


Ala 








BO 


Met 


Leu 


He 


Leu 






95 




Lys 


Ser 


Pro 


Val 




110 






Pro 








125 










Ser 


Tvr 


Met 














f3i ii 


Asn 










Pro 


Leu 


Ala 


Glv 
waxy 










Asn 


Ala 


Val 


Aro 


Ala 


Arg 


Lys 


Gly 








80 


/vJLo. 


nfl ii 


Pro 


Pro 






Q C 




Ala 


He 


Ala 


Lys 




Tin 






Pro 




Lys 


Lys 










Let) 


Phe 


Tvr 


Pro 


Gin 


Ser 


Glu 


GlU 








160 


Glu 


Glu 


Glv 


Met 






175 




He 


Ala 


Thr 


Lys 




190 






Gly 


Asp 


Leu 


He 


205 








Ala 


Gin 


Asp 


Pro 


Ser 


Lys 


Thr 


Tvr 








240 


Arg 


Leu 


He 


Asn 






255 




Asp 


He 


Asp 


Gly 




270 






Ala 


Ala 


Gly 


Glu 


285 








Ser 


He 


Glu 


Ala 
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<210> 2675 
<211> 288 
<212> PRT 

<213> Homo sapiens 



<400> 2675 

Pro Gly Ser Thr lie Ser Cys Ser Glu Leu Lys Gly Thr Gin Cys Arg 

15 10 15 

Ala Thr Ala Gly Ser Arg Gly Arg Arg Pro Pro Met Thr Cys Trp Leu 

20 25 30 

Arg Gly Val Thr Ala Thr Phe Gly Arg Pro Ala Glu Trp Pro Gly Tyr 

35 40 45 

Leu Ser His Leu Cys Gly Arg Ser Ala Ala Met Asp Leu Gly Pro Met 

50 55 60 

Arg Lys Ser Tyr Arg Gly Asp Arg Glu Ala Phe Glu Glu Thr His Leu 
65 70 75 80 

Thr Ser Leu Asp Pro Val Lys Gin Phe Ala Ala Trp Phe Glu Glu Ala 

85 90 95 

Val Gin Cys Pro Asp lie Gly Glu Ala Asn Ala Met Cys Leu Ala Thr 

100 105 110 

Cys Thr Arg Asp Gly Lys Pro Ser Ala Arg Met Leu Leu Leu Lys Gly 

115 120 125 

Phe Gly Lys Asp Gly Phe Arg Phe Phe Thr Asn Phe Glu Ser Arg Lys 

130 135 140 

Gly Lys Glu Leu Asp Ser Asn Pro Phe Ala Ser Leu Val Phe Tyr Trp 
145 150 155 160 

Glu Pro Leu Asn Arg Gin Val Arg Val Glu Gly Pro Val Lys Lys Leu 

165 170 175 

Pro Glu Glu Glu Ala Glu Cys Tyr Phe His Ser Arg Pro Lys Ser Ser 

180 185 190 

Gin lie Gly Ala Val Val Ser His Gin Ser Ser Val He Pro Asp Arg 

195 200 205 

Glu Tyr Leu Arg Lys Lys Asn Glu Glu Leu Glu Gin Leu Tyr Gin Asp 

210 215 220 

Gin Glu Val Pro Lys Pro Lys Ser Trp Gly Gly Tyr Val Leu Tyr Pro 
225 230 235 240 

Gin Val Met Glu Phe Trp Gin Gly Gin Thr Asn Arg Leu His Asp Arg 

245 250 255 

lie Val Phe Arg Arg Gly Leu Pro Thr Gly Asp Ser Pro Leu Gly Pro 

260 265 270 

Met Thr His Arg Gly Glu Glu Asp Trp Leu Tyr Glu Arg Leu Ala Pro 
275 280 285 288 



<210> 2676 

<:211> 327 

<212> PRT 

<213> Homo sapiens 



<400> 2676 

Ala Arg Ala Ala Ala His Cys Gly He Cys Arg Leu Val Arg Trp Trp 

1 5 10 15 

Arg Lys Arg Arg Ser Val Met Gly He Gin Thr Ser Pro Val Leu Leu 

20 25 30 

Ala Ser Leu Gly Val Gly Leu Val Thr Leu Leu Gly Leu Ala Val Gly 

35 40 45 

Ser Tyr Leu Val Arg Arg Ser Arg Arg Pro Gin Val Thr Leu Leu Asp 
50 5-5 60 
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280 
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Asp 


Val 


Leu 
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290 
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Met 
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Asn 


305 










310 
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Met 
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<400> 2677 
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Ser 
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Gly 
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Val 


Thr 


i 








5 










Car 
OCX 


Pro 


Ala 


Arg 
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Val 
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Val 
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Val 
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Asp 
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Asp 


Asp 






115 
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Gly 
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Glu 


Thr 
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Glu 
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Ser 
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Glu 


Glu 
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Arg Val His Tyr Met Lys Phe Thr Lys Gly Lys Asp Leu Ser Ser Arg 

165 170 175 

Ser Lys Thr Asp Leu Asp Cys lie Phe Gly Lys Arg Gin Ser Lys Lys 

180 185 190 

Thr Pro Glu Gly Asp Ala Ser Pro Ser Thr Pro Glu Glu Asn Glu Thr 

195 200 205 

Thr Thr Thr Ser Ala Phe Thr lie Gin Glu Tyr Phe Ala Lys Arg Met 

210 215 220 

Ala Ala Leu Lys Asn Lys Pro Gin Val Pro Val Pro Gly Ser Asp He 
225 230 235 240 

Ser Glu Thr Gin Val Glu Arg Lys Arg Gly Lys Lys Arg Asn Lys Glu 

245 250 255 

Ala Thr Gly Lys Asp Val Glu Ser Tyr Leu Gin Pro Lys Ala Lys Arg 

260 265 270 

His Thr Glu Gly Lys Pro Glu Arg Ala Glu Ala Gin Glu Arg Val Ala 

275 280 285 

Lys Lys Lys Ser Ala Pro Ala Glu Glu Gin Leu Arg Gly Pro Cys Trp 

'290 295 300 

Asp Gin Ser Ser Lys Ala Ser Ala Gin Asp Ala Gly Asp His Val Gin 
305 310 315 320 

Pro Ala 
322 



<210> 2678 
<211> 68 
<212> PRT 

<213> Homo sapiens 



<400> 2678 



Gly Ser 


Ala 


Ala Met 


Lys Val Lys 


1 
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Thr Trp 


Leu 


Trp Val 


Ala Asn Asp 
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Ala Phe 


Asn 


Gly Cys 


Cys Pro Aep 




35 
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Pro Leu 


val 


Trp Gly 


Gin Cys Ser 


50 
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Leu Lys 


Trp 


Leu His 


Ala Gin Gin 


65 






70 


Arg Gin 


Glu 


Trp Lys 


Phe Lys Glu 






85 


88 



He Lys Cys Trp Asn Gly Val Ala 

10 15 
Glu Asn Cys Gly Xle Cys Arg Met 

25 • 30 

Cys Lys Val Pro Gly Asp Asp Cys 
45 

His Cys Phe His Met His Cys He 
60 

Val Gin Gin His Cys Pro Met Cys 
75 80 



<210> 2679 
<211> 320 
<:212> PRT 

<213> Homo sapiens 



<400> 2679 

Gin Met Glu Pro Gly Asn Asp Thr Gin He Ser Glu Phe Leu Leu Leu 

15 10 15 

Gly Phe Ser Gin Glu Pro Gly Leu Gin Pro Phe Leu Phe Gly Leu Phe 

20 25 30 

Leu Ser Met Tyr Leu Val Thr Val Leu Gly Asn Leu Leu He He Leu 

35 40 45 

Ala Thr He Ser Asp Ser His Leu His Thr Pro Met Tyr Phe Phe Leu 

50 55 60 

Ser Asn Leu Ser Phe Ala Asp He Cys val Thr Ser Thr Thr He Pro 
65 70 75 80 
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<213> Homo sapiens 
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He 
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He 
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Pro Glv Gill Gill TiVS "LATA TjVS 


His Ala 


Ala Ala 
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180 
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Ser Arg 


Gin 

wlU 


T iVic T .vh 
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OCX 
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Arg Phe Gin Thr Phe Val Gin 


Asp Ala 


Glu Ser 

X kX fc^wX 


Asn 


Pro Leu 


Cys 


Am 
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Arg Leu Gin Leu Lys Asp lie 


He Pro 


Thr Gin 


Met 


Gin Arg 


Leu 


Thr 
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Lys Tyr Pro Leu Leu Leu Asp 
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Tvr 

x/x 


Thr Glu 


Tm 

XI 
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245 
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Thr Glu Ara Glu Lvs Val Lvs 


Lys Ala 


Ala Asp 
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Cys Arg 


Gin 
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265 
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Gin 
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T.aii Val 
Xicu. veil 


Leu 
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*n& OCX XXIX H.X d Abp OCX. Xiya 


ttA o T*Vir 
Jxlo 1 11x7 
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Ala 
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wxii iui von oox ui ix jj jr o xiix. 
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V CLl X X fcJ 
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Lys Pro 
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ne 


Jr I O JJCU 
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Gpr Thr Prn Rl v flln f2l v TV cart 
ocx x in nu uiy ui ix uxy risp 
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UlU VSlU 
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Jrro ocr 


Lys 
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Lvs Glu Glu Gin Hi a Glv Tl a 

i-ljO V31U UXU V7XXX AlE> UX Jr X X fcS 
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Tnr fil *r 

X xixv vxxy 
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fll i-i Car 
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Ser 


485 
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Pine 
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Ul Ll DXXl 


nxb x xxi 
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Leu 
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525 






Glu Val Glv Glu Asn Tvr Gin 


He Ala 
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Leu 


Pro 


530 535 
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Val Ser Glu Glu Arg Trp Ala 
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Ala Leu 




A^n Leu 
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Leu 


545 550 
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Gly Leu 
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Val 
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Gin Glu Asp Trp Gin His Phe 


Pro Arg 
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X Jf X Al^ 


Thr 


Al.a Ser 


Gin 
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Pro Gin Thr Asp Ser Val He 
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Ser Glu 


Asn. 
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Tvr 
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His Ser Gly Glu Gly His Met 


Pro Phe 


Arg Thr 
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He 
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Ala Thr cys Tyr Ser Pro Arg 
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Ser 


Phe Ala 


Pro 
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Gin Asp 


Ser Gin 


Ala 


Ser Asn 
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Leu 
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Val Met Asp His Met He Met 


Thr Pro 


Glu Met 


Pro 


Thr Met 


Glu 
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Glu Gly Gly Leu Asp Asp Ser 


Gly Glu 


His Phe 


Phe 


Asp Ala 
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Glu 
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635 







1599 



WO 01/57188 



PCT/US01V03800 



Ala His 


Ser 
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He 
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Asp Gly 


Tyr 
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Thr 
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Glu 
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Met Glu 


Tyr 
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Gin 


Ser Pro Ser Ser Cys 
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790 
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Ser Gin 
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He 


Met Glu Tyr 


He 
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Glu His 


Leu 


Lys Lys 


Val Glu Glu 
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Arg 






820 






825 
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Glu 


Phe Ala Glu Gly Ala 
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Thr Met Ala Pro Trp 
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5 




10 
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Leu Gly 


Asp 


Ala Gin Pro Asn Pro 
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Lys Tyr Leu Glu Gly 
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Ala 






20 


25 
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Gly Gin 


Gin 


Pro Thr Ala Pro Asp 


Lys 


Ser Lys Glu Thr Asn 


Lys 


Thr 




35 


40 
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Asp Asn 


Thr 


Glu Ala Pro Val Thr 


Lys 


He Glu Leu Leu Pro 


Ser 


Tyr 
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60 






Ser Thr 


Ala 


Thr Leu He Asp Glu 


Pro 


Thr Glu Val Asp Asp 


Pro 


Trp 
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B0 


Asn Leu 


Pro 


Thr Leu Gin Asp Ser 


Gly 


He Lys Trp Ser Glu 


Arg 


Asp 
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90 
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Gly 


Lys He Leu Cys Phe 


Phe 


Gin Gly He Gly Arg 
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Leu Leu 
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Gly Phe Leu Tyr Phe 


Phe 
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He 


Leu 
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Ser Ser 


Ala 


Phe Gin Leu Val Gly 


Gly 


Lys Met Ala Gly Gin 


Phe 


Phe 
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Ser Asn 


Ser 


Ser He Met Ser Asn 
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Leu Leu Gly Leu Val 


He 
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Val Leu 


Val 


Thr Val Leu Val Gin 


Ser 


Ser Ser Thr Ser Thr 


Ser 


He 
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Val Val 


Ser 


Met Val Ser Ser Ser 


Leu 


Leu Thr Val Arg Ala 


Ala 


He 
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185 
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Pro He 


He 


Met Gly Ala Asn He 


Gly 


Thr Ser He Thr Asn 


Thr 


He 
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205 






Val Ala 


Leu 


Met Gin Val Gly Asp 


Arg 


Ser Glu Phe Arg Arg 


Ala 


Phe 


210 
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220 






Ala Gly 


Ala 


Thr Val His Asp Phe 


Phe 


Asn Trp Leu Ser Val 


Leu 


Val 


225 




230 
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240 


Leu Leu 


Pro 


Val Glu Val Ala Thr 


His 


Tyr Leu Glu He He 


Thr 


Gin 
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Leu He 


Val 


Glu Ser Phe His Phe 


Lys 


Asn Gly Glu Asp Ala 


Pro 


Asp 
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Lys 
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He 


Thr 


Lys 
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Lys 
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He 


Ser 


Gin 
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He 
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Lys 


Ser 
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Val 


Lys 
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Trp 


Cys 


305 
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Gin 


He 


Asn 


Val 


Thr 
325 


Val 


Pro 


Ser 


Thr 
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Cys 


Trp 


Thr 
340 


Asp 


Gly 


He 


Gin 


Asn 
345 


Tyr 


Lys 


Glu 
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Asn 
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Ala 


Lys 


Cys 
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Gin 


Leu 
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370 
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Ala 


Val 


Gly 
375 


Thr 


He 
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Leu 


Cys 


Gly 


Cys 


Leu 


He 


Met 


He 


385 
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Lys 


Gly 


Gin 


Val 
405 
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Thr 
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Phe 


Pro 


Phe 


Pro 
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Phe 
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Trp 


Leu 


Thr 
425 


Gly 
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Gly 
435 


Met 


Thr 


Phe 


He 


Val 
440 


Gin 
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Leu 
450 


Thr 
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Leu 


He 


Gly 
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He 


Gly 


Tyr 


Pro 


Leu 


Thr 


Leu 


Gly 
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Asn 


He 
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Ala 
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Ala 
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Pro 
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Leu 


Cys 
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Phe 


Phe 


Phe 
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505 


Tyr 


Pro 
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Pro 


Phe 


Thr 


Arg 
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520 


Pro 
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Asn 
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Ala 


Lys 


Tyr 
535 


Arg 


Trp 
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Phe 


Phe 


Phe 
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He 


Pro 


Leu 


Thr 


545 
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Trp 
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Val 


Leu 
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Val 
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Val 
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Leu 


Leu 
585 
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Gin 
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Trp 
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Leu 
610 
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Trp 
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Ala 
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Val 


Val 


Gin 


Met 


Arg 


Cys 


Cys 


Cys 


Cys 


Cys 


Arg 
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Leu 


Cys 


Gly 


Cys 
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Lys 


Cys 


Cys 


Asp 
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Glu 


Glu 
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Gin 


Glu 


Gly 


Gin 
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Glu 


Thr 
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He 


Thr 


He 
680 
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Pro 


Ala 
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695 


Glu 
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330 
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Trp 
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He 
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He 
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410 










415 
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Tyr 
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He 
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He 
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He 
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He 
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Trp 
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Cys 




635 










640 


Arg 


Cys 


Ser 


Lys 


Cys 
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415 




Ala 


Ala 


Pro 


His 


Pro Glu Pro Ser Leu Ser 


Phe 


Gin Ala 


His 


His 


Leu 








420 


425 








430 






Leu 


Pro 


Asn 


Thr 


Ser Pro He Ser Pro Thr 


Gin 


Pro 


Leu 


Thr 


Pro 


Ser 






435 




440 






445 






448 
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<213> Homo sapiens 



<400> 2683 

Ala Ala Gly Ala Gly Ala Asp Gly Arg Glu Pro Ala Ser Glu Arg Ala 

15 10 15 

Ser Arg Ala Glu Pro Pro Ala Val Ala Met Gly Gin Asn Asp Leu Met 

20 25 30 

Gly Thr Ala Glu Asp Phe Ala Asp Gin Phe Leu Arg Val Thr Lys Gin 

35 40 45 

Tyr Leu Pro His Val Ala Arg Leu Cys Leu lie Ser Thr Phe Leu Glu 

50 55 SO 

Asp Gly He Arg Met Trp Phe Gin Trp Ser Glu Gin Arg Asp Tyr He 
65 70 75 80 

Asp Thr Thr Trp Asn Cys Gly Tyr Leu Leu Ala Ser Ser Phe Val Phe 

85 90 95 

Leu Asn Leu Leu Gly Gin Leu Thr Gly Cys Val Leu Val Leu Ser Arg 

100 105 110 

Asn Phe Val Gin Tyr Ala Cys Phe Gly Leu Phe Gly lie He Ala Leu 

115 120 125 

Gin Thr He Ala Tyr Ser He Leu Trp Asp Leu Lys Phe Leu Met Arg 

130 135 ~ 140 

Asn Leu Ala Leu Gly Gly Gly Leu Leu Leu Leu Leu Ala Glu Ser Arg 
145 150 155 160 

Ser Glu Gly Lys Ser Met Phe Ala Gly Val Pro Thr Met Arg Glu ser 

165 170 175 

Ser Pro Lys Gin Tyr Met Gin Leu Gly Gly Arg Val Leu Leu Val Leu 

180 185 190 

Met Phe Met Thr Leu Leu His Phe Asp Ala Ser Phe Phe Ser He Val 

195 200 205 

Gin Asn He Val Gly Thr Ala Leu Met He Leu Val Ala He Gly Phe 

210 215 220 

Lys Thr Lys Leu Ala Ala Leu Thr Leu Val Val Trp Leu Phe Ala He 
225 230 235 240 

Asn Val Tyr Phe Asn Ala Phe Trp Thr He Pro Val Tyr Lys Pro Met 

245 250 " 255 

His Asp Phe Leu Lys Tyr Asp Phe Phe Gin Thr Met Ser Val He Gly 

260 265 270 

Gly Leu Leu Leu Val Val Ala Leu Gly Pro Gly Gly Val Ser Met Asp 

275 280 285 

Glu Lys Lys Lys Glu Trp 
290 294 



<210> 2684 
<211> 501 
<212> PRT 

<213> Homo sapiens 



<400> 2684 

Gin Ala Trp Ser Leu Gin Val Ala Leu Ser Pro Phe Phe Phe Pro Ala 

15 10 15 

Ser Pro Ser Asn Ser Phe Ala Ala Ala Val Pro Gin Leu Leu Phe Pro 

20 25 30 

Glu Leu Pro Leu Pro His Val Pro Gly Gin Glu Ser Ala Lys Arg Arg 

35 ,40 45 

Ser Ala Arg Arg Phe Leu He Met Ser Glu Leu Thr Lys Glu Leu Met 

50 55 60 

Glu Leu Val Trp Gly Thr Lys Ser Ser Pro Gly Leu Ser Asp Thr He 
65 70 75 ~ 80 

Phe Cys Arg Trp Thr Gin Gly Phe Val Phe Ser Glu Ser Glu Gly Ser 
85 90 95 
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Ala 


Leu 


Glu 


Gin 
100 


Phe 


Glu 


Gin 


Ala 


Phe 
115 


Leu 


Leu 


Lys 


Trp 


Arg 
130 


Asp 


Cys 


Ser 


Gin 


Leu 


Cys 


Asp 


He 


Leu 


Glu 


145 










150 


Cys 


Leu 


Val 


Ser 


Trp 
165 


Leu 


lie 


Ser 


Gly 


Ser 
180 


Pro 


Ala 


Ala 


Leu 


Ala 
195 


Val 


Glu 


Glu 


Gin 


Lys 
210 


Arg 


Ser 


Phe 


Arg 


Asp 


Gin 


Tyr 


Ser 


Met 


Trp 


225 










230 


Tyr 


Ser 


Val 


Leu 


Leu 
245 


Thr 


Glu 


Asp 


Ala 


Ser 
260 


Glu 


Pro 


Gin 


Ser 


Leu 
275 


lie 


Asn 


Leu 


Trp 


Asp 
290 


Gly 


Asp 


Arg 


Glu 


Glu 


Gin 


Ala 


Ala 


Val 


Gly 


305 










310 


Cys 


Lys 


Val 


Gly 


Ser 
325 


Tyr 


Cys 


Leu 


Ala 


Ser 
340 


Glu 


Thr 


Ala 


Leu 


Val 
355 


Ala 


Pro 


Glu 


Gin 


Thr 
370 


Tyr 


Asp 


Pro 


Glu 


Glu 


Asp 


Val 


Met 


Lys 


Ala 


385 










390 


Asn 


Leu 


Met 


Lys 


Asn 
405 


Lys 


Leu 


Gly 


Pro 


Phe 
420 


Leu 


Gin 


Pro 


Glu 


Ser 
435 


Phe 


Thr 


Val 


Tyr 


Asn 
450 


Glu 


Lys 


Val 


Met 


Phe 


Glu 


Asp 


Pro 


Met 


Leu 


465 










470 


Leu 


Gin 


Thr 


Lys 


Trp 
485 


Pro 


Ser 


Pro 


Ser 


Leu 
500 


Asn 
501 





<210> 2685 
<211> 949 
<212> PRT 

<213> Homo sapiens 



<400> 2685 
Thr Arg Thr Lys Arg Arg 
1 5 



Gly 


Gly Pro 


Cys 


Ala 


Val 




105 








Lys 


Leu Leu 


Phe 


Ser 


Ser 




120 








Glu 


Glu Gin 


Lys 


Glu 


Leu 


135 








140 


Ser 


Ala Cys 


Cys 


Asp 


His 








155 




Arg 


Gly Lys 


Thr 


Thr 


Glu 






170 






Glu 


Ser Ser 


Cys 


Gin 


Val 




185 








Leu 


Gly Phe 


Glu 


Arg 


Phe 




200 








Ser 


Leu Pro 


Glu 


Leu 


Lys 


215 








220 


Gly 


Asn Lys 


Phe 


Gly 


Val 








235 




Lys 


Gly lie 


Glu 


Asn 


lie 






250 






Leu 


He Asp 


Pro 


Val 


Tyr 




265 








Leu 


Leu Thr 


Gly 


His 


Ala 




280 








Cys 


Ser Gly 


Met 


Lys 


Leu 


295 








300 


Phe 


Leu Thr 


Leu 


Met 


Glu 








315 




Leu 


Lys He 


Ser 


Lys 


lie 






330 






His 


Leu Thr 


Val 


Phe 


Phe 




345 








Ala 


Pro Ser 


Glu 


Gin 


Ala 




360 








Asp 


Asn Gly 


Phe 


lie 


Pro 


375 








380 


Leu 


Asp Leu 


Val 


Ser 


Asp 








395 




Leu 


Asp Pro 


Glu 


Gly 


Leu 






410 






Glu 


Phe Phe 


Pro 


Asp 


Gin 




425 








Tyr 


His Tyr 


Asn 


Gly 


Leu 




440 








Tyr 


Val Glu 


Gly 


Thr 


Ala 


455 








460 


Gin 


Thr Asp 


Asp 


Thr 


Pro 








475 




Tyr 


He Glu 


Leu 


Leu 


Trp 






490 






Leu 


Gly Arg 


Glu 


Lys 


Ala 



10 
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He 


Ala 


Pro 


Val 




110 






Glu 


Lys 


Ser 


Ser 


125 








Leu 


Cys 


His 


Thr 


Ser 


Gly 


Ser 


Tyr 








160 


Glu 


Thr 


Ala 


Ser 






175 




Glu 


His 


Ser 


Ser 




190 






His 


Ala 


Leu 


He 


205 








Asp 


Ala 


Val 


Leu 


Leu 


Leu 


Phe 


Leu 








240 


Lys 


Asn 


Glu 


He 






255 




Gly 


His 


Gly 


Ser 




270 






Val 


Ser 


Asn 


Val 


2B5 








Leu 


Gly 


He 


His 


Ala 


Leu 


Arg 


Tyr 








320 


Pro 


Tyr 


Leu 


Asp 






335 




Ala 


Lys 


Asp 


Met 




350 






Arg 


Arg 


Val 


Phe 


365 








Asp 


Ser 


Leu 


Leu 


Pro 


Glu 


Tyr 


He 








400 


Gly 


He 


He 


Leu 






415 




Gly 


Ser 


Ser 


Gly 




430 






Lys 


Gin 


Ser 


Asn 


445 








Val 


Val 


Met 


Gly 


He 


Lys 


Arg 


Cys 








480 


Thr 


Thr 


Asp 


Arg 






495 




Met 


Ala 


Ser 


Pro 
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Pro Arg Gly 


Trp Gly Cys 


Gly 


Glu 


Leu 




20 






25 


Gly Thr Leu 


Cys Glu Pro 


Gly 


Ser 


Gly 


35 






40 




Glu Glu Leu 


Asp Lys Gly 


Ser 


Phe 


Val 


50 




55 






Gly Leu Glu 


Pro Gin Glu 


Leu 


Ala 


Glu 


65 


70 








Arg Gly Arg 


Thr Gin Leu 
85 


Phe 


Ala 


Leu 


Val Thr Ala 


Gly Arg lie 


Asp 


Arg 


Glu 




100 






105 


Leu Cys Val 


Val Asn Phe 


Asn 


He 


Leu 


115 






120 




Tyr Gly Val 


Glu Val Glu 


He 


He 


Asp 


130 




13$ 






Phe Arg Asp 


Glu Glu Leu 


Lys 


Val 


Lys 


145 


150 








Gly Thr Arg 


Leu Val Leu 


Pro 


Phe 


Ala 




165 








Asn Ser Leu 


Arg Ser Tyr 


Gin 


Leu 


Ser 




180 






185 


Asp Val Val 


Ser Gly Thr 


Asp 


Gly 


Gin 


195 






200 




Glu Gin Pro 


Leu Asp Arg 


Glu 


Lys 


Glu 


210 , 




215 






Thr Ala Leu 


Asp Gly Gly 


Asp 


Pro 


val 


225 


230 








Arg Val Thr 


Val Leu Asp 


Ala 


Asn 


Asp 




245 








Ser Glu Tyr 


Ser Val Ser 


Val 


Pro 


Glu 




260 






265 


Leu Leu Met 


Leu Thr Ala 


Thr 


Asp 


Pro 


275 






280 




Leu Thr Tyr 


Ser Phe Arg 


Asn 


Glu 


Glu 


250 




295 






Gin Leu Asp 


Ser Asn Leu 


Gly 


Glu 


He 


305 


310 








Tyr Glu Glu 


Ser Arg Phe 


Tyr 


Leu 


Met 




325 








Gly Ala Leu 


Val Ala Ser 


Ala 


Lys 


Val 




340 






345 


Asn Asp Asn 


Ala ■ Pro Glu 


Val 


He 


Leu 


355 






360 




Ser Glu Asp 


Cys Leu Pro 


Gly 


Thr 


Val 


370 




375 






Asp Gly Asp 


Ser Gly Glu 


Asn 


Gly 


Glu 


385 


390 








Asn Leu Pro 


Phe Lys Leu 


Glu 


Lys 


Ser 




405 








Leu Thr Thr 


Arg Asp Leu 


Asp 


Arg 


Glu 




420 






425 


Thr Leu Thr 


val Met Asp 


His 


Gly 


Thr 


435 






440 




His lie Pro 


Leu Lys Val 


Ala 


Asp 


Val 


450 




455 






Pro Gin Ala 


Ser Tyr Ser 


Thr 


Ser 


Val 


465 


470 








Val Ser lie 


Phe Ser Val 


Thr 


Ala 


His 




485 








Ala Arg Val 


Thr Tyr Ser 


Leu 


Ala 


Glu 




500 






505 


Leu Ser Ser 


Tyr Val Ser 


He 


Asn 


Ser 


515 






520 
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Leu Leu 


Pro 


Phe. 


Met Leu 


Leu 








30 




Gin He Arg Tyr 


Ser Met 


Pro 






45 






Gly Asn He Ala 


Lys Asp 


Leu 




60 








Arg Gly Val ' Arg 


He Val 


Ser 


75 








80 


Asn Pro Arg 


' Ser 


Gly Ser 


Leu 


90 






95 




Glu Leu 


Cys 


Ala 


Gin Ser 


Pro 








110 




Val Glu' Asn 


Lys 


Met Lys 


He 






125 






He Asn 


Asp 


Asn 


Phe Pro 


Arg 




140 








Val Asn 


Glu 


Asn 


Ala Ala 


Ala 


155 








160 


Arg Asp 


Ala 


Asp 


Val Gly 


Val 


170 






175 




Ser Asn 


Leu 


His 


Phe Ser 


Leu 








190 




Lys Tyr 


Pro 


Glu 


Leu Val 


Leu 






205 






Thr Val 


His 


Asp 


Leu Leu 


Leu 




220 








Leu Ser 


Gly 


Thr 


Thr His 


He 


235 








240 


Asn Ala 


Pro 


Leu 


Phe Thr 


Pro 


250 






255 




Asn He 


Pro 


Val 


Gly Thr 


Arg 








270 




Asp Glu 


Gly 


He 


Asn Gly 


Lys 






285 






Glu Lys 


He 


Ser 


Glu Thr 


Phe 




300 








Ser Thr 


Leu 


Gin 


Ser Leu 


Asp 


315 








320 


Glu Val 


Val 


Ala 


Gin Asp 


Gly 


330 






335 




Val Val 


Thr 


Val 


Gin Asp 


Val 








350 




Thr Ser 


Leu 


Thr 


Ser Ser 


He 






365 






He Ala 


Leu 


Phe 


Ser Val 


His 




380 








He Ala 


Cys 


Ser 


He Pro 


Arg 


395 








400 


Val Asp 


Asn 


Tyr 


Tyr His 


Leu 


410 






415 




Glu Thr 


Ser 


Asp 


Tyr Asn 


He 








430 




Pro Pro 


Leu 


Ser 


Thr Glu 


Ser 






445 






Asn Asp 


Asn 


Pro 


Pro ,Asn 


Phe 




460 








Thr Glu 


Asn 


Asn 


Pro Arg 


Gly 


475 








480 


Asp Pro 


Asp 


Ser 


Gly Asp 


Asn 


490 






495 




Asp Thr 


Phe 


Gin 


Gly Ala 


Pro 








510 




Asp Thr 


Gly 


Val 


Leu Tyr 


Ala 



525 
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Leu 


Arg 


Ser Phe Asp Tyr Glu Gin 




530 


535 


Thr 


Ala 


Ser Asp Ser Gly Asn Pro 


545 




550 


Ser 


Leu 


Phe Val Leu Asp Gin Asn 






565 


Pro 


Ala 


Leu Pro Thr Asp Gly Ser 






580 


Ser 


Ala 


Glu Pro Gly Tyr Leu Val 






595 600 


Asp 


Ser 


Gly Gin Asn Ala Trp Leu 




610 


615 


Glu 


Pro 


Gly Leu Phe Ala Val Gly 


625 




630 


Ala 


Arg 


Ala Leu Leu Asp Arg Asp 






645 


Ala 


Val 


Glu Asp His Gly Gin Pro 






660 


Thr 


Val 


Ala Val Ala Asp Arg lie 






675 680 


Ser 


lie 


Lys Thr Pro He Asp Pro 




690 


695 


Leu 


Val 


Val Ala Val Ala Ala Val 


705 




710 


lie 


Val 


Leu Leu Val Leu Arg Leu 






725 


Leu 


Gin 


Ala Glu Gly Ser Arg Leu 






740 


Val 


Gly 


Val Asp Gly Val Arg Ala 






755 760 


Val 


Ser 


Leu Thr Ala Asp Ser Arg 




770 


775 


Pro 


Asn 


Tyr Ala Asp Thr Leu Leu 


785 




790 


Glu 


Pro 


Leu Leu Met Ser Asp Lys 






805 


Arg 


Val 


Gin Gin Ala Pro Pro Asn 






820 


Gin 


Arg 


Pro Gly Thr Ser Gly Ser 






835 840 


Trp 


Pro 


Asn Asn Gin Phe Asp Thr 




850 


855 


Ala 


Ser 


Ala Ser Glu Ala Ala Asp 


865 




870 


Ala 


Gly 


Tlir Met Gly Leu Ser Ala 






885 


Gin 


His 


Val Leu Gin Gly Glu Leu 






900 


Tyr 


lie 


Pro Gly Ser Asn Ala Thr 






915 920 


Asp 


Gly 


Lys Ala Pro Ala Gly Gly 




930 


935 


Lys 


Lys 


Glu Lys Lys 


945 




949 



<210> 2686 

<211> 185 

<212> PRT 

<213> Homo sapiens 



<40O> 2686 



Leu 


Arg 


Asp 


Leu 


Gin 


Leu 


Trp Val 








540 








Pro 


Leu 


Ser 


Ser 


Asn 


Val 


Ser Leu 






555 








560 


Asp 


Asn 


Thr 


Pro 


Glu 


He 


Leu Tyr 




570 










575 


Thr 


Gly 


Val 


Glu 


Leu 


Ala 


Pro Arg 


585 










590 




Thr 


Lys 


Val 


Val 


Ala 


Val 


Asp Lys 










605 






Ser 


Tyr 


Arg 


Leu 


Leu 


Lys 


Ala Ser 








620 








Leu 


His 


Thr 


Gly 


Glu 


Val 


Arg Thr 






635 








640 


Ala 


Leu 


Lys 


Gin 


Ser 


Leu 


Val Val 




650 










655 


Pro 


Leu 


Ser 


Ala 


Thr 


Phe 


Thr Val 


665 










670 




Pro 


Asp 


He 


Leu 


Ala 


Asp Leu Gly 










685 






Glu 


Asp 


Leu 


Asp 


Leu 


Thr Leu Tyr 








700 








Ser 


Cys 


Val 


Phe 


Leu 


Ala 


Phe Val 






715 








720 


Arg 


Arg 


Trp 


His 


Lys 


Ser Arg Leu 




730 










735 


Ala 


Gly 


Val 


Pro 


Ala 


Ser His Phe 


745 










750 




Phe 


Leu 


Gin 


Thr 


Tyr 


Ser 


His Glu 










765 






Lys 


Ser 


His 


Leu 


He 


Phe 


Pro Gin 






780 








Ser 


Glu 


Glu 


Ser 


Cys 


Glu Lys Ser 






795 








800 


Val 


Asp 


Ala 


Asn 


Lys 


Glu Glu Arg 




810 










815 


Thr 


Asp 


Trp 


Arg 


Phe 


Ser 


Gin Ala 


B25 










830 




Gin 


Asn 


Gly 


Asp 


Asp 


Thr Gly Thr 










845 






Glu 


Met 


Leu 


Gin 


Ala 


Met 


He Leu 








860 








Gly 


Ser 


Ser 


Thr 


Leu 


Gly Gly Gly 






875 








880 


Arg 


Tyr 


Gly 


Pro 


Gin 


Phe 


Thr Leu 




890 










895 


Gly 


Ser 


Asp 


Tyr 


Arg 


Gin Asn Val 


905 










910 




Leu 


Thr 


Asn 


Ala 


Ala 


Gly Lys Arg 










925 






Asn 


Gly 


Asn 


Lys 


Lys 


Lys 


Ser Gly 



940 
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Arg Pro Arg Arg 
1 

Glu Asp Pro Pro 
20 

Leu Ala Lys Leu 
35 

Arg Arg Lys Lys 
50 

Lys Leu Gin Ser 
65 

He Glu Glu Val 

Asn Asn Pro Lys 
100 

Thr Gly His Ala 
115 

Leu Ser Gin Leu 
13 0 

Glu Gin Phe Pro 
145 

Asp He Asp Glu 

Asp Glu Ala Ser 
180 



Arg Gin Pro Ser Phe Ser Cys Arg Val Leu Val Leu 

5 10 15 

Cys Phe Arg Phe Thr Asn Ser Met Asn Gin Glu Lys 

25 30 
Gin Ala Gin Val Arg He Gly Gly Lys Gly Thr Ala 

40 " 45 

Lys Val Val His Arg Thr Ala Thr Ala Asp Asp Lys 

55 60 
Ser Leu Lys Lys Leu Ala Val Asn Asn He Ala Gly 
70 75 80 

Asn Met He Lys Asp Asp Gly Thr Val lie His Phe 

85 90 95 

Val Gin Ala ser Leu Ser Ala Asn Thr Phe Ala He 

105 110 
Glu Ala Lys Pro He Thr Glu Met Leu Pro Gly He 

120 125 
Gly Ala Asp Ser Leu Thr Ser Leu Arg Lys Leu Ala 

135 140 
Arg Gin Val Leu Asp Ser Lys Ala Pro Lys Pro Glu 
150 155 " 160 

Glu Asp Asp Asp Val Pro Asp Leu Val Glu Asn Phe 
165 170 175 

Lys Asn Glu Ala Asn 
185 



<210> 2687 
<211> 421 
<212> PRT 

<213> Homo sapiens 



<400> 2687 

He Pro Gly Ser Thr He Ser Trp Ser Pro Ala Ala Ala Arg Gly Leu 

15 io is 

Ser Val Cys Arg Cys Cys Arg Leu His Pro Ala Ser Ala Met Asp Leu 

20 25 30 

Phe Gly Asp Leu Pro Glu Pro Glu Arg Ser Pro Arg Pro Ala Ala Gly 

35 40 45 

Lys Glu Ala Gin Lys Gly Pro Leu Leu Phe Asp Asp Leu Pro Pro Ala 

50 55 60 

Ser Ser Thr Asp Ser Gly Ser Gly Gly Pro Leu Leu Phe Asp Asp Leu 
65 70 75 80 

Pro Pro Ala Ser Ser Gly Asp Ser Gly Ser Leu Ala Thr Ser He Ser 

85 90 95 

Gin Met Val Lys Thr Glu Gly Lys Gly Ala Lys Arg Lys Thr Ser Glu 

100 105 ' * no 

Glu Glu Lys Asn Gly Ser Glu Glu Leu Val Glu Lys Lys Val Cys Lys 

115 120 125 

Ala ser Ser Val He Phe Gly Leu Lys Gly Tyr Val Ala Glu Arg Lys 

130 135 "* " 140 

Gly Glu Arg Glu Glu Met Gin Asp Ala His Val He Leu Asn Asp He 
145 150 155 160 

Thr Glu Glu Cys Arg Pro Pro Ser Ser Leu He Thr Arg Val Ser Tyr 

165 170 175 

Phe Ala Val Phe Asp Gly His Gly Gly He Arg Ala Ser Lys Phe Ala 

180 185 190 

Ala Gin Asn Leu His Gin Asn Leu He Arg Lys Phe Pro Lys Gly Asp 

195 200 " 205 

Val He Ser Val Glu Lys Thr Val Lys Arg Cys Leu Leu Asp Thr Phe 

210 215 220 

Lys His Thr Asp Glu Glu Phe Leu Lys Gin Ala Ser Ser Gin Lys Pro 
225 230 235 240 
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Ala 


Trp 


Lys 


Asp Gly 


Ser 


Thr 


Ala 










245 








lie 


Leu 


Tyr 


He 
260 


Ala 


Asn 


Leu 


Gly 


Tyr 


Asn 


Glu 

275 


Glu 


Ser 


Gin 


Lys 


His 
280 


His 


Asn 
290 


Pro 


Thr 


Gin 


Tyr 


Glu 
295 


Glu 


Gly 


Asn 


Val 


Arg 


Asp 


Gly 


Arg 


val 


305 










310 






Ser 


He 


Gly 


Asp 


Gly 
325 


Gin 


Tyr 


Lys 


Asp 


He 


Arg 


Arg 
340 


Cys 


Gin 


Leu 


Thr 


Ala 


Cys 


Asp 
355 


Gly 


Leu 


Phe 


Lys 


Val 
360 


Fhe 


He 
370 


Leu 


Ser 


Cys 


Leu 


Glu 
375 


Asp 


Lys 


Ser 


Ala 


Ala 


Asp 


Ala 


Arg 


Tyr 


385 










390 






Asn 


Lys 


Ala 


Val 


Gin 
405 


Arg 


Gly 


Ser 


Val 


Arg 


He 


Gly 
420 


His 
421 









<210> 2688 
<211> 195 
<212> PRT 

<213> Homo sapiens 



<400> 2688 



Gly 


Pro 


Ser 


Gin 


Ser 


Met 


Ala Ala 


1 








5 






Leu 


Ser 


Gly 


Leu 


Leu 


Asn 


Ala Leu 








20 








Pro 


Gly 


He 


Thr 


Glu 


Glu 


Leu Leu 














40 


Pro 


Pro 


Glu 


Glu 


Phe 


Arg 


Pro Phe 




50 










55 


Lys 


Ser 


He 


Ala 


Ser 


Ala 


Asp Met 


65 










70 




Leu 


Thr 


Ala 


Gin 


Thr 


Lys 


Lys. Gin 










85 






Ala 


Val 


He 


Ser 


Lys 


Phe 


Trp Lys 








100 








Ser 


Leu 


Met 


Asn 


Gin 


Ser 


Arg Trp 






115 








120 


Trp 


Arg 


Val 


Asp 


Gly 


Lys 


Ser Gin 




130 










135 


Thr 


Pro 


Val 


Ala 


He 


He 


Glu Leu 


145 










150 




Ser 


Glu 


Phe 


Leu 


Cys 


Leu 


Glu Phe 










165 






Leu 


Lys 


Thr 


Leu 


Ser 


Glu 


Val Glu 








180 








Gin 


Pro 


Asn 











195 



<210> 268$ 



Thr 


Cys 


Val 


Leu Ala Val 


Asp 


Asn 




250 






255 




Asp 


Ser 


Arg 


Ala He Leu 


Cys 


Arg 


265 






270 






Ala 


Ala 


Leu 


Ser Leu Ser 


Lys 


Glu 








285 






Arg 


Met 


Arg 


He Gin Lys 


Ala 


Gly 








300 






Leu 


Gly 


Val 


Leu Glu Val 


Ser 


Arg 






315 






320 


Arg 


Cys 


Gly 


Val Thr Ser 


Val 


Pro 




330 






335 




Pro 


Asn 


Asp 


Arg Phe He 


Leu 


Leu 


345 






350 






Phe 


Thr 


Pro 
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765 








Leu 


Lys 


Arg 


Arg 


Gin 


Lys 


Thr 


Tyr 


Asn 


Lys 


Glu 


Lys 


Leu 


Cys 


Asp 


Phe 




770 










775 










780 










Thr 


Asp 


Gly 


Arg 


Asp 


Ala 


Phe 


Met 


Gin 


Ser 


Ser 


Glu 


Leu 


Ser 


Glu 


His 


785 










790 










795 










800 


Gin 


Lys 


He 


His 


Ser 


Arg 


Lys 


Asn 


Leu 


Phe 


Glu 


Gly 


Arg 


Gly 


Tyr 


Glu 










805 










810 










815 




Lys 


Ser 


Val 


He 


His 


Ser 


Gly 


Pro 


Phe 


Thr 


Glu 


ser 


Gin 


Lys 


Ser 


His 








820 










825 










830 






Thr 


lie 


Thr 


Arg 


Pro 


Leu 


Glu 


Ser 


Asp 


Glu 


Asp 


Glu 


Lys 


Ala 


Phe 


Thr 






835 










840 










845 








lie 


Ser 


Ser 


Asn 


Pro 


Tyr 


Glu 


Asn 


Gin 


Lys 


He 


Pro 


Thr 


Lys 


Glu 


Asn 




850 










855 










860 










Val 


Tyr 


Glu 


Ala 


Lys 


Ser 


Tyr 


Glu 


Arg 


Ser 


Val 


He 


His 


Ser 


Leu 


Ala 


865 










870 










875 










880 


Ser 


Val 


Glu 


Ala 


Gin 


Lys 


Ser 


His 


Ser 


Val 


Ala 


Gly 


Pro 


Ser 


Lys 


Pro 










B85 










890 










895 




Lys 


Val 


Met 


Ala 


Glu 


Ser 


Thr 


He 


Gin 


Ser 


Phe 


Asp 


Ala 


He 


Asn 


His 








900 










905 










910 






Gin 


Arg 


Val 


Arg 


Ala 


Gly 


Gly 


Asn 


Thr 


Ser 


Glu 


Gly 


Arg 


Glu 


Tyr 


Ser 






915 










920 










925 








Arg 


Ser 


Val 


lie 


His 


Ser 


Leu 


Val 


Ala 


Ser 


Lys 


Pro 


Pro 


Arg 


Ser 


His 




930 










935 










940 










Asn 


Gly 


Asn 


Glu 


Leu 


Val 


Glu 


Ser 


Asn 


Glu 


Lys 


Gly 


Glu 


Ser 


Ser 


He 


945 










950 










955 










960 


Xyr 


lie 


Ser 


Asp 


Leu 


Asn 


Asp 


Lys 


Arg 


bin 


Lys 


He 


Pro 


fvxa 


Arg 


til ti 










965 










970 










975 




Asn 


Pro 


Cys 


Glu 


Gly 


Gly 


Ser 


Lys 


Asn 


Arg 


Asn 


Tyr 


Glu 


Asp 


Ser 


Val 








980 










985 










990 






lie 


Gin 


Ser 


val 


Phe 


Arg 


Ala 


Lys 


Pro 


Gin 


Lys 


Ser 


Val 


Pro 


Gly 


Glu 






995 








1000 








1005 








Gly 


Ser 


Gly 


Glu 


Phe 


Lys 


Lys Asp 


Gly 


Glu 


Phe 


Ser 


val 


Pro 


ser 


Ser 


1010 








1015 








1020 










Asn 


Val 


Arg 


Glu 


Tyr 


Gin Lys Ala 


Arg 


Ala 


Lys Lys Lys 


Tyr 


He 


Glu 



1025 1030 1035 1040 

His Arg Ser Asn Glu Thr Ser Val He His Ser Leu Pro Phe Gly Glu 

1045 1050 1055 

Gin Thr Phe Arg Pro Arg Gly Met Leu Tyr Glu Cys Gin Glu Cys Gly 

1060 1065 1070 

Glu Cys Phe Ala His Ser Ser Asp Leu Thr Glu His Gin Lys He His 

1075 1080 1085 

Asp Arg Glu Lys Pro Ser Gly Ser Arg Asn Tyr Glu Trp Ser Val He 
1090 1095 1100 
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Arg Ser Leu Ala Pro Thr Asp Pro Gin Thr Ser Tyr Ala Gin Glu Gin 
1105 1110 1115 1120 

• Tyr Ala Lys Glu Gin Ala Arg Asn Lys Cys Lys Asp Phe Arg Gin Phe 
1125 1130 1135 

Phe Ala Thr Ser Glu Asp Leu Asn Thr Asn Gin Lys He Tyr Asp Gin 

1140 1145 1150 

Glu Lys Ser His Gly Glu Glu Ser Gin Gly Glu Asn Thr Asp Gly Glu 

1155 1160 1165 

Glu Thr His Ser Glu Glu Thr His Gly Gin Glu Thr He Glu Asp Pro 

1170 1175 1180 

Val He Gin Gly Ser Asp Met Glu Asp Pro Gin Lys Asp Asp Pro Asp 
1185 1190 1195 1200 

Asp Lys He Tyr Glu Cys Glu Asp Cys Gly Leu Gly Phe Val Asp Leu 

1205 1210 1215 

Thr Asp Leu Thr Asp His Gin Lys Val His Ser Arg Lys Cys Leu Val 

1220 1225 1230 

Asp Ser Arg Glu Tyr Thr His Ser Val He His Thr His Ser He Ser 

1235 1240 1245 

Glu Tyr Gin Arg Asp Tyr Thr Gly Glu Gin Leu Tyr Glu Cys Pro Lys 

1250 1255 1260 

Cys Gly Glu Ser Phe He His Ser Ser Phe Leu Phe Glu His Gin Arg 
1265 1270 1275 1280 

He His Glu Gin Asp Gin Leu Tyr Ser Met Lys Gly Cys Asp Asp Gly 

1285 1290 1295 

Phe He Ala Leu Leu Pro Met Lys Pro Arg Arg Asn Arg Ala Ala Glu 

1300 1305 1310 

Arg Asn Pro Ala Leu Ala Gly Ser Ala He Arg Cys Leu Leu Cys Gly 

1315 1320 1325 

Gin Gly Phe He His Ser Ser Ala Leu Asn Glu His Met Arg Leu- His 

1330 1335 1340 

Arg Glu Asp Asp Leu Leu Glu Gin Ser Gin Met Ala Glu Glu Ala He 
1345 1350 1355 1360 

He Pro Gly Leu Ala Leu Thr Glu Phe Gin Arg. Ser Gin Thr Glu Glu 

1365 1370 1375 

Arg Leu Phe Glu Cys Ala Val Cys Gly Glu Ser Phe Val Asn Pro Ala 

1380 1385 1390 

Glu Leu Ala Asp His Val Thr Val His Lys Asn Glu Pro Tyr Glu Tyr 

1395 1400 1405 

Gly Ser Ser Tyr Thr His Thr Ser Phe Leu Thr Glu Pro Leu Lys Gly 

1410 1415 1420 

Ala He Pro Phe Tyr Glu Cys Lys Asp Cys Gly Lys Ser Phe He His 
1425 1430 1435 1440 

Ser Thr Val Leu Thr Lys His Lys Glu Leu His Leu Glu Glu Glu Glu 

1445 1450 1455 

Glu Asp Glu Ala Ala Ala Ala Ala Ala Ala Ala Ala Gin Glu Val Glu 

1460 1465 1470 

Ala Asn Val His Val Pro Gin Val Val Leu Arg lie Gin Gly Leu Asn 

1475 1480 1485 

Val Glu Ala Ala Glu Pro Glu Val Glu Ala Ala Glu Pro Glu Val Glu 

1490 1495 1500 

Ala Ala Glu Pro Glu Val Glu Ala Ala Glu Pro Asn Gly Glu Ala Glu 
1505 1510 1515 " 1520 

Gly Pro Asp Gly Glu Ala Ala Glu Pro He Gly Glu Ala Gly Gin Pro 

1525 1530 1535 

Asn Gly Glu Ala Glu Gin Pro Asn Gly Asp Ala Asp Glu Pro Asp Gly 

1540 1545 1550 

Ala Gly He Glu Asp Pro Glu. Glu Arg Ala Glu Glu Pro Glu Gly Lys 

1555 1560 1565 

Ala Glu Glu Pro Glu Gly Asp Ala Asp Glu Pro Asp Gly Val Gly He 

1570 1575 1580 

Glu Asp Pro Glu Glu Gly Glu Asp Gin Glu He Gin Val Glu Glu Pro 
1585 1590 1595 1600 

Tyr Tyr Asp Cys His Glu Cys Thr Glu Thr Phe Thr Ser Ser Thr Ala 
1605 1610 1615 
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Phe Ser Olu His Leu Lys Thr His Ala Ser Met He He Phe Glu Pro 

1620 1625 1630 

Ala Asn Ala Phe Gly Glu Cys Ser Gly Tyr He Glu Arg Ala Ser Thr 

1635 1640 1645 

Ser Thr Gly Gly Ala Asn Gin Ala Asp Glu Lys Tyr Phe Lys Cys Asp 

1650 1655 1660 

Val Cys Gly Gin Leu Phe Asn Asp His Leu Ser Leu Ala Arg His Gin 
1665 1670 1675 1680 

Asn Thr His Thr Gly 
1685 
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<211> 445 
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<213> Homo sapiens 



<400> 2692 



Gly Arg Pro Arg Ser 


Ser Ser Asp Asn 


Arg Asn 


Phe 


Leu 


Arg 


Glu Arg 


1 5 




10 








15 


Ala Gly Leu Ser Ser 


Ala Ala Val Gin 


Thr Arg 


He Gly 


Asn 


Ser Ala 


20 


25 








30 




Ala Ser Arg Arg Ser 


Pro Ala Ala Arg 


Pro Pro 


Val 


Pro 


Ala 


Pro Pro 


35 


40 






45 






Ala Leu Pro Arg Gly 


Arg Pro Gly Thr 


Glu Gly 


Ser 


Thr 


Ser 


Leu Ser 


50 


55 




60 








Ala Pro Ala Val Leu 


Val Val Ala Val 


Ala Val 


Val 


Val 


Val 


Val Val 


65 


70 


75 








80 


Ser Ala Val Ala Trp 


Ala Met Ala Asn 


Tyr He 


His 


Val 


Pro 


Pro Gly 


85 




90 








95 


Ser Pro Glu Val Pro 


Lys Leu Asn Val 


Thr Val 


Gin Asp 


Gin 


Glu Glu 


100 


105 








110 




His Arg Cys Arg Glu 


Gly Ala Leu Ser 


Leu Leu 


Gin 


His 


lieu 


Arg Pro 


115 


120 






125 






His Trp Asp Pro Gin 


Glu Val Thr Leu 


Gin Leu 


Phe 


Thr 


Asp 


Gly He 


130 


135 




140 








Thr Asn Lys Leu He 


Gly Cys Tyr Val 


Gly Asn 


Thr 


Met 


Glu 


Asp Val 


145 


150 


• 155 








160 


Val Leu Val Arg He 


Tyr Gly Asn Lys 


Thr Glu 


Leu 


Leu 


Val 


Asp Arg 


165 




170 








175 


Asp Glu Glu Val Lys 


Ser Phe Arg Val 


Leu Gin 


Ala 


His 


Gly 


Cys Ala 


180 


185 








190 




Pro Gin Leu Tyr Cys 


Thr Phe Asn Asn 


Gly Leu 


Cys 


Tyr 


Glu 


Phe He 


195 


200 






205 






Gin Gly Glu Ala Leu 


Asp Pro Lys His 


Val Cys 


Asn 


Pro 


Ala 


He Phe 


210 


215 




220 








Arg Leu He Ala Arg 


Gin Leu Ala Lys 


He His 


Ala 


He 


His 


Ala His 


225 


230 


235 








240 


Asn Gly Trp He Pro 


Lys Ser Asn Leu 


Trp Leu 


Lys Met 


Gly 


Lys Tyr 


245 




250 








255 


Phe Ser Leu He Pro 


Thr Gly Phe Ala 


Asp Glu 


Asp 


He 


Asn 


Lys Arg 


260 


265 








270 




Phe Leu Ser Asp He 


Pro Ser Ser Gin 


He Leu 


Gin 


Glu 


Glu 


Met Thr 


275 


280 






285 






Trp Met Lys Glu He 


Leu Ser Asn Leu 


Gly Ser 


Pro Val 


Val 


Leu Cys 


290 


295 




300 








His Asn Asp Leu Leu 


Cys Lys Asn He 


He Tyr 


Asn 


Glu 


Lys 


Gin Gly 


305 


310 


315 








320 


Asp Val Gin Phe He 


Asp Tyr Glu Tyr 


Ser Gly 


Tyr Asn 


Tyr 


Leu Ala 


325 




330 








335 


Tyr Asp He Gly Asn 


His Phe Asn Glu 


Phe Ala 


Gly Val 


Ser 


Asp Val 


340 


345 








350 
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Asp 


Tyr 


Ser 


Leu 


Tyr 


Pro 


Asp 


Arg 


Glu 






355 










360 




Ala 


Tyr 


Leu 


Glu 


Ala 


Tyr 


Lys 


Glu 


Phe 




370 










375 






Thr 


Glu 


Lys 


Glu 


Val 


Glu 


lie 


Leu 


Phe 


385 










390 








Leu 


Ala 


Ser 


His 


Phe 


Phe 


Trp 


Gly 


Leu 




















Tyr 


Ser 


Thr 


He 


Glu 


Phe 


Asp 


Phe 


Leu 








420 










425 


Asn 


Gin 


Tyr 


Phe 


Lys 


Met 


Lys 


Pro 


Glu 






435 










440 




Glu 


















449 




















<210> 2693 














<211> 245 














<212> PRT 














<213> Homo 


sapiens 










<400> 2693 












Pro 


Glu 


Ala 


Gin 


Thr 


Ser 


Ala 


Val 


Leu 


1 








5 










Pro 


Thr 


Met 


Arg 


His 


Glu 


Ala 


Pro 


Met 








20 










25 


Ala 


Arg 


Tyr 


Gly 


Gin 


Lys 


Asp 


Ser 


Ser 






35 










40 




Phe 


Lys 


Leu 


Leu 


He 


He 


Gly 


Asn 


Ser 




50 










55 






Leu 


Phe 


Arg 


Tyr 


Ala 


Asp 


Asp 


Ser 


Phe 


65 










70 








Val 


Gly 


He 


Asp 


Phe 


Lys 


Val 


Lys 


Thr 










85 










lie 


Lys 


Leu 


Gin 


He 


Trp 


Asp 


Thr 


Ala 








100 










105 


He 


Thr 


Thr 


Ala 


Tyr 


Tyr 


Arg 


Gly 


Ala 






115 










120 




Asp 


He 


Thr 


Asn 


Glu 


Glu 


Ser 


Phe 


Asn 




130 










135 






Gin 


lie 


Lys 


Thr 


Tyr 


Ser 


Trp 


Asp 


Asn 


145 










150 








Asn 


Lys 


Cys 


Asp 


Met 


Glu 


Asp 


Glu 


Arg 










165 










Gin 


His 


Leu 


Gly 


Glu 


Gin 


Leu 


Gly 


Phe 








180 










185 


Lys 


Asp 


Asn 


He 


Asn 


Val 


Lys 


Gin 


Thr 






195 










200 




He 


Cys 


Asp 


Lys 


Met 


Ser 


Glu 


Ser 


Leu 




210 










215 






Ala 


Ala 


Lys 


Gin 


Asn 


Thr 


Arg 


Leu 


Lys 


225 










230 








Pro 


Asn 


Cys 


Ala 


Cys 











245 
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Leu 


Gin Ser 


Gin Trp Leu Arg 






365 


Lys 


Gly Phe 


Gly Thr Glu Val 




380 




He 


Gin Val 


Asn Gin Phe Ala 




395 


400 


Trp 


Ala Leu 


He Gin Ala Lys 


410 




415 


Gly 


Tyr Ala 


He Val Arg Phe 






430 


Val 


Thr Ala 


Leu Lys Val Pro 






445 


Ala 


Arg Glu 


Lys Gly His Leu 


10 




15 


Gin 


Met Ala 


Ser Ala Gin Asp 






30 


Asp 


Gin Asn 


Phe Asp Tyr Met 






45 


Ser 


Val Gly 


Lys Thr Ser Phe 




60 




Thr 


Ser Ala 


Phe Val Ser Thr 




75 


80 


Val 


Phe Lys 


Asn Glu Lys Arg 


90 




95 


Gly 


Gin Glu 


Arg Tyr Arg Thr 






110 


Met 


Gly Phe 


lie Leu Met Tyr 






125 


Ala 


Val Gin 


Asp Trp Ser Thr 




140 




Ala 


Gin Val 


lie Leu Val Gly 




155 


160 


Val 


He Ser 


Thr Glu Arg Gly 


170 




175 


Glu 


Phe Phe 


Glu Thr Ser Ala 






190 


Phe 


Glu Arg 


Leu Val Asp He 






205 


Glu 


Thr Aep 


Pro Ala He Thr 




220 




Glu 


Thr Pro 


Pro Pro Pro Gin 




235 


240 
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<400> 2694 



Abo 


Arcr 


Pro 


Pro 


1 








lie 


His 


Leu 


Ser 








20 


lieu 


Gin 


Gin 


Arg 






35 




Val 


Arg 


Pro 


Ser 




50 






Lys 


Leu 


Gin 


Gly 


65 










Tvr 


Asn 


val 


Thr 


Lys 


Lys 


Leu 








100 


Val 


Ala 


Arg 


Glu 






115 




Glu 


Val 


Gly 


Pro 




130 






Val 


Ser 


val 


Cys 


145 








XXIX 


XI IX 


Arg 


Arg 


Val 


Glu 


Ala 


lie 








180 


His 


Phe 


Pro 


His 






195 




Pro 


Leu 


Asn 


Gly 




210 






Glu 


Lys 


Ala 


Asn 


225 








Asp 


fcrxie 


Tyr 


rn"U ^- 
XXIX 


val 


Glu 


Ala 


Phe 








260 


Trp 


Phe 


Phe 


Lys 






275 




Ser 


Lieu 


Phe 


Glu 




290 






Asn 


Val 


Leu 


Lys 


305 








Val 


Arcr 


Phe 


Leu 


Gin 


Gin 


Gin 


Gly 








340 


Phe 


Pro 


Thr 


Gly 






355 




Gly 


Arg 


lie 


Arg 




370 






Ala 


Gly 


Thr 


Ala 


385 








Asn 


Leu 


Pro 


Trp 


Arg 


Pro 


Leu 


Glu 








420 


Gly 


Asn 


Lys 


Phe 






435 




Gly 


Leu 


Gin 


Leu 




450 






Met 


Phe 


Ser 


Gly 


465 








Glu 


Ala 


Pro 


Glu 



Trp 


Asn 


Ser 


Arg 


5 








Ser 


Lvs 


Glv 


His 


Thr 


Pro 


Ala 


Glu 








40 


Gly 


His 


Glu 


Gly 






55 




Lys 


Leu 


Pro 


Glu 




70 






Asn 


Trp 


Thr 


Ala 


85 








Mot* 


lip 


UGH 


JrXXC 


Ser 


Trp 


Leu 


Leu 








120 


Arg 


Leu 


Asn 


Phe 






135 




Arg 


Ala 


Thr 


Gly 




150 






Tyr 


Arg 


Leu 


Ser 


165 








Ala 


Leu 


AT fit 

XVX>Cl 


X XXXV 


Pro 


lie 


Gin 


Ser 








200 


Pro 


He 


Asn 


He 






215 




Gin 


Glu 


Leu 


Gly 




230 






Lys 


Arg 


Phe 


Gin 


245 
















Gly 


Gin 


Leu 


His 








280 


Ser 


lie 


Met 


Ser 






295 




Phe 


Cys 


Asp 


Asn 




310 






Arg 


Pro 


Glu 


Asp 


325 








Leu 


Arcr 


His 


Val 


Val 


Cys 


Pro 


Phe 








360 


Asp 


Val 


Gin 


Cys 






375 




Gly 


Tyr 


Cys 


Phe 




390 






Glu 


Asp 


Leu 


Ser 


405 








Val 


Ala 


lie 


Glu 


Gly 


Glu 


Pro 


Val 








440 


Pro 


Asp 


Gly 


Gin 






455 




Gly 


lie 


Gly 


Ser 




470 






Pro 


Gly 


Met 


Glu 



485 



Val 


Asp 


Asp 


Phe 




10 






He 


ser 


Pro 


Ala 


25 








Met 


Ser 


Pro 


Val 


Ala 


Ala 


Ser 


Gly 








60 


Leu 


Gin 


Gly 


Val 






75 




Glu 


Ala 


Leu 


Pro 




90 






Gly 


Cys 


Pro 


Leu 


105 








Pro 


Glv 


Ser 


Asn 


Ser 


Thr 


Pro 


Thr 








140 


Leu 


Gly 


Pro 


Val 






155 




Phe 


Ala 


His 


Pro 




170 






Leu 


His 


Asp 


Arg 


185 








Phe 


Ser 


Pro 


Glu 


Leu 


Gly 


Glu 


Gly 








220 


Leu 


Ala 


Leu 


Asp 






235 




Glu 


Leu 


Gin 


Arg 




250 






Ser 


Asn 


Ser 


Glu 


265 








Val 


Asp 


Glv 


Gin 


Thr 


Gin 


Glu 


Ser 








300 


Ser 


Ser 


Ala 


He 






315 




Pro 


Thr 


Arg 


Pro 




330 






Val 


Phe 


Thr 


Ala 


345 








Ser 


Gly 


Ala 


Thr 


Thr 


Gly 


Arg 


Gly 








380 


Gly 


Asn 


Leu 


His 






395 




Phe 


Gin 


Tyr 


Pro 




410 






Ala 


Ser 


Asn 


Gly 


425 








Leu 


Ala 


Gly 


Phe 


Arg 


Arg 


Glu 


Trp 








460 


Met 


Glu 


Ala 


Asp 






475 




Val 


Val 


Lys 


Val 




490 







1617 



Val 


Thr 


Asn 


Leu 






15 




Lys 


Asp 


Thr 


Ser 




30 






Leu 


His 


Phe 


Tyr 


45 








His 


Thr 


Arc? 


Arcr 


Glu 


Thr 


Glu 


Leu 








60 


ser 


Ala 


Glu 


Glu 






95 




Leu 


Leu 


Asp 


Asp 




110 






Asp 


Leu 


Leu 


Leu 


125 








Ser 


Thr 


Asn 


He 


Asp 


Arg 


Val 


Glu 








160 


Pro 


Ser 


Ala 


Glu 






175 




Met 


Thr 


Glu 


Gin 




190 






Ser 


Met 


Pro 


Glu 


205 








Arg 


Leu 


Ala 


Leu 


Ser 


Trp 


Asp 


Leu 








240 


Asn 


Pro 


Ser 


Thr 






255 




His 


Ser 


Arg 


His 




270 






Lys 


Leu 


Val 


His 


285 








Ser 


Asn 


Pro 


Asn 


Gin 


Gly 


Lys 


Glu 








320 


Ser 


Arg 


Phe 


Gin 






335 




Glu 


Thr 


His 


Asn 




350 






Thr 


Gly 


Thr 


Gly 


365 








Ala 


His 


Val 


Val 


He 


Pro 


Gly 


Tyr 








400 


Gly 


Asn 


Phe 


Ala 






415 




Ala 


Ser 


Asp 


Tyr 




430 






Ala 


Arg 


Ser 


Leu 


445 








He 


Lys 


Pro 


lie 


His 


lie 


Ser 


Lys 








480 


Gly 


Gly 


Pro 


Val 






495 





WO 01/57188 



PCT/USO 1/03800 



Tyr 


Arg 


He 


Gly 


Val 


Gly 


Gly 


Gly 


Ala 


Ala 


Ser 


Ser 


Val 


Gin 


Val 


Gin 








500 










505 










510 






Gly 


Asp 


Asn 


Thr 


Ser 


Asp 


Leu 


Asp 


Phe 


Gly 


Ala 


Val 


Gin 


Arg 


Gly 


Asp 






515 










520 










525 








Pro 


Glu 


Met 


Glu 


Gin 


Lys 


Met 


Asn 


Arg 


Val 


He 


Arg 


Ala 


Cys 


Val 


Glu 




530 










535 










540 










Ala 


Pro 


Lys 


Gly 


Asn 


Pro 


He 


Cys 


Ser 


Leu 


His 


Asp 


Gin 


Gly 


Ala 


Gly 


545 










550 










555 










560 


Gly 


Asn 


Gly 


Asn 


Val 


Leu 


Lys 


Glu 


Leu 


Ser 


Asp 


Pro 


Ala 


Gly 


Ala 


He 










565 










570 










575 




lie 


Tyr 


Thr 


Ser 


Arg 


Phe 


Gin 


Leu 


Gly 


Asp 


Pro 


Thr 


Leu 


Asn 


Ala 


Leu 








580 










585 










590 






Glu 


He 


Trp 


Gly 


Ala 


Glu 


Tyr 


Gin 


Glu 


Ser 


Asn 


Ala 


Leu 


Leu 


Leu 


Arg 






595 










600 










605 








Ser 


Pro 


Asn 


Arg 


Asp 


Phe 


Leu 


Thr 


His 


Val 


Ser 


Ala 


Arg 


Glu 


Arg 


Cys 




610 










615 










620 










Pro 


Ala 


Cys 


Phe 


Val 


Gly 


Thr 


He 


Thr 


Gly 


Asp 


Arg 


Arg 


He 


Val 


Leu 


625 










630 










635 










640 


Val 


Asp 


Asp 


Arg 


Glu 


Cys 


Pro 


Val 


Arg 


Arg 


Asn 


Gly 


Gin 


Gly 


Asp 


Ala 










645 










650 










655 




Pro 


Pro 


Thr 


Pro 


Pro 


Pro 


Thr 


Pro 


Val 


Asp 


Leu 


Glu 


Leu 


Glu 


Trp 


Val 








660 










665 










570 






Leu 
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Lys 


Glu 
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Phe 


Leu 


Gin 


Arg 


Lys 


Pro 


Pro 






675 
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Leu 


Gin 


Pro 


Leu 


Ala 


Leu 


Pro 


Pro 
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Val 
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Gin 


Ala 
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Glu 


Arg 
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Leu 


Arg 
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Ala 


Val 
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Lys 


Arg 
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Leu 
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720 


Thr 


Asn 


Lys 


Val 
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Val 
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He 
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Arg Asp Ala Gly Leu His Cys Leu Glu Leu Gly His Thr Gly Glu Ala 

1010 1015 1020 

Gly Pro His Ala Met Val Arg Val Ser Val Asn Gly Ala Val Val Leu 
1025 1030 1035 1040 

Glu Glu Pro Val Gly Glu Leu Arg Ala Leu Trp Glu Glu Thr Ser Phe 

1045 1050 1055 

Gin Leu Asp Arg lieu Gin Ala Glu Pro Arg Cys Val Ma Glu Glu Glu 

1060 1065 1070 

Arg Gly Leu Arg Glu Arg Met Gly Pro Ser Tyr Cys Leu Pro Pro Thr 

1075 1080 1085 

Phe Pro Lys Ala Ser Val Pro Arg Glu Pro Gly Gly Pro Ser Pro Arg 

1090 1095 1100 

Val Ala He Leu Arg Glu Glu Gly Ser Asn Gly Asp Arg Glu Met Ala 
1105 1110 1115 ~ 1120 

Asp Ala Phe His Leu Ala Gly Phe Glu Val Trp Asp Val Thr Met Gin 

1125 1130 1135 

Asp Leu Cys Ser Gly Ala He Gly Leu Asp Thr Phe Arg Gly Val Ala 

1140 1145 1150 

Phe Val Gly Gly Phe Ser Tyr Ala Asp Val Leu Gly Ser Ala Lys Gly 

1155 1160 1165 

Trp Ala Ala Ala Val Thr Phe His Pro Arg Ala Gly Ala Glu Leu Arg 

1170 1175 HBO 

Arg Phe Arg Lys Arg Pro Asp Thr Phe Ser Leu Gly Val Cys Asn Gly 
1185 1190 1195 1200 

Cys Gin Leu Leu Ala Leu Leu Gly Trp Val Gly Gly Asp Pro Asn Glu 

1205 1210 1215 

Asp Ala Ala Glu Met Gly Pro Asp Ser Gin Pro Ala Arg Pro Gly Leu 

1220 1225 1230 

Leu Leu Arg His Asn Leu Ser Gly Arg Tyr Glu Ser Arg Trp Ala Ser 

1235 1240 1245 

Val Arg Val Gly Pro Gly Pro Ala Leu Met Leu Arg Gly Met Glu Gly 

1250 1255 1260 

Ala Val Leu Pro Val Trp Ser Ala His Gly Glu Gly Tyr Val Ala Phe 
1265 1270 1275 1280 

Ser Ser Pro Glu Leu Gin Ala Gin He Glu Ala Arg Gly Leu Ala Pro 

1285 1290 1295 

Leu His Trp Ala Asp Asp Asp Gly Asn Pro Thr Glu Gin Tyr Pro Leu 

1300 1305 1310 

Asn Pro Asn Gly Ser Pro Gly Gly Val Ala Gly He Cys Ser Cys Asp 

1315 1320 1325 

Gly Arg His Leu Ala Val Met Pro His Pro Glu Arg Ala Val Arg Pro 

1330 1335 1340 

Trp Gin Trp Ala Trp Arg Pro Pro Pro Phe Asp Thr Leu Thr Thr Ser 
1345 1350 1355 1360 

Pro Trp Leu Gin Leu Phe He Asn Ala Arg Asn Trp Thr Leu Glu Gly 
1365 1370 1375 

Ser Cys 
1378 
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Gly Val Arg Gly Phe Trp Ala Gly 

1 5 
Arg Ala Ala Gly Thr Asp Gly Ser 
20 

Ala Met His Tyr Gin Met Ser Val 
35 40 



Thr Met Ala Ser Arg Ala Gly Pro 

10 15 
Asp Phe Gin His Arg Glu Arg Val 

25 30 
Thr Leu Lys Tyr Glu lie Lys Lys 
45 
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He 


Glu 


145 










150 
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Asp 


Asp 
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Gly 


Glu 


Pro 
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Pro 


Glu 
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Val 


lie 
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Arg 
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185 
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Val 
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Pro 
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Met 
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Ser 


10 










15 




Glv 


Ala 


Pro 


Glv 


Ser 


Glv 


Lys 
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45 
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Val 
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Arg 
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Phe 
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Asp 
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Tyr 
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225 
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Gin 


Leu 


Glu 


Lys 








260 


Gin 


Val 


Ala 


Asp 
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Thr 
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305 








Glu 
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Val 
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340 
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Glu 
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Glu 


Arg 


Glu 


Ala 




370 
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Phe 
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Asp 


Asp 
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Gin 








420 
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Glu 
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